IN CHUG 


OJ990211 02.9819, 


,C36.o2 


• gp 


Method 


AAT/GAP 


Start 


6677 




End 


7088 


GI 


uC-osrocyp003d03al 




Score 


689 


Exons 


6677. .7088 










GI Descrip. 


, 5902672/gb|AAC7 9672.2| 


2.0e 


-60 (AF034643) putative cdc2-related 




kinase [Haematobia irritans 


irritans] 1 




Seq. No. 


6758 






Seq. ID 


OJ990211_02. 9819.C36 




1 4 1 97 

X *± X Z* / 






Strand 


+ 


Start 


07 q n 

C. f O \J 






End 


9134 


Name 


O.T99D21 1 09 9R1 9 


» w J U t U J 


• CfS 


Method 


GENSCAN 


Start 


7017 _ 






End 


9051 


GI 


none 






Score 


.53 


Exons 


7017. .8431, 8525, 


. .8653, 


8747 


. .8882, -8963. .9051 


Seq. No. 


67 

U / JO 






Seq. ID 


OJ990211_02.9819.C36 


Gene No. 


14197 

X *± X Zf 1 






Strand 


+ 


Start 








End 


9134 


Name 


O.TQQD^I 1 09 9R1 9 


. C36 . ol 


. tm 


Method 


TBLASTX : Maize 


91-3 rt 

O lai L. 


7QQ4 ~~ 






Erid 


9054 


GI 


none 






Score 


670 


Exons 


7QQ4 R4^1 799S 


R4 19 


799S 

/ z* Z* -J 


..8435, 8176. .8433, 8514. .8654, 




8515. .8655, 8522. 


. .8653, 


8722 


..8859, 8729. .8863, 8744. .8881, 




8745- .88.88-, 8745. 


. .8882, 


8960 


..9049, 8960. .9010, 8962.. 9054, 




896? 90S4 










Seq. No. 


fil SR 
D / JO 






Seq. ID 


OJ990211_02. 981-9. C36 


Gene No. 


14197 

X *i X _7 / 






Strand 


+ 


Start 


97R0 






End 


9134 




D,T99n?11 09 9R1 9 


P^fi n1 


• us 


Method 


TBLASTX: Soybean 


Start 


8016 _ 






End 


9049 


GI 


none 






Score 


312 


Exons 


8016. .8276, 8018. 


. .8239, 


8172 


..8294, 8282. .8422, 8286. .8432, 




8514. .8654, 8517. 


. .8651, 


8519 


..8653, 8744. .8866, 8745. .8855, 




8755. .8886, 8956. 


. .9048, 


8960 


. .9049 




Seq. No. 


6758 






Seq. ID 


OJ990211_02.9819.C36 


Gene No. 


14197 






Strand 


+ 


Start 


2780 






End 


9134 


Name 


OJ990211 02.9819, 


■C36.o3 


.gp 


Method 


AAT/GAP 


Start 


8041 






End 


8887 


GI 


4715805 






Score 


1245 


Exons 


8041. .8431, 8525. 


. .8653, 


8747 


. .8887 




GI Descrip. 


5902672/gb|AAC79672.2| 


2.0e- 


60 (AF034643) putative- cdc2-related 




kinase [Haematobia irritans 


irritans] 




Seq. No. 


6758 






Seq. ID 


OJ990211_02. 9819.C36 


UC11C l*i\J ■ 


14197 






Strand 


+ 


Start 


2780 






End 


9134 


Name 


OJ990211 02.9819. 


,C36.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


8139 






End 


8338 


GI 


none 






Score 


289 


Exons 


8139. .8336, 8141. 


, .8338, 


8170 


. .8337 




Seq. No. 


6758 * 






Seq. ID 


OJ990211_02. 9819.C36 


Gene No. 


14197 






Strand 




Start 


2780 






. End 


9134 



7001 





Name 


OJ990211 02.9819. 


C36.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


8208 






End 


8798 




GI 


none 






Score 


139 




Exons 


8208.. 8432, 8292. 


.8435, 


8517 


..8588, 8520. .8609, 8624. .8650, 






8625. .8654, 8745. 


.8798 










Seq. No. 


6758 






Seq. ID 


OJ990211_02.9819.C36 




Gene No. 


14197 






Strand 


+ 




Start 


2780 






End 


9134 




Name 


O.TQQn91 1 09 Qfil Q 


\-> ~J D . \J J_ 


t* r 


Method 


TBLASTX: Cress 




Start 


8339 






End 


9049 




GI 


none 






Score 


138 




Exons 


8339. .8407, 8340. 


.8432, 


8514 


..8654, 8518. .8655, 8519. .8659, 






8519. .8653, 8725. 


.8850, 


8740 


..8847, 8744. .8869, 8745. .8888, 






8745. .8882, 8960. 


.9049, 


8962 


. .9048 






Seq. No. 


6759 






Seq. ID 


OJ990211_02.9819.C37 




Gene No. 


14198 






Strand 


+ 






1 






End 


2543 




Name 


OJ990211 02.9819. 


C37.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


510 




GI 


6382535 






Score 


242 




Exons 


1..137, 217.. .323, 


420;. . 


510 








GI Descrip. 


(AC011020) putative protein kinase" [Arabidopsis thaliaha] 




Seq. No. 


6759 






Seq. ID 


OJ990211_02.9819.C37 


•i n 


Gene No . 


14198 






Strand 


+ 




Start 


1 






End 


2543 


\ y 


Name 


OJ990211 02.9819. 


C37.ol 


.gs 


Method 


GENS CAN 


Q 


Start 


78 






End 


2543 


!. u 


GI 


none 






Score 


.68 


■.I 


Exons 


78. .137, 190. .323, 533. 


.589, 


2513. .2543 


I'll 

i ir 


Seq. No. 


6759 






Seq. ID 


OJ990211_02.9819.C37 


13 


Gene No. 


14198 






Strand 


+ 


i "l 

•i 


Start 


1 






End 


2543 


E 




OJ990211 02.9819. 


C37.ol 


.gp 


Method 


AAT/GAP 




Start 


917 






End 


1241 


s ^ 


GI 


31827 1.R1084 






Score 


604 


'id 


Exons 


917. .1241 










□ 


GI Descrip. 


•4038035 1.0e-09 


(AC005936) 


putative 


DNA-binding protein 




[Arabidopsis thaliana] ' 










Seq. No. 


6759 






Seq. ID 


OJ990211_02.9819.C37 




bene lno . 


14199 






Strand 


+ 




Start 


3729 






End 


4179 




Name 


OJ990211 02.9819. 


C37.o2 


.gp 


Method 


AAT/GAP 




Start 


3729 






End 


4179 




GI 


4715481 






Score 


819 


* 


Exons 


3729. .4179 












Seq. No. 


6759 






Seq. ID 


OJ990211_02.9819.C37 




Gene No. 


14200 






Strand 






Start 


4044 






End 


4123 




Name 


OJ990211 02.9819. 


C37.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


68 






End 


524 




GI 


none 






Score 


101 



7002 



\' \ I 



Exons 


68. .136, 69. .143, 73. .144, 82. .144, 214 


[..324, 216. .323, 




233. .325, 409. .516, 416. .520 


, 418. .516, 


426. .524 


Seq. No. 


6759 


Seq. ID 


OJ990211_02.9819.C37 


Gene No. 








o tar t 


4044 


End 


*± -L £. J 


Name 


OJ990211 02.9819.C37.ol.ts 


Method 


TBLASTX : Soybean 


Start 


96 


End 


630 


GI 


none 


Score 


72 


Exons 


96. .143, 214. .324, 216. .323, 


229, .324, 


417. .476, 418. .477, 




586.. 630 






Seq. No.. 




q prr in 


OJ990211_02. 9819.C37 




14200 


Strand 




Start 


4044 


End 


4123 


Name 


OJ990211 02.9819.C37.o2.gs 


Method 


GENSCAN 


Start 


4044 


End 


4123 


GI 


none 


Score 


.65 


Exons 


4044. .4123 






Seq. No. 


O / DU 




OJ990211_02.9819.C38 


oene ino . 


14201 


• Strand 




Start 


.44 ■ . ' 


End ■ . . 


593 


Name. " • 


OJ990211 02.98l'9.C38.ol.gs- 


Method 


GENSCAN ' 


Start 


44 ' 


End 


593 


GI 


none 


Score 


.73 


Exons 


44 . .347, 481. .593 






Seq. No. 


6761 


Seq. ID 


OJ990211_02.9819.C40 


Gene No. 


14202 


Strand 


+ 


Start 


639 


End 


1275 


LNdlLLt; 


OJ990211 02.9819.C40.ol.np 


Method 


AAT/NAP 


Start 


639 


End 


1275 


GI 


5091512 


Score 


823 


Exons 


639. .1275 






GI Descrip. 


(AB023482) Similar to Plasmodium vivax 


circumsporozoite prote. 




gene, complete cds . (M11926) 


[Oryza sativa] 


Seq. No. 


6761 


Seq. ID 


OJ990211_02.9819.C40 




14203 


Strand 




Start 


104 


End 


1292 


Name 


OJ990211 02.9819.C40.ol.gs 


Method 


GENSCAN 


Start 


104 


End- 


1292 


GI 


none 


Score 


.8 


Exons 


104.. 565, 582.. 1292 






Seq. No. 


6762 


Seq. ID 


OJ990211_02.9819.C41 


Gene No. 


14204 


Strand 


+ 


Start 


592 


End 


843 


IN ClillC 


OJ990211 02.9819.C41.ol.gp 


Method 


AAT/GAP 


Start 


592 


End 


843 


GI 


3761181 


Score 


400 


Exons 


592. .843 






GI Descrip. 


4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


6762 


Seq. ID 


OJ990211_02.9819.C41 



7003 






bene ino . 


1 / OOR 




C4- ran H 
Oil cLIlU 








Start 


610 




End 1 


912 






Name 


OJ990211 02.9819.C41.ol. 


gs 


Method 


GENSCAN 






Start 


610 




End 


912 






GI 


none 




Score 


.72 






Exons 


610. .701, 813. .912 












Seq. No. 


6763 




Seq. ID 


OJ990211JD2.9819. 


C42 




Gene No . 






Q+- r-^nH 








Start 


198 




End 


494 






Name 


OJ990211 02.9819.C42.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


198 




End 


494 






GI 


none 




Score 


70 






Exons 


198. .494, 346.-489 












Seq. No. 


6763 




Seq. ID 


OJ990211_02. 9819. 


C42 




bene ino • 














Start 


575 




End 


891 






Name 


OJ990211 02.9819.C42.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


575 




End 


891 






GI 


none 




Score 


82 






Exons 


575. .622, 637. .891, 638. 


.817 








sa 


Seq. No. 


6764 




Seq.' ID* 


OJ990211_02.9819. 


C43 


«S 


Gene No . 


14208 




Strand 


+ 






Of- -i y-f- 

OLdX I 


1 




End 


1105 




t 5 


Name 


OJ990211 02.9819.C43.ol. 


np 


Method 


AAT/NAP 




1 1 


Start 


1 




End 


1105 




==. 


GI 


6006864 




Score 


73 




J 


Exons 


1..70, 991. .1105 










3 


GI Descrip. 


(AC009540) hypothetical protein [Arabidopsis thaliana] 




y 


Seq. No. 


6764 




Seq. ID 


OJ990211_02.9819. 


C43 




bene ino . 


14209 




Strand 






» 


Start 


293 




End 


1047 






Name 


OJ990211 02.9819.C43.ol. 


gs 


Method 


GENSCAN 






Start 


293 




End 


1047 






GI 


none 




Score 


.68 




cx 


Exons 


293. .522, 974. .1047 












Seq. No. 


6765^ - 




Seq. ID 


OJ990211_02.9819. 


C45 




bene lno . 


14210 




Strand 








Start 


1138 




End 


1247 






Name 


OJ990211 02.9819.C45.ol. 


gs 


Method 


GENSCAN 






Start 


1138 




End 


1247 






GI 


none 




Score 


.61 






Exons 


1138. .1247 












Seq. No. 


6766 




Seq. ID 


OJ990211_02.9819. 


C47 




Gene No. 


14211 




Strand 








Start 


543 




End 


3009 






Name 


OJ990211 02.9819.C47.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


538 




End 


2984 






GI 


none 




Score 


215 • 






Exons 


538. .738, 540,. 782, 549. 


.737, 


807. .857 


, 811. .861, 1029.. 


116; 



1032. .1163, 1045. .1164, 1046. .1168, 1051. .1164, 1272. .1358, 
1282. .1353, 1283. .1360, 1287... 1367, 2240. .2344, 2252. .2341, 



7004 



; i J 



i-i E 

s y 





2586. .2774, 2606. .2776, 


2625. 


.2774, 2626.. 2856, 2630.. 2803, 




2885. .2980, 2891. .2980, 


2892. 


.2984, 2901.. 2984 


Seq. No. 


6766 




Seq. ID 


OJ990211 02.9819.C47 




14211 




Strand 




Start 


543 




End 


3009 


Name 


OJ990211 02. 9819.C47.ol. 


gs 


Method 


GEN SCAN 


Start 


543 


End 


2974 


GI 


none 




Score 


. 84 


Exons 


543. .719, .807. .852, 1047 


..1162, 2648.. 


2773, 2903 . .2974 


Seq. No. 


6766 




Seq. ID 


OJ990211_02.9819.C47 


Gene No. 


14211 




Strand 




Start 


543 




End 


3009 


Name 


OJ990211 02 9819 C47.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


555 




End 


2980 


GI 


none 




Score 


118 


Exons 


555. .737, 556. .720, 807. 


.857, 


808. .861 


, 1046. .1168, 1047. .1163, 




1282.. 1359, 1283.. 1360, 


2237. 


.2344, 2240. .2344, 2244. .2348, 




2583.. 2774, 2606.. 2776, 


2625. 


.2774, 2891. .2980, 2896. .2979 


Seq. No. 


6766 




Seq. ID 


OJ990211_02.9819.C47 


Gene No. 


14211 • r 




Strand 




Start ' ■ 


543 




• End 


"3009 


Name 


OJ990211 02.9819.C47.ol. 


np 


Method 


AAT/NAP 


Start 


573 




End 


2995 


GI 


5360754 




Score 


936 


Exons 


573. .719, 807. .852, 1047 


..1162, 1285.. 


1355, 2248. .2343, 




2626.-2773, 2903.. 2995 








GI Descrip. 


(AB011441) glucose-6-phosphate dehydrogenase [Triticum aestivum 


Seq. No. 


6766 




Seq. ID 


OJ990211_02.9819.C47 


Gene No. 


14211 




Strand 




Start 


543 




End 


3009 


Name 


OJ990211 02.9819.C47.ol. 


gp 


Method 


AAT/GAP 


Start 


1114 




End 


3009 


GI 


LIB3434-013-P1-K1-C10 




Score 


777 


Exons 


1114. .1162, 1285.. 1355, 


2248. 


.2343, 2626.. 2773, 2903.. 3009 


GI Descrip. 


, 5852170/emb|AL117265. 1 IOST17804 3.0e- 


94 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 ' 


Seq. No. 


6766 




Seq. ID 


OJ990211_02.9819.C47 


Gene No. 


14211 




Strand 




Start 


543 




End 


3009 


Name 


OJ990211 02.9819.C47.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1274 




End 


2980 


GI 


none 




Score 


61 


Exons 


1274.. 1351, 1285.. 1353, 


2246. 


.2344, 2606. .2776, 2623. .2643, 




2625. .2774, 2677. .2781, 


2891. 


.2980, 2898. .2975 


Seq. No. 


6766 




Seq. ID 


OJ990211_02. 9819.C47 


Gene No. 


14211 




Strand 




Start 


543 




End 


3009 


Name 


OJ990211 02. 9819.C47.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2714 




End 


2984 ' 


GI 


none 




Score 


80 


Exons 


2714. .2776, 2715. .2774, 


2891. 


.2980, 2892. .2984 



7005 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'J Seq. No. 
W Gene No. 
rjj Start 
iS Name 
Start 

^ Exons 



6767 

14212 

1 

OJ990211_02.9819.C48.ol.np 
1 

3021508 



Seq. ID OJ990211_02.9819.C48 
Strand 

End 2012 

Method AAT/NAP 

End 1961 

Score 767 



1..53, 230. .298, 374. .531, 999. .1185, 1255. .1303, 1460. .1545, 
1794.. 1961 

(AJ0017 69) glucose-6-phosphate dehydrogenase [Nicotiana tabacum] 



6767 

14212 

1 

OJ990211_02.9819.C48.ol.tw 
1 

none 



Seq. ID OJ990211_02.9819.C48 
Strand 

End 2012 

Method TBLASTX : Wheat 

End 502 

Score 94 



1..54, 3. .59, 4. .57, 202. .297, 224. .298, 231. .299, 255. .299, 
371. .502, 374. .502 



Seq. ID OJ990211_02.9819.C48 
Strand 

End 2012 
Method ' TBLASTX : Soybean 
End 1887 
Score 91 

3. .59, 4. .63, 220. .291, 224. .298, 231*.. 299, 371. .520, 374. .520, 
393. .527, 1003. .1200, 1004. .1198, 1459. .1545, 1460. .1558, 
1479. .1577, 1786. .1881, 1794. .1886, 1795. .1887 



6767 

14212 

1 

OJ990211_02. 981.9. C48.ol.ts 
3 

none 



6767 

14212 

1 

OJ990211_02.9819.C48.ol.tm 

3' 

none 



Seq. ID OJ990211_02.9819.C48 
Strand 

End 2012 

Method TBLASTX : Mai ze 

End 1999 

Score 94 



3. .59, 4. .57, 220. .297, 224. .298, 231. .299, 371. .532, 372. .530, 
379.-534, 991. .1071, 991. .1116, 999. .1091, 1001. .1150, 
1096. .1200, 1103. .1201, 1451. .1546, 1458. .1562, 1459. .1545, 
1772.. 1906, 1792.. 1905, 1794.. 1910, 1794.. 1907, 1795.. 1926, 
1916. .1945, 1961. .1999 



Seq. No. 


6767 




Seq. ID 


OJ990211_02.9819.C48 


Gene No. 


14212 




Strand 




Start 


1 




End 


2012 


Name 


OJ990211 


02.9819.C48.ol.tc 


Method 


TBLASTX: Cress 


Start 


216 




End 


545 


GI 


none 




Score 


83 


Exons 


216. .299, 


227.. 322, 363.. 425 


, 368. .544 


, 371. .520, 483. .545 


Seq. No. 


6767 




Seq. ID 


OJ990211_02.9819.C48 


Gene No. 


14212 




Strand 




Start 


1 




End 


2012 


Name 


OJ990211 


02.9819.C48.ol.gs 


Method 


GENSCAN 


Start 


374 




End 


2012 


GI 


none 




Score 


.88 


Exons 


374. .531, 


1080. .1185, 1255.. 


1303, 1460 


..1545, 1794. .2012 



7006 



Seq. No. 


67 67 




Seq. ID 


OJ990211_02. 


9819. C48 




± *i £. ± c. 




Strand 






Start 


1 




End 


2012 




Name 


OJ990211 02.9819.C48.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


999 




End 


1504 




GI 


none 




Score 


119 




Exons 


999. .1106, 1000. .1101, 


1001. 


.1150, 1096.. 1200, 1103 


. .1201, 




1246. .1308, 1256.. 1309, 


1451 


. .1504 






Seq. No. 


6768 




Seq. ID 


OJ990211_02. 


9819. C49 


Gene No. 


14213 




Strand 


+ 






1867 




End 


2118 




Name 


OJ990211 02.9819.C49.ol 


.gp 


Method 


AAT/GAP 




Start 


1867 




End ■ 


2118 




GI 


3761181 




Score 


422 




Exons 


1867. .2118 










GI Descrip. 


4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib 


gene 








Seq. No. 


6768 




Seq. ID 


OJ990211_02. 


9819. C49 




14214 




Strand 


+ 




Start 


2479 




. End 


4272 




Name 


OJ990211 02.9819.C49.ol 


.np 


Method 


AAT/NAP 




Start 


2479 




End 


4272 




GI 


5091513 




Score 


970 




Exons 


2479. .3305, 4048. .4272 










GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 




oeq ■ ino . 


6768 




Seq. ID 


uo y yuz i 1 kjz. . 


y o i y • y 


Gene No. 


14214 




Strand 


+ 




Start 


2479 




End 


4272 




Name 


OJ990211 02.9819.C49.ol 


.gs 


Method 


GENSCAN 




Start 


2487 




End 


3209 




GI 


none 




Score 


.41 




Exons 


2487..2763, 2917.. 3209 










Seq. No. 


6769 




Seq. ID, 


OJ990211_02. 


9819. C50 




14215 




Strand 


+ 




Start 


358 




End. 


3271 




Name 


OJ990211 02.9819.C50.ol 


. gs 


Method 


GENSCAN 




Start 


358 




End 


3271 




GI 


none 




Score 


.72 




Exons 


358. .472, 1327. .1506, 2024.. 


2074, 2362 


..2519, 2533. 


.2611, 




3102. .3271 










OcC|. IN U • 


6770 




Seq. ID 


OJ990211_02. 


9819. C51 


Gene No. 


14216 




Strand 


+ 




Start 


646 




End 


802 




Name 


OJ990211 02.9819.C51.ol 


.gs 


Method 


GENSCAN 




Start 


646 




End 


802 




GI 


none 




Score 


.44 




Exons 


646. .802 










Seq. No. 


6770 




Seq. ID 


OJ990211_02. 


9819. C51 


Gene No. 


14217 




Strand 






Start 


1548 




End 


7219 





7007 



Name OJ990211_02 . 9819 . C51 . ol . gp Method AAT/GAP .. 

Start 1442 End 2067 

GI 36743_1.R1084 Score 1208 

Exons 1442.. 2067 

GI Descrip. ' 6018193/gb| AAF01786. 1 | AF114170_1 5.0e-30 (AF114170) 
nucleotide-binding protein long form [Mus musculus] 1 



Seq. No. 

Gene * No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6770 Seq. ID OJ990211_02 . 9819 . C51 

14217 Strand 

1548 End 7219 

OJ990211_02 . 9819 . C51 . ol . np Method AAT/NAP 

1506 End 3940 

4505337 Score 873 

1506.. 1749, 1854.. 2446, 3820.. 3940 

nucleotide binding protein 1 (E.coli MinD like) 

gi I 1709232 |sp|P53384|NBP_HUMAN NUCLEOTIDE-BINDING PROTEIN (NBP) 
gi 1 1082661 Ipir | IJC4010 nucleotide-binding protein - human 
gi 1 515644 (U01833) putative nucleotide-binding protein [Homo 
sapiens] 





Seq. No. 


6770 








Seq. ID 


OJ990211_02.9819.C51 




Gene No. 


14217 








Strand 




t 


Start 


' 1548 








End 


7219 




Name 


OJ990211 02, 


.9819. 


C51.o2. 


gs- 


Method 


GEN SCAN 


! !SJ 


Start 


1548 








End 


7219 


'•'iJ 


GI 


none 








Score 


.69 


' ' 


Exons 


1548. .2446, 


3820. 


.3921, 


4051. 


.4199, 4910. .4939, 6288.-6547, 


I 5 ! 5 
: fe? 




o / / y . . by y o , 


/ IDZ . 


7 01 Q 

. / z i y 








i i k 


Seq. No. 


6770 








Seq. ID 


OJ990211_02.9819.C51 




Gene No. 


14217 








Strand 






Start 


1548 








End 


7219 




Name 


OJ990211 02, 


.9819. 


CSl.ol. 


tw 


Method 


. TBLASTX: Wheat 




Start 


1551 








End 


1713 




GI 


none 








Score 


126 


'•■.J 


Exons 


1551. .1712, 


1554. 


.1712, 


1579. 


.1713 






Seq. No. 


6770 








Seq. ID 


OJ990211_02. 9819.C51 




Gene No. 


14217 








Strand 




.izs. 

u 


Start 


1548 








End 


7219 




Name 


OJ990211 02, 


.9819. 


CSl.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1559 








End 


3978 




GI 


none 








Score 


939 




Exons 


1559. .2425, 


1560. 


.2447, 


1560. 


.2447, 1576. .2448, 2101. .2448, 






3821. .3919, 


3822. 


.3920, 


3832. 


.3978 






Seq. No. 


6770 








Seq. ID 


OJ990211_02.9819.C51 




Gene No. 


14217 








Strand 






Start 


1548 








End 


7219 




Name 


OJ990211 02, 


.9819. 


C51.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


1644 








End 


1790 




GI 


none 








Score 


168 




Exons 


1644. .1790, 


1645. 


.1785 










Seq. No. 


6770 








Seq. ID 


OJ990211JD2. 9819. C51 




Gene No. 


14217 








Strand 






Start 


1548 








End 


7219 



7008 





Name ■ 


OJ990211 02.9819 


.CSl.ol 


.tc 


Method 


TBLASTX : Cress 




Start 


v 1840 ■ 






End 


2157 




GI 


none 






Score 


98 




Exons 


1840.. 2046, 1842 


. .2153, 


1842 


. .2156, 1843. .2157 




Seq. No. 


6770 






Seq. ID 


OJ990211_02.9819.C51 




Gene No. 


14217 






Strand 






Start 


1548 






End 


7219 




Name 


OJ990211 02.9819 


. CSl.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2085 






End 


3920 




GI 


none 






Score 


481 




Exons 


2085.. 2447, 2086 


. .2448, 


3821 


..3919, 3822.. 3920 




Seq. No. 


6770 






Seq. ID 


OJ990211_02. 9819.C51 




Gene No. 


14217 






Strand 






Start 


1548 






End 


7219 




Name 


OJ990211 02.9819 


.C51.o2 


.gp 


Method 


AAT/GAP 




Start 


2248 






End 


4188 




GI 


62555 1.R1084 






Score 


801 




Exons 


2248. .2446, 3820 


. .3921, 


4051 


. .4188 






GI Descrip. 


, 4056552/emb|CAA22587 | 


6.0e- 


33 (AL034583) putative nucleotide 






binding protein 


[Schizosaccharomyces pombe] 1 


sf 


Seq. . No . 


6770 






Seq. ID 


OJ990211_02.9819JC51- 


i 


Gene No. 


14217 






Strand 




! 1 


Start 


1548 






End 


7219 


LJ 


Name 


OJ990211 02.9819 


.C51.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


2259 






End 


3920 


™ 


GI 


none 






Score 


213-. 




Exons 


2259.. 2447, 2263 


. .2448, 


2263 


..2448, 3743. .3787, 3821. .3919, 






3822. .3920 












Seq. No. 


6770 






Seq. ID 


OJ990211JD2. 9819. C51 




Gene No. 


14217 






Strand 






Start 


1548 






End 


7219 




Name 


OJ990211 02.9819 


.C51.o2 


. tw 


Method 


TBLASTX: Wheat 


£ 


Start 


2356 






End 


4081 


3 


GI 


none 






Score 


147 


3 


Exons 


2356.. 2448, 2356 


. .2445, 


2358 


..2447, 3795..3926, 3821.. 3928, 


=t 




3829.. 3978, 4055 


. .4081 










Seq. No. 


6770 






Seq. ID 


OJ990211_02.9819.C51 




Gene No. 


14217 






Strand 






' Start 


1548 






End 


7219^ 




Name 


OJ990211 02.9819 


.C51.02 


.np 


Method 


AAT/NAP ' 




Start 


5442 






End 


6867 




GI 


5852084 






Score 


80 




Exons 


5442.. 5562, 6835 


. .6867 










GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


6771 






Seq. ID 


OJ990211_02. 9819.C52 




Gene No. 


14218 






Strand 






Start 


1 






End 


1616 




Name 


OJ990211 02.9819 


.C52.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1616 




GI 


6006359 






Score 


76 




Exons 


1..63, 389. .489, 


1461. . 


1616 







7009 



GI Descrip. (AP000559) hypothetical protein [Oryza sativa] 



Seq. No. 6772 

Gene No. 14219 

Start 1727 

Name OJ990211_02 . 9819.C53.ol.gs 

Start 1727 

GI none 

Exons 1727.. 1941 



Seq. ID OJ990211_02. 9819.C53 
Strand 

End 1941 

Method GENS CAN 

End 1941 

Score .88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6773 Seq. ID OJ990211_02 . 9819 . C54 

14220 Strand 

485 End 993 

OJ990211_02.9819.C54.ol.gp Method AAT/GAP 

485 End 993 

LIB3434-055-P1-K1-A2 Score 717 

485. .653, 772. .993 

'4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



6774 Seq. ID 

14221 . . Strand 

40 . ' End 

OJ990211_02.9819.C55.ol.gs Method 

40 End 

none Score 



OJ990211_02.9819.C55 
+ 

2964 
GENSCAN 
2728 
.86 



40. .195, 779. .894, 981. .1080, 1111. .1242, 1387. .1447, 
1553.. 1650, 2027.. 2169, 2312.. 2395, 2683.. 2728 



Seq. No. 
Gene No. 
Start 
Name 
« Start 

1 GI 
^ Exons 

3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



6774 Seq. ID 

14221 Strand 

40 End 

0 J990211_02 .9819. C55 . ol . np Method 

67 End 

1184776 Score 



OJ990211_02. 9819.C55 
+ 

2964 
AAT/NAP 
2725 
1118 



67. .195, 779. .894, 981. .1080, 1153. .1299, 1387. .1447, 
1553. .1650, 2027. .2169, 2312. .2395, 2507. .2596, 2683. .2725 
(U45857) cytosolic glyceroldehyde-3-phosphate dehydrogenase 
GAPC4 [Zea mays] 



6774 Seq. ID 

14221 Strand 

40 End 

OJ990211_02.9819.C55.ol.gp Method 

483 End 

407 1.R1084 ■ -Score 



OJ990211_02.9819.C55 
+ 

2964 
AAT/GAP 
1651 
731 



483. .513, 779.-894, 981. .1080, 1153. .1247, 1339. .1447, 
1553.. 1651 

* 1184774 1 .0e-171 (U45856) cytosolic glyceroldehyde-3-phosphate 
dehydrogenase GAPC3 [Zea mays] 1 



6774 Seq. ID 

14221 Strand 

40 End 

OJ990211_02. 9819.C55.o3.gp Method 

641 End 

407 1.R1084 Score 



OJ990211_02.9819.C55 
+ 

2964 
AAT/GAP 
2127 
885 



7010 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



641.. 669, 780. .894, 981. .1080, 1153. .1247, 1339. .1447, 
1553.. 1650, 2027.. 2127 

'1184774 1.0e-171 (U45856) cytosolic glyceroldehyde-3-phosphate 
dehydrogenase GAPC3 [Zea mays] 1 



6774 Seq. ID 

14221 Strand 

40 End 
OJ990211_02 . 9819 . C55 . o2 . gp Method 

778 End 

407 1.R1084 Score 

1080, 1153. .1247, 1339. 



OJ990211_02.9819.C55 
+ 

2964 
AAT/GAP 
2055 
788 

.1447, 1553. .1650, 



778. .894, 981. 
2027. .2055 

'1184774 1.0e-171 (U45856) cytosolic glyceroldehyde-3-phosphate 
dehydrogenase GAPC3 [Zea mays] 1 



Seq. ID OJ990211_02.9819.C55 
Strand + 
End . 2964 

Method AAT/GAP 
End 2964 
Score 1076 
.2395, 2605. .2964 

1.0e-75 GLYCERALDEHYDE 3-PHOSPHATE 



6774 
14221 
40 

OJ990211_02.9819.C55.o4.gp 
1540 

407_2.R1084 * . 

1540.. 1650, 2027.. 2169, 2312, 
• 120668/sp | P08477 | G3PC_HORVU 

DEHYDROGENASE, .CYTOSOLIC >gi_82399_pir A24159 

glyceraldehyde-3-phosphate dehydrogenase (EC 1.2.1.12), 
cytosolic - barley (fragment) >gi_167044 (M36650) 
glyceraldehyde-3-phosphate dehydrogenase [Hordeum vulgare] 

>gi_225347_prf 1301218A dehydrogenase, glyceraldehydephosphate 

[Hordeum vulgare var. distichum] 1 



6774 

14222 

3929 

OJ990211_02.9819.C55.o5.gp 
3929 

uC-osroM202037b06al 
3929.. 4361 

1 5915836/sp | P93531 | C7D7_SOLCH 
>gi_1762144 (U48435) putative 
chacoense] ' 

6774 
14223 
3869 

OJ990211_02. 9819.C55.o2.ts 
85 

none 

85. .195, 100. .210, 782. .895, 
981. .1082, 1143. .1235, 1144. 
1152. .1244 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990211_ 
+ 

4361 
AAT/GAP 
4361 
825 



02.9819.C55 



2.0e-39 CYTOCHROME P450 71D7 
cytochrome P450 [Solanum 



OJ990211_02.9819.C55 
4455 

TBLASTX: Soybean 
1245 
142 

967. .1080, 978. .1079, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
793. .894, 

,1245, 1144. .1218, 1148. .1234, 



Seq. No. 6774 Seq. ID 

Gene No. 14223 Strand 

Start 3869 End 

Name OJ990211_02 . 9819 . C55 . ol . tc Method 

Start 94 End 



OJ990211_02.9819.C55 
4455 

TBLASTX: Cress 
2396 



7011 



- GI, 
Exons 



none- ... - - Score. -156 

.94. .195/ 97. .195, 778. .894/ 779. .895, 779. .'895, 946. .1080, 
978. .1079, 980. .1081, 981. .1082, 1138. .1218, 1139. .1240, 
1143. .1241, 1144. .1302, 1152. .1301, 1378. .1446, 1386. .1445, 
1548. .1649, 1549. .1650, 1595. .1651, 2016. .2102, 2025. .2168, 
2026.. 2169, 2027.. 2170, 2307.. 2396 



= E 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6774 , Seq. ID 

14223 ' Strand 
3869 End 
OJ990211_02 .9819. C55 . ol . tw Method 
94 End 
none Score 

94. .195, 97. .195, 779. .895, 784. .894, 
967. .1089, 980. .1090, 1143. .1241, 1144 



6774 

14223 

3869 

OJ990211_02.9819.C55.ol.tm 
94 

none 



OJ990211_02. 9819.C55 
4455 

TBLASTX: Wheat 

1241 

159 

946. .1080, 957. .1073, 
..1239 

OJ990211 02.9819.C55 



4455 

TBLASTX: Maize 

2912 

158 



Seq. ID 
Strand 
End 

Method 
End 
Score 

94. .195, 94. .195, 779. .895, 783. .902, 784. .894, 946. .1080, 
957. .1079, 967. .1089, 1 981. .1082, 1142. .1240, 1143. .1241, 
1144. .1302, 1152. .1313, 1378. .1446, 1385. .1465, 1548. .1649, 
1549.. 1650, 1598.. 1651, 2025.. 2168, 2025.. 2162, 2026.. 2169, 
2027. .2170, 2307. .2396, 2339. .2398, 2341. .2397, 2677. .2727, 
2679. .2726, 2681. .2728, 2796. .2819, 2834. .2893, 2898. .2912 



y Seq. No. 6774 

3 Gene No. 14223 
Ti Start 3869 

* Name OJ990211_02 . 9819.C55 . o3 . ts 

Start 1378 

J GI none 

4 Exons 1378.. 1446, 1385.. 1465, 1548. 
& 2026.. 2112, 2026.. 2154, 2027.. 2158, 2307.. 2396 



OJ990211_02. 9819.C55 
4455 

TBLASTX : Soybean 
2396 
82 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1649, 1549.. 1650, 1595. . 16.5T, 



Seq. No.. 6774 

Gene No. 14223 

Start 3869 

Name OJ990211_02 .9819. C55 . o3 . tw 

Start 1401 

GI none 

Exons 1401. 

1549. 



,1442, 
,1650, 
2024. .2170, 



1401. .1445, 
1595. .1651, 
2026. .2169, 



1402. 
2016. 
2027. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1446, 1403 
.2168, 2016 
.2170 



OJ990211 02.9819.C55 



4455 

TBLASTX: Wheat 
2170 
67 

1465, 1548. 
2162, 2023. 



.1646, 
.2169, 



Seq. No. 6774 Seq. ID 

Gene No. 14223 Strand 

Start 3869 End 

Name OJ990211_02 . 981 9 . C55 . o2 . tm Method 

Start 3857 End 

GI none Score 

Exons 3857.. 4348, 3942.. 4349 



OJ990211JD2. 9819.C55 
4455 

TBLASTX: Maize 

4349 

211 



Seq. No. 



6774 



Seq. ID OJ990211_02.9819.C55 



7012 



m • 



Gene* -No . 










Strand ■ 




Start 


3869 








End 


4455 


Name 


OJ990211 02 


.9819 


.C55.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3869 








End 


4163 


GI 


none 








Score 


171 


Exons 


3869. .4153, 


3881 


. .4153, 


3883. 


.4155, 3885. .4163, 3885. .4154 


Seq. No. 


6774 








oeq. ±u 




Gene No. 










Q 4- >*a n H 
OLI ctl 1LA 




Start 


3869 










fi ft D D 


Name 


OJ990211 02 


.9819 


.C55.o2. 


gs 


Method 


GENSCAN 


Start 


3869 








End 


4397 


GI 


none 








Score 


.82 


Exons 


3869. .4397 












Seq. No. 


6774 








Seq. ID 


OJ990211_02.9819.C55 


Gene No. 


14223 








Strand 




Start 


3869 








End 


4455 


Name 


OJ990211 02 


. 9819 


.C55.o2. 


np 


Method 


AAT/NAP 


Start 


3878 








End 


4455 


GI 


5915836 








Score 


472 


Exons 


3878. .4455 












GI Descrip. 


CYTOCHROME 


P450 


71D7 gi| 


1762144 (U48435) putative cytochrome 




P450 [Solanum chacoense] 








Seq. No. 


6774 








Seq. ID 


OJ990211_02.9819.C55 


Gene No. 


14223 








Strand 




Start 


3869 








End 


4455 


Name 


OJ990211 02 


.9819 


.C55.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3884 








End 


4349 


GI 


none 








Score 


149 


Exons 


3884. .4345, 


3909 


. .4241, 


4257. 


.4349 




Seq. No. 


6774 








Seq. ID 


OJ990211_02.9819.C55 


Gene No. 


14223 








Strand 




Start 


3869 








End 


4455 


Name 


OJ990211 02 


.9819 


.C55.ol. 


ts 


Method 


TBLASTX : Soybean 


Start • 


3887 








End 


4354 


GI ' 


none 








Score 


155 


Exons • 


3887. .4261, 


3887 


. .4258, 


3888. 


.4265, 4284. .4349, 4298. .4354 


Seq. No. 


6774 








Seq. ID 


OJ990211_02.9819.C55 


Gene No . 


14223 








Strand 




Start 


3869 








End 


4455 


Name 


OJ990211 02 


.9819 


.C55.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


4181 








End 


4379 


GI 


none 








Score 


177 


Exons 


4181. .4357, 


4182 


. .4379 








Seq. No. . 


6775 








Seq. ID 


OJ990211_02. 9819.C56 


Gene No. 


14224 








Strand 




Start 


1 








End 


583 


Name 


OJ990211 02 


.9819 


.C56.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


538 


GI 


5915814 








Score 


147 



Exons 1..538 

GI Descrip. CYTOCHROME P450 71A6 gi 1 16847 16 | emb | CAA7057 6 | (Y09424) 



7013 




cytochrome. P450 [Nepeta racemosa] 



Seq. No. 


6775 




Seq. ID 


OJ990211_02. 


9819 


.C56 


Gene No. 


14224 




Strand 


- 






Start 


1 




End 


583 






Name 


OJ990211 02.9819.C56.ol 


.gs 


Method 


GENSCAN 






Start 


153 




End 


583 






GI 


none 




Score 


.55 






Exons 


153. .583 












Seq. No. 


6776 




Seq. ID 


OJ990211_02. 


9819 


.C58 


Gene No. 


14225 




Strand 


+ 






Start 


loUb 




End 


1946 






Name 


OJ990211 02.9819.C58.ol 


.gp 


Method 


AAT/GAP 






Start 


1506 




End 


1946 






GI 


LIB3477-003-P1-K1-E9 




Score 


102 






Exons 


1506. .1588, 1926. .1946 












GI Descrip. 


'24 98586/sp|Q4 0638 IMP01 


0RYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (0RY S I)" 


>gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 












Seq. No. 


6776 




Seq. ID 


OJ990211_02. 


9819 


.C58 


Gene No. 


14226 




•Strand 


-.*- 






Start 


686 




End 


1100 






Name 


OJ990211 02.9819.C58.ol 


.gs 


Method 


GENSCAN 






Start 


686 




End 


1100 






GI 


none 




Score 


.82 






Exons 


686.-838, 925. .1100 












Seq. No. 


6777 




Seq. ID 


OJ990211_02. 


9819 


.C59 


Gene No. 


14227 




Strand 


+ 






Start 


856 




End ■ 


1946 






Name 


OJ990211 02.9819.C59.ol 


.gs 


Method 


GENSCAN 






Start 


856 




End 


1946 






GI 


none 




Score 


.47 






Exons 


856. .999, 1123. .1301, 1825.. 


1946 








Seq. No. 


6778 




Seq. ID 


OJ990211_02. 


9819 


-C60 


Gene No. 


14228 




Strand 








Start 


444 




End 


1070 






Name 


OJ990211 02.9819.C60.ol 


.gs 


Method 


GENSCAN 






Start 


444 




End 


1070 






GI 


none 




Score- 


.51 






Exons 


444. .535, 1007. .1070 












Seq. No. 


6779 




Seq. ID 


OJ990211_02. 


9819 


.C61 


Gene No. 


14229 




Strand 


+ 






Start 


2874 




End 


4474 






Name 


OJ990211 02.9819.C61.ol 


.gs 


Method 


GENSCAN 






Start 


2874 




End 


4474 






GI 


none 




Score 


.95 






Exons 


2874.. 3206, 3208.. 3291, 


3338 


..3476, 4266..4474 






Seq. No. 


6780 




Seq. ID 


OJ990211_02. 


9819 


.C62 


Gene No. 


14230 




Strand 








Start 


117 




End 


433 






Name 


OJ990211 02.9819.C62.ol 


.gs 


Method 


GENSCAN 







7014 



Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



117- 
none 

117. .261, 369. .433 



-End 
Score 



433 
.83 



Seq. ID OJ990211_02. 9819.C65 
Strand 

1013 
AAT/NAP 
971 
342 



6781 
14231 
1 

0 J990211_02 . 98 1 9 . C65 . ol . np 
1 

5915840 
1. .971 

CYTOCHROME P450 71D11 gi 1 2367431 (AF000403) putative cytochrome 
P450 [Lotus japonicus] 



End 

Method 

End 

Score 





Seq. No. 


6781 




Seq. ID 


OJ990211_02.9819. 


C65 




Gene No. 


14231 




Strand 


- 






Start 


1 




End 


1013 






Name 




gs 


Kyf/~\ 4- V* /"J 

tyietnoa 








Start 


81 




End 


1013 






GI 


none 




Score 


.82 






Exons 


81. .1013 












Seq. No. ' 


■6781 




Seq. ID 


OJ'990211_02.9819; 


C65 




Gene No . 


14231 




Strand 


- 




3 


Start 


1 




End 


1013 




n 


Name 


OJ990211_02.9819.C65.ol- 


tm 


Method 


TBLASTX: Maize 






otart 


c; q a 
Dot) 




End 


965 




u . 


GI 


none 




Score 


88 




3 
• i 


Exons 


586. .726, 588. .803, 819. 


.875, 


867. .965, 


867. .914 






Seq. No. 


6781 




Seq. ID 


OJ990211_02.9819. 


C65 


il 


Gene No. 


14231 




Strand 






~? 


Start 


1 




End . 


1013 






Name 


OJ990211_02.9819.C65.ol. 


ts 


Method 


TBLASTX: Soybean 




==. 

K? 


otart 


cm 

DUj 




End 


914 




i.i 


GI 


none 




Score 


114 ■ 






Exons 


603. .647, 696. .803, 819. 


.914 










Seq. No. 


6782 




Seq. ID 


OJ990211JD2. 9819. 


C67 


s£ 


Gene No. 


14232 




Strand 


+ 




-J 


Start 


1 




End 


724 






Name 


OJ990211 02.9819.C67.ol. 


np 


Method 


AAT/NAP 






Start 


1 * 




End 


724 






GI 


6721172 




Score 


118 






Exons 


1..28, 427. .724 












GI Descrip. 


(AC016829) hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


6782 




Seq. ID 


OJ990211_02. 9819. 


C67 




Gene No. 


14232 




Strand 


+ 






Start 


1 




End 


724 






Name 


OJ990211 02.9819.C67.ol. 


gp 


Method 


AAT/GAP 






Start 


84 




End 


473 






GI 


3107601 




Score 


651 






Exons 


84. .473 












Seq. No. 


6782 




Seq. ID 


OJ990211_02.9819. 


C67 




Gene No. 


14232 




Strand 


+ 





7015 



.Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. NO . 

'.if Gene No. 
□ Start 
L y Name 
;.j Start 
jMj GI 

Exons 

W Seq. No. 
' k -4 Gene No. 

Start 
] <n Name 
'"'i Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 . •■ End 

OJ990211_02 . 9819 . C67 . ol . gs Method 

193 End 

none Score 
193. .289, 303. .651 

6783 Seq. ID 

14233 Strand 
242 End 
OJ990211_02.9819.C68.ol.gs Method 
242 End 
none Score 
242. .324, 545. .680 

6784 Seq. ID 

14234 Strand 
247 End 
OJ990211_02.9819.C70.ol.gp Method 
247 End 
15763_1.R1084 Score 
247. .636 

1 6016737/gb|AAF01563 
hypothetical protein 
>gi_6091741_gb_AAF03453.1_AC0107 97 
protein [Arabidopsis thaliana] ' 



724 * 
GENS CAN 
651 
.79 



OJ990211_02.9819.C68 
+ 

680 

GENSCAN 

680 

.82 



OJ990211 
+ 

636 

AAT/GAP 

636 

724 



02.9819.C70 



1|AC009325_33 3.0e-ll (AC009325) 
[Arabidopsis thaliana] 

29 (AC010797) hypothetical 



6784 

14234 

247 

OJ990211_02.9819.C70.ol.gs 

373 

none 

373. .484 

6785 

14235 

768 

OJ990211_02.9819.C71.ol.gs 

768 

none 

768. .1079 



Seq. ID OJ990211_02.9819.C70 

Strand + 

End 636 

Method GENSCAN 

End 484 

Score . 61 



Seq. ID OJ990211_02.9819.C71 
Strand 

End 1079 

Method GENSCAN 

End 1079 

Score . 61 



OJ990211 02.9819.C72 



6786 Seq. ID 

14236 Strand 
1 End 723 

OJ990211__02 . 9819 . C72 . ol . gp Method AAT/GAP 
1 End 672 

407_2.R1084 Score 353 

1..23, 302. .386, 529. .672 

, 120668/sp|P08477|G3PC_HORVU 1.0e-75 GLYCERALDEHYDE 3-PHOSPHATE 

DEHYDROGENASE, CYTOSOLIC >gi_82399_pir A24159 

glyceraldehyde-3-phosphate dehydrogenase (EC 1.2.1.12), 
cytosolic - barley (fragment) >gi_167044 (M36650) 
glyceraldehyde-3-phosphate dehydrogenase [Hordeum vulgare] 

>gi_225347_prf 1301218A dehydrogenase, glyceraldehydephosphate 

[Hordeum vulgare var. distichum] 1 



7016 



Seq.. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 



6786 -. Seq. ID OJ990211J32 . 9819 .Q12 

14236 Strand 

1 End 723 

OJ990211_02 . 9819 . C72 . ol . np Method AAT/NAP 

170 End 723 

120668 Score 234 

170. .386, 529. .723 

GLYCEPALDEHYDE 3-PHOSPHATE DEHYDROGENASE, CYTOSOLIC 

gi I 82399|pir | | A24159 glyceraldehyde-3-phosphate dehydrogenase 

(EC 1.2.1.12), cytosolic - barley (fragment) gi 1167044 (M36650) 

glyceraldehyde-3-phosphate dehydrogenase [Hordeum vulgare] 

gi I 225347 |prf | 1 1301218A dehydrogenase, glyceraldehydephosphate 

[Hordeum vulgare var. distichum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons . 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 



6786 

14236 

1 

OJ990211_02.9819.C72.ol.gs 

313 

none 

313. .386, 529.. 670 

6787 

14237 

85 

OJ990211_02 . 9819 .C74 . ol . tm 

"7 3 
none 

73. .414, 92. .409, 157. .414 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990211_02. 9819.C72 
723 

GENSCAN 
670 
. 94 



Seq. ID OJ990211_02.9819.C74 

Strand 

End 419 

Method TBLASTX : Mai ze 

End 414 

Score 178 



6787 
14237 
85 

OJ990211_02.9819.C74.ol.np 
85 

5915837 
85. .419 

CYTOCHROME P450 71D8 (P450 CP7) gi | 3334 667 | emb | CAA7 1517 | 
(Y10493) putative cytochrome P450 [Glycine max] 



Seq. ID OJ990211_02.9819.C74 
Strand 

419 

AAT/NAP 
419 
326 



End 

Method 

End 

Score 



Seq. No. 6787 

Gene No.' 14237 

Start 85 

Name OJ990211_02 . 9819 . C74 . ol . tw 

Start 91 

GI none 

Exons 91.. 363, 91.. 363, 95. .373 

Seq. No. 6787 

Gene No. 14237 

Start 85 

Name OJ990211_02 . 9819 . C74 . ol . ts 

Start 97 

GI none 

Exons 97.. 414, 98.. 418 



Seq. ID OJ990211_02.9819.C74 

Strand 

End 419 

Method TBLASTX : Wheat 

End 373 

Score 198 



Seq. ID OJ990211_02.9819.C74 

Strand 

End 419 

Method TBLASTX : Soybean 

End 418 

Score 221 



Seq. No. 



6787 



Seq. ID OJ990211_02.9819.C74 



7017 




Gene No. 


1 a o "3 *7 

14Z3 / 






bcrana 








Start 


85 






End 


419 






Name 


OJ990211 02.9819.C74. 


ol 


.tc 


Method 


TBLASTX: Cress 




Start 


109 






End 


409 






GI 


none 






Score 


175 






Exons 


109. .408, 125. .409 














Seq. No. 


6787 






Seq. ID 


OJ990211_02. 


9819. 


C74 


Gene No. 


14z3 / 






Strand 


- 






Start 


85 






End 


419 






Name 


OJ990211 02.9819.C74. 


,ol 


. gs 


Method 


GENSCAN 






Start 


132 






End 


258 






GI 


none 






Score 


.56 






Exons 


132. .258 














Seq. No. 


6788 






Seq. ID 


OJ990211_02. 


9819. 


C75 


Gene No. 


1 A O O O 

14z Jo 






o urana 


+ 






Start 


344 






End 


640 






Name 


OJ990211 02.9819.C75, 


.ol 


. gs 


Method 


GENSCAN 






Start 


344 






End 


640 






GI 


none 






. Score 


.91 






Exons 


344. .416, 513. .640 














Seq. No. 


6789 






Seq. ID 


OJ990211_02. 


9819. 


C7 6 


Gene No. 


■ 14239 






Strand 


- 






Start 


134 






End 


447 






Name 


OJ990211 02.9819.C76. 


.ol 


. gs 


Method 


GENSCAN 






Start 


134 






End 


447 






GI 


none 






Score 


.99 






Exons 


134. .447 














Seq. No. 


6790 






Seq. ID 


OJ990211_02. 


9819. 


C77 


Gene No. 


i a o a n 
14Z4 U 






o Tirana 


- 






Start 


915 






End 


1418 






Name 


OJ990211 02.9819.C77, 


.ol 


.gp 


Method 


AAT/GAP 






Start 


745 






End 


1191 






GI 


3761484 






Score 


793 






Exons 


745. .1191 














Seq. No. 


6790 






Seq. ID 


OJ990211_02. 


9819. 


C77 


Gene No. 


i a o a n 
1424 U 






Strand 


- 






Start 


915 






End 


1418 






Name 


OJ990211 02.9819.C77, 


.ol 


.gs 


Method 


GENSCAN 






Start 


915 






End 


1418 






GI 


none 






Score 


.74 






Exons 


915. .1418 














Seq. No. 


6791 






Seq. ID 


OJ990211_02. 


9819. 


C78 


Gene No. 


1 A O A 1 

I4Z41 






Strand 


+ 






Start' 


428 • 






End 


614 






Name 


OJ990211 02.9819.C78, 


.ol 


.gs 


Method 


GENSCAN 






Start 


428 






End 


614 






GI 


none 






Score 


.43 






Exons 


428. .614 














Seq. No. 


6791 






Seq. ID 


OJ990211_02. 


9819. 


C78 


Gene No. 


14242 






Strand 









7018 



Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



330 



End 

Method 
End 
Score 



383 

AAT/GAP 
383 
78 



OJ990211_02.9819.C78.ol.gp 
330 

3761181 
330. .383 

4521193/dbj IAB013450.1 IAB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID OJ990211_02.9819.C80 

Strand + 

End 1312 

Method AAT/NAP 

End 1261 

Score 614 



6792 
14243 
1 

OJ990211_02.9819.C80.ol.np 
1 

5915836 
1..120, 206. .523, 653. .1261 

CYTOCHROME P450 71D7 gi 11762144 (U48435) putative cytochrome 
P450 [Solanum chacoense] 



Seq. No. 6792 

Gene No. 14243 

Start 1 

Name OJ990211_02 . 9819 . C80 . o2 . tw 
•Start . 431 

GI none 
Exons 



Seq. ID OJ990211_02.9819.C80 

Strand + 

End 1312 

Method, TBLASTX : Wheat 

End 958' 

Score 74 



431. .517, 434. .523, 595. .957, 602. .958, 653. .958 



| 3 Seq. No. 
Gene No. 

3 Start 
y Name 
1 Start 

Ll GI 
Exons 

^ Seq. No. 

4 Gene No . 
£ Start 

Name 
t Start 

i GI 

J Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6792 

14243 

1 

OJ990211_02.9819.C80.ol.ts 

619 

none 



Seq. ID OJ990211_02.9819.C80 

Strand + 

End 1312 

Method TBLASTX : Soybean 

End 1312 

Score 162 



619. .1260, 650. .841, 816. .905, 887. .1312 



End 

Method 

End 

Score 



6792 
14243 
1 

OJ990211_02.9819.C80.ol.tm 
631 
none 

631. .756, 632. .1225, 784. .1215 

6792 
14243" 
1 

OJ990211_02.9819.C80.ol.tc 

653 
none 

653. .841, 664. .756, 787. .1245, 881. .1252 



Seq. ID OJ990211_02.9819.C80 
Strand + 

1312 

TBLASTX: Maize 
1225 
448 



Seq. ID OJ990211_02.9819.C80 
Strand + 

1312 

TBLASTX: Cress 
1252 
153 



End 

Method 

End 

Score 



6792 

14243 

1 

OJ990211_02.9819.C80.ol.tw 

976 

none 



Seq. ID OJ990211_02.9819.C80 

Strand + 

End 1312 

Method TBLASTX: Wheat . 

End 1258 

Score 374 



976. .1254, 986. .1258, 986. .1258 



7019 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

:a GI 

=! Exons 



6793 

14244 

440 

OJ990211_02.9819.C82.ol.ts 

440 

none 



Seq. ID OJ990211_02.9819.C82 
Strand 

End 840 

Method TBLASTX : Soybean 

End 840 

Score 66 



440. .529, 529. .591, 659. .751, 660. .743, 748. .792, 799. .840 



6794 
14245 
1 

OJ990211_03. 9819.Cl.ol.np 
1 

5713172 
1..129, 494. .1062 

(AF166332) cytochrome P450 [Nicotiana tabacum] 



Seq. ID OJ990211_03. 9819. CI 

Strand + 

End 1062 

Method AAT/NAP 

End 1062 

Score 475 



6794 

14245 

1 

OJ990211_03.9819.Cl.ol.gs 
91 

none 

91. .129, 191.. 251, 565. .1061 



Seq. ID OJ990211_03.9819.C1 

Strand + 

End 1062 

Method GEN SCAN 

End 1061 

Score .83 



j.JL 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



6794 
14245 
1 

OJ990211_03.9819.Cl.ol.gp 
499 

uC-osroM202037b06al 
499. .1001 

, 5915836/sp|P93531|C7D7_SOLCH 2.0e-39 CYTOCHROME P450 71D7 
>gi_1762144 (U48435) putative cytochrome P450 [Solanum 
chacoense] ' 



Seq. ID OJ990211_03.9819.C1 

Strand + 

End 1062 . 

Method AAT/GAP 

End 1001 

Score 926 



Seq. ID OJ990211_03.9819.C1 
Strand 

End 1971 

Method GEN SCAN 

End 1971 

Score .78 



6794 
14246 
1609 

OJ990211_03. 9819.Cl.o2.gs 
1609 
none 

1609. .1699., 1741. .1971 

6794 
14247 
1922 

OJ990211_03-9819.Cl.ol.ts 
67 

none 

67. .126, 488. .553, 489. .542, 545. .646, 549.-632, 665. .1042, 
669. .1043, 672. .1043 



Seq. ID OJ990211_03.9819.C1 
Strand 

End 2204 

Method TBLASTX : Soybean 

End 1043 

Score 66 



6794 

14247 

1922 



Seq. ID OJ990211_03.9819.C1 
Strand 

End 2204 



7020 



Name 


OJ990211 


03. 9819. CI. 


o2.tw 


Method 


TBLASTX : Wheat 


Start 


67 






End 


749 


GI 


none 






Score 


60 


Exons 


67. .123, 


70. .114, 75 


. .125, 


487. .546, 


494. .553, 549.-749, 




563. .748 










Seq. No. 


6794 






Seq. ID 


OJ990211_03.9819.C1 


Gene No. 


14247 






Strand 




Start 


1922 






End 


2204 


Name 


OJ990211 


03. 9819. CI. 


ol . tc 


Method' 


TBLASTX: Cress 


Start 


488 






End 


1046 


GI 


none 






Score 


48 


Exons 


488. .547, 


567. .1046, 


581. . 


673, 689.. 1021 



S : : 



u 



Seq. No. 


6794 




Seq. ID 


OJ990211_03.9819.C1 


Gene No. 


14247 




Strand 


- 


Start 


1922 




End 


2204 


Name 


OJ990211 03. 9819. CI. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


567 




End 


1073 


GI 


none 




. Score 


388 


Exons 


567.. 1073, 575.. 988 








Seq. No. 


6794 v 




Seq. ID 


OJ990211_03.9819.C1 


Gene No. 


14247 




Strand 




Start 


1922 




End 


2204 


Name 


OJ990211 03. 9819. CI. ol 


.tw 


Method 


TBLASTX: Wheat „ 


Start 


767 




End 


1061 


GI 


none 




Score 


138 


Exons 


767. .1045, 775. .1047, 


776. 


.1045, 777.. 


1049, 777.. 1061 


Seq. No. 


6794 




Seq. ID 


OJ990211_03.9819.C1 


Gene No. 


14247 




Strand 




Start 


1922 




End 


2204 


Name 


OJ990211 03. 9819. CI. o2 


.gp 


Method 


AAT/GAP 


Start 


1922 




End 


22.04 


GI 


407 3.R1084 




Score 


490 


Exons 


1922. .2204 








GI Descrip. 


1 12 06 68 /sp | P08477 | G3PC 


_HORVU 2.0e-31 GLYCERALDEHYDE 3-PHOSPHATE 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



DEHYDROGENASE, CYTOSOLIC >gi_82399_pir A24159 

glyceraldehyde-3-phosphate dehydrogenase (EC 1.2.1.12), 
cytosolic - barley (fragment) >gi_167044 (M36650) 
glyceraldehyde-3-phosphate dehydrogenase [Hordeum vulgare] 

>gi_225347_prf 1301218A dehydrogenase, glyceraldehydephosphate 

[Hordeum vulgare var. distichum] ' 



6795 Seq. ID 

14248 Strand 

1 End 

OJ9902 11_03 . 981 9 . C2 . ol . np Method 

1 End 

6166167 Score 



OJ990211 03. 9819. C2 



2705 
AAT/NAP 
2474 
1060 

1145. .1291, 



1364. .1463, 



1..132, 275. .417, 794. .891, 997. .1057, 
1550. .1665, 2249. .2349, 2447. .2474 

GLYCERALDEHYDE 3-PHOSPHATE DEHYDROGENASE, CYTOSOLIC 3 gi I 1184774 
(U45856) cytosolic glyceroldehyde-3-phosphate dehydrogenase 
GAPC3 [Zea mays] 



7021 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'6795 Seq. ID. OJ990211_03 . 9819 . C2 

14248 Strand 

1 End 2705 

OJ990211_03.9819.C2.ol.gp Method AAT/GAP 

48 End 904 

407_2.R1084 Score 570 

48. .132, 275. .417, 794. .904 

, 120668/sp| P08477 |G3PC_HORVU 1.0e-75 GLYCERALDEHYDE 3-PHOSPHATE 
DEHYDROGENASE, CYTOSOLIC >gi__82399_pir__A24 159 
glyceraldehyde-3-phosphate dehydrogenase (EC 1.2.1.12), 
cytosolic - barley (fragment) >gi_167044 (M36650) 
glyceraldehyde-3-phosphate dehydrogenase [Hordeum vulgare] 

>gi_225347_prf 1301218A dehydrogenase, glyceraldehydephosphate 

[Hordeum vulgare var. distichum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



67 95 

14248 

1 

OJ990211_03. 9819.C2.ol.tc 
48 

none 



Seq. ID OJ990211_03. 9819.C2 
Strand 

End 2705 

Method TBLASTX : Cress 

End 2350 

Score 169 



48. .137, 274. .417, 275. .418, 308. .418, 342. .428, 793. .849, 
793. .855, 794. .895, 795. .896, 998. .1066, 999. .1058, 1142. .1300, 
1143. .1292, 1204. .1305, 1226. .1306, 1362. .1463, 1363. .1464, 
1364. .1498, 1365. .1466, 1549. .1665, 1550. .1666, 1583. .1666, 
2249. .2347, 2249. .2350 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6795 

14248 

1 

OJ990211_03.9819.C2.o2.ts 
48 

none 



Seq. ID OJ990211_03. 9819.C2 
Strand 

End 2705 

Method TBLASTX : Soybean 

End 418 

Score 59 



48. .137, 51. .122, 274. .417, 275. .418, 332. .418 



Seq. ID OJ990211_03.9819.C2 
Strand 

End • 2705 

Method GENSCAN 

End 2404 

Score .85 

48. .132, 275. .417, 794. .891, 997. .1057, 1202. .1333, 1364. .1463, 
1550.. 1665, 2249.. 2404 



67 95 

14248 

1 

OJ990211_03.9819.C2.ol.gs 
48 

none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6795 
14248 
1 

OJ990211_03.9819.C2.ol.tm 
48 

none 



Seq. ID OJ990211_03. 9819.C2 
Strand 

2705 

TBLASTX: Maize 
2484 
92 



End 

Method 
End 
Score 

48. .137, 50. .94, 274. .417, 275. .418, 275. .418, 276. .419, 
282. .419, 793. .855, 794. .895, 795. .896, 979. .1059, 998. .1066, 
1131. .1292, 1142. .1300, 1204. .1302, 1355. .1477, 1362. .1463, 
1364. .1498, 1365. .1487, 1542. .1661, 1549. .1665, 1550. .1660, 
1550. .1666, 2249. .2350, 2249. .2350, 2443.-2484, 2445. .2468 



Seq. No. 



6795 



Seq. ID OJ990211_03.9819.C2 



7022 





Gene No. . 


14248- . 


Strand 










End 


2705 




Name 


OJ990211 03.9819.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


274 


End 


1043 




GI 


none 


Score 


194 




Exons 


274. .417, 275. .421, 275. .418, 
794. .895, 798. .896, 979. .1041, 


282. .428, 792. .887, 793. .849, 
998. .1042, 999. .1043, 1002. .1043 




Seq. No. 


'6795 


Seq. ID 


OJ990211 03 9819 C2 




Gene No. 


14248 


Strand 






Start 


1 


End 


2705 




Name 


OJ990211 03.9819.C2.o2.gp 


Method 


AAT /GAP 




O Lai L 


317 


End 


1803 




GI 


407 1.R1084 


Score 


889 




Exons 


317. .417, 794. .891, 997. .1105, 
1550.. 1664, 1775.. 1803 


1197. . 


1291, 1364 . .1463, 




GI Descrip. 


'1184774 1.0e-171 (U45856) cytosolic 
dehydrogenase GAPC3 [Zea mays] 1 


glyceroldehyde-3-phosphate 




Seq. No. 


6795 


Seq. ID 


n.TQQ091 1 QR1Q r9 




Gene No. 


14248 


Strand 






Start 


1 


End 


c. f \J «J 




Name 


OJ990211 03.9819.C2:o3.gp 


Method 


AAT /GAP 






389 


End ' 


1666 


GI 


407 1.R1084 


Score 


788 




Exons 


389. .417, 794. .891, 997. .1105, 


1197. . 


1291, 1364.. 1463, 


Li 




1550. .1666 








GI Descrip. 


'1184774 1.0e-171 (U45856) cytosolic 


glyceroldehyde-3-phosphate 


"1 




dehydrogenase GAPC3 [Zea mays] 1 




' X. 


Seq. No. 


6795 


Seq. ID 


OJ990211_03.9819.C2 




bene ino . 


14248 


Strand 






Start 


1 


End 


2705 




Name 


OJ990211 03.9819.C2.o3.ts 


Method 


TBLASTX : Soybean 


1 :-! 


Start 


793 


End 


1066 




GI 


none 


Score 


135 


3 


Exons 


793.-855, 794. .895, 795. .896, 


979. .1059, 998. .1066 




Seq. No. 


6795 


Seq. ID 


OJ990211_03. 9819.C2 




Gene No. 


14248 


Strand 






Start 


1 


End 


2705 




Name 


OJ990211 03.9819.C2.o4.gp 


Method 


AAT /GAP 




Start 


793 


End 


1961 




GI 


407 1.R1084 


Score 


731 




Exons 


793. .891, 997. .1105, 1197. .1291, 1364 


..1463, 1550. .1665, 



1931. .1961 

GI Descrip. '1184774 1.0e-171 (U45856) cytosolic glyceroldehyde-3-phosphate 
dehydrogenase GAPC3 [Zea mays] 1 



Seq. No. 6795 

Gene No. 14248 

Start 1 

Name OJ990211_03 . 98 1 9 . C2 . o5 . gp 

Start 1058 

GI 407 1.R1084 
Exons 



Seq. ID OJ990211_03. 9819.C2 
Strand 

End 2705 

Method AAT / GAP 

End 2544 

Score 756 



1058. .1076, 1198. .1291, 1364. .1463, 1550. .1665, 2249. .2349, 
2447. .2544 



7023 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'1184774 1.0e-171. (U45856) cytosolic glyceroldehyde-3-phosphate 
dehydrogenase GAPC3 [Zea mays] 1 



6795 
14248 
1 

OJ990211_03.9819.C2.ol.ts 
1199 



OJ990211 03. 9819. C2 



none 
1199. 
1364. 
2249. 



.1300, 1200, 
.1477, 1365, 
.2359, 2443, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,1292, 1210... 1296, 1226.. 1300, 1362 
,1466, 1549. .1662, 1550. .1651, 2234 
,2472, 2445. .2471 



2705 

TBLASTX: Soybean 
2472 
124 



,1463, 
.2344, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



£n Start 



Seq. No. 
Gene No. 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6795 Seq. ID 

14248 Strand 
1 End 
OJ990211_03 . 9819 . C2 . ol . tw Method 
1203 End 
none Score 

1203.. 1301, 1205.. 1300, 1354.. 1464, 1355.. 1477, 1364. 

1371. .1487, 1549. .1665, 1550. .1660, 1550. .1666, 2249. 

2249. .2350, 2445. .2465 



OJ990211_03. 9819.C2 
2705 

TBLASTX: Wheat 
2465 
141 

1498; 
2347, 



6795 Seq. ID OJ990211_03 . 9819 - C2 

14248 Strand 

1 End 2705 

OJ990211_03 . 98 19 . C2 . 06 . gp Method AAT/GAP 

1364 End 2705 

407_1.R1084 Score 749 

1364. .1463, 1550. .1665, 2249. .2349, 2447. .2470, 2591. .2705 
■1184774 1.0e-171 (U45856) cytosolic glyceroldehyde-3-phosphate 
dehydrogenase GAPC3 [Zea mays] ' 



6796 Seq. ID 

14249 Strand 

914 End 

OJ990211_03.9819.C3.ol.gp Method 

914 End 

LIB3434-055-P1-K1-A2 Score 
914. .1135, 1254. .1422 

, 4521193/dbj | AB013450 . 1 | AB0134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



OJ990211_03.9819.C3 
+ 

1683 
AAT/GAP 
1422 
709 



Seq. No. 


6796 










Seq. ID 


OJ990211 


Gene No. 


14249 










Strand 


+ 


Start 


914 










End 


1683 


Name 


OJ990211 03 


9819 


C3 


ol 


,gs 


Method 


GENSCAN 


Start 


1302 










End 


1683 


GI 


none 










Score 


.74 


Exons 


1302. .1683 














Seq. No. 


6797 










Seq. ID 


OJ990211 


Gene No. 


14250 










Strand 




Start 


77 










End 


145 


Name 


OJ990211 03. 


9819 


C4 


ol 


.gs 


Method 


GENSCAN 


Start 


77 










End 


145 


GI 


none 










Score 


.75 



7024 



Exons 



77. .145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6798 

14251 

1 

OJ990211_03.9819.C5.ol.np 
1 

6006359 



Seq. ID OJ990211_03.9819.C5 

Strand + 

End 4 98 6 

Method AAT/NAP 

End 3013 

Score 72 



1..196, 1168. .1268, 2961. .3013 

(AP000559) hypothetical protein [Oryza sativa] 



6798 

14251 

1 

OJ990211_03.9819.C5.ol.gs 

1823 

none 



Seq. ID OJ990211_03.9819.C5 

Strand + 

End 4 98 6 

Method GEN SCAN 

End 4970 

Score . 64 



1823. .1880, 2049. .2263, 2495. .2754, 4103. .4132, 4844. .4970 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



?! Seq. No. 

:f Gene No. 

i3. Start 
Name 
Start ' 
GI 

Exons 



6798 Seq. ID 

14251 Strand 

1 End 

OJ990211_03:9819.C5.o2.np Method 

2175 End 

5852084 Score 
2175. .2207, 3480. .3600 
(AL117264) zwh0007.1 [Oryza sativa] 



OJ990211_03.9819.C5 
+ 

4986 
AAT/NAP 
3600 
80 



6798 Seq. ID OJ990211_03 . 9819 . C5 

14251 Strand + 

1 End 4986 

OJ990211_03 . 9819 . C5 . ol . gp Method AAT/GAP 

4855 End 4986 

62555_1.R1084 Score 243 

4855. .4986 

1 4056552/emb | CAA22587 | 6.0e-33 (AL034583) putative nucleotide 
binding protein [Schizosaccharomyces pombe] ' 



6799 

14252 

784 

OJ990211_03.9819.C6.ol.gs 

784 

none 



Seq. ID OJ990211_03.9819.C6 



Strand 
End 

Method 

End 

Score 



+ 

3066 
GENSCAN 
2227 
.61 



784. .850, 1329. .1520, 1560. .1750, 1811. .2227 



Seq. No. 


6799 






Seq. ID 


OJ990211_03.9819 


.C6 


Gene No. 


14252 






Strand 


+ 




Start 


784 






End 


3066 




Name 


OJ990211 03. 


9819 


.C6.o2.tc 


Method 


TBLASTX: Cress 




Start 


1326 






End 


1516 




GI 


none 






Score 


281 




Exons 


1326. .1511, 


1327 


..1512, 1328. 


.1516 






Seq. No. 


6799 






Seq. ID 


OJ990211JD3. 9819 


.C6 


Gene No. 


14252 






Strand 


+ 




Start 


784 






End 


3066 





7025 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990211_03.9819.C6.ol.tm Method TBLASTX : Maize 

1327 End 2216 

none Score 1430 

1327.. 2199, 1328.. 2215, 1332.. 2210, 1350.. 2216 



6799 

14252 

784 

OJ990211JD3 . 98 19 . C6 . ol . ts 

1327 . 

none 

1327.. 1689, 1328.. 1690 



Seq. ID OJ990211_03.9819.C6 

Strand + 

End 3066 

Method TBLASTX : Soybean 

End 1690 

Score 550 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



6799 Seq. I'D OJ990211_03 . 98 19 . C6 

14252 Strand + 

784 End 3066 

OJ990211_03 . 98 19 . C6 . ol . gp Method AAT/GAP 

1329 End 1527 

62555_1.R1084 Score 371 

1329.. 1527 

' 4056552/emb | CAA22587 | 6.0e-33 (AL034583) putative nucleotide 
binding protein [Schizosaccharomyces pombe] f 



6799 Seq. ID 

14252 Strand 

784 End 

OJ990211_03 . 9819 . C6 . ol . np Method 

134 6 End 

6754906 Score 

1346.. 1921, 2026.. 2214, 3021.. 3066 



OJ990211_03.9819.C6 
+ 

3066 
AAT/NAP 
3066 
789 



nucleotide binding protein 1 gi | 6018193 | gb | AAF01786 . 1 |AF114170_1 
(AF114170) nucleotide-binding protein long form [Mus musculus] 



6799 



14252 Strand 
784 End 
OJ990211_03. 9819.C6.ol.tc Method 
1618. , End 

none Score 
1618.. 1932, 1619.. 1933, 1729.. 1935 



Seq. ID OJ990211_03.9819.C6 



+ 

3066 

TBLASTX: Cress 

1935 

329 



6799 
14252 
784 

OJ990211_03..9819.C6.o2.gp 
1708 

36743_1.R1084 
1708. .2333 

, 6018193/gb|AAF01786.1 |AF114170_1 5.0e-30 (AF114170) 
nucleotide-binding protein long form [Mus musculus] 1 



Seq. ' ID 

Strand 

End 

Method 

End 

Score 



OJ990211_ 
+ 

3066 
AAT/GAP 
2333 
1204 



03. 9819. C6 



6799 Seq. ID 

14252 . Strand 

784 End 

0 J9 902 1 1_03 . 98 1 9 . C6 . o2 . t s Method 

1985 End 

none Score 



OJ990211_03.9819.C6 
+ 

3066 

TBLASTX : Soybean 

2131 ' 

206 



7026 




Exons 


1985.. 2131, 1990.. 2130 








Seq. No. 


6799 


Seq. ID 


OJ990211_03.9819. 


C6 


Gene No. 




otrana 


+ 




Start 


784 


End 


3066 




Name 


OJ990211 03.9819.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2062 


End 


2221 




GI 


none 


Score 


246 




Exons 


2062.. 2196, 2063. ,2221 








Seq. No. 


6800 


Seq. ID 


OJ990211_03.9819. 


C8 


Gene No. 


1 A O C O 


Strand 






Start 


542 


End 


688 




Name 


OJ990211 03.9819.C8.ol.gs 


Method 


GENSCAN 




Start 


542 


End 


688 




GI 


none 


Score 


.6 




Exons 


542. .688 








Seq. No. 


6801 


Seq. ID 


OJ990211_03.9819. 


C9 


Gene No. 


1 A O C A 

1 4 1 5.4 


strand 






Start 


877 


End 


2858 




Name 


OJ990211 03.9819.C9.ol.gs 


Method 


GENSCAN 




Start 


877. . 


End 


2858 




GI 


none 


Score 


.68 




Exons 


877. .998, 1789. .1938, 2801.. 


2858 






Seq. No. 


6802 


Seq. ID 


OJ990211_03.9819. 


C10 


Gene No. 


14255 


Strand 


+ 




Start 


345 


End 


4200 




Name 


OJ990211 03. 9819. C10. ol.gs 


Method 


GENSCAN 




Start 


345 


End 


4200 




GI 


none 


Score 


.65 




Exons 


345. .483, 1884. .2059, 2146.. 


2286, 2395, 


. .2519, 3765. .4200 


Seq. No. 


6803 


Seq. ID 


OJ990211_03.9819. 


Cll 


Gene No. 


1 A O C C 


otrana 


+ 




Start 


122 


End 


752 




Name 


OJ990211 03. 9819. Cll. ol.gs 


Method 


GENSCAN 




Start 


122. 


End 


752 




GI 


none 


Score 


.6 




Exons 


122. .466, 666. .752 








Seq. No. 


6804 


Seq. ID 


OJ990211_03.9819. 


C14 


Gene No. 


14zo / 


Strand 






Start 


2672 


End 


3232 




Name 


OJ990211 03.9819.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


2667 


End 


3013 




GI 


none 


Score 


215 




Exons 


2667.. 2867, 2669.. 2911, 2678 


..2866, 2936. .3013, 2940. .2990 


Seq. No. 


6804 


Seq. ID 


OJ990211_03.9819. 


C14 


Gene No. 


14257 


Strand 






Start 


2672 


End 


3232 




Name 


OJ990211 03.9819.C14.o2.gs 


Method 


GENSCAN 




Start 


2672 


End 


2981 




GI 


none 


Score 


.96 




Exons 


2672.. 2848, 2936.. 2981 









7027 



Seq. No. 


6804 




Seq. ID 


OJ990211_03. 98*19. C14 


bene no. 


. 14257 




Strand 




Start 


2672 




End 


3232 


Name 


OJ990211 03.9819.C14.ol 


. np 


Method 


AAT/NAP 


Start 


2684 




End 


3232 


GI 


3021508 




Score 


270 


Exons 


2684.. 2848, 2936.. 3051, 


3114. 


.3232 • 




GI Descrip. 


(AJ001769) glucose-6-phosphate dehydrogenase [Nicotiana tabacum] 


Seq. No. 


C O C\ A 

6804 




Seq. ID 


OJ990211_03. 9819.C14 


Gene No. 


1 A O CI 

14257 




Strand 




Start 


OCT) 

2o 11 




End 


3232 


Name 


OJ990211 03.9819.C14.ol 


.ts 


Method . 


TBLASTX : Soybean 


Start ' 


2684 




End 


3013 


GI 


none 




Score 


118 


Exons 


20o4..2oOO, ZOOO..Zo49, 


z yjo . 


.3013, 2937.. 2990 


Seq. No. 


f O A C 

6805 




Seq. ID 


OJ990211_03.9819,.C15 


Gene No. 


14258 




Strand 




Start 


TOO 

loo 




End 


2653 


Name 


OJ990211 03.9819.C15.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


183 




End 


2628 ' 


GI 


none 




Score 


181 


Exons 


TOO OOO IOC A OH 1 flyi 

183. .383, loo. .42/, 194 


TOO 

. . OOZ , 


452. .502, 


456. .506, 677. .808, 




690. .809, 691. .813, 696 


q r\ r\ 

. .809, 


917. .1003, 927. .998, 928. .1005, 




mo 1 A 1 O "I O O ^ lOOO 

932.. 1012, loo4..19bo, 


1 Q Q C. 

lo 9o . . 


1985, 223C 


..2418, 2250. .2420, 




2269. .2418, 22 70. .zoUu, 


22 / 4 . 


.2447, 2529.. 2624, 2535.-2624, 




ocozr o/~oo ocxc ocoo 

2536.. 2628, 2545.. 2o2o 








Seq. No. 


6805 




Seq. ID 


OJ990211_03.9819.C15 


Gene No. 


14258 




Strand 




Start 


188 




End 


2653 


Name 


OJ990211 03.9819.C15.ol 


. gs 


Method 


GENS CAN 


Start 


188 




End 


2618 


GI 


none 




Score 


.84' 


Exons 


188. .364, 452. .497, 692 


. .807, 


2292. .2417, 2547. .2618 


Seq. No. 


6805 




Seq. ID 


OJ990211JD3. 9819.C15 


Gene No. 


14258 




Strand 




Start 


188 




End 


2653 


Name 


OJ990211 03.9819.C15.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


200 




End 


2624 


GI 


none 




Score 


95 


Exons 


200. .382, 201. .365, 452 


. .502, 


453. .506, 


691. .813, 692. .808, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



927. .1004, 928. .1005, 1881. .1988, 1884. .1988, 1888. .1992, 
2227. .2418, 2250. .2420, 2269. .2418, 2535. .2624, 2540. .2623 



6805 

14258 

188 

OJ990211_03.9819.C15.ol.np 
218 

5360754 



Seq. ID OJ990211_03.9819.C15 
Strand 

End 2653 

Method AAT/NAP 

End 2639 

Score 915 



218. .364, 452. .497, 692. .807, 930. .1000, 1892. .1987, 2270. .2417, 
2547. .2639 

(AB011441) glucose-6-phosphate dehydrogenase [Triticum aestivuxn] 



7028 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6805 

14258 

188 

OJ990211_03.9819.C15.ol.gp 
759 

LIB3434-013-P1-K1-C10 



Seq. ID OJ990211_03.9819.C15 
Strand 

End 2653 

Method AAT/GAP 

End 2653 

Score 777 



759. .807, 930. .1000, 1892. . 1987/ 2270. . 2417, 2547. .2653 
, 5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



. "6 



Seq. No. 


6805 


Seq. ID 


OJ990211_03. 9819. 


C15 


Gene No. 


14258 


Strand 






Start 


188 


End 


2653 




Name 


OJ990211 03.9819.C15.ol.tc 


Method 


TBLASTX: Cress 




Start 


919 


End 


2624 




GI 


none 


Score 


61 




Exons 


919. .996, 930. .998, 1890. .1988, 2250.. 


2420, 2267.. 2287, 






2269.. 2418, 2321.. 2425, 2535. 


.2624, 2542. .2619 




oeq. jno . 


6805 


Seq. ID 


OJ990211_03.9819. 


C15 


Gene No. 


14258 


Strand 






Start 


188 


End 


2653 




Name 


OJ990211 03.9819.C15.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2358 


End 


2628 




GI 


none 


Score 


80 




Exons 


2358. .2420, 2359. .2418, 2535. 


.2624, 2536. .2628 




beq. no. 


6806 


Seq. ID 


OJ990211_03.9819. 


C16 


Gene No. 


14259 


Strand 


+ 




Start 


4967 


End 


5218 




Name 


OJ990211 03.9819.C16.ol.gp 


Method 


AAT/GAP 




Start 


4967 


End 


5218 




GI 


3761181 


Score 


430 




Exons 


4967.. 5218 








GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No. 


6806 


Seq. ID 


OJ990211_03.9819. 


C16 


Gene No. 


14260 


Strand 


+ 




Start 


5587 


End 


8218 




Name 


OJ990211 03.9819.C16.o2.gs 


Method 


GENSCAN 




Start 


5587 


End 


8035 




GI 


none 


Score 


.61 




Exons 


5587.. 5863, 6017. .6635, 7333. 


.8035 






Seq. No. 


6806 


Seq. ID 


OJ990211_03.9819. 


C16 


Gene No. 


14260 


Strand 


+ 




Start 


5587 


End 


8218 




Name 


OJ990211 03.9819.C16.o2.np 


Method 


AAT/NAP . 




Start 


5630 


End 


8218 




GI 


5091513 


Score 


1836 




Exons 


5630.. 6590, 7243.. 8218 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


6806 


Seq. ID 


OJ990211_03.9819. 


C16 


Gene No. 


14261 


Strand 







7029 




Start 1 " End , 5485 

Name OJ990211_03.9819.C16.ol.np Method AAT/NAP 

Start 1 End 2302 

GI 3021508 Score 757 

Exons 1..20, 325.. 394, 571.. 639, 715.. 872, 1340v v . 1526, 1596.. 1644, 

1801.. 1886, 2135.. 2302 

GI Descrip. (AJ001769) glucose-6-phosphate dehydrogenase [Nicotiana tabacum] 



Seq. No. 


6806 




Seq. ID 


OJ990211_03.9819.C16 


Gene No. 


14261 




Strand 




Start 


1 




. End 


5485 


Name 


OJ990211 03.9819.C16.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


329 




End 


2340 


GI 


none 




Score 


104 


Exons 


329.. 400, 336.. 413, 565. 


.639, 


572. .640, 


712. .873, 713. .871, 




720. .875, 1332. .1412, 1332. .1457, 1340. 


.1432, 1342.. 1491, 




1437. .1541, 1444. .lo4z, 


1792. 


.1887, 1799.. 1903, 1800.. 1886, 




2113.. 2247, 2133.. 2246, 


2135. 


.2248, 2136.. 2267, 2257.. 2286, 




2302. .2340 








Seq. No. 


6806 




Seq. ID 


OJ990211_03.9819.C16 


Gene No. 


14261 




Strand 




Start 


1 




End 


5485 


Name 


OJ990211_03.9819.C16.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


329 




End 


2228 


GI 


none 




Score 


101 


Exons 


329. .400, 336. .413, 561. 


.632, 


565. .639, 


572. .640, 712. .861,' 




715. .861, 734. .868, 1344 


..1541, 1345. .1539, 1800. .1886/ 




1801.. 1899, 1820.. 1918, 


2135. 


.2227, 2136.. 2228 


Seq. No. 


6806 




Seq. ID 


OJ990211_03. 9819.C16 


Gene No. 


14261 




Strand 




Start 


1 




End 


5485 


Name 


OJ990211 03.9819.C16.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


329 




End 


843 


GI 


none 




Score 


106 


Exons 


329.. 400, 336.. 413, 337. 


.438, 


565. . 639, 


572. .640, 596. .640, 




712. .843, 715. .843 








Seq. No. 


6806 




Seq. ID 


OJ990211_03. 9819.C16 


Gene No. 


14261 




Strand 




Start 


1 




End 


5485 


Name 


OJ990211 03.9819.C16.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


557 




End 


885 


GI 


none * 




Score 


83 


Exons 


557. .640, 568. .663, 709. 


.885, 


712. .861 




Seq. No. 


6806 




Seq. ID 


OJ990211_03.9819.C16 


Gene No. 


14261 




Strand 




Start 


1 




End 


5485 


Name 


OJ990211 03.9819.C16.ol. 


gs 


Method 


GEN SCAN 


Start 


715 




End 


5485 


GI 


none 




Score 


.57 


Exons 


715. .872, 1421. .1526, 1596. .1644, 1801. 


.1886, 2135. .2353, 




3644. .3693, 5188. .5485 








Seq. No. 


6806 




Seq. ID 


OJ990211_03.9819.C16 



7030 




a 



Gene'^No . 


14261 




Strand- 






Start 


1 




End 


5.4 85 




Name 


OJ990211 03.9819.C16.o2, 




Method 


TBLASTX: Wheat 




Start 


1338 




End 


-1845 




GI 


none 




Score 


96 




Exons 


1338. .1430, 1340. .1447, 


1341. 


.1442, 134 


12. .1491, 1437. .1541, 




1444.. 1542, 1587.. 1649, 


1597. 


.1650, 1792.. 1845 




Seq. No. 


6807 








■ C17 


Gene No . 


14262 




Strand 






Start 


104 




End 


383 




Name 


OJ990211 03.9819.C17.ol, 


.gs 


L v Jt2 L.X1UU. 


Hi LN O Ort.LN 




Start 


104 




.unci 


JO J 




GI 


none 




Score 


• J z, 




Exons 


104. .126, 236.-383 










Seq. No. 


6808 




Q arf T pi 

oeq . i u 




.C18 


Gene No. 


142o 6 




Strand 






Start 


377 




End 


1050 




Name 


OJ990211 03.9819.C18.ol. 


.gs 








Start 


377 




Hjna 


P fi n 




GI 


none 




Score 


. 0 0 




Exons 


37i7..880 










Seq. No. 


6808 




oeq. iu 


ATQQH911 fl^ QQ1 Q 


.C18 


Gene No. 


14263 




Strand 


+ ~ 




Start 


377 




End 


1050 




Name 


OJ990211 03.9819.C18.ol. 


• gp 




aaT /cap 




Start 


604 




TT -r^, s~i 


1U0U 




GI 


3761484 




Score 






Exons 

- 


604. .1050 










Seq. No. 


6809 




Can- T n 

oeq. iu 




.C19 


Gene No . 


1 A O £ A 

14264 




Strand 


+ 




Start 


1166 




End 


1767 




Name 


OJ990211 03.9819.C19.ol. 


. tm 








Start 


299 






Q R 




GI 


none 




Score 


7fi 




Exons 


299. .595, 447. .590 










Seq. No. 


6809 




oeq. IU 




.C19 


Gene No . 


14264 




Strand 


+ 




Start 


1166 




End 


1767 




Name 


OJ990211 03.9819.C19.ol. 


.tw 


Mprhod 


TBLASTX: Wheat 




Start 


676 




End 


992 




GI 


none 




Score 


82 




Exons 


676. .723, 738. .992, 739. 


. .918 








Seq. No. 


6809 




Seq. ID 


OJ990211_03. 9819, 


.C19 


Gene No . 


1 A O C A 

14264 




Strand 


+ 




Start 


1166 




End 


1767 




Name 


OJ990211 03-.9819.C19.ol, 


.gs 


Method 


GENSCAN 




Start 


1166 




End 


1767 




GI 


none 




Score 


.98 




Exons 


1166. .1193, 1454. .1767 










Seq. No. 


6810 . , 




Seq. ID 


OJ990211_03.9819, 


.C20 



7031 





Gene No. 


14265 


Strand 






Start 


1 


End 


360 




Name 


OJ990211 03.9819.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


189 




GI 


5669654 


Score 


84 




Exons 


1. .189 








GI Descrip. 


(AF096262) ER6 protein [Lycopersicon esculentum 




Seq. No. 


6810 


Seq. ID 


ojyyuzii 




Gene No. 


14265 


Strand 






Start 


1 


End 


360 




Name 


OJ990211_03 . 9819 .C20 . ol .gs 


Method 


GEN SCAN 




Start 


9 


End 


360 




GI 


none 


Score 


. 97 




Exons 


9. . 360 








Seq.- No. 


6811 


Seq. ID 


OJ990211 




Gene No. 


14266 


Strand 


+ 




Start 


108 


End 


539 




Name 


OJ990211 03-9819. C22.ol.gs 


Method 


GENSCAN 




Start 


108 


End 


539 




GI 


none 


Score 


. 96 


.5 S» 


Exons 


108.. 539. 






\. —1 


Seq. No. 


6811 


Seq. ID 


OJ990211 


'i 


Gene No. 


14267 


Strand 




Cn 


Start 


749 


End 


1266 




Name 


OJ990211 03.9819.C22.o2.gs 


Method 


GENSCAN 


1. _i 


Start 


749 


End 


1266 




GI 


none 


Score 


. 84 


— 

h J 


Exons 


749. .799, 839. .890, 1045. .1097, 1190.. 


1266 


:st : 
|jj 


Seq. No. 


6812 


Seq. ID 


/-y. tA A A A 1 1 

OJ990211 




Gene No. 


14268 


Strand 


+ 


t* ~! 


Start 


194 


End 


724 


:, : 
""■d 


Name 


OJ990211 03.9819.C23.ol.gs 


Method 


GENSCAN 




Start 


194 


End 


724 




GI 


none 


Score 


. 53 




Exons 


194. .223, 632. .724 






! ! 

Q 


Seq. No. 


6813 


Seq. ID 


s~\ T A A A A 1 -l 

OJ9902H 




Gene No. 


14269 


Strand 






Start 


610 


End 


2313 




Name 


OJ990211 03.9819.C24.ol.gs 


Method 


GENSCAN 




Start 


610 


End 


2313 




GI 


none 


Score 


.77 




Exons 


610. .1242, 1372. .2313 








Seq. No. 


6813 


Seq. ID 


OJ9902H 




Gene No. 


14269 


Strand 






Start 


610 


End 


2313 




Name 


OJ990211 03.9819.C24.ol.np 


Method 


AAT/NAP 




Start 


631 


End 


2313 




GI 


5915837 


Score 


ion 




Exons 


631. .1242, 1372. .1777, 1811 


. .2313 






GI Descrip. 


CYTOCHROME P450 71D8 (P450 


CP7) gi| 3334667 |emb|i 



(Y104 93) putative cytochrome P450 [Glycine max] 



7032 



Seq. No. 


zr o 1 o 
DOlO 




beq. id 


uuyyuzi j. uj. yoiy 




Gene No. 


14269 




Strand 






Start 


610 




End 


2313 




Name 


OJ990211 03.9819.C24 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


637 




End 


919 




GI 


none 




Score 


200 




Exons 


637. .909, 637.. 909, 


641. .919 








Seq. No. 


6813 




Seq. ID 


OJ990211_03.9819 


.C24 


Gene No. 


14269 




Strand 






Start 


610 




End 


2313 




Name 


OJ990211 03.9819.C24 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


643 




End 


1242 




GI 


none 




Score 


230 




Exons 


643. .1014, 650. .1108 


, 1054.. 


1242, 1139 


. .1231 





Seq. No. 


6813 




Seq. ID 


OJ990211_03. 9819.C24 


Gene No. 


14269 




Strand 




Start 


610 




End 


2313 


Name 


OJ990211 03 


. 9819.C24.ol.ts 


Method 


TBLASTX: Soybean 


Start 


643 




End 


2215 


GI ' 


none 




Score 


254 


Exons 


643. .1014, 


644. .1021, 781. .1026, 1040. 


.1240, 1054. .1293, 




1375. .1704, 


1828. .1953, 1996 


..2103, 2119. .2214, 2174. .2215 


Seq. No. 


6813 




Seq. ID 


OJ990211_03. 9819.C24 


Gene No . 


14269 




Strand 




Start 


610 




End 


2313 


Name 


OJ990211 03 


.9819.C24.ol.tm 


Method 


TBLASTX: Maize 


Start 


670 




End 


1264 


GI 


none 




Score 


204 


Exons 


670. .1263, 


680. .1111, 1139.. 


1264 




Seq. No. 


6813 




Seq. ID 


OJ990211_03.9819.C24 


Gene No. 


14269 




Strand 




Start 


610 




End 


2313 


Name . 


OJ990211 03 


.9819.C24.o2.tw 


Method 


TBLASTX: Wheat 


Start 


937 




End 


1466 


GI 


none 




Score 


320 . 


Exons 


937. .1293, 


938. .1300, 1372.. 


1461, 1378 


..1464, 1383. .1466 


Seq. No. 


6813 




Seq. ID 


OJ990211_03.9819.C24 


Gene No. 


14269 




Strand 




Start 


610 




End 


2313 


Name 


OJ990211 03 


. 9819.C24 .o2.tm 


Method 


TBLASTX: Maize 


Start 


1600 




End 


2230 


GI 


none 




Score 


123 


Exons 


1600. .1707, 


1828. .1962, 1843 


..1971, 1865. .2044, 1999. .2103, 




2161. .2214, 


2171. .2230 






Seq. No. 


6813 




Seq. ID 


OJ990211_03. 9819.C24 


Gene No. 


14269 




Strand ■ 




Start 


610 




End 


2313 


Name 


OJ990211 03 


.9819.C24.o2.tc 


Method 


TBLASTX: Cress 


Start 


1843 




End 


2214 


GI 


none 




Score 


63 



7033 




Exons 


1843. .2103, 


1868. .2026, 


2167 


. .2214 




Seq. No. 


6814 






Seq. ID 


OJ990211_03. 9819.C25 


Gene No. 


14270 






Strand 


+ 


Start 


58 






End 


1936 


Name 


OJ990211 03 


.9819.C25.ol 


. gs 


Method 


GENSCAN 


Start 


58 






End 


1438 


GI 


none 






Score 


.42 


Exons 


58. .218, 416. .512, 526. 


.1438 






Seq. No. 


6814 






Seq. ID 


OJ990211_03.9819.C25 


Gene No. 


14270 






Strand 


+ 


Start 


58 






End * 


1936 


Name 


OJ990211 03 


. 9819.C25.ol 


•9P 


Method 


AAT/GAP 


Start 


308 






End 


696 


GI 


3107601 






Score 


674 


Exons 


308 . . 696 










Seq. No. 


6814 






Seq. ID 


OJ990211_03. 9819.C25 


Gene No. 


14270 






Strand 


+ ■ 


Start 


58 






End 


1936 


Name 


OJ990211_03 


.9819.C25.ol 


,np 


Method 


AAT/NAP 


Start 


623 






End 


1936 


GI 


6721172 






Score 


1079 


Exons 


623. . 1936 










GI Descrip. 


(AC016829) : 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


6814 






Seq. ID 


OJ990211_03. 9819.C25 


Gene nq . 


14270 






Strand 


+ 


Start 


58 






End 


1936 


Name 


OJ990211_03 


.9819.C25.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


914 






End 


1852 


GI 


none 






Score 


79 


Exons 


914 . . 1060, 


935.. 1033, 1055.. 


1255, 1070 


..1423, 1076. .1219, 




1124 . . 1348, 


1132. .1347, 


1169 


..1471, 1253. .1435, 1283. .1474, 




1475 . . 1633, 


1475. .1642, 


1502 


..1648, 1727. .1750, 1778. .1852 


Seq. No. 


6814 






Seq. ID 


OJ990211_03. 9819.C25 


Gene No. 


14270 






Strand 


+ 


Start 


58 






End 


1936 


Name 


OJ990211_03 


.9819.C25.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


920 . 






End 


1822 


GI 


none 






Score 


77 


Exons 


920. .1063, 


1076. .1372, 


1157. 


.1468, 1250. .1468, 1250. .1471, 




1478. .1633, 


1697. .1822 








Seq. No. 


6814 






Seq. ID 


OJ990211_03. 9819.C25 


Gene No. 


14270 






Strand 


+ 


Start 


58 






End 


1936 


Name 


OJ990211 03 


.9819.C25.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1030 






End 


1345 


GI 


none 






Score 


237 


Exons 


1030. .1266, 


1037. .1297, 


1178 


. . 1345 




Seq. No. 


.6814 






Seq. ID 


OJ990211_03. 9819.C25 


Gene No. 


14270 






Strand 


+ 


Start 


58 






End 


1936 



7034 




Name 


OJ990211 03 


.9819 


.C25.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1365 








End 


1650 




GI 


none 








Score 


232 




Exons 


1365. .1637, 


1366 


. .1650, 


1367. 


.1645 






Seq. No. 


6815 








Seq. ID 


OJ990211_03.9819. 


C26 


Gene No. 


14271 








Strand 






Start 


605 








End 


1063 




Name 


OJ990211 03 


.9819 


.C26.ol 


.gs 


Method 


GEN SCAN 




Start 


605 








End 


1063 




GI 


none 








Score 


.92 




Exons 


605. .1063 














Seq. No. 


6816 








Seq. ID 


OJ990211_03. 9819. 


C27 


Gene No. 


14272 








Strand - 






Start 


574 








End 


750 




Name 


OJ990211 03 


.9819 


.C27.ol 


. gs 


Method 


GENSCAN 




Start 


574 








End 


750 




GI 


none 








Score 


.49 




Exons 


574. .750 














Seq. No. 


6817 








Seq. ID 


OJ990211_03.9819. 


C28 


Gene No. 


14273 








Strand 


+ 




Start 


1802 








End 


3871 




Name 


OJ990211 03 


.9819 


.C28.ol 


. gs 


Method 


GENSCAN 




Start 


1802 








End 


3742 




GI 


none 








Score 


.57 




Exons 


1802. .2554, 


3416 


. .3742 










Seq. No. 


6817 








Seq. ID 


OJ990211_03. 9819. 


C28 


Gene No. 


14273 








Strand 


+ 




Start 


1802 








End 


3871 




Name 


OJ990211 03 


.9819 


.C28.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1811 








End 


2074 




GI 


none 








Score 


352 




Exons 


1811. .1852, 


1825 


. .1968, 


1826. 


.2074, 1928. .2074 




Seq. No. 


6817 








Seq. ID 


OJ990211_03.9819. 


C28 


Gene No. 


14273 








Strand 


+ 




Start 


1802 








End 


3871 




Name 


OJ990211 03 


.9819 


.C28.ol 


.np 


Method 


AAT/NAP 




Start-'. 


1817 








End 


3871 




GI 


6016732 








Score 


1022 




Exons 


1817. .2557, 


3416 


. .3871 










GI Descrip. 


(AC009325) ] 


hypothetical 


protein [Arabidopsis thaliana] 





gi| 6091719|gb|AAF03431. 1|AC010797_7 (AC0107 97) hypothetical 
protein [Arabidopsis thaliana] 



Seq. No. 


6817 




Seq. ID 


OJ990211_03.9819. 


C28 


Gene No. 


14273 




Strand 


+ 




Start 


1802 




End 


3871 




Name 


OJ990211 03. 


,9819.C28.ol.tc 


Method 


TBLASTX: Cress 




Start 


1828 




End 


2074 




GI 


none 




Score 


257 




Exons 


1828. .1968, 


1829. .2074 








Seq. No. 


6817 




Seq. ID 


OJ990211_03.9819. 


C28 



7035 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14273 
1802 

OJ9902 11_03 . 98 19 . C28 . ol . ts 

1829 

none 

1829. .2086, 1831. .1968, 1928. 
2213.. 2308, 2258.. 2305, 2384. 
2500. .2556, 3410. .3487, 3415. 

6817 

14273 

1802 

OJ990211_03.9819.C28.ol.tm 

2075" 
none 

2075.. 2347, 2116. .2340, 2255. 
2391.. 2522, 2430.. 2555, 2480. 
3408.. 3506, 3410.. 3526, 3410. 



Strand + 

End 3871 

Method TBLASTX : Soybean 

End 3489 

Score 282 

.2011, 2114. .2320, 2125. .2304, 
.2470, 2420. .2473, 2480. .2557, 
.3489 

Seq. ID OJ990211_03.9819.C28 

Strand + 

End 3871 

Method TBLASTX : Mai ze 

End 3526 

Score 372 

.2323, 2384. .2482, 2390. .2494, 
.2557, 2494. .2556, 3402. .3506, 
.3520, 3412. .3525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6817 Seq. ID 

14273 Strand 
1802 End 
OJ990211_03.9819.C28.o2.gp Method 
2309 End 
uC-osf lcypl58allbl Score 
2309.. 2554, 3416.. 3476 

»6016732/gb|AAF01558.1|AC009325_28 9.0e-13 (AC009325) 
hypothetical protein [Arabidopsis thaliana] 

>gi_6091719_gb_AAF03431.1_AC0107 97_7 (AC0107 97) hypothetical 
protein [Arabidopsis thaliana] 1 



OJ990211_03.9819.C28 
+ 

3871 
AAT/GAP 
3476 
594 



Seq. No. 

Gene No. 
!U Start 
^ Name 
"'J Start 
M GI 
;,3 Exons 



6817 

14273 

1802 

OJ990211_03.9819.C28.o3.tm 

3613 

none 

3613.. 3687, 3614.. 3691, 3669. 
3691. .3870 



Seq. ID OJ990211_03.9819.C28 

Strand + 

End 3871 

Method TBLASTX : Mai ze 

End 3871 

Score 106 

.3860, 3686. .3871, 3689.-3859, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



6817 Seq. ID 

1-4273 Strand 

1802 End 
OJ990211_03 . 9819 . C28 . o2 . ts Method 

3632 End 

none Score 

3632.. 3871, 3632.. 3850, 3643.. 3870 

6817 Seq. ID 

14273 Strand 

1802 End 
OJ990211_03 . 9819 . C28 . ol . tw Method 

3656 End 

none Score 

3656.. 3871, 3658. .3870 



OJ990211_03.9819.C28 
+ 

3871 

TBLASTX : Soybean 

3871 

203 



OJ990211_03.9819.C28 
+ 

3871. 

TBLASTX: Wheat 

3871 

311 



Seq. No. 



6818 



Seq. ID OJ990211_03.9819.C29 



7036 



|,3 

in 

: cr 
; ; est 



''4 
i.1 



Gene No. 


14274 


Strand 


+ 


Start 


48 


End 


434 


Name 


OJ990211 03.9819.C29.ol.gp 


Method 


AAT/GAP 


Start 


48 


End 


434 


GI 


572337 


Score 


747 


Exons 


48. .434 






Seq. No. 


6818 


Seq - . ID 


OJ990211_03.9819.C29 


Gene No. 


14275 


Strand 




Start 


955 


End 


5387 


Name 


OJ990211 03.9819.C29.o4.tm 


Method 


TBLASTX: Maize 


Start 


9 


End 


564 


GI 


none 


Score 


73 


Exons 


9. .53, 20. .136, 24. .89, 47. .109, 107. 


.205, 126. .158, 155. .268, 




261. .311, 261. .311, 390. .542, 


392. .541, 502. .564 


Seq. No. 


6818 


Seq. ID 


OJ990211_03. 9819.C29 


Gene No. 


14275 


Strand 




Start 


955 


End 


5387 


Name 


OJ990211 03.9819.C29.o2.gp 


Method 


AAT/GAP 


Start 


955 


End 


2867 


GI 


15763 1.R1084 


Score 


2323 


Exons 


955.. 1790, 1869.. 1990, 2074.. 


2116, 2203.. 2315, 2414. .2473, 




2787.. 2867 






GI Descrip. 


■6016737/gb|AAF01563.1|AC009325_33 3. 


Oe-11 (AC009325) 




hypothetical protein [Arabidopsis thaliana] 




>gi_6091741_gb_AAF03453.1_AC010797_29 


(AC010797) hypothetical 




protein [Arabidopsis thaliana] 1 




Seq. No. 


6818 


Seq. ID 


OJ990211_03.9819.C29 


Gene No. 


14275 


Strand 




Start 


955 


End 


5387 


Name 


OJ990211 03.9819.C29.o2.gs 


Method 


GENSCAN 


Start 


1527 


End 


5348 


GI 


none 


Score 


.77 


Exons 


1527.. 1990, 2414.. 2473, 2787. 


.2856, 3202.. 3266, 3863.. 4000, 




4079. .5348 






Seq. No. 


6818 


Seq. ID 


OJ990211_03.9819.C29 


Gene No. 


14275 


Strand 




Start 


955 


End 


5387 


Name 


OJ990211 03.9819.C29.ol.np 


Method 


AAT/NAP 


Start 


1530 


End 


5240 


GI 


6016737 


Score 


647 


Exons 


1530.. 1790, 1869.. 2013, 2067. 


.2109, 2199.. 2344, 3859.. 3983, 




4125. .5240 






GI Descrip. 


(AC009325) hypothetical protein [Arabidopsis thaliana] 




gi | 6091741 1 gb | AAF03453'. 1 1 AC0107 97_29 


(AC010797) .hypothetical 




protein [Arabidopsis thaliana] 




Seq. No. 


6818 


Seq. ID 


OJ990211_03. 9819.C29 


Gene No. 


14275 


Strand 




Start 


955 


End 


5387 


Name 


OJ990211 03.9819.C29.o2.ts 


Method 


TBLASTX: Soybean 


Start 


1542 


End 


1799 


GI 


none 


Score 


84 


Exons 


1542.. 1748, 1560.. 1754, 1633. 


.1761, 1761. .1799 



7037 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



6818 

14275 

955 

OJ990211_03.9819.C29.o3.tm 

1599 

none 



Seq. ID OJ990211_03.9819.C29 

Strand - - 

End 5387 

Method TBLASTX : Mai ze 

End 2858 

Score 184 



1599. .1799, 1633. .1791, 1830.'. 1991, 1868. .1918, 1909. .1992, 

2064. .2120, 2065. .2121, 2074. .2121, 2178.. 2315, 2194.. 2316, 

2203. .2316, 2207. .2317, 2406. .2444, 2414. .2458, 2764. .2853, 

2775. .2858, 2787. .2858 



6818 

14275 

955 

OJ990211_03. 9819.C29.o3.gp 
3013 

LIB3432-004-P1-K1-F10 



Seq. ID OJ990211_03.9819.C29 
Strand 

End 5387 

Method AAT./GAP 

End 4104 

Score 783 



3013. .3266, 3863. .4000, 4079. .4104 

1 4038035 1.0e-09 (AC005936) putative DNA-binding protein 
[Arabidopsis thaliana] 1 



6818 

14275 

955 

OJ990211_03.9819.C29.o2.tm 

3860 

none 



Seq. ID OJ990211_03. 9819.C29 
Strand 

End 5387 

Method TBLASTX : Maize 

End 4362 

Score 105 



3860. .3982, 3862. ,3981, 3864. .3989, 3909. .4001, 3928. .4008, 
4068.. 4325, 4069.. 4338, 4329. .4361, 4330.. 4362 



6818 

14275 

955 

OJ990211_03.9819.C29.o6.tm 

4377 

none . 

4377. .4559, 4408. .4557 

6818 

14275 

955 

OJ990211_03. 9819.C29.ol.ts 

4471 

none 



Seq. ID OJ990211_03.9819.C29 
Strand 

End 5387 

Method TBLASTX : Mai ze 

End 4559 

Score 182 



Seq. ID OJ990211_03.9819.C29 
Strand 

End 5387 

Method TBLASTX : Soybean 

End 4845 

Score 91 



4471. .4668, 4536. .4841, 4596. .4763, 4693. .4845 



6818 

14275 

955 

OJ990211_03. 9819.C29.ol.tc 

4536 

none 

4536. .4757, 4537. .4761 

6818 
14275 



Seq. ID OJ990211_03.9819.C29 
Strand 

End 5387 

Method TBLASTX : Cress 

End 4761- 

Score 141 



Seq. ID OJ990211_03.9819.C29 
Strand 



7038 





Start 


955 * ' 


End 


5387 




Name 


OJ990211 03. 9819.C29.ol. tm 


Method 


TBLASTX: Maize 




Start 


4560 ~ 


End 


5165 




GI 


none 


Score 


413 




Exons 


4560.. 4952, 4564.. 4938, 4938. 


.5165, 4942. .5163 




Seq. No. 


6818 


Seq. ID 


OJ990211_03. 9819.C2 9 




Gene No. 


14275 


Strand 






Start 


955 


End 


5387 




Name 


OJ990211 03. 9819.C29.o5.tm 


Method 


TBLASTX: Maize 




Start 


5166 ~ 


End 


5387 




GI 


none 


Score 


110 




Exons 


5166.. 5264, 5170.. 5262, 5262. 


.5363, 5265.. 5387, 5272.. 5364 




Seq. No. 


6819 


Seq. ID 


OJ990211_03. 9819.C30 . 




Gene No. 


14276 


Strand 


+ 




Start 


163 


End 


1345 




Name 


OJ990211 03.9819.C30.ol.gs 


Method 


GEN SCAN 




Start 


163 


End 


1345 




GI 


none 


Score 


.63 




Exons 


163. .205, 489.. 640, 1007.. 1100, 1237.. 


1345 




Seq. No. 


6820 


Seq. ID 


• OJ990211_03.9819.C32 


1.3 


Gene No. 


14277 


Strand 




St. 


Start 


381 


End 


578 




Name 


OJ990211 03.9819.C32.ol.gs 


Method 


GENS CAN 


i;r§ 


Start 


381 


End 


578 


i y 


GI 


none 


Score 


.68 




Exons 


381. .578 






L Ls 

: ^ 


Seq. No. 


6821 


Seq. ID 


OJ990211_03.9819.C34 


!' 1 £ 
! i S 


Gene No . 


14278 


Strand 


+ 


! » 


Start 


1 


End 


604 




Name 


OJ990211 03.9819.C34.ol.np 


Method 


AAT/NAP 


*; sr 


Start 


1 


End 


604 




GI 


5441880 


Score 


376 


L J. 


Exons 


1..24, 180. .255, 370. .604 






hJ 


GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 






predicted gene.; Similar to maize transposon MuDR mudrA protein 


□ 




(AC003981) [Oryza sativa] 








Seq. No. 


6821 


Seq. ID 


OJ990211__03.9819.C34 




Gene No. 


14278 


Strand 


+ 




Start 


1 


End 


604 




Name 


OJ990211 03.9819. C34.ol.gs 


Method 


GENSCAN 




Start 


318 


End 


572 




GI 


none 


Score 


. 61 




Exons 


318. .365, 370. .572 








Seq. No. 


6822 


Seq. ID 


OJ990211_03.9819.C36 




Gene No. 


14279 


Strand 






Start 


212 


End 


1420 




Name 


OJ990211 03.9819.C36.ol.gs 


Method 


GENSCAN 




Start 


212 


End 


1420 




GI 


none 


Score 


.66 




Exons 


212. .1420 







7039 



OJ990211_03.9819.C36 

1420 
AAT/NAP 
1420 
2099 



Seq. No. 6822 - . Seq. ID 

Gene No. 14279 Strand 

Start 212 End 

Name OJ990211_03 . 9819 .C36 . ol .np Method 

Start 215 End 

GI 1196998 Score 

Exons 215. . 1420 

GI Descrip. (J01829) unknown protein [Transposon TnlO] 

gi| 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO 
[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 | (AB026428) transposase 
[Methylomonas aminof aciens] gi | 5738092 | gb | AAD50250 . 1 | AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi | 6721110|gb|AAF26764.1|AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 





Seq. No. 


6822 


Seq. ID 


OJ990211_03, 


.9819 


-C36 




Gene No. 


14280 


Strand 










Start 


1380 


End 


1509 








Name 


OJ990211 03.9819.C36.ol.tc 


Method 


TBLASTX: Cress 






Start 


1380 


End 


1509 ■ 








GI 


none 


Score 


177 








Exons 


1380.. 1499, 1380.. 1499, 1381.. 1509, 1382.. 1501 








Seq. No. 


6823 


Seq. ID 


OJ990211_03, 


.9819 


.C37 




Gene No . 


14281 


Strand 


+ 






J i 


Start 


30 


End 


398 








Name 


OJ990211 03.9819.C37.ol.gs 


Method 


GENSCAN 








Start 


30 


End 


398 








GI 


none 


Score 


.45 v.. 








Exons 


30. .146, 333. .398 










: 

'U 


Seq. No. 


6823 


Seq. ID 


OJ990211_03, 


,9819 


-C37 




Gene No . 


14282 


Strand 










Start 


1 


End 


384 






id 


Name 


OJ990211 03.9819.C37.ol.np 


Method 


AAT/NAP 






,J 


Start 


1 


End 


384 








GI 


6721512 


Score 


152 








Exons 


1..82, 124. .238, 269.-384 












GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


6824 


Seq. ID 


OJ990211_03. 


,9819 


.C38 




Gene No. 


14283 • - 


Strand 


+ 








Start 


34 


End 


3366 








Name 


OJ990211 03.9819.C38.ol.np 


Method 


AAT/NAP 








.Start 


34 


End 


3201 








GI 


6382527 


Score 


239 








Exons 


34. .158, 1821. .2418, 2871.. 


3201 










GI Descrip. 


(AC011020) unknown protein 


[Arabidopsis thaliana] 










gi|6728869|gb|AAF26942.1|AC008113 13 (AC008113) F12A21.i 


25 






[Arabidopsis thaliana] 












Seq. No. 


6824 


Seq. ID 


OJ990211_03. 


9819 


.C38 




Gene No. 


14283 


Strand 


+ 








Start 


34 


End 


3366 








Name 


OJ990211 03.9819.C38.ol.gs 


Method 


GENSCAN 








Start 


137 


End 


3366 








GI 


none 


Score 


.52 







7040 



Exons 



137.. 143, 215.. 324, 621 768, 1359 .. 144 9, 1692.. 2111,' 
2278. .2418, 2871. .3366 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6824 Seq. ID 

14284 Strand 
4036 End 
OJ990211_03 . 9819 . C38 . ol . gp Method 
4036 End 
uC-osrocyp003d03al Score 
4036. .4134 

' 5902672/gb|AAC79672.2 1 2.0e-60 (AF034643) putative cdc2-related 
kinase [Haematobia irritans irritans] ' 



OJ990211_03. 9819.C38 
+ 

4134 
AAT/GAP 
4134 
186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6825 

14285 

1 

OJ990211_03.9819.C39.ol.np 
1 

6382535 



Seq. ID OJ990211_03. 9819.C39 

Strand '+ 

End 1854 

Method AAT/NAP 

End 1854 

Score 1224 



1..971, 1065. .1193, 1287. .1422, 1503. .1591, 1688. .1854 
(AC011020) putative protein kinase [Arabidopsis thaliana] 



6825 

14285 

1 

OJ990211_03.9819.C39.ol.gs 
73 

none 



Seq. .'■ ID OJ990211_03. 9819 . C39 



Strand 
End 

Method 

End 

Score 



+ 

1854 
GENS CAN 
1799 
.97 



73. .971, 1065. .1193, 1287. .1422, 1503. .1591, 1688. .1799 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6825 . Seq. ID 

14285 Strand 

1 End 

OJ990211_03 . 9819 . C39 . ol . tm Method 

534 End 

none Score 



OJ990211_03. 9819.C39 
+ 

1854 

TBLASTX: Maize 

1805 

384 



534. .971, 534. .971, 535. .972, 535.-975, 1054. .1194, 1062. .1193, 
1262. .1399, 1269. .1403, 1284. .1421, 1285. .1428, 1285. .1422, 
1500. .1589, 1500. .1550, 1502. .1594, 1502. .1594, 1689. .1805, 
1703. .1795 



Seq. No. 6825 
Gene No- . 14285 

Start 1 

Name OJ990211_03 . 9819 . C39 . ol . ts 

Start 556 

GI none 

Exons 556. .816, 558.-779, 712. .834, 



.Seq. ID OJ990211_03.9819.C39 

Strand + 

End 1854 

Method TBLASTX : Soybean 

End 1837 

Score 312 

822. .962, 826..972, 1054. .1194, 



1057.. 1191, 1059.. 1193, 1284.. 1406, 1285.. 1395, 1295.. 1426, 
1496. .1588, 1500. .1589, 1692. .1805, 1700. .1816, 1709. .1804, 
1802. .1837 



Seq. No. 6825 

Gene No. 14285 

Start 1 

Name OJ990211_03 . 9819 . C39 . ol . gp 

Start 581 



Seq. ID OJ990211_03.9819.C39 

Strand + 

End 1854 

Method AAT/GAP 

End ' 1427 



7041 





GI 


-■4-715805 


Score •' 


1245 




Exons 


581. .971, 1065. .1193, 1287.. 


1427 






GI Descrip. 


5902672/gb|AAC79672.2| 2.0e- 


60 (AF034643) putative cdc2-rel^ 






kinase [Haematobia irritans 


irritans] 






Seq. No. 


6825 


Seq. ID 


OJ990211_03.9819.C39 




Gene No. 


14285 


Strand 


+ 




Start 


1 


End 


1854 




Name 


OJ990211 03.9819.C39.o2.tc 


Method 


TBLASTX: Cress 




Start 


679 


End 


878 




"GI 


none 


Score 


289 




Exons 


679. .876, 681. .878 








Seq. No. 


6825 


Seq. ID 


OJ990211_03.9819.C39 




Gene No. 


14285 


Strand 


+ 




Start 


1 


End 


1854 




Name 


OJ990211 03.9819.C39.ol.tw 


Method 


TBLASTX: Wheat 




Start 


748 


End 


1338 




GI 


none 


Score 


139 




Exons 


748. . 9.72, 832.. 975, 1057. .1128, 1060. 


.1149, 1164.. 1190, 






1165. .1194, 1285. .1338 








Seq. No. 


6825 


Seq. ID 


OJ990211 03.9819.C39 




Gene No. 


14285 


Strand 


+ 


:^ 


Start 


1 


End 


1854 


5 55" 

rn 


Name 


OJ990211 03.9819.C39.ol.tc 


Method 


TBLASTX: Cress 




Start 


879 


End 


1589 


i y 


GI 


none 


Score 


138 




Exons 


879. .947, 880. .972, 1054. .1194, 1059. 


.1199, 1059.. 1193, 


:' : 5 
: : 




1265.. 1390, 1280.. 1387, 1284 


..1409, 1285. .1428, 1285. .1422, 


:. 1 




1500.. 1589, 1502.. 1588 






!*i E 

i y 


Seq. No. 


6826 


Seq. ID 


OJ990211 03.9819.C40 


!" 


Gene No. 


1428 6 


Strand 


+ 


i. -i 


Start 


286 


End 


610 




Name 


OJ990211 03.9819.C40.ol.gp 


Method 


AAT/GAP 




Start 


286 


End 


610 


. =5 


GI 


31827 1.R1084 


Score 


608 


I. J 


Exons 


286. .610' * • 






r ^ 


GI Descrip. 


'4038035 1.0e-09 (AC005936) 


putative ] 


DNA-binding protein 


3 




[Arabidopsis thaliana] 1 








Seq. No. 


6826 


Seq. ID 


OJ990211_03.9819.C40 




Gene No. 


14287 


Strand 


+ 




Start 


3100 


End 


3550 




Name 


OJ990211 03.9819.C40.o2.gp 


Method 


AAT/GAP 




Start 


3100 


End 


3550 




GI 


4715481 


Score 


819 




Exons 


3100. .3550 








Seq. No. 


6827 


Seq. ID 


OJ990211_03.9819.C41 




Gene No. 


14288 


Strand 






Start 


530 


End 


594 




Name 


OJ990211 03.9819.C41.ol.gs 


Method 


GENSCAN 




Start 


530 


End 


594 




GI 


none 


Score 


.98 




Exons 


530. .594 







7042 




Seq. No. 


6828 




Seq. ID 


r\ TQ QfjOl 1 fl *3 QQ1 Q 

uj y yu^ J- j.yoiy.Cfij 


Gene No. 


14289 




Strand 




Start 


749 




End 


1129 


Name 


OJ990211 03.9819.C43.ol 


. gs 


Method 


GENSCAN 


Start 


749 




End 


1129 


GI 


none 




Score 


.58 


Exons 


749. .1008, 1123. .1129 








Seq. No. 


6829 




Seq. ID 


OJ990211_03.9819.C44 


Gene No. 


14290 




Strand 


+ 


Start 


o r\ c 




End 


1437 


Name 


OJ990211 03.9819.C44.ol 


.gp 


Method 


AAT/GAP 


Start 


306 




End 


1437 


GI 


3995 1.R1084 




Score 


786 


Exons 


306. .412/ 1112. .1437 








GI Descrip. 


'4886282/6105 ICAB43434.1 


1 3 


.0e-09 (AL050300) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


6829 




Seq. ID 


OJ990211_03.9819.C44 


Gene No. 


14291 




Strand 


+ 


Start 






End 


13002 


Name 


OJ990211 03.9819.C44.o2 


.gp 


Method 


AAT/GAP 


Start 


5423 




End 


5761 


GI 


2310943 




Score 


641 


Exons 


5423. .5761 








GI Descrip. 


4886282/emb ICAB43434.il 


3. 


De-09 (AL050300) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


6829 




Seq. ID 


OJ990211_03.9819.C44 


Gene No. 


14291 




Strand 


+ 


Start 


5532 




End 


13002 


Name 


OJ990211 03.9819.C44.o2 


.gs 


Method 


GENSCAN 


Start 


5532 




End 


12910 


GI 


none 




Score 


.71 


Exons . 


5532. .6746, 7176. .7317, 


7360.. 7525, 8677.. 8842, 9623.. 9770, 




9939.. 10046, 10178 .. 10259, 


11276. .11540, 12593. .12661, 




12749. .12910 








Seq. No. 


6829 




Seq. ID 


OJ990211_03. 9819.C44 


Gene No. 


14291 




Strand 


+ 


Start 


5532 




End... 


13002 


'Name. 


OJ990211 03.9819.C44.o2 


.np 


Method 


AAT/NAP 


Start 


5535 




End 


7719 


GI 


6728978 




Score 


393 


Exons 


5535.. 5655, 5851.. 6843, 


7685. .7719 




GI Descrip. 


(AC018363) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


6829 




Seq. ID 


OJ990211_03.9819.C44 


Gene No. 


14291 




Strand 


+ 


Start 


5532 




End 


13002 


Name 


OJ990211 03.9819.C44.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


5604 




End 


5864 


GI 


none 




Score 


404 


Exons 


5604. .5864, 5630. .5863 








Seq. No. 


6829 




Seq. ID 


OJ990211_03. 9819.C44 



7043 






Gene No . : - ! 


14291 








Strand 


• 






Start 


5532 








End 


13002 






Name 


OJ990211 03 


.9819. 


C44.ol 


.np 


Method 


AAT/NAP 






Start 


5613 








End 


6860 






GI 


4886282 








Score 


304 






Exons 


5613. .6860 
















GI Descrip. 


(AL050300) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


6829 








Seq. ID 


OJ990211_03. 9819 


.C44 




Gene No. 


14291 








Strand . 


+ 






Start 


5532 








End 


13002 






Name 


OJ990211 03 


.9819. 


C44.ol 


.ts 


Method 


TBLASTX: Soybean 






Start 


5622 








End 


6782 






GI 


none 








Score 


323 






Exons 


5622. .5909, 


5630. 


.5884, 


6000 


..6050, 6096. .6254, 6354. .6665, 






6557. .6628, 


6686. 


.6751, 


6687 


. .6782 








Seq. No. 


6829 








Seq. ID 


OJ990211_03.9819 


.C44 




Gene No. 


14291 








Strand 


+ 






Start 


5532 








End 


13002 






Name 


OJ990211 03 


. 9819. 


C44 .o2 


.tc 


Method 


TBLASTX: Cress 






Start 


5622 








End 


5870 






GI 


none 








Score 


241 






Exons 


5622. .5870, 


5630. 


.5869 










en 


Seq. No. 


6829 








Seq. ID 


OJ990211 03.9819 


.C44 


n i 


Gene No. 


14291 








Strand 


+ 




1 =7 


Start 


5532 








End 


13002 






Name 


OJ990211 03 


.9819. 


C44.o2 


.tw 


Method 


TBLASTX: Wheat 




i if 


Start 


5628 








End 


5843 




«^ 


GI 


none 








Score 


205 




; " ! ; 
: =? 


Exons 


5628. .5843, 


5633. 


.5800 












Seq. No. 


6829 








Seq. ID 


OJ990211_03.9819 


.C44 




Gene No. 


14291 








Strand 


+ 




' u 4 


Start 


5532 








End 


13002 






Name 


OJ990211 03 


. 9819. 


C44.o3 


. tm 


Method 


TBLASTX: Maize 




: ^ 


Start 


6540 








End 


6800 




: ss. 


GI 


none 








Score 


100 




,i 


Exons 


6540. .6629, 


6540. 


. 6629, 


6556 


..6630, 6557. .6631, 6612. .6800, 


13 




6613. . 6759, 


6618. 


. 6800 












Seq. No. 


6829 








Seq. ID 


OJ990211_03. 9819 


.C44 




Gene No. 


14291 








Strand 


+ 






Start 


5532 








End 


13002 






Name 


OJ990211 03 


.9819. 


C44.o3 


.tc 


Method 


TBLASTX: Cress 






Start 


6555 








End 


6842 






GI 


none 








Score 


89 






Exons 


6555. .6668, 


6693. 


.6842 












Seq. No. 


6829 








Seq. ID 


OJ990211_03.9819 


.C44 




Gene No. 


14291 








Strand 


+ 






Start 


5532 








End 


13002 






Name 


OJ990211 03 


.9819. 


C44.o3 


.gp 


Method 


AAT/GAP 






Start 


8283 








End 


8368 






GI 


LIB3477-003- 


-Pl-Kl 


-E9 




Score 


111 






Exons 


8283. .8368 















7044 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



s iJ Seq. No. 

Gene No. 

Z Start 

; |f Name 

J Start 

HI GI 

- Exons 



Q Seq. No. 
Q Gene No. 
^ Start 
"'^ Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



6829 

14291 

5532 

OJ990211_03 . 98 19 . C4 4 . o4 . gp 
9362 

18266 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9362. .9517, 9623.. 9770, 9939.. 10046, 10135 .. 102 61 , 11276 .. 11540, 
12593. .12661, 12749. . 12910, 12986. .13002 

'1151244 4.0e-87 (U43377) GTP-binding protein [Arabidopsis 
thaliana] 1 



OJ990211_03. 9819.C44 
+ 

13002 
AAT/GAP 
13002 
1863 



6829 Seq. ID 

14291 Strand 
5532 End 
OJ990211_03.9819.C4 4.ol.tm Method 
9665 _ *. End 
none Score 
9665.. 9733, 9675.. 9734, 9936 
9941. .10057, 10132. .10263, 10134 .. 10259, 11241 11540, 
11278. .11541, 11278. .11541, 12592 .. 12660, 12593 .. 12664 , 
12593. .12661, 12603 12665, 12746 .. 12910, 12754. .12909 



OJ990211_03.9819.C44 
+ 

13002 

TBLASTX: Maize 
12910 
104 



,10046, 9936. .10046, 9941. .10069, 



6829 Seq. ID 

14291 Strand 

5532 End 

OJ990211_03.9819.C44.ol.tc Method 

9669 End 

none Score 



OJ990211_03.9819.C44 
+ 

13002 

TBLASTX: Cress 

12910 

73 



9669. .9734, 9779.. 9832, 9936.. 10046, 9941.. 10045, 10132, 
10134. .10256, 11241. .11537, 1127 6 11428 , 11424 .. 114 92, 
12596. .12664, 12604 12 660, 12715 .. 12897 , 1274 6 .. 128 98 , 
12746. .12910 



,10263, 



6829 Seq. ID 

14291 Strand 

5532 End 

OJ990211JD3 . 9819 . C4 4 . o3 . np Method 

9672 End 

6689637 Score 
9672.. 9770, 9939.. 10046, 10135 .. 10259, 
12593. .12661, 12749.. 13002 

(AJ245968) Toc34-l protein [Zea mays] 

6829 Seq. ID 

14291 Strand 

5532 End 

OJ990211_03. 9819.C4 4 .ol.tw Method 

9936 End 

none Score 
9936.. 10046, 9936.. 10046, 9938.. 10069, 

10132. .10263, .10134. .10259, 1124 1 .. 11381, 11273 .. 1138 6, 
11275. .11382 



OJ990211_03. 9819.C44 
+ 

13002 
AAT/NAP 
13002 
1131 

11276. .11540, 



OJ990211_03. 9819.C4 4 
+ 

13002 

TBLASTX: Wheat 
11386 
166 

9938. .10057, 



7045 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 

? start 

1 Name 

ft Start 

jj GI 

I Exons 

^ GI Descrip. 

3 Seq. No. 
y Gene No. 

Start 
- Name 
^ Start 

4 GI 

£ Exons 

5 Seq. No. 
!! Gene No. 
^ Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



6829 

14291 

5532 

OJ990211_03. 9819.C44.o2.ts 
9936 
none 



Seq. *'iD OJ990211_03. 9819.C44 

Strand + 

End 13002 

Method TBLASTX : Soybean 

End 12910 

Score 143 



9936. .10046, 9938. .10045, 10110 .. 10256, 10126 .. 10263, 
10172. .10264, 11241. .11528, 11277 .. 114 95 , 11279 .. 11563, 
12586. .12666, 12602 12664 , 12715 .. 12891, 1274 6 12 910, 
12746.. 12910 . 



6830 
14292 
1 

OJ990211_03.9819.C45.ol.gp 
1 

1826.6_1.R1084 
1. .36, 138. .497 

f 1151244 4.0e-87 (U43377) GTP-binding protein [Arabidopsis 
thaliana] '■ 



Seq. ID OJ990211_03. 9819.C45 

Strand + 

End 4 97 

Method AAT/GAP 

End 4 97 

Score 727 



6830 
14292 
1 

OJ990211_03.9819.C45.ol.np 
1 

6689637 
1..36, 138. .286 

(AJ245968) Toc34-l protein [Zea mays] 



Seq. ID OJ990211JD3. 9819. C45 
Strand + 

4 97 

AAT/NAP 
286 
219 



End 

Method 

End 

Score 



Seq. ID OJ990211_03. 9819.C45 

Strand + 

End 4 97 

Method GENSCAN 

End 28 9 

Score .99 



6830 
14292 
1 

OJ990211_03.9819.C45.ol.gs 
138 
none 

138. .289 

6830 
14293 
1120 

OJ990211_03.9819.C45.ol.tm 
4 

none 

4.. 36, 132.. 161, 137.. 160, 152.. 277, 160.. 285, 161.. 289, 
163. .291, 165. .293, 165. .302, 318. .341, 372. .452 



Seq. ID OJ990211_03. 9819.C45 
Strand 

End 3751 

Method TBLASTX : Mai ze 

End 4 52 . 

Score 40 



6830 

14293 

1120 

OJ990211_03.9819.C45.o2.gp 

910 

none 

910. .1417 

6830 
' 14293 



Seq. ID OJ990211_03.9819.C45 
Strand 

End 3751 

Method AAT/GAP 

End 1417 

Score 981 



Seq. ID OJ990211_03. 9819.C45 
Strand 



7046 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



1120 V - End 

OJ990211J33 . 98 19 . C4 5 . o2 . gs Method 
1120 End 
none Score 
1120.. 2514, 2566.. 3589, 3681.. 3751 



3751 
GEN SCAN 
3751 
.91 



6831 

14294 

128 

OJ990211_03.9819.C4 6.ol.gs 

128 
none 



Seq. ID OJ990211_03.9819.C46 

Strand + 

End 2249 

Method GENSCAN 

End 2249 

Score .47 



128. .420, 589. .730, 1110. .1270, 2078. .2249 



6831 
14295 
4922 

OJ990211_03.9819.C4 6.ol.np 
4922 
6721543 
4922.. 5050, 5863.-5979 

(AP001073) hypothetical protein [Oryza sativa] 



Seq. ID OJ990211_03.9819.C46 

Strand + 

End 13743 

Method AAT/NAP 

End 5979 

Score 171 



Seq. ID OJ990211_03.9819.C46 

Strand + 

End 13743 

Method AAT/GAP 

End 5088 

Score 221 



6831 
14295 
4922 

OJ990211_03.9819.C4 6.ol.gp 
4936 

7406_1.R1084 
4936. .5088 

, 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



6831 

14295 

4922 

OJ990211_03.9819.C4 6.o2.gs 

5539 

none 



Seq. ID OJ990211_03.9819.C46 

Strand + 

End 13743 

Method GENSCAN . 

End 11767 

Score .53 



5539. .7670, 7872.. 8167, 8607.. 8757, 8863.. 9109, 9284.. 9694, 
9786. .10084, 10161 .. 10321, 10664 .. 10745 , 11008 .. 11139, 
11202. .11249, 11254. .11456, 11607. .11767 



6831 

14295 

4922 

OJ990211_03.9819.C4 6.o2.np 

5992 

5441880 



Seq. ID OJ990211_03.9819.C46 

Strand + 

End 13743 

Method AAT/NAP 

End 11488 

Score 4734 



5992. .6997, 7442. .7473, 7732. .8047, 8607. .8757, 8863. .9199, 
9786. .10084, 10161 .. 10419, 10664 .. 10761, 11008 .. 11139, 
11254.. 11488 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 



6831 



Seq. ID OJ990211_03.9819.C46 



7047 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14295 ' 
4922 

OJ990211_03.9819.C46.o2.gp 

6596 

5701669 

6596. .7027 

5441880/dbj | BAA82378.il 
corresponds to a region 



Strand 
End 

Method 

End 

Score 



+ 

13743 
AAT/GAP 
7027 
837 



5.0e-75 (AP000367) EST 
of the predicted gene 



C28952 (C62945) 
r Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



6831 Seq. ID 

14295 Strand 
4 922 End 
OJ990211_03.9819.C46.o3.gp Method 
9912 End 
LIB3475-007-P1-K1-G8 Score. 
9912.. 10084, 10161.. 10411 

1 5441880/dbj |BAA82378.1| 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa]' 



OJ990211_03.9819.C4 6 
+ 

13743 
AAT/GAP 
10411 
781 





Seq. No. 


6831 


Seq. ID 


OJ990211_03.9819. 


C46 


: : 


Gene No. 


14295 


Strand 


+ 






Start 


4922 


End 


13743 




w 


Name 


OJ990211 03.9819.C46.o4.gp 


Method 


AAT/GAP 






Start 


11592 


End 


13407 




i"j £ 

i y 


GI 


LIB3431-045-P1-N1-A10 


Score 


817 




□ 


Exons 


11592. .11935, 13298.. 13407 










GI . Descrip. 


' 5441876/dbj | AP000367.il AP000367 0.0e+00 Oryza sativa genomic 






DNA, chromosome 2, clone : P0437H03 (contig b) 1 




! 


Seq. No. 


6831 


Seq. ID 


OJ990211JD3.9819. 


C46 




Gene No. 


14295 


Strand 


+ 




i!3 


Start 


4922 


End 


13743 






Name 


OJ990211 03.9819.C46.o3.gs 


Method 


GEN SCAN 




!*£ 


Start 


1,1994 


End 


1374 3 






GI 


none 


Score 


.62 




i._ j 

1 


Exons 


11994. .11996, . 12179. .12337, 


12404. .12481, 13621. .13743 




'IS? 


Seq. No. 


6831 


Seq. ID 


OJ990211_03.9819. 


C46 




Gene No. 


14296 


Strand 


+ 






Start 


22860 


End 


26476 






Name 


OJ990211 03.9819.C46.o4.np 


Method 


AAT/NAP 






Start 


22860 


End 


26476 






GI 


6598759 


Score 


52 






Exons 


22860. .22896, 24332 24405, 


26432. .26476 






GI Descrip. 


(AC007295) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


6831 


Seq. ID 


OJ990211_03.9819. 


C46 




Gene No. 


14297 


Strand 








Start 


14247 


End 


14783 






Name 


OJ990211 03.9819.C46.o4.gs 


Method 


GENSCAN 






Start 


14247 


End 


14783 






GI 


none 


Score 


1 






Exons 


14247. .14783 










Seq. No. 


6831 


Seq. ID 


OJ990211JD3.9819. 


C46 



7048 




Gene No. 


. 14298 ' 


Strand 






Start 


15346 


End 


20886 




Name 


OJ990211 03.9819.C46.o5.gs 


Method 


GENSCAN 




Start 


15346 


End 


20886 




GI 


none 


Score 


.64 




Exons 


15346. .15605, 15994 .. 20121, 


20832. .20886 




Seq. No. 


6831 


Seq. ID 


OJ990211_03. 9819 


.C46 


Gene No. 


14298 


Strand 






Start 


15346 


End 


20886 




Name 


OJ990211 03.9819.C46.o3.np 


Method 


AAT/NAP 




Start 


15977 


End 


20113 




GI 


4234852 


Score 


4378 




Exons 


15977. .19910, 19953.. 20113 








GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 




Seq. No. 


6831 


Seq. ID 


OJ990211_03.9819 


.C46 


Gene No. 


14299 


Strand 






Start 


21241 


End 


27598 




Name 


OJ990211 03.9819.C46.o2.tm 


Method 


TBLASTX: Maize 




Start 


6553 


End 


7149 




GI 


none 


. Score 


93 




Exons 


6553. .6681, 6561. .6659, 6715 


..7014, 6732.. 6953, 7078.. 7149' 


Seq. No. 


6831 


Seq. ID 


OJ990211JD3.9819 


.C46 


Gene No. 


14299 


Strand 






Start 


21241 


End 


27598 




Name 


OJ990211_03 . 981 9 . C4 6 . o3 . tw 


Method 


TBLASTX: Wheat 




Start 


6847 


End 


7227 




GI 


none 


Score 


204 




Exons 


6847.. 7041, 6856.. 7053, 7047 


..7157, 7051. .7227, 7051. .7197 


Seq. No. 


6831 


Seq. ID 


OJ990211_03. 9819 


.C46 


Gene No. 


14299 


Strand 






Start 


21241 


End 


27598 




Name 


ujyyuzii uo. yoiy .L40.0 / .cm 


Method 


TBLASTX: Maize 




Start 


16016 


End 


16474 




GI 


none 


Score 


55 




Exons 


16016. .16207, 16256. .16432, 


16415. .16474 




Seq. No. 


6831 


Seq. ID 


OJ990211_03.9819 


.C46 


Gene No. 


14299 


Strand 






Start 


21241 


End • 


27598 




Name 


OJ990211 03.9819.C46.o4.tw 


Method 


TBLASTX: Wheat 




Start 


16028 


End 


16427 




GI 


none 


Score 


118 




Exons 


16028. .16423, 16194.. 16427 








Seq. No. 


6831 


Seq. ID 


OJ990211_03.9819 


.C46 


Gene No. 


14299 


Strand 






Start 


21241 


End 


27598 




Name 


OJ990211 03.9819.C46.o3.ts 


Method 


TBLASTX: Soybean 




Start 


16031 


End 


16597 




GI 


none 


Score 


131 




Exons 


16031. .16222, 16211. .16402, 


16415. .16597 




Seq. No. 


6831 


Seq. ID 


OJ990211_03.9819 


.C46 



7049 



Gene No. 


14299 




Strand 






Start 


21241 




End 


27598 




Name 


' OJ990211 03.9819.C46. 


o3 . tm 


Method 


TBLASTX: Maize 




Start. 


16487 




End 


16918 




GI 


none 




Score 


131 




Exons 


16487. .16783, 16488. . 


16643, 


16757. .16918 




Seq. No. 


6831 




Seq. ID 


OJ990211_03.9819 


.C46 


Gene No. 


14299 




Strand 






Start 


21241 




End 


27598 




Name 


OJ990211 03-.9819.C46. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


16583 




End 


17363 




GI 


none 




Score 


152 




Exons 


16583. . 17032, 16587 . . 


17033, 


17009. .17362, 17018. .17362, 






17019.. 17363 










Seq. No. 


6831 




Seq. ID 


OJ990211_03.9819 


.C46 


Gene No. 


14299 




Strand 






Start 


21241 




End 


27598 




Name 


OJ990211 03.9819.C46. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


16919 




End 


17362 




GI 


none 




Score 


139 




Exons ' 


" 16919. . 17020, 17054 . . 


17362, 


17055.. 17345 




Seq. No. 


6831 




Seq. ID 


OJ990211_03.9819 


.C46 


Gene No. 


14299 




Strand 






Start 


21241 




End 


27598 




Name 


OJ990211 03.9819.C46. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


17054 ~ 




End 


17491 




GI 


5509260 




Score 


44 




Exons 


17054. .17491, 17055. . 


17087, 


17130. . 17402 




GI Descrip. 












Seq. No. 


6831 




Seq. ID 


OJ990211_03.9819 


.C46 


Gene No. 


14299 




Strand 






Start 


21241 




End 


27598 




Name 


OJ990211 03.9819.C46. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


17144 




End 


17404 




GI 


none 




Score 


116 




Exons 


17144. . 17404, 17166. . 


17402 








Seq. No. 


6831 




Seq. ID 


OJ990211_03.9819 


.C46 


Gene No. 


14299 




Strand 






Start 


21241 




End 


27598 




Name 


OJ990211 03.9819.C46. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


17972 ~" 




End 


18358 




GI 


none 




Score 


79 




Exons 


17972. .18145, 18149. . 


18358, 


18177. .18356 




Seq. No. 


6831 




Seq. ID 


OJ990211_03.9819 


.C4 6 


Gene No. 


14299 




Strand 






Start 


21241 




End 


27598 




Name 


OJ990211 03.9819.C46. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


17975 




End 


18637 




GI 


none 




Score 


35 




Exons 


17975. .18073, 18000.. 


18074, 


18053. . 1835 


18, 18075. .18335, 






18398. .18637, 18399.. 


18419, 


18468. .18623 





7050 



I'M 

h 



Seq. No- 


6831 




Seq. ID 


OJ990211JD3. 9819. 


C46 


Gene No. 


14299 




Strand 






Start 


21241 




End 


27598 




Name 


OJ990211 03.9819.C46 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


17978 




End 


18358 




GI 


none 




Score 


123 




Exons 


17978. .18145, 18158. 


.18358 








Seq. No. 


6831 




Seq. ID 


OJ990211JD3. 9819. 


C46 


Gene No. 


- 14299 




Strand 






Start 


21241 




End 


27598 




Name 


OJ990211 03.9819.C46 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


18164 




End 


18622 




GI 


none 




Score 


85 




Exons 


18164 . . 18349, 18186. 


. 18347, 


18398. .18^ 


622 




Seq. No. 


6831 




Seq. ID 


OJ990211_03.9819. 


C46 


Gene No. 


14299 




Strand 






Start 


21241 




End 


27598 




Name 


OJ990211 03.9819.C46 


,o2. ts 


Method 


TBLASTX: Soybean 




Start 


18413 




End 


18799 




GI 


none 




Score 


38 




Exons 


18413. .18799, 18471. 


. 18554, 


18582. .18788 




Seq. No. 


6831 




Seq. ID 


OJ990211_03.9819. 


C46 


Gene No. 


14299 




Strand 






Start 


21241 




End 


27598 




Name 


OJ990211 03.9819.C46 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


19013 




End 


20021 




GI 


none 




Score 


50 




Exons 


19013. .19114, 19116. 


.19166, 


19271. .19402, 19290. .19331, 






19412. .20020, 19443. 


.20021 








Seq. No. 


6831 




Seq. ID 


OJ990211_03.9819. 


C46 


Gene No. 


14299 




Strand 






Start 


21241 




End 


27598 




Name 


OJ990211 03.9819.C46 


. 06 . QS 


Method 


GEN SCAN 




Start 


21241 




End 


27598 




GI 


none 




Score 


.74 




Exons 


21241. .21659, 22264 . 


.22302, 


26552. .26646, 27591. .27598 




Seq. No. 


6831 




Seq. ID 


OJ990211_03.9819. 


C46 


Gene No. 


14299 




Strand 






Start 


21241 




End 


27598 




Name 


OJ990211 03.9819.C46, 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


24792 




End 


25123 




GI 


none 




Score 


101 




Exons 


24792. .24899, 24792. , 


.24899, 


24793. .24900, 24 977 .. 25123, 






24980. .25111 










Seq. No. 


6831 




Seq. ID 


OJ990211_03.9819. 


C46 


Gene No. 


14299 




Strand 






Start 


21241 




End 


27598 




Name 


OJ990211 03.9819.C46. 


,o5. ts 


Method 


TBLASTX : Soybean 




Start 


24792 




End 


25096 




GI 


none 




Score 


75 





7051 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq;^ No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

.GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



24792. .24899, 24792 .. 24899, 24793 24900, 24 977 25096, 
24980. .25081 



Seq. ID OJ990211J03.9819.C48 
Strand 

1118 
AAT/NAP 
1118 
466 



6832 
14300 
1 

OJ990211_03.9819.C4 8.ol.np 
1 

5441880 

1..409, 515. .753, 1095. .1118 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



End 

Method 

End 

Score 



Seq. ID OJ990211_03.9819.C48 
Strand 

End 1118 

Method GENSCAN 

End 663 

Score .73 



6832 
14300 
1 

OJ990211_03.9819.C4 8.ol.gs 
334 • 
none 

334. .409, 515. .663 

6833 
14301 
448 

OJ990211_03.9819.C51.ol.gs 
448 
none 

448. .575, 697. .763, 1283. .1388, 1481. .1598, 2099. .2218 



Seq. ID OJ990211_03. 9.819. C51 

Strand + 

End 2382 

Method GENSCAN 

End 2218 

Score .84 



6833 

14301 

448 

OJ990211_03.9819.C51.ol.np 
459 • 

4584525 - 



Seq. ID OJ990211_03.9819.C51 

Strand + 

End 2382 

Method AAT/NAP 

End 2382 

Score 181 



459.-575, 697. .763, 1283. .1388, 1481. .1616, 2079. .2223, 
2295.. 2382 

(AL04 9607) protein phosphatase 2C-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ990211_03.9819.C52 

Strand + 

End 908 

Method AAT/NAP 

End 908 

Score 98 



6834 
14302 
761 

OJ990211_03.9819.C52.ol.np 
761 

499014 
761. .908 

(X79609) putative heme ABC transporter membrane domain [Triticum 
aestivum] gi 1 1395188 | dbj | BAA10942 | (D64067) ABC-type heme 
transporter subunit [Oryza sativa] 



6834 

14303 

1314 

OJ990211_03.9819.C52.ol.gs 
1314 



Seq. ID OJ990211_03.9819.C52 

Strand + 

End 1532 

Method GENSCAN 

End 14 92 



7052 





GI 


none 


Score 


.56 • 






Exons 


1314. .1492 










Seq. No. 


6834 


Seq. ID 


OJ990211_03 


.9819. C52 




Gene No. 


14303 


Strand 


+ 






Start 


1314 


End 


1532 






Name 


OJ990211 03.9819.C52.o2.np 


Method 


AAT/NAP 






Start 


1317 


End 


1532 






GI 


4678261 


Score 


154 






Exons 


1317. .1532 










GI Descrip. 


(AL04 9657) putative proteasome regulatory subunit 


[Arabidopsis 






thaliana] 










Seq. No. 


6835 


Seq. ID 


OJ990211_03 


.9819.C53 




Gene No. 


14304 


Strand 


+ 






Start 


86 


End 


152 






Name 


OJ990211 03.9819.C53.ol.gp 


Method 


AAT/GAP 






Start 


86 


End 


152 






GI 


none 


Score 


94 






Exons 


86. .152 










Seq. No. 


6835 


Seq. ID 


OJ990211_03 


.9819.C53 




Gene No. 


14305 


Strand 


+ 




= er 


Start 


146 


End 


2429 




il 


Name 


OJ990211 03.9819.C53.o2.gp 


Method 


AAT/GAP 




S 31 

.! s 


Start 


146 


End 


465 






GI 


82047 1.R1084 


Score 


549 




y 


Exons 


146. .465 










GI Descrip. 


1 4 678261/emb|CAB4 1122.1 | 4 . Oe- 


-16 (AL049657) putative proteasome 






regulatory subunit [Arabidopsis thaliana] ' 






Seq. No. 


6835 


Seq. ID 


OJ990211_03 


.9819. C53 




Gene No. 


14305 


Strand 


+ 






Start 


146 


End 


2429 




, J 


Name 


OJ990211 03.9819.C53.ol.gs 


Method 


GENSCAN 




: . ) 


Start 


209 


End 


469 






GI 


none 


Score 


.75 




: r=? 


Exons 


209. .469 








: si 


Seq. No. 


6835 


Seq. ID 


OJ990211JD3 


.9819. C53 ■ 


'J 


Gene No. 


14305 


Strand 


+ 






Start 


146 


End 


2429 






Name 


OJ990211 03.9819.C53.ol.np 


Method 


AAT/NAP 






Start 


212 


End 


2429 






GI 


4678261 


Score 


211 






Exons 


212. .482, 2378..2429 










GI Descrip. 


(AL04 9657) putative proteasome regulatory subunit 


[Arabidopsis 






thaliana] 










Seq. No. 


6835 


Seq. ID 


OJ990211_03 


.9819.C53 




Gene No. 


14306 


Strand 








Start 


1 


End 


2029 






Name 


OJ990211 03.9819.C53.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


2029 






GI 


6723793 


Score 


48 






Exons 


1..27, 784. .850, 1863. .2029 










GI Descrip. 


(AJ271079) Ycf2 protein [Oenothera elata subsp. hookeri] 



7053 




gi:| 6723830 I emb ICAB67242.il (AJ271079) Ycf2 protein [Oenothera 
elata subsp. hookeri] 





Seq. No. 


6835 


Seq. ID 


OJ990211_03.9819.C53 




Gene No. 


14306 


Strand 


_ 




Start 


1 


End 


2029 




Name 


OJ990211 03.9819.C53.ol.tc 


Method 


TBLASTX: Cress 




Start 


108 


End 


490 




GI 


none 


Score 


40 




Exons 


108. . 161, 218. .490 








Seq. No. 


6835 


Seq. ID 


OJ990211_03.9819.C53 




Gene No. 


14306 


Strand 


_ 




Start 


1 


End 


2029 




Name 


OJ990211 03.9819.C53.ol.tm 


Method 


TBLASTX: Maize 




Start 


221 


End 


490 




GI 


none 


Score 


330 




Exons 


221. .490, 241. .372, 347. .478 








Seq. No. 


6835 


Seq. ID 


OJ990211 03.9819.C53 




Gene No. 


14306 


Strand 


_ 




Start 


1 


End 


2029 




Name 


OJ990211 03.9819.C53.ol.ts 


Method 


TBLASTX : Soybean 




Start 


221 


End 


490 




GI 


none 


Score 


213 




Exons 


221. .490 






i4 


Seq. No. 


6836 


Seq. " ID 


OJ990211_03.9819.C54 




Gene No. 


14307 


Strand 


+ 


! J 


Start 


1 


End 


1690 


, 


Name 


OJ990211 03-9819. C54.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1423 


i y 


GI 


4678261 


Score 


1193 


is 


Exons 


1..156, 241. .386, 480. .699, 765. .879, 


916. .1137, 1252. .1423 




GI Descrip. 


(AL04 9657) putative proteasome regulatory subunit [Arabidopsis 


"'•■A 




thaliana] 






L X 

r —* 
hi 


Seq. No. 


6836 


Seq. ID 


OJ990211_03. 9819.C54 




Gene No. 


14307 


Strand 


+ 


□ 


Start 


1 


End 


1690 




Name 


OJ990211 03.9819.C54.ol.gp 


Method 


AAT/GAP 




Start 


66 • < . - 


End 


152 




GI 


82047 '1.R1084 


Score 


143 




Exons 


66. .152 








GI Descrip. 


, 4678261/emb|CAB41122.1| 4.0e 


-16 (AL049657) putative proteasonu 






regulatory subunit [Arabidops 


is thaliana] ' 




Seq. No. 


6836 


Seq. ID 


OJ990211_03.9819.C54 




Gene No. 


14307 


Strand 


+ 




Start 


1 


End 


1690 




Name 


OJ990211 03.9819.C54.ol.gs 


Method 


GENSCAN 




Start 


66 


End 


1426 




GI 


none 


Score 


.98 




Exons 


66. .156, 241. .386, 480. .699, 


765. .873, 


969.. 1137, 1252.. 1426 




Seq. No. 


6836 


Seq. ID 


-OJ990211_03. 9819.C54 




Gene No. 


14307 


Strand 


+ 



7054 



Start 


1 


End 


1690 


Name 


OJ990211 03.9819.C54.o2.gp 


Method 


AAT/GAP 


Start 


732 


End 


1690 


GI 


78815 1.R1084 


Score 


1248 


Exons 


732. .873, 969. .1137, 1252. .1690 




GI Descrip. 


'2982297 1.0e-43 (AF051233) KIAA0107-like protein [Picea 




mariana] 1 






Seq. No. 


6836 


Seq. ID 


OJ990211_03. 9819. C54' 


Gene No . 


14308 


Strand 




Start 


2158 


End 


2563 


Name 


OJ990211 03.9819.C54.ol.tm 


Method 


TBLASTX: Maize 


Start 


64 


End 


1434 


GI 


none 


Score 


146 


Exons 


64. .156, 67. .162, 68. .157, 69 


..'188, 238 


..384, 240. .386, 




293.-388, 478. .705, 480. .701, 


737. .859, 


762..872, 762.-872, 




764. .874, 968. .1138, 969. .1145, 970. .1155, 970. .1155, 




1250.. 1426, 1252.. 1434, 1252. 


.1422, 1253. .1429 


Seq. No. 


6836 


Seq. ID 


OJ990211_03.9819.C54 


Gene No. 


14308 


Strand 




Start 


2158 


End 


2563 


Name 


OJ990211 03.9819.C54.o2.tc 


Method 


TBLASTX: Cress 


Start 


64 


End 


396 


GI 


none 


Score 


133 


Exons 


64. .156, 67. .165, 69. .188, 231. .386, 238. .387, 262. .'396 


Seq. No. 


6836 


Seq. ID 


-OJ990211_03.9819.C54 


Gene No . 


14308 


Strand 




Start 


2158 


End 


2563 


Name 


OJ990211 03.9819.C54.ol.ts 


Method 


TBLASTX : Soybean 


Start 


64 


End 


1447 


GI 


none 


Score 


129 


Exons 


64. .156, 67. .156, 69. .191, 231. .386, 238. .384, 293. .394, 




393. .701, 476. .631, 478. .705, 


481. .702, 


762. .872, 764. .871, 




958. .1131, 967. .1134, 968. .1135, 968. .1141, 1252. .1410, 




1252. .1422, 1253. .1447, 1265. 


1429 




Seq. No. 


6836 


Seq. ID 


OJ990211_03. 9819.C54 


Gene No. 


14308 


Strand 




Start 


2158 


End 


2563 


Name 


OJ990211 "03.9819.C54.ol.tw 


Method 


TBLASTX: Wheat 


Start 


333 


End 


624 


GI 


none 


Score 


66 


Exons 


333.. 380, 337.. 384, 338.-394, 


476. .622, 


477.. 623, 481.. 624 


Seq. No. 


6836 


Seq. ID 


OJ990211JD3. 9819.C54 


Gene No . 


14308 


Strand 




Start 


2158 


End 


2563 


Name 


OJ990211 03.9819.C54.ol.tc 


Method 


TBLASTX: Cress 


Start 


471 


End 


1426 


GI 


none 


Score 


51 


Exons 


471. .512, 481. .507, 503. .631, 


516. .701, 


516. .701, 517. .705, 




762. .872, 764. .871, 816. .875, 


967. .1137, 968. .1138, 968. .11 




1250. .1426, 1252. .1425 






Seq. No. 


6836 


Seq. ID 


OJ990211_03. 9819.C54 



7055 



Gene No. 14308 ; * ; Strand 

Start 2158 End . 

Name OJ990211_03 . 98 1 9 . C54 . o3 . gp Method 

Start 1878 - End 

GI 37294_1.R1084 Score 

Exons 1878.. 2206, 2350.. 2563 

GI Descrip. ' 4521193/dbj | AB013450 . 1 1 AB013450 l.Oe- 
similar sequence to Pib gene 1 

Seq. No. 6836 Seq. ID 

Gene No. 14308 Strand 

Start 2158 End 

Name OJ9902 11_03 . 98 19 . C54 . o2 . gs Method 

Start 2158 End 

GI none Score 

Exons 2158.. 2273, 2350.. 2563 



2563 
AAT/GAP 
2563 
1027 

99 Oryza sativa DNA, 



OJ990211_03.9819.C54 

2563 
GENSCAN 
2563 
.96 



m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
j-j, Name 
! * Start 
GI ' 
Exons 



Seq. No. 

Gene No. .... 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6837 Seq. ID 
14309 Strand 
1213 End 
OJ990211_03.9819.C55.ol.gs Method 
1213 . Encl 
none Score 
1213. .1627, 1634. .1849 

6838 Seq. ID 
14310. Strand 
98 End 
OJ990211_03 . 98 1 9 . C56 . ol . gs Method 
98 End 
none Score 
98. .197, 706. .734 

6838 Seq. ID 

1431.1 Strand 

2054 ... End 

OJ990211_03.9819.C56.o2.gs Method 

2054 End 

none Score 
2054.. 2200 



OJ990211_03.9819.C55 

1849 
GENSCAN 
1849 
.49 



OJ990211_03.9819.C56 
+ 

734 

GENSCAN 

734 

.83 



OJ990211_03.9819.C56 
+ 

2200 
GENSCAN 
2200 
.53 



OJ990211 03.9819.C56 



6838 Seq. ID _ 

14312 ' Strand 

167 'End 418 

OJ990211_03. 9819.C56.ol.gp - Method AAT/GAP 

167 End 418 

3761181 Score 430 

167. .418 

4521193/dbj IAB013450. 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 6839 Seq. ID 

Gene No. 14313 Strand 

Start 344 End 

Name OJ990211_03 . 9819 . C57 . ol . np Method 

Start 344 End 

GI 5091512 Score 



OJ990211_03.9819.C57 
+ 

789 

AAT/NAP 

789 

546 



7056 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



fSeq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



344. .789 

(AB023482) Similar to Plasmodium vivax circumsporozoite protein 
gene, complete cds. (M11926) [Oryza sativa] 



6839 Seq. ID 

14314 Strand 

80 End 
OJ990211_03 . 9819 . C57 . ol . gs Method 

80 End 

none . Score 

80. .270, 287. .736 



OJ990211_03.9819.C57 
736 

GENSCAN 
736 
. 9 



Seq. ID OJ990211_03.9819.C59 
Strand 

505 

AAT/NAP 
505 
288 



6840 
14315 
1 

OJ990211_03.9819.C59.ol.np 
1 

5091512 
1..505 

(AB023482) Similar to Plasmodium vivax circumsporozoite protein 
gene, complete cds. (M11926) [Oryza sativa] 



End 

Method 

End 

Score 



6840 Seq. ID 

14315 Strand 

1 End 
OJ990211_03 . 9819 . C59 . ol . gs Method 

311 End 

none Score 
311. .505 



OJ990211_03.9819.C59 
505 

GENSCAN 

505 

.43 



Seq. No. 6841 Seq. ID OJ990211_03 . 9819 . C62 

Gene No. 14316 Strand 

Start 225 End 309 

Name OJ990211_03 . 9819 . C62 . ol . gp Method AAT/GAP 

Start 225 End 309 

GI LIB3477-003-P1-K1-E9 Score 86 

Exons 225.. 309 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 6842 Seq. ID 

Gene No. 14317 Strand 

Start 792 End 

Name OJ990211_03 . 9819 . C63 . ol . tm Method 

Start 7 92 End 

GI none Score 

Exons 792.. 986, 797.. 964 



OJ990211_03.9819.C63 
986 

TBLASTX: Maize 

986 

179 



Seq. No. 6843 Seq. ID 

Gene No. 14318 Strand 

Start 1 End 

Name OJ990211_03 . 98 19 . C67 . ol . np Method 

Start 1 End 

GI 418604 Score 

Exons 1 . .341 

GI Descrip. HYPOTHETICAL 35.6 KD PROTEIN IN RPME-TDK INTERGENIC REGION 



OJ990211_03.9819.C67 
+ 

341 

AAT/NAP 
341 
442 



7057 



(ORFP) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 
U GI 
^3 Exons 
u\ GI Descrip. 

ru 

; ==t Seq. No. 
'."~ z Gene No. 

Start 
Q Name 
ry Start 

'x GI 

Exons 

U 

^ Seq. No. 
H Gene No. 
y Start 
r=* Name 
!!« Start 
w GI 

Exons 

Seq. No., 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



6844 

14319 

406 

OJ990211_03.9819.C68.ol.tm 

328 

none 

328. .582, 332. .583 

6844 

14319 

406 

OJ990211_03.9819.C68.ol.gs 

406 

none 

406. .545 



Seq. ID OJ990211_03. 9819.C68 

Strand 

End 583 

Method TBLASTX: Maize 

End 583 

Score 100 



Seq. ID OJ990211_03.9819.C68 
Strand 

End 583 

Method GENSCAN 

End 545 

Score . 93 



6845 
14320 

1 - 

OJ990211_03.9819.C69.ol.np 
1 

4234852 
1. .967 

(AF082133) gag-pol polyprotein [Zea mays] 



Seq. ID OJ990211_03.9819.C69 
Strand 

967 

AAT/NAP 
967 ~ 
536 



End 

Method 

End 

Score 



6845 

14320 

1 

OJ990211_03. 9819.C69.ol.tw 

339 

none 



Seq. ID OJ990211_03.9819.C69 

Strand 

End 967 

Method TBLASTX : Wheat 

End 665 

Score 73 



339. .455, 343. .432, 495. .665, 496. .516 



6845 

14320 

1 

OJ990211_03.9819.C69.ol.gs 

348 

none 

348. .637 

6845 

14320 

1 

OJ990211_03.9819.C69.ol.ts 

442 

none 

442. .591, 444. .665, 459. .638 

6846 

14321 

290 

OJ990211_03.9819.C70.ol.gs 

290 

none 



Seq. ID OJ990211_03.9819.C69 

Strand ' - 

End -967 

Method GENSCAN 

End 637 

Score .89 



Seq. ID OJ990211_03.9819.C69 

Strand 

End 967 

Method TBLASTX : Soybean 

End 665 

Score 82 



Seq. ID OJ990211_03.9819.C70 

Strand 

End 818 

Method GENSCAN 

End 818 ' 

Score .58 



7058 



Exons 



290. .549, 770. .818 



Seq. No. 


6847 


Gene No. 


14322 


Start 


1742 


Name 


OJ990211 03. 


Start 


1742 


GI 


4678261 


Exons 


1742. .2007, 


GI Descrip. 


(AL049657) f 




thaliana] 


Seq. No. 


6847 


Gene No. 


14322 


Start 


1742 


Name 


OJ990211 03. 


Start 


2593 


GI 


5852093 


Exons 


2593. .2619, 


GI Descrip. 


(AL117264) ; 


Seq. No. 


6847 


Gene No. 


14322 


Start 


1742 


Name 


OJ990211 03, 


Start 


2938 


GI 


none 


Exons 


2938. .3039, 




3250. .3333, 


Seq. No. 


6848 


Gene No. 


14323 


Start 


165 


Name 


OJ990211 03 


Start 


165 


GI 


none 


Exons 


165. .277 


Seq. No. 


6849 


Gene No. 


14324 


Start 


1519 


Name 


OJ990211 03 


Start 


1519 ■ 


GI 


5777617 


Exons 


1519. . 1616 


GI Descrip. 


(AJ245900) ■ 


Seq. No. 


6850 


Gene No. 


14325 


Start 


1 


Name 


OJ990211 03 


Start 


1 


GI 


6006864 


Exons 


1..23, 140. 


GI Descrip. 


(AC009540) 



.4084 



Seq. No. 



6851 



Seq. ID OJ990211_03. 98/19. C71 

Strand + 

End 4084 

Method AAT/NAP 

End 2842 

Score 108 



Seq. ID OJ990211_03.9819.C71 

Strand + 

End 4084 

Method AAT/NAP 

End 4084 

Score 74 



Seq. ID OJ990211_03.9819.C71 

Strand + 

End 4084 

Method TBLASTX: Soybean 

End 3553 

Score 4 6 



Seq. ID OJ990211_03. 9819.C73 

Strand + 

End 277 

Method GENSCAN 

End 277 

Score .93 



Seq. ID OJ990211_03.9819.C75 

Strand + 

End 1616 

Method ' AAT/NAP 

End 1616 

Score 67 



Seq. ID OJ990211_03. 9819.C76 
Strand 

End 237 

Method AAT/NAP 

End 237 

Score 62 



Seq. ID OJ990211_03.9819.C77 



7059 



Gene No. 


-14326 




Strand 


+ 




Start 


133 




End 


904 




Name 


OJ990211 03-.9819.C77.ol. 


gs 


Method 


GENS CAN 




Start 


133 




End 


753 




GI 


none 




Score 


.46 




Exons 


133. .753 










Seq. No. 


6851 




Seq. ID 


OJ990211_03.9819. 


C77 


Gene No. 


14326 




Strand 


+ 




Start 


133 






on a 




Name 


OJ990211 03.9819.C77.ol. 


np 


Method 


AAT/NAP 




Start 


149 




End 


904 




GI 


4234854 




Score 


586 




Exons 


149. .737, 823. .904 










GI Descrip. 


(AF082134) pol polyprotein 


[Zea mays] 






Seq. No. 


6851 




Seq. ID 


OJ990211_03.9819. 


C77 


Gene No. 


14326 




Strand 


+ 




.Start 


133 




End 


904 




Name 


OJ990211_03.9819.C77.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


243 




End 


674 




GI 


none 




Score 


158 




Exons 


243. .485, 304. .489, 514. 


.672, 519. .674 






Seq. No. J ,. 


6851 




Seq. ID 


OJ990211_03.9819. 


,C77 


Gene No. '■ 


14326 . 




brrana 


+ ■ 




Start 


133 




unci 


904 




Name 


OJ990211_03.9819.C77.pl. 


tm 


Method 


TBLASTX: Maize 




Start 


373 




End 


681 




GI 


none 




Score 


276 




Exons 


373. .681, 381. .680 










Seq. No. 


6851 




Seq. ID 


OJ990211_03.9819, 


.C77 


Gene No. 


14326 




Strand 






Start 


133 




End 


. y u *± 




Name 


OJ990211 03.9819.C77.pl. 


,ts 


Method 


TBLASTX: Soybean 




Start 


373 




End 


729 




GI 


5509260 




Score 


309 




Exons 


373. .729, 462. .725 










GI Descrip. 












Seq. No. 


6851 




Seq. ID 


OJ990211_03.9819, 


.C77 


Gene No. 


14326 




Strand 


+ 




Start 


133 




End 


904 




Name 


OJ9 90.2 1.1 03.9819.C77.ol. 


,tc 


Method 


TBLASTX: Cress 




Start 


460 




End 


720 




GI 


none 




Score 


249 




Exons 


460. .720, 462. .698 










Seq. No. 


6852 




Seq. ID 


OJ990211_03.9819 


.C78 


Gene No. 


14327 




Strand 






Start 


101 




. End 


333 




Name 


OJ990211 03.9819.C78.ol, 




Method 


TBLASTX: Maize 




Start 


64 




End 


333 




GI 


none 




Score 


135 




Exons 


64.. 333, 77. .319 











7060 



Seq. No. 


6852 


Seq. ID 


OJ990211_ 


03. 


9819 


.C78 


Gene No. 


14327 


Strand 










Start 


101 


End 


333 








Name 


OJ990211 03.9819.C78.ol.gs 


Method 


GENS CAN 








Start 


101 


End 


306 








GI 


none 


Score 


.94 








Exons 


101. .306 












Seq. No. 


6853 


Seq. ID 


OJ990211_ 


03. 


9819 


.C80 


Gene No. 


14328 


Strand 


-t- 








Start 


I 


bnu 


"3 £. A 








Name 


OJ990211 03.9819.C80.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


364 








GI 


4234854 


Score 


237 








Exons 


1. .364 












GI Descrip. 


(AF082134) pol polyprotein 


[Zea mays] 










Seq. No. 


6854 


Seq. ID 


OJ990421_ 


02. 


9819 


.C3 


Gene No. 


14329 


Strand 










Start . 


134 


End 


1217 








Name 


OJ990421 02.9819.C3.ol.gs " 


Method 


GENS CAN 








Start 


134 


End 


1217 








GI 


none 


Score 


.63 








Exons 


134. .246, 1093. .1217 












Seq. No. 


6855 


Seq. ID 


OJ990421_ 


02. 


9819 


.C4' 


Gene No. 


14330 


Strand 


+ 








Start 


460 


End 


1181 








Name 


OJ95.0421 02.9819.C4.ol.gs 


Method 


GEN SCAN 








Start 


4 60 


End 


1181 








GI 


none 


Score 


.43 








Exons 


460.. 529, 1000.. 1181 












Seq. No. 


6856 


Seq. ID 


OJ990421_ 


_02. 


9819 


.C5 


Gene No. 


14331 


Strand 


+ 








Start 


9156 


End 


12607 








Name 


OJ990421 02.9819.C5.o3.gs 


Method 


. GENSCAN 








Start 


9156 


End 


% 12607 








GI 


none 


Score 


.57 








Exons 


9156. .9228, 9345.. 9487, 10171. . 10332, 


11777. .11808, 








11912. .11957, 12212. .12395, 


12594. .12607 








Seq. No. 


6856 


Seq. ID 


OJ990421_ 


02. 


9819 


.C5 


Gene No. 


14332 


Strand 


+ 








Start 


14637 


End 


18085 








Name 


OJ990421 02.9819.C5.o5.gs 


Method 


GENSCAN 








Start 


14637 


End 


18085 








GI 


none 


Score 


.65 








Exons 


14637. .14713, 15318 .. 15527 , 


16030. .16088, 16723. 


.17009, 






17133. .17182, 17290. .17453, 


17653. .17763, 18012. 


.18085 




Seq. No. 


6856 


Seq. ID 


OJ990421__ 


02. 


9819 


.C5 


Gene No. 


14333 


Strand 


+ 








Start 


18663 


End 


19588 








Name 


OJ990421 02.9819.C5.ol.gp 


Method 


AAT/GAP 








Start 


18575 


End 


19588 








GI 


356 1.R1084 


Score 


1432 









7061 



Exons 18575. .18788, 18843 .. 18929, 19017.. 19588 

GI Descrip. '1399913 1.0e-42 (U60097) Oryza sativa dehydrin mRNA, complete 
cds [Oryza sativa] ' 



Seq. No. 


6856 


Seq. ID 


OJ990421_ 


02.9819 


.C5 


Gene No. 


14333 


Strand 


+ 






Start 


18663 


End 


19588 






Name 


OJ990421 02.9819.C5.o4.np 


Method 


AAT/NAP 






Start 


18663 


End 


19265 






GI 


1399913 


Score 


637 






Exons 


18663. .18788, 18843. .18929, 


19017. .19265 






GI Descrip. 


(U60097) dehydrin [Oryza sat 


iva] 








Seq. No. 


6856 


Seq. ID 


OJ990421_ 


02.9819 


.C5 


Gene No . 


14333 


Strand 


+ 






Start 


18663 


End 


19588 






Name 


OJ990421 02.9819.C5.o6.gs 


Method 


GENSCAN 






Start 


18663 


End' 


19268 






GI 


none 


Score 


. 9 






Exons 


18663. .18929, 19017.. 19268 










Seq. No. 


6856 


Seq. ID 


OJ990421_ 


02.9819 


.C5 


Gene No . 


• 14334 


Strand 


+ 






Start 


19983 


End 


22550 






Name 


OJ990421 02.9819.C5.o7.gs 


Method 


GENSCAN 






Start 


19983 


End 


22550 






GI 


none 


Score 


.41 






Exons 


19983. .19992, 22357.. 22550 










Seq. No. 


6856 


Seq. ID 


OJ990421_ 


02.9819 


.C5 


Gene No . 


14335 


Strand 


+ 






Start 


25220 


End 


32058 






Name 


OJ990421 02.9819.C5.o6.np 


Method 


AAT/NAP 






Start 


25220 


End 


25806 






GI 


118480 


Score 


845 






Exons 


25220. .25453, 25549.. 25806 










GI Descrip. 


DEHYDRIN RAB 16B gi | 100706 | pir | | JH0324 


rab 16B protein 


- rice 




gi|629802|pir| IS11846 rabl6B 


; protein - 


rice 






Seq. No. 


6856 


Seq. ID 


OJ990421_ 


02.9819 


.C5 


Gene No . 


14335 


Strand 


+ 






Start 


25220 


End 


32058 






Name 


OJ990421 02.9819.C5.o9.gs 


Method 


GENSCAN 






Start 


25220 


End 


31272 






GI 


none 


Score 


.58 






Exons 


25220. .25453, 2554 9 .. 25732 , 


26668.-26729, 28427. 


.28681, 






29497. .29834, 29988 .. 30282 , 


30423. .30903, 30989. 


.31050, 






31129.. 31272 










Seq. No. 


6856 . 


Seq. ID 


OJ990421_ 


02.9819 


.C5 


Gene No. 


14335 


Strand 


+ 






Start 


25220 


End 


32058 






Name 


OJ990421 02.9819.C5.o7.np 


Method 


AAT/NAP 






Start 


28805 


End 


31716 






GI 


6815107 


Score 


725 






Exons 


28805. .29949, 30064 30289, 


31625. .31716 







GI Descrip. (AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 



7062 




clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



beq. wo. 


6856 


Seq. ID 


OJ990421_02.9819. 




Gene No. 


14335 


Strand 


+ 




Start 


25220 


End 


32058 




Name 


OJ990421 02.9819.C5.o8.np 


Method 


AAT/NAP 




Start 


29312 


End 


32058 




GI 


4467123 


Score 


525 




Exons 


29312. .30322, 30359 .. 304 66, 


30501. .30713, 32035. .32058 




GI Descrip. 


(AL035538) hypothetical protein [Arabidopsis thaliana] . 




Seq. No. 


6856 


Seq. ID 


OJ990421_02.9819. 


C5 


Gene No. 


14336 


Strand 


+ 




Start 


33662 


End 


"3 A O C 1 

o4^ol 




Name 


OJ990421 02.9819.C5.oll.gs 


Method 


GENS CAN 




Start 


33662 


End 


0/IOC1 

J4^51 




GI 


none 


Score 


1 




Exons 


33662. .33889, 33985.. 34251 








Seq. No. 


6856 


Seq. ID 


OJ990421_02.9819. 


C5 


Gene No . 


14336 


Strand 


+ 




Start 


33662 


End 


34251 




Name 


OJ990421 02.9819.C5.o9.np 


Method 


AAT/NAP 




Start 


33662 


End 


34248 




GI 


118481 


Score 


845 




Exons 


33662. .33889, 33985.. 34248 








GI Descrip. 


DEHYDRIN RAB 16C gi | 100707 | pir | IJH0325 


rab 16C protein - 


r 




gil 629803|pir| IS11847 rabl6C protein - 


rice 




Seq. No. 


6856 


Seq. ID 


OJ990421_02.9819. 


C5 


Gene No. 


14337 


Strand 


+ 




Start 


40278 


End 


41663 




Name 


OJ990421 02.9819.C5.ol3.gs 


Method 


GENSCAN 




Start 


40278 


End 


41663 




GI 


none 


Score 


.94 




Exons 


40278. .40282, 40436. . 40738, 


40796. .41006, 41394.. 41663 




Seq. No. 


6856 


Seq. ID 


OJ990421_02.9819. 


C5 


Gene No . 


14337 


Strand 


+ 




Start 


40278 


End 


41663 




Name 


OJ990421 02.9819.C5.ol2.np 


Method 


AAT/NAP 




Start 


40821 


End 


41660 




GI 


118482 


Score 


762 




Exons 


40821. .41006, 41394. .41660 








GI Descrip. 


DEHYDRIN RAB 16D gi | 100708 | pir | IJH0326 


rab 16D protein - 


r 




gi|629804|pir| IS11848 rabl6D 


protein - 


rice 




Seq. No. 


6856 


Seq. ID 


OJ990421_02. 9819. 


C5 


Gene No. 


14338 


Strand 






Start 


2142 


End 


6632 




Name 


OJ990421 02.9819.C5.o2.gs 


Method 


GENSCAN 




Start 


2142 


End 


6632 




GI 


none 


Score 


.54 




Exons 


2142.. 2162, 2739.. 3013, 5247 


..5414, 6545.. 6632 




Seq. No. 


6856 


Seq. ID 


OJ990421_02.9819. 


C5 


Gene No. 


14338 


Strand 







7063 



Start 


2142 


' End 


DO 


Name 


OJ990421 02.9819.C5.ol.np 


Method 


AAT/NAP 


Start 


2731 


End 


3040 


GI 


6539588 


Score 


306 


Exons 


2731. .3040 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


6856 


Seq. ID 


OJ990421 


Gene No. 


14339 


Strand 




Start 


14094 


End 


14344 


Name 


OJ990421 02.9819.C5.o4.gs 


Method 


GENSCAN 


Start 


14094 


End 


14344 


GI 


none 


Score 


.68 


Exons 


14094. .14154, 14166. .14344 






Seq. No. 


6856 


Seq. ID 


OJ990421 


Gene No. 


14340 


Strand 




Start 


21900 


End 


22558 


Name 


OJ990421 02.9819.C5.o5.np 


Method 


AAT/NAP 


Start 


21900 


End 


22558 


GI 


1168749 


Score 


173 


Exons 


21900. .21955, 22178.. 22558 







;B ~ GI Descrip. 



02. 9819. C5 



CALMODULIN-6 gi 1 107 62981 pir || S35187 calmodulin 6 - Arabidopsis 
thaliana gi | 16227 | emb | CAA78059 | (Z12024) calmodulin [Arabidopsis 
thaliana] 



Seq. No. - 


4 6856 






Seq. ID 


OJ990421_02.9819. 


C5 


Gene No. 


14341 






Strand 






Start 


24216- 






End 


24757 




Name 


OJ990421 02. 9819. C5 


. 08 . gs 


Method 


GENSCAN 




Start 


24216 






End 


24757 




GI 


none 






Score 


.67 




Exons 


24216. , 


.24344, 24560 


. .24757 








Seq. No. 


6856 






Seq. ID 


OJ990421_02. 9819. 


C5 


Gene No. 


14342 






Strand 






"Start 


31906 






End 


32887 




Name 


OJ990421 02. 9819. C5 


.olO.gs 


Method 


GENSCAN 




Start 


31906 






End 


32887 




GI 


none 






Score 


.72 




Exons 


31906. 


.31984, 32327 


. .32594, 


32824 . .32887 




Seq. No. 


6856 






Seq. ID 


OJ990421__02.9819. 


C5 


Gene No. 


14343 






Strand 






Start 


34862 






End 


39182 




Name 


OJ990421 02. 9819. C5 


.ol2 .gs 


Method 


GENSCAN 




Start 


34862 






End 


39182 




GI 


none 






Score 


.59 




. Exons 


34862. 


.35119, 35391 


. .35501, 


36356. .36531, 37 115 .. 38002 , 






38124. 


.38267, 38635 


. .39085, 


39090. .39182 




Seq. No. 


6856 






Seq. ID 


OJ990421JD2.9819. 


C5 


Gene No. 


14344 






Strand 






Start 


41519 






End 


46030 




Name 


OJ990421 02. 9819. C5 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


8589 






End 


39194 




GI 


none 






Score 


81 





7064 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

-GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8589. .8708, 8657. .8686, 8688.-8852, 8690. .8779, 3884 5 .. 39054 , 
38849. .39070, 38862 .. 39056, 39081 .. 39194 , • 39139 .. 39180 



6856 

14344 

41519 

OJ99042 1_02.. 98 1 9 . C5 . o2 . tw 
9138 
none 



Seq. ID OJ990421_02.9819.C5 
Strand 

End 4 6030 

Method TBLASTX : Wheat 

End 38626 

Score 80 



9138.. 9242, 38212 .. 38427, 38213 38425, 38423.-38626, 
38424. .38621 



6856 

14344 

41519 

OJ990421JD2 . 9819 . C5 . o4 . tm 

9413 

none 



Seq. ID OJ990421_02.9819.C5 
Strand 

End 46030 

Method TBLASTX : Maize 

End 38782 

Score 70 



9413. .9475, 38074 .. 38172, 38128 .. 38319, 382 93.-38427, 
38423.. 38782 





Seq. no. 


DoOD 




Seq. ID 


OJ990421_02.9819.C5 




Gene No. 


14344 




Strand 






Start 


41519 




End 


46030 


i 1 


Name 


OJ990421 02. 


9819.C5.ol.tm 


Method 


TBLASTX: Maize 


: a" 


Start 


9611- 




End 


37934 


Is : 5 


GI 


hone 




Score 


165 


i y 


Exons 


9611. .9826, 


9634.. 9825, 9853 


..9978, 9882. .9926, 10000 .. 10314 , 






10023. .10151 


, 37050. .37934, 


37092. .37451, 37474. .37581, 


i 1 




37717. .37911 










Seq. No. 


6856 




Seq. ID 


OJ990421__02.9819.C5 


i y 


Gene No. 


14344 




Strand 






Start 


41519 




End 


46030 




Name 


OJ990421 02. 


9819.C5.ol.tw . 


Method 


TBLASTX: Wheat 




Start 


9659 




End 


37886 




GI 


none 




Score 


172 




Exons 


9659. .9829, 


9677..9832, 9714 


..9848, 9831. .9965, 9853.-9987, 


n 




9853.. 9978, 


9860.. 9991, 37572. .37886, 


37666. .37860, 37676.-37864 


'tcr 


Seq. No. 


6856 




Seq. ID 


OJ990421_02.9819.C5 




Gene No. 


14344 




Strand 






Start 


41519 




End 


46030 




Name 


OJ990421 02. 


9819.C5.o6.tw 


Method 


TBLASTX: Wheat 




Start 


10018 




. End 


37571 




GI 


none 




Score 


103 




Exons 


10018. .10167 


, 10159. .10239, 


37296.-37448, 374 53 .. 37569, 






37458. .37571 










Seq. No. 


6856 




Seq. ID 


OJ990421_02.9819.C5 




Gene No. 


14344 




Strand 






Start 


41519 




End 


46030 




Name 


OJ990421 02. 


9819.C5.o2. ts 


Method 


TBLASTX: Soybean 




Start 


10308 




End 


37367 




GI 


none 




Score 


82 



Exons 10308. .10409, 10451 .. 1054 9, 36839.-36943, 36867 .. 36941, 

37050. .37241, 37051 .. 37185, 37311.. 37367 



7065 






6856 






Seq. ID 


OJ990421_02. 9819. 


C5 


Gene No. 


14344 






Strand 






Start 


41519 






End 


46030 




Name 


OJ990421 02. 9819. C5. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


10484 






End 


37045 




GI 


none 






Score 


70 




Exons 


10484. 


.10549, 36797. 


.37045, 


36798. .36941 




Seq. No. 


6856 






Seq. ID 


OJ990421JD2. 9819. 


C5 


Gene No. 


14344 






Strand 






Start 


41519 






End 


46030 




Name 


OJ990421 02. 9819. C5. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


10690 






End 


36763 




GI 


none 






Score 


188 




Exons 


10690. 


.10881, 10770. 


.10874, 


10896. .11033, 11077. .11127, 






11115. 


.11162, 36308. 


.36364, 


36395. .367 63, 364 08. .36755, 






36506. 


.36760 










Seq. No. 


6856 






Seq. ID 


OJ990421_02. 9819. 


C5 


(l&r\a Mo 


14344 






Strand 






Start 


41519 






End 


46030 




Name 


OJ990421 02. 9819. C5. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


10887 






End 


36565 




GI 


none 






Score 


66 




Exons 


10887. 


.11033, 11032. 


.11127, 


11115. .11237, 36202. .36300, 






36204. 


.36311, 36305. 


.36565, 


36318. .36356 




Seq. No. 


6856 






Seq. ID 


OJ990421JD2. 9819. 


C5 




14344 






Strand 






Start 


41519 






End 


46030 




Name 


OJ990421 02. 9819. C5. 


06. tm 


Method 


TBLASTX: Maize 




Start 


11163 






End 


36303 




GI 


none 






Score 


45 




Exons 


11163. 


.11216, 11209. 


.11289, 


35974. .36090, 36087 .. 36146, 






36147. 


.36296, 36153. 


.36302, 


36181. .36303 




Spq No 


6856 






Seq. ID 


OJ990421_02.9819. 


C5 


Gene No. 


14344 






Strand 






Start 


41519 






End 


46030 




Name 


OJ990421 02. 9819. C5. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


29397 






End 


29778 




GI 


none 






Score 


284 




Exons 


29397. 


.29741, 29398. 


.29778 










6856 






Seq. ID 


OJ990421_02. 9819. 


C5 


Gene No. 


14344 






Strand 






Start 


41519 






End 


46030 




Name 


OJ990421 02. 9819. C5. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


29421 






End 


29949 




GI 


none 






Score 


90 




Exons 


29421. 


.29576, 29422. 


.29949, 


29422. .29826 




Seq. No. 


6856 






Seq. ID 


OJ990421_02.9819. 


C5 


Gene No. 


14344 






Strand 






Start 


41519 






End 


46030 




Name 


OJ990421 02. 9819. C5. 


o5 . tw 


Method 


TBLASTX: Wheat 





7066 



Start 


29593 




End 


30009 




GI 


none 




Score 


213 




Exons 


29593. .29940, 29622. 


.29768, 


29947. .30009 




Seq. No. 


6856 




Seq. ID 


OJ990421_ 


02.9819 


Gene No. 


14344 




Strand 






Start 


41519 




End 


46030 




Name 


OJ990421 02 9819 C5 


o 1 3 . np 


Method 


AAT/NAP 




Start 


41519 




End 


46030 




GI 


4584539 




Score 


65 




Exons 


41519. .41626, 42710. 


.42938, 


43897. .44083, 44987. 


.45106, 




45471. .45535, 45990. 


.46030 








GI Descrip. 


(AL04 9608) extensin- 


like protein [Arabidopsis thaliana] 


Seq. No. 


6856 




Seq. ID 


OJ990421_ 


02.9819 


Gene No. 


14344 




Strand 






Start 


41519 




End 


46030 




Name 


OJ990421 02. 9819. C5. 


o3.gp 


Method 


AAT/GAP 




Start 


41808 




End 


41911 




GI 


uC-osroM202007a : 03al 




Score 


192 




Exons 


41808. .41911 










GI Descrip. 


1 20315/emb | X52424 | OSRAB16D 


4.0e-47 0. 


sativa DNA 


for rab 


gene 1 










Seq. No. 


6856 




Seq. ID 


OJ990421_ 


02.9819 


Gene No. 


14344 




Strand 






Start 


41519 




End 


46030 




Name 


OJ990421 02. 9819. C5. 


ol4 . gs 


Method 


GEN SCAN 




Start 


43648 




End 


45853 




GI 


none 




Score 


.56' 




Exons 


43648. .43827, 43917. 


.44049, 


44736. .44836, 44896. 


.45013, 



45618. .45853 



Seq. No. 6856 Seq. ID OJ990421_02 . 98 19 . C5 

Gene No. 1434 4 Strand 

Start 41519 End 46030 

Name OJ990421_02 . 9819 . C5 . o4 . gp Method AAT/GAP 

Start 44541 End 44960 

GI LIB3477-003-P1-K1-E9 Score- 139 

Exons 44541. .44644, 44928.. 44960 

GI Descrip. ■ 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza - 
sativa] 1 



Seq. No. 6857 

Gene No. 14345 

Start 1 

Name OJ990421_02 . 9819 . C8 . ol . np 

Start 1 

GI 4582447 

Exons 1..32, 450.. 750 

GI Descrip. (AC007071) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. ID OJ990421_02. 9819.C8 

Strand + 

End 750 

Method AAT/NAP 

End 750 

Score 116 



Seq. No. 
Gene No. 
Start 



6857 

14345 

1 



Seq. ID OJ990421_02. 9819.C8 
Strand + 
End 750. 



7067 



Name 


OJ990421 02.9819.C8.ol.gs 


Method 


GEN SCAN 






Start 


273 


End 


646 






GI 


none 


Score 


.51 






Exons 


273.-345, 462.-646 










Seq. No. 


6858 


Seq. ID 


OJ990421_02. 


9819. 


C9 


bene no . 


J. *4 J *± D 




+ 






Start 


1847 


End 


2771 






Name 


OJ990421 02.9819.C9.ol.gs 


Method 


GENSCAN 






Start 


1847 


End 


2771 






GI 


none 


Score 


.69 






Exons 


1847.. 1939, 1994.. 2286, 2633 


. .2771 








Seq. No. 


6858 


Seq. ID 


OJ990421_02. 


9819. 


C9 


Gene. No. 


14347. 


Strand 








otar t. 


574 


End 


2831 






Name 


OJ990421 02.9819.C9.ol.np 


Method 


AAT/NAP 






Start 


574 


End 


2831 






GI 


4538984 


Score 


74 






Exons 


574. .780, 2776. .2831 










GI Descrip. 


(AL049487) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


6859 


Seq. ID 


OJ990421_02. 


9819. 


Cll 


Gene No . 


1 fi O H O 


■ Strand 








Start 


721 


End 


3334 






Name 


OJ990421 02.9819.Cll.ol.gs 


Method 


GENSCAN 






Start 


721 


End' 


3334 






GI 


none 


Score 


.56 






Exons 


721. .804, 2534..2648, 3222.. 


3334 








Seq. No. 


6860 


Seq. ID 


OJ990421_02. 


9819. 


,C12 


Gene No. 


14349 


Strand 


+ 






Start 


912 


End 


1157 






Name 


OJ990421 02.9819.C12.ol.gp 


Method 


AAT/GAP 






Start 


912 


End 


1157 






GI 


3761181 


Score 


404 






Exons 


912.. 1157 










GI Descrip. 


. 4521193/dbj | AB013450 . 1 | AB013450 1 . Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 










Seq. No. 


6860 


Seq. ID 


OJ990421_02. 


9819. 


.C12 


Gene No. 


14350 


Strand 


+ 






Start 


1187 


End 


5264 






Name 


OJ990421 02.9819.C12.ol.gs 


Method 


GENSCAN 






Start 


1187 


End 


2870 






GI 


none 


Score 


.54 






Exons 


1187. .1244, 1249. .1388, 1434 


..1579, 2026. .2870 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6860 

14350 

1187 

OJ990421_02.9819.C12.ol.np 

2152 

5091513 



Seq. ID OJ990421_02.9819.C12 



Strand 
End 

Method 

End 

Score 



+ 

5264 
AAT/NAP 
5264 
948 



2152. .2843, 3595. .3961, 4009. .4346, 5065. .5264 
(AB023482) Hypothetical protein [Oryza sativa] 



7068 



Seq. No. 


6860 




Seq. ID 


OJ990421_02. 


9819. C12 




iUJJ. 




Strand 


+ 




Start 


6239 




End 


6864 




Name 


OJ990421 02.9819.C12.o3 


,gs 


Method 


GEN SCAN 




Start 


6239 




End 


6864 




GI 


none 




Score 


. 62 




Exons 


6239. .6411, 6849. .6864 










Seq. No. 


6860 




Seq. ID 


OJ990421_02. 


9819. C12 


dan a KFo 


1*1 j ji 




Strand 






Start 


3765 




End 


4112 




Name 


OJ990421 02.9819.C12.o2 


.gs 


Method 


GEN SCAN 




Start 


3765 




End 


4112 




GI 


none 




Score 


.45 




Exons 


3765. .3968, 3987. .4112 










Seq. No. 


6860 




Seq. ID 


OJ990421_02. 


9819. C12 


Gene No. 


14353 




Strand 


- 




Start 


7918 




End 


8013 




Name 


OJ990421 02. 9819.C12.o2 


• gp 


Method 


AAT/GAP 




OLQIL 


7 918 

f J JL o 




End 


8013 




GI 


LIB3477-003-P1-K1-E9 




Score 


89 




Exons 


7918. .8013 










GI Descrip. 


'24 98586/sp|Q40638 IMP01 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY SI)' 


>gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 










Seq. No. 


6860 




Seq. ID 


OJ990421_02. 


9819. C12 




It JJ*! 




Strand 






Start 


8507 




End 


9596 




Name 


OJ990421 02.9819.C12.o4 


.gs 


Method 


GENSCAN 




Start 


8507 




End 


9596 




GI 


none 




Score 


.54 




Exons 


8507. .8616, 9449. .9596 










Seq. No. 


6861 




Seq. ID 


OJ990421_02. 


9819. C13 


Gene No. 


14355 




Strand 


■ + 




Start 


58 




End 


510 




Name 


OJ990421 02.9819.C13.ol 


.gp 


Method 


AAT/GAP 




Start 


58 




End 


510 




GI 


2131 1.R1084 




Score 


725 




Exons 


58. .510 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI* 

Exons 

Seq. No. 
Gene No. 



, 417745/sp|P32112|SAHH_WHEAT 0.0e+00 ADENOSYLHOMOCYSTEINASE 
( S-ADENOS YL-L-HOMOCYSTEINE HYDROLASE) (ADOHCYASE) >gi_170773 
(L11872) S-adenosyl-L-homocysteine hydrolase [Triticum 
aestivum] 1 



6861 

14356 

84 

OJ990421_02. 9819.C13.ol.gs 
84 

none 
84. .235 

6862 
14357 



Seq. ID OJ990421_02.9819.C13 
Strand 

End 235 

Method GENSCAN 

End 235 

Score .91 



Seq. ID OJ990421_02. 9819.C14 
Strand . + 



7069 



Start 
Name 
Start 
GI 

Exons 



1238 

OJ990421_02.9819.C14.ol.gs 

1238 

none 

1238.. 1300, 1543.. 1780, 2870. 



End 3115 
Method GEN SCAN 
End 3115 
Score . 65 
.2992, 3087.. 3115 



Seq. No. 6862 

Gene No. 14358 

Start 1 

Name OJ990421_02 . 9819 . C14 . ol . np 

Start 1 

GI 5430752 

Exons 1..60, 3749.. 3823, 4356, 
GI Descrip. (AC007504) .Hypothetical 

Seq. No. 6862 

Gene No. 14358 

Start 1 

Name . OJ990421_02 . 9819. C14 . o2 . gs 

Start 4390 

GI none 

Exons 4390.. 4545, 5194.. 5375 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_02.9819.C14 

5534 
AAT/NAP 
5534 
95 



.4527, 5201.. 5534 
Protein [Arabidopsis thaliana] 



Seq. ID OJ990421_02.9819.C14 
Strand 

End 5534 

Method GENSCAN 

End 5375 

Score . 66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6863 Seq. ID 

.14359 Strand 

331 End 

OJ990421_02.9819.C15.ol.gs Method 

331 End 

none Score 



OJ990421_02. 9819.C15 
+ 

9122 
GENSCAN 
9122 
.71 



331. .446, 1218. .1257, 4415. .4664, 4755. .4829, 5762. .5851, 
5946. .6021, 6126. .6204, 6329. .6463, 6642. .6740, 6966. .7081, 
7187. .7289, 7496. .7588, 7755. .7918, 8021. .8399, 9021. .9122 



6863 

14359 

331 

OJ990421_02.9819.C15.ol.np 

4518 

4455240 



Seq. ID OJ990421_02.9819.C15 

Strand + 

End 9122 

Method AAT/NAP 

End 8550 

Score 482 



4518. .4634, 4725. .4829, 5218. .5252, 5831. .6021, 6120. .6204, 
6335. .6463, 6642. .6740, 7143. .7304, 7502. .7588, 7686. .7948, 
8293.. 8550 

(AL035523) putative protein [Arabidopsis thaliana] 



6863 
14360 
9716 

OJ990421_02.9819.C15.o2.gs 
9716 



OJ990421 02.9819.C15 



none 
9716. , 
15060, 
17877, 



Seq. ID 
Strand 

End 20522 
Method GENSCAN 
End 20522 
Score .7 

9929, 12148. .12269, 12789 .. 12874 , 13705 .. 14 8 13, 
.15906, 16093. .16867, 16874 .. 17262, 17321 .. 17531, 
.17996, 18105. .18410, 20430.. 20522 



Seq. No. 
Gene No. 
Start 



6863 

14360 

9716 



Seq. ID 

Strand 

End 



OJ990421 02.9819.C15 



20522 



7070 



Name OJ990421_02.9819.C15.o2.np Method AAT/NAP 

Start 13453 End 19427 

GI 6466937 Score 2327 

Exons 13453.. 17182, 17214.. 17797, 19399. .19427 

GI Descrip.' (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. - 6863 

Gene No. 14361 

Start 22939 

Name OJ990421_02 . 9819 . C15 . o9 . tm 

Start 4604 

GI none 
Exons 



Seq. ID OJ990421_02.9819.C15 
Strand 

End 26055 

Method TBLASTX : Mai ze 

End 6686 

Score 103 



4604. .4690, 4760. .4828, 4762.-4866, 5217. .5255, 5373. .5417, 
5760. .5852, 5761. .5850, 5947. .6018, 5948. .6007, 6089. .6109, 
6126.. 6206, 6130.. 6207, 6329. .6460, 6639.. 6686 



Seq. No. 6863 

Gene No. 14361 

Start 22939 

Name OJ990421JD2 . 9819 . C15 . o5 . ts 

Start 6963 

GI none 
Exons 



Seq. ID OJ990421_02.9819.C15 
Strand 

End 26055 

Method TBLASTX : Soybean 

End 7289 

Score 81 



6963. .7079, 7136. .7270, 7146. .7289 



Seq. ID OJ990421_02. 9819.C15 
Strand 

End 26055 

Method TBLASTX : Mai ze 

End 7919 

Score 135 

7140. .7289, 7501. .7587, 7502. .7588, 7722. .7919, 7814. .7918 



Seq. No. 6863 

Gene No. 14361 

Start 22939 

Name OJ990421_02 . 9819.C15 .o7 . tm 

Start 7140 

GI none 
Exons 



l ] Seq. No. 

£3 Gene No. 

! y Start 

Li. Name 

l 'Z Start 

Exons 



6863 

14361 

22939 

OJ990421_02.9819.C15.o6.ts 

7495 

none 



Seq. ID OJ990421_02. 9819.C15 
Strand 

End 26055 

Method TBLASTX : Soybean 

End 7916 

Score 90 



7495. .7584, 7499. .7585, 7737. .7916, 7814. .7912 



Seq. No. 6863 

Gene No. 14361 

Start 22939 

Name OJ990421_02 . 9819 . C15 . ol . tc 

Start 7749 

GI none 

Exons 7749... 7919, 7814 .. 7918 



Seq. ID OJ990421_02. 9819.C15 
Strand 

End 26055 ' 

Method TBLASTX : Cress 

End 7919 

Score 203 



Seq. No. 6863 

Gene No. 14361 

Start 22939 

Name OJ990421_02 .9819. C15 . 08 . tm 

Start 11532 

GI none 
Exons 



Seq. ID OJ990421_02. 9819.C15 
Strand 

End- 26055 

Method TBLASTX: Maize 

End 11823 

Score 177 



11532. .11753, 11540. .11728, 11749.. 11823 



7071' 



Seq. No. 6863 

Gene No. 14361 

Start 22939 

Name OJ990421_02 . 9819. CIS . o4 . tm 

Start 13445 

GI none 

Exons 13445. .13504, 13452 .. 13481, 
13631. .14122, 13872.. 14033 



Seq. ID OJ990421_02. 9819. CIS 
Strand 

End 26055 . 

Method TBLASTX: Maize 

End 14122 

Score 43 
13568. .13624, 13568 13633, 



Seq. No. 6863 

Gene No. 14361 

Start 22939 

Name OJ990421_02 . 9819 . C15 . o5 . tw 

Start 13802 

GI none 

Exons 13802. .14044, 13805 .. 14005, 

Seq. No. 6863 

Gene No. 14361 

Start 22939 

Name OJ990421_02 . 9819 .CIS . ol . tm 

Start 14169 

GI none 

Exons 14169. .14681, 14 171 .. 14 683, 



Seq. ID OJ990421_02. 9819. CIS 
Strand 

End 26055 

Method TBLASTX : Wheat 

End 14045 

Score 130 
13812. .14045 

Seq. ID OJ990421_02.9819.C15 
Strand 

End 26055 
Method TBLASTX : Maize 
End .14806 
Score 201 
14171. . 14806, 14172. .14804 



hi 


Seq. No. 


6863 




Seq. ID 


OJ990421_02.9819 




Gene No. 


14361 




Strand 




\ y 


Start 


22939 




End 


26055 


uJ 


Name 


OJ990421 02.9819.C15 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start . ' 


14171 




End 


14551 


. =i 


GI 


none 




Score 


70 


rii 


Exons 


14171. .14551, 14172. 


.14375, 


14300. .14431, 14397. .14462 



^ Seq. No. 6863 

O Gene No. 14361 

: \J- Start 22939 

U Name OJ990421_02 .9819. CIS. ol.ts 

Start 14399 

1Z GI none 

Exons 14399. .14782, 14451.. 14711 

Seq. No. 6863 

Gene No. 14361 

Start 22939 

Name OJ990421_02 . 9819 . CIS . o2 . tw 

Start 14639 

GI none 

Exons 14639. .15037, 14640.. 14906 



Seq. ID OJ990421_02.9819.C15 
Strand 

End 26055 

Method TBLASTX : Soybean 

End 14782 

Score 153 



Seq. TD OJ99.0421_02 . 9819 . CIS- 
Strand 

End 26055 

Method TBLASTX : Wheat 

End 15037 

Score 125 



Seq. No. 6863 

Gene No. 14361 

Start 22939 

Name OJ990421JD2. 9819. CIS. o6.tm 

Start 14807 

GI none 

Exons 14807. .15037, 15059 .. 15208, 15060.. 15206 



Seq. ID OJ990421_02. 9819. CIS 
Strand 

End 26055 

Method TBLASTX : Maize 

End 15208 

Score 82 



7072 




Seq. No. 


6863 




Seq. ID 


OJ990421_02.9819 


.C15 


Gene No. 


14 Jol 




Strand 






Start 


22939 




End 


26055 




Name 


OJ990421 02.9819.C15. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


15210 




End 


15764 




GI 


none 




Score 


273 




Exons 


15210. .15593, 15233.. 


15760, 


15527. .15727, 15660.. 15764 




Seq. No. 


6863 




Can T H 

oeq. iu 




.C15 


Gene No. 


14 ool 




Strand 






Start 


22939 




End 


26055 




Name 


OJ990421 02.9819.C15. 


o3. ts 




1 D-Urio 1 A . OOyDcan 




Start 


15230 






1 C/TO 
1DH 1 Z. 




GI 


none 




Score 


Q9 

yz 




Exons 


15230. .15472, 15333.. 


15458 








Seq. No. 


6863 




beq. iu 


rvTQQn/191 no QQi Q 


.C15 


Gene No. 


14 ool 




Strand 






Start 


22939 




End 


26055 




Name 


OJ990421 02.9819.C15. 


o3 . tw 


Method 


j.nj_iAoiAi wneau 




Start 


15383 




Lnd 


ID to 1 




GI 


none 




Score 


i a a 
104 




Exons 


i5383. .15781, ' 15417. . 


15773 








Seq. No. 


6863 




Seq. ID 


(jjyyu4^i uz.yyiy 


.C15 


Gene No. 


T A *D C 1 

14 361 




Strand 






Start 


22939 




End 


26055 




Name 


OJ990421 02.9819.C15. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


15497 




End 


15856 




GI 


none 




Score 


113 




Exons 


15497. .15856, 15498.. 


15839 








Seq. No. 


6863 




Seq. ID 


OJ990421_02.9819 


.C15 


Gene No . 


14361 




Strand 






Start 


22939 




End 


26055 




Name 


OJ990421 02.9819.C15. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


15779 




End 


16255 




GI 


none 




Score 


213 




Exons 


15779. .16255, 15780.. 


16028, 


15782. .16252 




Seq. No. 


6863 




Seq. ID 


OJ990421_02.9819 


.C15 


Gene No. 


14361 




Strand 






Start 


' 22939 




End 


26055 




Name 


OJ990421 02.9819.C15. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


15833 




End 


16315 




GI 


none 




Score 


182 




Exons 


15833. .16315, 15867.. 


16220 








Seq. No. 


6863 




Seq. ID 


OJ990421_02.9819 


.C15 


Gene No. 


14361 




Strand • 






Start 


22939 




End 


26055 




Name 


OJ990421 02.9819.C15. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


15965 




End 


16279 




GI 


none 




Score 


197 




Exons 


15965. .16279 










Seq. No. 


6863 




Seq. ID 


OJ990421_02.9819 


.C15 



7073 




Gene No. 


14ool 


Strand 






Start 


22939 


End 


26055 




Name 


OJ990421 02.9819.C15.o5.tm 


Method 


TBLASTX: Maize 




Start 


16304 


End 


17167 




GI 


none 


Score 


110 




Exons 


16304. .16438, 16517 .. 16600, 


16700. .16936, 17054. .17167 




Seq. No. 


6863 


oeq. xu 




C15 


Gene No. 


14Jbl 








Start 


22939 




9 fin R R 




Name 


OJ990421 02.9819.C15.o3.gs 




O III IN O 




Start 


22939 


End 


26055 




GI 


none 


Score 


.77 




Exons 


22939. .23113, 26018.. 26055 








Seq. No. 


6863 


oeq. xu 


O.TQQ0491 09 Qft1 Q 


C15 


Gene No. 


14361 


Strand 






Start 


22939 




9 fin ^ ^ 




Name 


mooniioi no qqi q pi c 1 i~rv\ 


wetnoa 






Start 


24720 


End 


25764 




GI 


4107145 


Score 


1955 




Exons 


24720. .25764 








GI Descrip. 


20160/emb|X52623|OS4CL 2 . be 


-36 Rice 4-< 


CL gene for 






4-coumarate-CoA ligase (EC 


6.2.1.12) 






Seq. No. 


6864 


Seq. ID 


OJ990421J32. 9819. 


C16 


Gene No. 


14362 


Strand 


+ 




Start 


2712 


End 


7368 




Name 


OJ990421 02.9819.C16.ol.gs 


Method 


GEN SCAN 




Start 


2712 


End 


7368 




GI 


none 


Score 


.5 




Exons 


2712.. 2790, 4843.. 4953, 501 


8. .5118, 5153. .5181, 5352. .5424, 




7195. .7368 








Seq. No. 


6864 


Seq. ID 


OJ990421_02.9819. 


C16 


Gene No. 


14362 


Strand 


+ 




otart 


2712 


End 


7368 




Name 


OJ990421 02.9819.C16.ol.np 


Method 


AAT/NAP 




Start 


4836 


End 


6501 




GI 


6539588 


Score 


167 




Exons 


4836. .5118, 6474. .6501 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


6865 


Seq. ID 


OJ990421_03.9819. 


CI 


Gene No. 


14363 


Strand 






Start 


646 


End 


1007 




Name 


OJ990421 03.9819.Cl.ol.gp 


Method 


AAT/GAP 




Start 


646 


End 


1007 




GI 


none 


Score 


662 




Exons 


646. .1007 








Seq. No. 


6865 


Seq. ID 


OJ990421_03.9819. 


CI 


Gene No. 


14364 


Strand 






Start 


949 


-End 


1763 




Name 


OJ99.0421 03.9819.Cl.ol.np 


Method 


AAT/NAP 




Start 


949 


End 


1763 




GI 


6553884 


Score 


89 





7074 





Exons 'r' ;: 


949. .1149, 1718. .1763 












GI Descrip. 


(AC012563) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


6866 


Seq. ID 


OJ990421_03. 


9819. 


C2 




Gene No. 


14365 


Strand 


T 








Start 


1 


End 


y D t> 








Name 


OJ990421 03.9819.C2.ol.np 


Method 










Start 


1 


End 


y d 0 








GI 


6907086 


Score 


p 9 ft 
0^0 








Exons 


1..437, 495. .888, 924. .956 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


bob / 


beq. id 


n TQ Qfl A 91 H "3 




C3 




Gene No . 


14iob 


Strand 


+ 








Start 


TOO 

lio 


T-l ._ J 

Lna 


/I A £ 
4 4 O 








Name 


n Tnnn / 0 1 no 0010 /"* 0 1 ™ ^ 

ojyyu4^i u j . yyiy . Co . 01 . gs 


Method 


bhlNbCAfN 








Start 


TOO 

lio 


Lna 


/L 4 £ 
f± D 








GI 


none 


Score 


ft ^ 








Exons 


138. .446 












Seq. No. 


6868 


Seq. ID 




QQ1 Q 

y 0 x y . 


C4 




Gene No . 


14367 


Strand 










Start 


608 


End 


bo 4 








Name 


OJ990421 0i.9ol9.C4.ol.gs 


Method 


GENoCAN 






: ^ 


Start 


/"no 

bUo 


hna 


DO 4 








GI 


none 


Score 


. 3 b 






!"i 1 


Exons 


608. .684 










Id 


Seq. No. 


6869 


Seq. ID 


uj y yu4 z 1 u j . 


yo iy . 


C8 




Gene No. 


14368 


Strand 










Start 


766 


End 


lUiO 






i y 


Name 


OJ990421 03. 9819.C8.ol.gs 


Method 


IT 1 KT O O 7\ "NT 








Start 


766 


End 


1 n t c: 






,9SL 


GI 


none 


Score 


Q T 

. y / 






"-4 


Exons 


766.. 860, 897.. 1035 












Seq. No. 


6870 


Seq. ID 


OJ990421JD3. 


9819. 


Cll 


. s% 


Gene No. 


14369 


Strand 


+ 








Start 


1 


End 


841 








Name 


OJ990421 03.9819.Cll.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


841 








GI 


5441880 


Score 


140 








Exons 


1.-57, 417. .841 











GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 6870 Seq. ID 

Gene No. 14369 Strand 

Start 1 End 

Name OJ990421_03 . 9819 . Cll . ol . gs Method 

Start 188 End 

GI none Score 

Exons 188.. 336 



OJ990421_03. 9819. Cll 
+ 

841 

GENSCAN 

336 

.43 



Seq. No; 
Gene No. 



6871 
14370 



Seq. ID OJ990421_03. 9819.C15 
Strand + 



7075 





Start 


327 


End 


599 








Name 


OJ990421 03.9819.C15.ol.gs 


Method 


GEN SCAN 








Start 


327 


End 


599 








GI 


none 


Score 


. 61 








Exons 


327. .599 












Seq. No. 


6872 


Seq. ID 


OJ990421_03. 


9819 


.C16 




Gene No. 


14371 


Strand 


+ 








Start 


1 


End 


740 








Name 


OJ990421 03.9819.C16.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


740 








GI 


2499115 


Score 


114 








Exons 


1..150, 691. .740 












GI Descrip. 


VACUOLAR ASSEMBLY PROTEIN VPS41 HOMOLOG gi 11835788 


(U86662) 






VPS41 [Lycopersicon esculentum] 










Seq. No. 


6873 


Seq. ID 


OJ990421_03. 


9819 


.C17 




Gene No. 


14372 


Strand 


+ 










1 


End 


1112 








Name 


OJ990421 03.9819.C17.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


432 








GI 


6815099 


Score 








.5 33, 


Exons 


1.-118, 304. .432 










hJ 


GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






t'fx 

■K • ' 


Seq. No: 


6873 


Seq. ID 


OJ990421JD3. 


9819 


.C17 


a 

: 1-3 


Gene No. 


14372 


Strand 


+ 








Start 


1 


End 


1112 








Name 


OJ990421 03.9819.C17.ol.gs 


Method 


GEN SCAN 








Start ^ 


102 


End 


1112 








GI 


none 


Score 


.41 






: LI 


Exons 


102. .303, 897. .951, 1055. .1112 










Seq. No. 


6873 


Seq. ID 


OJ990421_03. 


9819 


• C17 




Gene No. 


14373 


Strand 


+ 










5045 


End 


5336 








Name 


OJ990421 03.9819.C17.o3.np 


Method 


AAT/NAP 








Start ' 


5045 


End 


5336 






i:3 


GI 


6721512 


Score 


96 








Exons 


5045.. 5175, 5203.. 5336 












GI Descrip.. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


6873 


Seq. ID 


OJ990421_03. 


9819 


.C17 




Gene No. 


14374 


Strand 










Start 


2774 


End 


4222 








Name 


OJ990421 03.9819.C17.o2.np 


Method 


AAT/NAP 








Start 


2774 


End 


4222 








GI 


6478216 


Score 


226 








Exons 


2774.. 3000, 3351.. 3524, 4153. 


.4222 









GI Descrip. (AF108438) putative NADPH-dependent oxidoreductase [Papaver 
somniferum] 



Seq. No. 6874 Seq. ID 

Gene No. 14375 ' Strand 

Start 904 End 

Name OJ990421_03 . 9819 . C18 . ol . gs Method 

Start 904 End 



OJ990421_03. 9819. C18 
+ 

1396 

GENSCAN 

1396 



7076 



GI • 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 
GI Descrip. 



none 

904. .913, 1323. .1396 



Score 



94 



6874 

14376 

6909 

OJ990421_03.9819.C18.o4.np 

6868 

6721561 

6868.. 6902, 7865 



03. 9819.C18 



Seq. ID OJ990421_ 
Strand + 
End 9304 
Method AAT/NAP 
End 9050 
Score 1169 
8220, 8286.. 9050 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372. il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



.8091, 8162. 



6874 

14376 

6909 

OJ990421_03.9819.C18.o3.gs 

6909 

none 

6909. .7262, 7374 
8514.. 8989, 9188 



7542, 7708.. 7805, 7945 
9304 



Seq. ID OJ990421_03.9819.C18 

Strand + 

End 9304 

Method GENSCAN 

End 9304 

Score . .44 

8091, 8162.. 8220, 



6874 -Seq. ID 

14376 Strand 
6909 End 
OJ990421_03 . 9819 .C18 . o3 .np Method 
6909 End 
6721558 Score 
6909. .7008, 7708. .7842, 8476. .8559, 8816. .8947 
(AP001073) hypothetical protein [Oryza sativa] 
gi|6815083|dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



OJ990421_03. 9819.C18 
+ 

9304 

AAT/NAP. 
8947 
250 



Seq. No. 


6874 


Seq. ID 


OJ990421 


Gene No. 


14377 


Strand 




Start 


1 


End 


840 


Name 


OJ990421 03.9819.C18.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


146 


GI 


6069659 


Score . 


121 


Exons 


1..146 • 






GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 


Seq. No. 


6874 


Seq. ID 


OJ990421 


Gene No. 


14377 


Strand. 




Start 


1 


End 


840 


Name 


OJ990421 03.9819.C18.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


840 


GI 


6907088 


Score 


540 


Exons 


1.-122, 286. .526, 703. .840' 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No: 


6874 


Seq. ID 


OJ990421 


Gene No. 


14378 


Strand 




Start 


4872 


End 


6286 



7077 




Name 


OJ990421 03. 


9819 


.C18.o2 


gs 


Method 


GENS CAN 






Start 


4872 








End 


6286 






GI 


none 








Score 


.89 






Exons 


4872. .4975, 


5050 


. .5303, 


5380. 


.5522, 6263. .6286 






Seq. No. 


6875 








OC4. 1U 


n.TQQfld 9 1 

uo y JKJ 4 £. X. 


_03.9819 


.C19 


Gene No. 










O LI aiiu. 








Start 


127 








End 


64 4 






Name 


OJ990421 03. 


981'9 


.C19.ol 


gs 




vJJ ill LN O ^riu 






Start 


127 








End 


644 






GI 


none 








Score 


.43 






Exons 


127. .644 
















Seq. No. 


6875 










uu z/ vj *± x 


_03.9819 


.C19 


Gene No . 


■ 14380 










+ 






Start 


11014 








End 


11232 






Name 


OJ990421 03. 


9819 


.C19.o4 


gs 


1 V 1C L lit-* vJ. 


Olj1.NO ^jMIN 






Start 


11014 








End 


11232 






GI 


none 








Score 


.83 






Exons 


11014. .11232 














Seq. No. 


6875 








Seq. ID 


OJ990421 


_03.9819 


.C19 


Gene No. 


14381 








Strand 








Start 


1258 








End 


4379 






Name 


OJ990421 03. 


9819 


,C19.o2 


.gs 


Method 


GENSCAN 






Start 


1258 








End 


'4190 






GI 


none 








Score 


.62 






Exons 


1258. .1505, 


1608 


. .1997, 


2274. 


.2647, 2726. .3336, 


3363. .3881, 




3969. .4190 
















Seq. No. 


6875 








Seq. ID 


OJ990421 


JD3.9819 


.C19 


Gene No. 


14381 








Strand 








Otai L 


1258 








End 


4379 






Name 


OJ990421 03. 


9819 


.C19.ol 


,np 


Method 


AAT/NAP 






Start 


1261 








End 


4379 






GI 


5902445 








Score 


2990 






Exons 


1261. .2505, 


2545 


.".4379 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


6875 








Seq. ID 


OJ990421 


_03.9819 


.C19 


Gene No . 


14382 








Strand 








Start 


4443 








End 


9540 






Name 


OJ990421 03. 


9819 


.C19.o3 


,tw 


Method 


TBLASTX: 


Wheat 




Start 


1270 








End 


1879 






GI 


none 








Score 


77 






Exons 


1270. .1401, 


1426 


. .1875, 


1622. 


.1729, 1622.. 1879, 


1775. .1879 


Seq. No. 


6875 








Seq. ID 


OJ990421 


_03.9819 


.C19 


Gene No . 


14382 








Strand 








Start 


4443 








End 


9540 






Name 


OJ990421 03. 


9819 


.C19.o5 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


2002 








End 


2385 






GI 


none 








Score 


173 






Exons 


2002. .2385, 


2003 


. .2377 












Seq. No. 


6875- 








Seq. ID 


OJ990421 


_03.9819 


.C19 


Gene No. 


14382 








Strand 









7078 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
'•GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



4443 

OJ990421_03, 

2080 

none 

2080. .2385, 

6875 

14382 

4443 

OJ990421_03. 

2527 

none 

2527. .2847, 

6875 

14382 

4443 

OJ990421_03. 

2887 

none 

2887. .2952, 

6875 

14382 

4443 

OJ990421J33. 

3384 

none 

3384. .3809, 

6875 

14382 

4443 

OJ990421_03. 

3439 

none 

3439. .3753, 

6875 

14382. 

4443 

OJ990421J33. 

3537 

none 

3537. .3920, 

6875 

14382 

4443 

OJ990421_03. 
3948 . 
none 

3948. .4304, 

6875 

14382 

4443 



9819.C19.o2.tm 
2081. .2368 

9819.C19.o9.tw 
2528. .2848 

9819.C19.o6.tw 



End 

Method 

End 

Score 



9540 

TBLASTX: Maize 

2385 

153 



Seq. ID OJ990421_03.9819.C19 
Strand 

End 9540 

Method TBLASTX : Wheat 

End 2848 

Score 80 



Seq. ID OJ990421_03. 9819.C19 
Strand 

End 9540 

Method TBLASTX : Wheat 

End 3343 

Score 4 0 

2887. .3060, 2939 .. 3031, 3068 .. 3343, 3070. .3330 

Seq. ID OJ990421_03.9819.C19 
Strand 

End 9540 

98 1 9 . C19 . ol . t s Method TBLASTX : Soybean 

End 3809 

Score 80 



3625. .3750 

Seq. ID 

Strand 

End 

98 1 9 . CI 9 . o2 . tw Method 
End 
Score 

3441. .3863, 3459. .3860 

Seq. ID 

Strand 

End 

9819.C19.o3.tm Method 
End 
Score 

3538. .3753 

9819.C19.ol.tm 
3949..4242, 3999. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4250 

Seq. ID 

Strand 

End 



OJ990421_03. 9819.C19 
9540 

TBLASTX: Wheat 

3863 

262 



OJ990421_03. 9819.C19 
9540 

TBLASTX: Maize 

3920 

114 



OJ990421_03.9819.C19 
9540 

TBLASTX: Maize 

4304 

227 



OJ990421 03.9819.C19 



9540 



7079 




Name 


- OJ990421 03 


.9819 


.C19.ol, 


. tw 


Method 


TBLASTX: Wheat 


Start 


3978 








End 


4434 


GI 


none 








Score 


389 


Exons 


3978. .4433, 


3979 


. .4434 








Seq. No. 


6875 








Seq. ID 


OJ990421_03.9819.C19 


Gene No . 


14382 








Strand 




Start 


4443 








End 


9540 


Name 


OJ990421 03 


.9819 


.C19.o3, 


■ ts 


Method 


TBLASTX: Soybean 


Start 


4029 








End 


4394 


GI 


none 








Score 


99 


Exons 


4029. .4163, 


4170 


. .4394 








Seq. No. 


6875 








Seq. ID 


OJ990421_03.9819.C19 


Gene No. 


14382 








• Strand 




Start 


4443 








End 


9540 


Name 


OJ99U421 03 


.9819 


. C19 . o3 , 


.gs 


Method 


GENSCAN 


Start 


4443 








End 


9540 


GI 


none 








Score 


.59 


Exons 


4443. .5041, 


5147 


. .5860, 


6103. 


.6202, 6218. .6488, 6583. .7268, 




7440. .7605, 


7767 


. .8058, 


8060. 


.8138, 8422. .8599, 9200. .9281, 




9331. .9464, 


9473 


. .9540 








Seq. No. 


6875 








Seq. ID 


OJ990421_03.9819.C19 


Gene No. 


14382 








Strand 




Start 


A A A *3 
444 J 








End 


9540 


Name 


OJ990421 03 


.9819 


.C19.o2. 


.np 


Method 


AAT/NAP 


Start 


4446 








End 


8950 


GI 


5902444 








Score 


1025 


Exons 


4446. .6108, 


6445 


. .6547, 


8920. 


.8950 




GI Descrip. 


(AB030283) < 


GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


6875 








Seq. ID 


OJ990421_03.9819.C19 


Gene No . 


14382 








Strand 




Start 


4443 








End 


9540 


Name 


OJ990421 03 


.9819 


.C19.o4, 


,tw 


Method 


TBLASTX: Wheat 


Start 


4626 








. End 


5081 


GI 


none 








Score 


129 


Exons 


4626. .4862, 


4636 


. .4860, 


4899. 


.5081, 4*900.. 5073 


Seq. No. 


6875 








Seq. ID 


OJ990421_03. 9819.C19 


Gene No . 


1 / TOO 

14382 








Strand 




Start 


4443 








End 


9540 


Name 


OJ990421 03 


.9819 


.C19.o7. 


,tw 


Method 


TBLASTX: Wheat 


Start 


5712 








End 


6110 


GI 


none 








Score 


101 


Exons 


5712. .5987, 


5761 


. .5982, 


5943. 


.6059, 5956. .6048, 6060. .6110 


Seq. No. 


6875 








Seq. ID 


OJ990421_03.9819.C19 


Gene No. 


14382 








Strand 




Start 


4443 








End 


9540 


Name 


OJ990421 03 


.9819 


.C19.o3. 


,np 


Method 


AAT/NAP 


Start 


6349 






End 


9525 


GI 


6478216 








Score 


327 


Exons 


6349. .6388, 


8076 


. .8175, 


8339. 


.8599, 9200.. 9525 


GI Descrip. 


(AF108438) putative NADPH-dependent oxidoreductase [Papaver 



somniferum] 



7080 



Seq. No. 6875 

Gene No. 14382 

Start 4443 

Name OJ990421_03 . 9819 . C19. o2 . ts . 

Start 8416 

GI none 

Exons 8416.. 8469, 8545.. 8601, 9199. 
9439.. 9522, 9452.. 9532 



Seq. ID OJ990421_03.9819.C19 
Strand 

End 9540 

Method TBLASTX: Soybean 

End 9532 

Score 65 

.9315, 9218.. 9340, 9350.. 9418, 



Seq. No. 


6875 




Seq. ID 


OJ990421_03. 9819 


.C19 


Gene No. 


14383 




Strand 






Start 


11936 




End 


13593 




Name 


OJ990421 03.9819.C19. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


11936 




End 


13593 




GI 


none 




Score 


212 




Exons 


11936. .11959, 12072.. 


12146, 


13375. .13593 




Seq. No. 


6875 




Seq. ID 


OJ990421_03.9819 


.C19 


Gene No. 


14383 




Strand 






Start 


11936 




End 


13593 




Name 


OJ990421 03.9819.C19. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


12024 




End 


12393 




GI 


none 




Score 


69 




Exons 


12024. .12227, 12224.. 


12304, 


12322. .12393 




Seq. No. 


6876 




Seq. ID 


OJ990421_03.9819 


.C20 


Gene No . 


14384 




Strand 






Start 


1510 




End 


1776 




Name 


OJ990421 03.9819.C20. 


o2.gs 


Method 


GENS CAN 




Start 


1510 




End 


1776 




GI 


none 




Score 


.96 




Exons 


1510. .1776 










Seq. No. 


6877 




Seq. ID 


OJ990421_03. 9819 


.C21 


Gene No. 


14385 




Strand 


+ 




Start 


12024 




End 


12114 




Name 


OJ990421 03.9819.C21. 


o4 .xfp 


Method 


AAT/GAP 




Start 


12024 




End 


12114 




GI 


uC-osflcypl09e03al 




Score 


125 




Exons 


12024. .12114 










GI Descrip. 


' 4521194/dbj IAB013613 


.1IAB013613 2.0e- 


4 0 Oryza sativa DNA, 




centromere sequence RCB11' 








Seq. No. 


6877 




Seq. ID 


OJ990421_03.9819 


.C21 


Gene No. 


14386 




Strand 






Start 


106 




End 


7432 




Name 


OJ990421 03.9819.C21. 


ol.gs 


Method 


GEN SCAN 




Start 


106 




End 


4320 




GI 


none 




Score 


.79 




Exons 


106. .291, 1265. .1348, 


3133. 


.3323, 3574 


..4320 





Seq. No. 6877 Seq. ID 

Gene No.. 14386 Strand 

Start 106 End 

Name OJ990421_03 . 9819. C21 . ol . gp Method 

Start 2881 End 



OJ990421_03. 9819.C21 

7432 

AAT/GAP 

3632 



7081 



GI uOosroM202038clOal Score 984 

Exons 2881.. 3323, 3574.. 3632 

GI Descrip. ■ 2792155/emb j CAA11226 1 5.0e-24 (AJ223291) chalcone reductase 
[Sesbania rostrata] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6877 Seq. ID OJ990421_03 . 9819 . C21 

14386 Strand 

106 End' 7432 

OJ990421_03 . 9819 . C21 . o3 . gp Method AAT/GAP 

3831 End 7432 

53981_1.R1084 Score 993 

3831. .3945, 7028. .7432 

'2792155/emb | CAA11226 | 6.0e-33 (AJ223291) chalcone reductase 
[Sesbania rostrata] ' 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. ID OJ990421_03.9819.C21 
Strand 

End 74 32 

Method AAT/NAP 

End 7402 

Score 881 



6877 
14386 
106 

OJ990421_03.9819.C21.ol.np 
5653 
6478216 
5653. .5874, 6656. .7402 

(AF108438) putative NADPH-dependent oxidoreductase [Papaver 
somniferum] 



I Li 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6877 Seq. ID 

14387 Strand 

8376 End 

OJ990421J33 . 98 1 9 . C21 . ol . tm Method 

3108 End 

none Score 



OJ990421_03.9819.C21 
9681 

TBLASTX: Maize 

7288 

149 



3108. .3326, 3111. .3326, 3112. .3330, 3571. .3633, 3571. .3894, 

3572. .3916, 3898. .4206, 3946. .4179, 5628. .5876, 5650. .5886, 

5656. .5877, 5795. .5884, 6653. .6715, 6653. .6976, 6654. .6986, 

6975.-7262, 6980. .7288 



6877 

14387 

8376 

OJ990421_03.9819.C21.ol.ts 

3108 

none 



Seq. ID OJ990421_03. 9819.C21 
Strand 

End 9681 

Method TBLASTX : Soybean 

End 7355 

Score 41 



3108. .3326, 3110. .3145, 3177. .3326, 3571. .3894, 3572. .3910, 
3947. .4069, 3955. .4269, 4142. .4273, 5632. .5877, 5650. .5886, 
6653.-6976, 6654. .6974, 7028.. 7351, 7032.. 7355 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6877 

14387 

8376 

OJ990421_03.9819.C21.o2.tc 

3108 

none 



Seq. ID OJ990421_03. 9819.C21 
Strand 

End 9681 

Method TBLASTX : Cress 

End 5880 

Score 55 



3108. .3197, 3195. .3329, 5650. .5769, 5657. .5719, 5746. .5880, 
579.5. .5878 



Seq. No. 
Gene No. 



6877 
14387 



Seq. ID 
Strand 



OJ990421 03.9819.C21 



7082 






Start 


8376 


End 


9681 




IN cuiie 


OJ990421 03 9819.C21.ol.tc 


Method 


TBLASTX: Cress 




Start 


3607 


End 


7354 




GI 


none 


Score 


164 




Exons 


3607.. 3867, 3608.. 3868, 3910 


..3957, 4006. .4272, 4013. .4072, 






4142. .4270, 6689..6949, 6801 


..6950, 6992. .7039, 7088. .7354, 






7095.. 7352 








Seq. No. 


6877 


Seq. ID 


OJ990421_03. 9819.C21 




Gene No. 


14387 


Strand 


- 




Start 


8376 


End 


9681 




Name 


OJ990421 03.9819.C21.o2.np 


Method 


AAT/NAP 




Start 


8376 


End 


9681 




GI 


6815099 


Score 


91 




Exons 


8376. .8514, 9648. .9681 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


6878 


Seq. ID 


OJ990421_03. 9819.C23 






14388 


Strand 


+ 




Start 


102 


End 


3228 




Name 


OJ990421 03.9819.C23.ol.gs 


Method 


GENSCAN 




Start 


102 


End 


3228 




GI 


none 


Score 


.72 




Exons 


102. .900, 1992. .2173, 2781.. 


3228 






Seq. No. 


6878 


Seq. ID 


OJ990421_03. 9819.C23 


j s i ; 


Gene No. 


14389 


Strand 


+ 


; 




5535 


End 


6045 




Name 


OJ990421 03. 9819.C23.o3.np 


Method 


AAT/NAP 


; ■ s 


Start 


5526 


End 


5669 




GI 


4406780 


Score 


76 




Exons 


5526. .5669 






i Us 


GI Descrip. 


(AC006532) putative endosomal protein 


[Arabidopsis thaliana^ 


is 

p 


Seq. No. 


6878 


Seq. ID 


OJ990421_03. 9819.C23 


1,5 J 




14389 


Strand 


+ 




Start 


5535 


End 


6045 




Name 


OJ990421 03. 9819.C23.o2.gs 


Method 


GENSCAN 


-J 


Start 


5535 


End 


6045 




GI 


none 


Score 


. 65 


; B .Ji 


Exons 


5535. .5642, 5967. .6045 








Seq. No. 


6878 


Seq. ID 


OJ990421_03. 9819.C23 






14390 


Strand 


— 




Start 


661 


End 


1230 




Name 


OJ990421 03.9819.C23.ol.gp 


Method 


AAT/GAP 




Start 


661 


End 


1230 




GI 


none 


Score 


1103 




Exons 


661. .1230 








Seq. No. 


6878 


Seq. ID 


OJ990421_03. 9819.C23 




Gene No. 


14391 


Strand 






Start 


2787 


End 


4492 




Name 


OJ990421 03.9819.C23.ol.tc 


Method 


TBLASTX: Cress 




Start 


88 


End 


627 




GI 


none 


Score 


67 




Exons 


88. .165, 192. .341, 196. .342, 


366. .422, 


367. .531, 571. .627 



7083 






oeq . wo • 


fiff 7ft 

DO / 0 




OJ990421 03 9819 


C? 3 




Gene No. 


14391 


Strand 








Start 


2787 


End 


4492 






Name 


OJ990421 03.9819.C23.ol.ts 


Method 


■ TBLASTX: Soybean 






Start 


97 


End 


627 






GI 


none 


Score 


131 . 






Exons 


97. .336, 343. .546, 571. .627 










C rr 

oeq. in u . 


DO / O 


q pn TO 


O.TQ9n4?1 03 9819 


. C23 




Gene No. 


14391 


Strand 








Start 


2787 


End 


4492 






Name 


OJ990421 03.9819.C23.ol.tm 


Method 


TBLASTX: Maize 






Start 


113 


End 


348 






GI 


none 


Score 


106 






Exons 


113. .316, 115. .348, 122. .322, 


136. .333 


, 168. .338 






o e q ■ in (j . 


6ft7R 

DO / 0 




OJ990421 03 9819 


. C23 




Gene No. 


14391 


Strand 








Start 


2787 


End 


4492 






Name ■ 


OJ990421 03.9819.C23.o2.tm 


Method 


TBLASTX: Maize 






Start 


641 


End 


909 






GI 


none 


Score 


289 






Exons 


641. .877, 643. .909, 643. .894 








W 


Seq. No. 


6878 


Seq. ID 


OJ990421JD3.9819 


.C23 






14391 


Strand 






! y 


Start 


2787 


End 


4492 




□ 


Name 


OJ990421 03.9819.C23.o2.np 


Method 


AAT/NAP 




til 


Start 


2787 


End 


4492 






. GI 


2832643 


Score 


69 






Exons 


2787. .3001, 4457. .4492 








i Lf 


GI Descrip. 


(AL021710) hypothetical protein [Arabidopsis thaliana] 




□ 


Seq. No. 


6879 


Seq. ID 


OJ990421_03.9819 


.C24 




ricir\ pi Mo 


14392 


Strand 


+ 






Start. 


3 


End 


1483 






Name 


OJ990421 03.9819.C24.ol.np 


Method 


AAT/NAP 




y 


Start 


3 


End 


1483 






GI 


4406780 


Score 


742 




□ 


Exons 


3. .145, 253. .302, 577. .1153, 


1356. .1483 






GI Descrip. 


(AC006532) putative endosomal 


protein 


[Arabidopsis thaliana] 




Seq. No.. 


6879 


Seq. ID 


OJ990421JD3.9819 


.C24 






14392 


Strand 


+ 






Start 


3 


End 


1483 






Name 


OJ990421 03.9819.C24.ol.tm 


Method 


TBLASTX: Maize 






Start 


259 


End 


' 1157 






GI 


none 


Score 


79 






Exons 


259. .300, 260. .301, 559. .771, 


576.-842, 576. .794, 828.. 


1154, 






830. .1156, 941. .1156, 1035. .1157 








Seq. No. 


6879 


Seq. ID 


OJ990421_03.9819 


.C24 




Gene No. 


14392 


Strand 


+ 






Start ■ 


3 


End 


1483 






Name 


OJ990421 03.9819.C24.ol.ts 


Method 


TBLASTX: Soybean 






Start 


260 


End 


1157 





7084 






GI 


- none 


Score 


83 








Exons 


260. .304, 582. .797, 584. .796, 


615. .797, 688. .879, 800..: 


1156, 






801. .1154, 890. .1156, 1017. .1157 










Seq. No. 


6879 


Seq. ID 


OJ990421_03. 


9819 


.C24 




UC11C W . 


14392 


Strand 


+ 








Start 


3 


End 


1483 








Name 


OJ990421 03 9819 C24 ol as 


Method 


GENSCAN 








Start 


262 ~~ 


End 


1153 








GI 


none 


Score 


.69 








Exons 


262. .302, 552. .1153 












Seq. No. 


6879 


Seq. ID 


OJ990421_03. 


9819 


-C24 




Gene No. 


14392 


Strand 


+ 








O Lai L. 




End 


1483 








Name 


OJ990421 03 9819.C24 .ol . tc 


Method 


TBLASTX: Cress 






Start 


576 _ 


End 


1161 








GI 


none 


Score 


278 • 








Exons 


576 797 576 794 581 796. 


824 . . 115 


6, 828. .1154, 


941 


. . 115 






1015. .1161, 1017. .1160 












Seq. No. 


6880 


Seq. ID 


OJ990421_03. 


9819 


.C25 




Gene No. 


14393 


Strand 


+ 








Start 


1 


End 


4 081 

*i \J O J- 






1 


Name 


OJ990421 03.9819.C25.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1269 






\f\ 


GI 


4406780 


Score 


1310 






Si ! 


Exons 


1..206, 326.. 810, 1053.. 1269 










: J 


GI Descrip. 


(AC006532) putative endosomal protein 


[Arabidopsis 


thaliana] 




Seq. No. 


6880 


Seq. ID 


OJ990421_03. 


9819 


-C25 






14393 


Strand 


+ 






y 


Start 


1 


End 


4081 








Name 


OJ990421 03.9819.C25.ol.gs 


Method 


GENSCAN 






;a 


Start 


326 


-End 


4081 








GI 


none 


Score 


.85 








Exons 


326. .810, 1053. .1264, 2208.-234 6,-2776 


..4081 






:sl 


Seq. No. 


6880 


Seq. ID 


OJ990421_03. 


9819 


.C25 


: 1 
sr 




14394 


Strand 


+ 








Start 


4657 


End 


5076 








Name 


OJ990421 03.9819.C25.o2.gs 


Method 


GENSCAN 








Start 


4657 


End 


5076 








GI 


none 


Score 


.67 








Exons 


4657.. 4782, 4792.. 5076 












Seq. No. 


6880 


Seq. ID 


OJ990421_03. 


9819 


.C25 




Gene No. 


14395 


Strand 


+ 








Start 


5487 


End 


8518 








Name 


OJ990421 03. 9819.C25.o3.np 


Method 


AAT/NAP 








Start 


5487 


End 


8518 








GI 


6721512 


Score 


98 








Exons 


5487. .5529, 7242. .7345, 7372. 


.7510, 8498. .8518 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


6880 


Seq. ID 


OJ990421_03. 


9819 


.C25 




Gene No. 


14396 


Strand 









7085 






OCait 


9747 
£ i ft / 










End 


4 991 




Name 


OJ990421 03. 


9819. 


C25.ol. 


. tm 




Method 


TBLASTX: Maize 




Start 


52 










End 


1167 




GI 


none 










Score 


246 




Exons 


52.. 207, 53. 


.208, 


54. .221, 


57 


..209, 322 


!..813, 325. .810, 






1047. .1166, 


1066. 


.1167 












Seq. No. 


6880 










Seq. ID 


OJ990421_03. 9819.C25 




Gene No. 


14396 










Strand 






Start 


2747 










End 


4991 




Name 


OJ990421 03. 


9819. 


C25.ol, 


.ts 




Method 


TBLASTX: Soybean 




Start 


53 










End 


1272 




GI 


none 










Score 


127 




Exons 


53. .208, 53. 


.208, 


57. .221, 


250. .306, 325. .810, 326. .694, 






326. .862, 381. .710, 761, 


. .811, 


787. .849, 


1047. .1271, 1052. .1; 






1066. .1272, 


1096. 


.1272 












Seq. No. 


6880 










Seq. ID 


OJ990421_03.9819.C25 




mono Mn 


14396 










Strand 


- 




Start 


2747 










End 


4991 , . 




Name 


OJ990421 03. 


9819. 


C25.o2. 


. tc 




Mot" y~\C\c\ 


TRT.A9TX • Pr^c c 




Start 


53 










End 


496 




GI 


none 










Score 


107 


,s ss. 


Exons 


53. .208, 53. 


.208, 


57. .221, 


57 


..209, 322 


!. .486, 325. .495, -326 


"i KF 


Seq. No. 


6880 










Seq. ID 


OJ990421_03. 9819.C25 




bene lno . 


14396 










Strand 


- 


1 Li 


Start 


2747 










End 


4991 


|" 


Name 


OJ990421 03. 


9819. 


C25.o2, 


.tw 




Method 


TBLASTX: Wheat 


ut 


Start 


352 










End 


667 




GI 


none 










Score 


68 


! y 


Exons 


352. .660, 370. .657, 389, 


. .667 






L 


Seq. No. 


6880 










Seq. ID 


OJ990421_03. 9819.C25 




UCllC LNvJ • 


14396 










Strand 






Start 


2747 










End 


4991 


La 


Name 


OJ990421 03. 


9819. 


C25.o3, 


.tc 




Method 


TBLASTX: Cress 


™ 


Start 


1119 










End 


1272 




GI 


none 










Score 


255 




Exons 


1119. .1271, 


1120. 


.1272, 


1126. 


.1272 






Seq. No. 


6880 










Seq. ID 


OJ990421_03. 9819.C25 




Gene No. 


14396 










Strand 






Start 


2747 










End 


4991 




Name 


OJ990421 03. 


9819. 


C25.ol, 


.tc 




Method 


TBLASTX: Cress 




Start 


2693 










End 


4871 




GI 


• none 










Score 


77 




Exons 


2693. .2875, 


2733. 


.2876, 


2892. 


.3086, 2900. .3094, 3167. .3472, 






3258. .3473, 


3518. 


.3559, 


3569. 


.3694, 3585. .3686, 3701. .3868, 






3839. .3934, 


4635. 


.4871 












Seq. No. 


6880 










Seq. ID 


OJ990421_03.9819.C25 




Gene No. 


14396 










Strand 






Start 


2747 










End 


4991 




Name 


OJ990421 03. 


9819. 


C25.o2. 


.np 




Method 


AAT/NAP 




Start 


2747 










End 


4991 




Gl' 


4102839' 










Score 


1122 



7086 




Exons 


2747. .4057, 


4629. 


.4991 








GI Descrip. 


(AF016713) 


LeOPTl 


[Lycopersicon esculentum] 


Seq. No. 


6880 








Seq. ID 


OJ990421_03.9819.C25 


Gene No. 


14396 








Strand 




Start 


2747 








End 


4991 


Name 


./ _? U fi ^ J. Uj 


Qft 1 Q 


P9 R n? 


• LIU 


Method 


TBLASTX: Maize 


Start 


2751 








End 


3935 


GI 


none 








Score 


84 


Exons 


2751. .2888, 


2757. 


9fl ^7 




.3094, 2901. .3095, 3167. .3472, 




3258. .3473, 


3518. 


• JJ J 3; 




.3686, 3566. .3694, 3761. .3811, 




3806. .3868, 


3825. 


.3890, 


3854. 


.3934, 3879.. 3935 


Seq. No. 


6880 








Seq. ID 


OJ990421_03.9819.C25 


bene ino. 










Strand 




Start 


2747 








End 


4991 


Name 


OJ990421 03 


.9819. 


P9 S n1 
j * ul 


• LW 


Method 


TBLASTX: Wheat 


Start 


2756 








End 


3091 


GI 


none 








Score 


59 


Exons 


2756. .2890, 


2789. 


• ZO / D i 


9ft9^ 
ZOZj. 


.2888, 2900.. 3091, 2901.. 3083 


Seq. No. 


6880 








Seq/ ID 


OJ990421_03.9819.C25 


Gene No. 


14396 








Strand 




Q 4- -j v"4- 

OLail 


97 47 








End 


4991 


Name 


OJ990421 03 


.9819. 


LZ 3 . 0£ 


• t. s 


Method 


TBLASTX : Soybean 


Start 


2756 








End 


3931 


GI 


none 








Score 


116 


Exons 


2756. .2863, 


2897. 


. J U 17 fl , 


Z ^7 f* O . 


.3098, 3167.. 3310, 3317.. 3472, 




3518. .3547, 


3608. 


.3676, 


3716. 


.3895, 3887.. 3931 


Seq. No. 


6880 








Seq. ID 


OJ990421_03.9819.C25 


bene ino . 










Strand 




Start 


2747 








End 


4991 


Name . 


OJ990421 03 


.9819. 


T9 S 


. LIU 


Method 


TBLASTX: Maize 


Start 


4626 








End 


4871 


GI 


none 








Score 


45 


Exons 


4626. .4871, 


4684. 


.4728, 


4786. 


. 4869 




Seq. No. 


6880 








Seq. ID 


OJ990421_03. 9819.C25 


belle INO • 


14 jjD 








Strand 




Start 


2747 








End 


4991 


Name 


OJ990421 03 


.9819. 


P9 R n*} 
bZ J . Uj 




Method 


TBLASTX: Soybean 


Start 


4647 








End 


4871 


GI 


none 








Score 


42 


Exons 


4647. .4871, 


4684. 


.4728, 


4783. 


.4869 




Seq. No. 


6880 








Seq. ID 


OJ990421_03.9819.C25 


bene ino . 


1 A ^Qfi 
14 jjD 








Strand 




Start 


2747 








End 


4991 


Name 


OJ990421 03 


.9819. 


C25.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


4704 








End 


4871 


GI 


none 








Score 


92 


Exons 


4704. .4871, 


4740. 


.4871 








Seq. No. 


6881 








Seq. ID 


OJ990421_03. 9819.C26 


Gene No. 


14397 








Strand 


+ 


Start 


121 








End 


377 



7087 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990421_03 . 9819 . C26 . ol . np Method AAT/NAP 
121 End 377 

5080826 Score 79 

121. .377 

(AC007258) Putative Aldo/keto reductase [Arabidopsis thaliana] 



6881 

14398 

671 

OJ990421_03.9819.C26.ol.gs 

671 

none 

671. .1075 



Seq. ID OJ990421_03.9819.C26 

Strand ' + 

End 1075 

Method GENSCAN 

End 1075 

Score .96 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 



fj Seq. No. 

Gene No. 
)i Start 

Name 
rlJ Start 
;;3 GI 
I Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6881 

14399 

2450 

OJ990421_03.9819.C26.o2.gs 

2450 

none 



Seq. ID OJ990421_03.9819.C26 
Strand 

End 6025 

Method GENSCAN 

End 5780 

Score .46 



2450. .2666, 3074. .3303, 3768. .3959, 3997. .4397, 4491. .4608, 
4961. .5110, 5437. .5461, 5507. .5608, 5716. .5780 



6881 

14399 

2450 

OJ990421_03.9819.C26.o2.np 

2453 

5922620 



Seq. ID OJ990421_03.9819.C26 
Strand 

End 6025 
Method AAT/NAP 
End 6025 
Score 665 

2453. .2583, 3950. .4037, 4074. .4245, 4349.-4565, 5437. .5461, 
5963. .6025 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 |ctt)j | BAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



6882 
14400 
674 

OJ990421_03.9819.C30.ol.gp 
674 

uC-osflcypl09e03al 
674. .769 

'4521194/dbj | AB013613 . 1 | AB013613 2.0e-40 Oryza sativa DNA, 
centromere sequence RCB11 1 



Seq. ID OJ990421_03.9819.C30 

Strand + 

End 7 69 

Method AAT/GAP 

End 7 69 

Score 120 



Seq. ID OJ990421_03.9819.C31 

Strand + 

End 2124 

Method AAT/GAP 

End 2124 

Score 446 



6883 
14401 
1830 

OJ990421_03.9819.C31.ol.gp 
1830 

LIB3432-016-P1-K1-B4 
1830.. 2124 

• 671740/emb|CAA59218 | 3. 0e-26 (X84730) ribulose-bisphosphate 
.carboxylase [synthetic construct] 1 



7088 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6884 Seq. ID OJ990421_03 . 9819 . C32 

14402 Strand + 

1439 End 4785 

OJ990421_03.9819.C32.ol.np Method AAT/NAP 

1394 End 4785 

4406778 Score 3280 

1394. .4785 

(AC006532) putative receptor protein kinase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6884 

14402 

1439 

OJ990421_03. 9819.C32.o2.gs 

1439 

none 

1439. .4771 



Seq. ID OJ990421_03.9819.C32 

Strand + 

End 47 85 

Method GENSCAN 

End 4771 

Score 1 



Seq. No. 6884 

Gene No. 14403 

Start 69 

Name OJ990421_03 . 9819 .C32 . ol . gs 

Start 69 

GI none 

Exons 69.. 312, 485.. 500 



Seq. ID OJ990421_03.9819.C32 
Strand 

End 500 

Method GENSCAN 

End 500 

Score .54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6884 
14404 
5135 
OJ9904 
1791 
none 
1791. . 
2005. . 
2109. . 
2207. . 
2225. . 
2501. . 
2533. . 
2579. . 
2728. . 
2867. . 
3218. . 
3229. . 



21 03.9819.C32.o3.tm 



1835, 
2202, 
2201, 
2335, 
2332, 
2701, 
2835, 
2998, 
2967, 
3028, 
3481, 
3480, 



1845. 
2017. 
2109. 
2210. 
2323. 
2510. 
2533. 
2606. 
2735. 
2895. 
3218. 
3232. 



1934, 
2190, 
2195, 
2326, 
2472, 
2842, 
2775, 
2842, 
2989, 
2933, 
3412, 
3480, 



1850. 
2029. 
2112. 
2213. 
2363. 
2510. 
2534. 
2663. 
2807. 
3176. 
3218. 
3241. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.1969, 
.2193, 
.2186, 
.2344, 
.2491, 
.2773, 
.2743, 
.2917, 
.3004, 
.3355, 
.3427, 
.3480, 



D OJ990421 03.9819.C32 



1994 
2074 
2144 
2213 
2438 
2519 



8415 
TBLASTX; 
3484 
44 

.2185, 
.2196, 
.2203, 
.2350, 
.2497, 
.2989, 



2545. .2835, 
2677. .2967, 
2813. .2998, 
3179. .3484, 



3227. 
3298. 



,3481, 
,3480 



Maize 



2003 
2108 
2147 
2216 
2501 
2525 
2578 
2678 
2822 
3215 
3227 



.2092, 
.2209, 
.2227, 
.2392, 
.2773, 
.2719, 
.2964, 
.3001, 
.2914, 
.3337, 
.3481, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6884 

14404 

5135 

OJ990421_03. 
1838 
none 
1838. 
1991. 
2054. 
2216. 
2309. 
2345. 



9819.C32.o2.tc 



.1936, 
.2092, 
.2197, 
.2344, 
.2482, 
.2482, 



1853, 
1994. 
2101, 
2225. 
2309. 
2345. 



.1969, 1865 

,2218, 1994 

.2220, 2147 

.2341, 2225 

.2491, 2309 

.2491, 2504 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 03.9819.C32 



8415 

TBLASTX: Cress 
4534 
58 

.1978, 1970.. 2092, 1990.. 2184, 

.2092, 1996.. 2043, 2003.. 2092, 

.2200, 2213. .2332, 2213. .2344, 

.2335, 2231.. 2335, 2309.. 2491, 

.2491, 2315. .2491, 2327. .2473, 

.2929, 2507.. 3001, 2507.. 3001, 



7089 








2510. 


.2986, 


2510: 


.2863, 


2510. 


.3004, 2513. .3001, 


2519. 


.2842, 






2519. 


. 3004, 


2533. 


.2727, 


2611. 


.2835, 2612. .2986, 


2684 . 


.2992, 






2732. 


.3004, 


2737. 


.2967, 


2807. 


.2989, 2833. .2958, 


2870. 


.3001, 






2924. 


.2992, 


3176. 


.3484, 


3179. 


.3484, 3179. .3481, 


3179. 


.3334, 






3182. 


.3481, 


3203. 


.3529, 


3215. 


.3409, 3218. .3358, 


3221. 


.3289, 






3221. 


.3493, 


3226. 


.3354, 


3227. 


.3481, 3227. .3484, 


3241. 


.3411, 






3359. 


.3481, 


3413. 


.3544, 


4409. 


.4534 








Seq. No. 


6884 










Seq. ID OJ990421 


03.9819.C32 




Gene No. 


14404 










Strand 








Start 


5135 










End 8415 








Name 


OJ990421 03 


.9819. 


C32.o2 


.tw 


Method TBLASTX: 


Wheat 






Start 


1919 










End 3484 








GI 


none 










Score 103 








Exons 


1919. 


.2182, 


2030. 


.2092, 


2195. 


.2395, 2216. .2326, 


2252. 


.2335, 






2326. 


.2460, 


2510. 


.2626, 


2545. 


.2697, 2546. .2698, 


2636. 


.2842, 






2689. 


.2835, 


2762. 


.2914, 


2792. 


.2986, 2830. .2967, 


2924. 


.3001, 






3043. 


.3336, 


3113. 


.3400, 


3179. 


.3334, 3182. .3334, 


3290. 


.3484, 






3344. 


.3481 
















Seq. No. 


6884 










Seq. ID OJ990421 


03. 9819.C32 




Gene No. 


14404 










Strand 








Start 


5135 










End ' 8415 








Name 


OJ990421 03 


.9819. 


C32.o2 


.ts 


Method TBLASTX: 


Soybean 




Start 


1970 










End 3481 






5 


GI 


none 










Score 83 






:5 : s 


Exons 


1970. 


.2092, 


1982. 


.2092, 


1993. 


.2043, 2003. .2092, 


2014. 


.2196, 






2101. 


.2220, 


2144. 


.2197, 


2147. 


.2200, 2162. .2197, 


2201. 


.2335, 






2210. 


.2338, 


2213. 


.2338, 


2213. 


.2344, 2225. .2389, 


2225. 


.2335, 


III 




2309. 


.2497, 


2312. 


.2503, 


2315. 


.2491, 2327. .2473, 


2345. 


.2515, 






2507. 


.2842, 


2507. 


.3001, 


2510. 


.2986, 2510. .3004, 


2513. 


.3001, 


ru 




2539. 


.2727, 


2582. 


.3004, 


2812. 


.2946, 2833. .2964, 


2861. 


.3001, 






3179. 


.3481, 


3179. 


.3334, 


3181. 


.3411, 3182. .3481, 


3182. 


.3478, 






3218. 


.3481, 


3218. 


.3481, 


3227. 


.3481, 3281. .3481 








Seq. No. 


6884 










Seq. ID OJ990421 


_03. 9819.C32 




ucnc ink./ ■ 


14404 










Strand 








Start 


5135 










End 8415 








Name 


OJ990421 03 


.9819. 


C32.ol 


.ts 


Method TBLASTX : Soybean 


* 


Start 


3839 










End 4747 








GI 


none 










Score 443 








Exons 


3839. 


.4168, 


3844. 


.4167, 


4181. 


.4570, 4219. .4569, 


4643. 


.4747 




Seq. No. 


6884 










Seq. ID OJ990421 


03. 9819.C32 




Gpnp No 


14404 










Strand 








Start 


5135 










End 8415 








Name 


OJ990421 03 


.9819. 


C32.o3 


. tw 


Method TBLASTX: 


Wheat 






Start 


3866 










End 4113. 








GI 


none 










Score 213 








Exons 


3866. 


.4096, 


3886. 


.4113 












Seq. No. 


6884 










Seq. ID OJ990421 


03.9819.C32 




Gene No. 


14404 










Strand 








Start 


5135 










End 8415 








Name 


OJ990421 03 


.9819. 


C32.ol 


.tc 


Method TBLASTX: 


Cress 






Start 


3874 










End 4359 








GI 


none 










Score 382 







7090 




Exons 


3874. .4167, 


3896. 


.4168, 


4181. 


.4357, 4213. .4359 


Seq. No. 


6884 








Seq. ID 


OJ990421_03. 9819.C32 


Gene No. 


14404 








Strand 




O Lai L 


Jijj 








End 


8415 


Name 


OJ990421 03 


.9819. 


C32.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4018 








End 


4747 


GI 


none 








Score 


200 


Exons 


4018. .4167, 


4019. 


.4168, 


4199. 


.4552, 4216. .4551, 4544. .4570, 




4643. .4747 












Seq. No. 


6884 








Seq. ID 


OJ990421_03.9819.C32 


bene ino . 


X 4 4 U f± 








Strand 




Start 


5135 








End 


8415 


Name 


OJ990421 03 


.9819. 


C32.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4199 








End 


4522 


GI 


none 








Score 


183 


Exons 


4199. .4393, 


4213. 


.4359, 


4402. 


.4491, 4403. .4522 


Seq. No. 


6884 








Seq. ID 


OJ990421_03.9819.C32 


Gene No. 


14404 








Strand 














End 


. 8415 


Name 


OJ990421 03 


.9819. 


C32.o3 


.gs 


Method 


GENSCAN 


Start 


5135 








End 


8415 


GI 


none 








Score 


.77 


Exons 


5135. .5380, 


5570. 


.5749, 


5867. 


.6113, 7113. .7339, 7404. .7521, 




" 8372. .8415 












Seq. No. 


6884 








Seq. ID 


OJ990421_03.9819.C32 


Gene No. 


14404 








Strand 




Start 


5135 








End 


8415 


Name 


\ju y\j *a £. x w ~j 


.9819. 


C32.o2 


.np 


Method 


AAT/NAP 


Start 


5162 








End 


7438 


GI 


6478216 








Score 


769 


Exons 


5162. .5380, 


5570. 


.5749, 


5867. 


.6113, 7113. .7438 


GI Descrip. 


(AF108438) 


putative NADPH-dependent oxidoreductase [Papaver 




somniferum] 












Seq. No. 


6884 








Seq. ID 


OJ'990421_03. 9819.C32 


Gene No. 


14404 








Strand 




o tart. 


jl jj 








End 


8415 


Name 


OJ990421 03 


.9819. 


C32.o4 


.tm 


Method 


-TBLASTX: Maize 


Start 


5162 








End 


6112 


GI 


none 








Score 


107 


Exons 


5162, .5218, 


5225. 


.5383, 


5261. 


.5383, 5556.. 5750, 5567.. 5788, 




5584. .5751, 


5854. 


.5988, 


5862. 


.6035, 5864.. 6037, 6041.. 6112 


Seq. No. 


6884 








Seq. ID 


OJ990421_03.9819.C32 


Gene No. 


14404 








Strand 




Start 


5135 








End 


8415 


Name 


OJ990421 03 


.9819. 


C32.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


5234 








End 


7390 


GI 


none 








Score 


55 


Exons 


5234. .5383, 


5567. 


.5653, 


5571. 


.5654, S663..5752, 5664.. 5726, 




5859. .6020, 


5864. 


.6034, 


6065. 


.6115, 7100.. 7330, 7131.. 7331, 



7361. .7390 



7091 





Seq. No. 


6884 




Seq. ID 


OJ990421_03. 


9819. C32 




Gene No. 


14404 




Strand 








OlalL 






End 


8415 






Name 


OJ990421 03.9819.C32.o3 


? tc 


Method 


TBLASTX: Cress 




Start 


5606 




End 


7390 






GI 


none 




Score 


79 






Exons 


5606. .5788, 5607. .5750, 


5862 


..5981, 5864. .5980, 6077. .6115, 






7110. .7340, 7118. .7336, 


7337 


. .7390 








Seq. No. 


6884 




Seq. ID 


OJ990421_03. 


9819. C32 




Gene No. 


14404 




Strand 








Start 


5135 




End 


8415 






Name 




. gp 


Method 


AAT/GAP 






Start 


6072 




End 


7507 






GI 


uC-osflcyp023b05bl 




Score 


799 






Exons 


6072. .6113, 7113. .7507 












GI Descrip. 


, 2792155/emb|CAA11226| 


l.Oe- 


28 (AJ223291) chalcone 


reductase 






[Sesbania rostrata] 1 












Seq. No. 


.6884 




Seq. ID 


OJ990421_03. 


9819.C32 




bene no . 


± *i 4 U ft 




Strand 








Start 


5135 




End 


8415 






Name 


OJ990421 03.9819.C32.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


7154 




End 


7423 






GI 


none 




Score 


88 






Exons 


7154. .7423, 7157. .7246, 


7158 


..7334, 7365. .7421 




ry 
□ 


Seq. No. 


6885 




Seq. ID 


OJ990421_03. 


9819. C33 


: S 


Gene No . 


i a A n c; 




Strand 








Start 


950 




End 


1326 




;. " : 


Name 


OJ990421 03.9819.C33.ol 


.gs 


Method 


GENSCAN 




i ipS 


Start 


950 




End 


1326 






GI 


none 




Score 


.58 




ri 


Exons 


950. .1102, 1258. .1326 










L, jj 


Seq. No.* 


6886 




Seq. ID 


OJ990421_03. 


9819. C34 


! = 


Gene No. 


14406 




Strand 








Q4- -j 


170 




End 


8769 




=3 


Name 


- OJ990421 03.9819X34.01 


. gs 


Method 


-GENSCAN 






Start 


170 




End 


8769 






GI 


none 




Score 


.68 






Exons 


170. .350, 2350. .2489, 3022.. 


3177, 3291 


..3428, 3661. 


.3835, 






4166.. 4345, 6906.. 7155, 


8360 


. .8769 








Seq. No. 


6886 




Seq. ID 


OJ990421_03. 


9819. C34 




Gene No. 


14406 




Strand 








Start 


170 




End 


8769 






Name 


OJ990421 03.9819.C34.ol 


.np 


Method 


AAT/NAP 






Start 


3665 




End 


8682 






GI 


6478216 




Score 


799 






Exons 


3665. .3883, 4166. .4345, 


6906 


..7155, 8360. .8682 






GI Descrip. 


(AF108438) putative NADPH-dependent oxidoreductase 


[Papaver 






somniferum] 












Seq. No. 


6886 




Seq. ID 


OJ990421_03. 


9819. C34 




Gene No. 


■ 14406 




Strand 








Start 


170 




End 


8769 





7092 






Name 






. tm 


• ' Method 


TBLASTX : 


L v ia 1 ze 




Start 


3665 






End 


7151 






GI 


none 






Score 


114 






Exons 


3665.. 3721, 3740. 


.3886, 


3743 


..3883, 3784. .3885, 


3798. .3899, 






4146. .4346, 4163. 


.4348, 


4193 


..4348, 6897. .7070, 


6904. .7062, 






7098. .7151, 7102. 


.7146 












Seq. No. 


6886 






Seq. ID 


OJ990421 


_03.9819.C34 




Gene No. 


14406 






Strand 








Start 


170 






End 


8769 






Name 


OJ990421 03.9819. 


C34.ol 


. gp 


Method 


AAT/GAP 






Start 


3674 






End 


7032 






GI 


2801031 






Score 


867 






Exons 


3674. .3883, 4166. 


.4345, 


6906 


. .7032 








GI Descrip. 


2792155/emb|CAA11226| 1 


.0e-2 


8 (AJ223291) chalcone reductase 






[Sesbania rostrata] 












Seq. No. 


boob 






Seq. ID 


OJ990421 


__03. 9819.C34 




Gene No. 


T A A f\ a 

±44Ub 






Strand 








otart 


1 / U 






End 


8769 






Name 


OJ990421 03.9819. 


C34.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


3737 






End 


8592 






GI 


none 






Score 


92 






Exons 


■5TO'7 OQQO A O ^ Q 


.4348, 


6897 


..6998, 6897. .7058, 


6898. .7059, 






taqq n 1 n o QOQQ 

/uyo../i/z, Boyo . 


.8592 










"P 
s: s 


Seq. No. 


Doo b 






Seq. ID 


OJ990421 


_03.9819.C34 


LI 

3 Ci 


Gene No. 


1 A A c\ a 
±44Ub 






Strand 








Start 


170 






End 


8769 




• s 


Name 


OJ990421_03.9819. 


C34.ol 


.tc 


Method 


TBLASTX: 


Cress 




Start 








End 


8587 






GI 


none 






Score 


87 






Exons 


•1411/ DOOO . 


.7022, 


6904 


..7020, 7119. .7157, 


8386. .8586, 


3 




0 OU4 . . 0 Oo / 












. i 


Seq. No. 


6886 






Seq. ID 


OJ990421 


_03.9819.C34 


ass 


Gene No. 


14406 






Strand 






3 


Of — 4- 


170 






End 


8769 






Name 


OJ990421 03.9819. 


C34.o2 


.gp 


Method 


AAT/GAP 




f 


Start 


7037 






End 


8725 






GI 


64574 1.R1084 






Score 


861 






Exons 


7037.. 7155, 8360. 


.8725 












GI Descrip. 


'2792295 8.0e-24 


(AF039182) 


unknown [Fragaria x 


ananassa] ? 




Seq. No^ 


6886 






Seq. ID 


OJ990421 


_03.9819.C34 




Gene No . 


14406 






Strand 








Start 


170 






End 


8769 






Name 


OJ990421 03.9819. 


C34.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


8401 






End 


8670 






GI 


none 






Score 


120 






Exons 


8401. .8574, 8410. 


.8574, 


8584 


. .8670, 8585. .8665 






Seq. No. 


6887 






Seq. ID 


OJ990421 


_03.9819.C35 




Gene No. 


14407 






Strand 


+ 






Start 


250 






End - 


339 






Name 


OJ990421 03.9819. 


C35.o3 


.gp 


Method 


AAT/GAP 






Start 


250 




End 


339 





7093 





GI 


5038798 


Score 


128 










Exons 


250. .339 














Seq. No. 


6887 


Seq. ID 


OJ990421 


_03 


9819 


.C35 




Gene No. 


14408 


Strand 












Start 


246 


End 


346 










Name 




Method 


AAT/GAP 










Start 


246 


End 


346 










GI 


uC-osroM202032f02al 


Score 


140 










Exons 


246. .346 














GI Descrip. 


, 2792155/emb|CAA11226| l.Oe 


-28 (AJ223291) chalcone 


reductase 






[Sesbania rostrata] 1 














Seq. No. 


6888 


Seq. ID 


OJ990531 


_45 


9922 


.C2 




Powa NT 

bene ino . 


1 A A n Q 


Strand 


+ 










Start 


2559 


End 


3687 


*- 








Name 


OJ990531 45.9922.C2.ol.gs 


Method 


GENSCAN 










Start 


2559 


End 


3687 










GI 


none 


Score 


.97 










Exons 


2559.. 2817, 3473.. 3687 














Seq. No. 


6888 


Seq. ID 


OJ990531 


_45 


9922 


. Li 




bene ino . 


L ft 4 J_ U 


Strand 


+ 








.3 E=. 

l : — : 


Start 


20631 


End 


21091 








' l 3 


Name 


OJ990531 45.9922.C2.o2.gp 


Method ' 


AAT/GAP 










Start 


20631 


' End 


21091 








:s ; s 


GI 


none 


Score 


880 








1 y 


Exons 


20631. .21091 












i.li 


Seq. No. 


6888 


Seq. ID 


OJ990531 


_4 5 


9922 


. bZ 




Gene No. 


14411 


Strand 


+ 








I u 


Start 


21272 


End 


29730 










Name 


OTQQflR^I A R QQ99 CO o4 net 
Uu y^U 0 jl *i D • .3 Z • bi • Oft • y s 


Method 


GENSCAN 










Start 


21272 


End 


29730 








j""*g 
?« 


GI 


none 


Score 


.72 








■ j 


Exons 


21272. .21784, 21879 22094 , 


23275. .23514, 24323 


. .24526, 








24 616. ,24 685, . 25211. .25388, 


26107. .26185, 26223 


. .26410, 








28885. .28997, 29030. .29365, 


29579. .29730 








ii 


Seq. No. 


6888 


Seq. ID 


OJ990531 


_45. 


9922 


.C2 




bene ino . 


J. fl f± X J. 


Strand 


+ 










Start 


21272 


End 


29730 










Name 


OJ990531 45.9922.C2.o3.gp 


Method 


AAT/GAP 










Start 


22391 


End 


22563 










GI 


none 


Score 


205 










Exons 


22391. .22563 














Seq. No. 


6888 


Seq. ID 


OJ990531_ 


_4 5 


9922 


.C2 




bene no . 


1 fl fl 1 1 


Strand 


+ 










Start 


21272 


End 


29730 










Name 


OJ990531 45.9922.C2.o4.gp 


Method 


AAT/GAP 










Start 


22507 


End 


22697 










GI 


none 


Score 


297 










Exons 


22507. .22697 














Seq. No. 


6888 


Seq. ID 


OJ990531_ 


_45. 


9922 


.C2 




Gene No. 


14411 - 


Strand 


+ 









7094 



□ 



Start 


21272 




End 


29730 




Name 






Method 


AAT/NAP 




Start 


25262 




End 


25444 




GI 


6642645 




Score 


154 




Exons 


25262. .25444 










GI Descrip. 


(AC012395) putative 


RING zinc 


finger .protein [Arabidopsis 




thaliana] 










Seq. No. 


6888 




Seq. ID 


OJ990531_ 


45. 9922. C2 


COT! D KT /~\ 
OCT IlC IN (J • 


1 A A 1 0 




Strand 


+ 




Start 


34972 




End 


35199 




Name 


OJ990531 45. 9922. C2 


.05. gs 


Method 


GENSCAN 




Start 


34972 




End 


35199 




GI 


none 




Score 


.98 




Exons 


. 34972. .35199 










Seq. No. 


6888 




Seq. ID 


OJ990531_ 


45. 9922. C2 




14413 




Strand 






Start 


6836 




End, 


10965 




Name 


OJ990531' 45.9922.C2 


. o2.gs , 


Method 


GENSCAN 




Start 


6836 




End 


10965 




GI 


none 




Score 


.98 




Exons 


6836.. 7422, 7507.. 7583, 7890. 


.7979, 8761. .9550, 


10092. .10965 


Seq. No. 


6888 




Seq. ID 


OJ990531_ 


45. 9922. C2 


bene inq . 


14414 




Strand 






Start 


11199 




End 


11432 




Name 


OJ990531 45. 9922. C2 


.ol.gp 


Method 


AAT/GAP 




Start 


11199 




End 


11432 




GI 


3106595 




Score 


422 




Exons 


11199. .11432 










Seq. No. 


6888 




Seq. ID 


OJ990531_ 


45. 9922. C2 


Gene No. 


14415 




Strand 






Start 


11887 




End 


20412 ' 




Name 


OJ990531 45. 9922. C2 


.o3.gs 


Method 


GENSCAN 




Start 


11887 




End 


20412 




GI 


none 




Score 


.61 




Exons 


11887. .12482, 13289 


..13330, 13544. .13777, 14518. 


.14569, 



15264. .15326, 158 64 .. 16156, 16905 .. 17281, 18064 .. 18211, 
19507. .19812, 20400.. 20412 



Seq. No. 6888 Seq. ID 

Gene No. 14416 Strand 

Start 30366 End 

Name OJ990531_45 . 9922 . C2 . o3 . tm Method 

Start 15885 End 

GI none Score 
Exons 



OJ990531_45.9922.C2 
40176 

TBLASTX: Maize 

17175 

95 



15885. .16043, 15886 .. 1604 1, 16044 .. 16109, 16045 .. 16095, 
16097. .16180, 16102. .16146, 16239 .. 1634 6, 16259 .. 16327 , 
17107. .17175, 17108. .17170 



Seq. No. 6888 Seq. ID 

Gene No. 14416 Strand 

Start 30366 End 

Name OJ990531_45 . 9922 . C2 . o2 . tw Method 

Start 21251 End 



OJ990531_45.9922.C2 
40176 

TBLASTX: Wheat 
21439 



7095 



GI 


none 




"Score 


169 




Exons 


21251. .21379/ 21301. 


.21378, 


21305. .21439, 21392.. 21427 




Seq. No. 


6888 




Seq. ID 


OJ990531 45.9922 


.C2 


bene ino . 


1 A A T 




Strand 






Start 


30366 




End 


40176 




Name 


OJ990531 45. 9922. C2. 


o2. tm 




TBLASTX : Mai ze 




Start 


25229 




End 


25435 




GI 


none 




Score 


245 




Exons 


25229. .25435, 25255. 


.25434 








Seq. No. 


6888 




Seq. ID 


OJ990531_45.9922 


.C2 


bene ino . 


1 A A 1 £ 




Strand 






Start 


30366 




End 


40176 




Name 


OJ990531 45. 9922. C2. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


25249 




End 


25438 




GI 


none 




Score 


189 




Exons 


25249. .25287, 25256. 


.25438, 


25315.. 25434 




Seq. No. 


6888 




Seq. ID 


OJ990531_45.9922 


.C2 


bene lnu ■ 


1 A A 1 




Strand 






Start 


30366 




End 


40176 




Name 


OJ990531 45. 9922. C2. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


25256 




End 


25438 




GI 


none 




Score 


190 




Exons 


25256..2S438, 25319. 


.25393, 


25378. .25437 




Seq. No. 


6888 




Seq. ID 


OJ990531_45.9922 


-C2 


Gene No . 


1 A A 1 £ 
1 ft *± 1 D 




Strand 






Start 


30366 




End 


40176 




Name 


OJ990531 45. 9922. C2. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


29212 




End 


29613 




GI 


none 




Score 


62 




Exons 


29212. .29304, 29316. 


.29513, 


29512. .29613 




Seq. No. 


6888 




Seq. ID 


OJ990531_45.9922 


■ C2 


Gene No. 


14416 




Strand 






Start 


30366 




End 


40176 




Name 


OJ990531 45. 9922. C2. 


o5 . gp 


Method 


AAT/GAP 






30366 




End 


34456 




GI 


1588 1.R1084 




Score 


1034 




Exons 


30366. .30612, 31300. 


.31384, 


31469. .31566, 31641 .. 31751 , 






34417. .34456 










GI Descrip. 


? 3292814/emb|CAA19804.1| 7. 


Oe-42 (AL031018) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


6888 




Seq. ID 


OJ990531__45.9922 


.C2 


Gene No. 


14416 




Strand 






O Car t 


30366 




End 


40176 




Name 


OJ990531 45. 9922. C2. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


31306 




End 


31752 




GI 


none 




Score 


44 




Exons 


31306. .31386, 31316. 


.31387, 


31454. .31567, 31462 .. 31542, 






31463. .31567, 31618. 


.31749, 


31633. .31752, 31641. .31751 




Seq. No. 


6888 




Seq. ID 


OJ990531_45.9922 


-C2 


Gene No. 


14416. 




Strand 







7096 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



\ Seq. No. 

]f Gene No. 

!n start 

? U Name 

3 i Start 

7| GI 
Exons 



30366 

OJ990531_45.9922.C2, 

31307 

none 

31307. .31372, 31308, 
31319. .31387, 31453. 
31641. .31760, 31642. 
34656. .34736, 34659. 
36095. .36175, 36553. 
36590. .36649, 37416. 
37642. .37728 



ol . tm 



.31385, 
.31542, 
.31752, 
.34736, 
.36648, 
.37526, 



End 

Method 

End 

Score 



40176 

TBLASTX: Maize 

37728 

70 



6888 

14416 

30366 

OJ990531_45.9922.C2.ol.tc 
31315 
none 
31315 



31318. .31386, 31318 .. 31386, 

31457. .31567, 314 63 .. 31567 , 

34418. .34468, 34654 .. 34734, 

36094 . .36174, 36094 .. 36174 , 

36555.-36647, 3655 6 .. 3664 8 , 

37422. .37523, 37640 .. 37720, 



Seq. ID OJ990531_45.9922.C2 
Strand 

End 40176 

Method TBLASTX: Cress 

End 37737 

Score 51 



31386, 31318. .31368, 31454 .. 31567, 31462 .. 31542, 

31633. .31764, 3164 1 . .31760, 34656. . 34751, 34 657 .. 34734 , 

36094. .36168, 36095 .. 36175, 3654 9 .. 36656, 36550 .. 36648, 

37398.-37526, 37403 .. 37489, 374 19 .. 37574 , 37642 .. 37731, 

37646. .37720, 37702.. 37737 

6888 Seq. ID OJ990531_4 5 . 9922 . C2 

14416 * Strand 

30366 End 40176 

OJ990531_45.9922.C2.o3.np Method AAT/NAP 

31318 End 39793 

3292814 Score 788 

31318. .31384, 314 69 .. 31566, 31641 .. 31751, 34417 .. 34468, 

34657. .34733, 36115 .. 36212 , 36540 .. 36653, 37421 .. 37517, 

37645.-37736, 39581.. 39793 



GI Descrip. (AL031018) putative protein [Arabidopsis thaliana] 



Seq. No. 6888 
Gene No. 14416 
Start 30366 . 

Name OJ990531_45 . 9922 .C2 . o2 . ts 

Start - 34656 

GI none' 

Exons 34656.-34736, 34672.-34734, 

36095. -36196,. 36550 .. 36648, 
37398 . .37523, 37398 . . 37526, 
37643. .37720 



Seq. ID 
Strand 
End 

Method 

End 

Score 
34677. .34736, 
36574. .36657, 
37428. .37511, 



OJ990531 45. 9922. C2 



40176 

TBLASTX : Soybean 
377-31 
70 

36094. .36168, 
37397. .37489, 
37642. .37731, 



Seq. No. 6888 Seq. ID 

Gene No. 14416 Strand 

Start 30366 End 

Name OJ990531_45 . 9922 . C2 . 06 . gp Method 

Start 37470 - End 

GI 24884_1.R1084 Score 

Exons 37470. .37517, 37645.. 38114 

GI Descrip. 1 3292814/emb | CAA19804 . 1 | 7.0e-17 (AL031018 
[Arabidopsis thaliana] ' 



OJ990531 45. 9922. C2 



40176 
AAT/GAP 
38114 
959 



putative protein 



Seq. No. 



6888 



Seq. ID OJ990531_45.9922.C2 



7097 






bene wo. 


1 A A 1 












Start 


30366 


End 


40176 








Name 


OJ990531 45.9922.C2.o6.gs 


Method 


GENSCAN 








Start 


37480 


End 


37971 








GI 


none 


Score 


.77 








Exons 


37480. .37971 












Seq. No. 


6888 


Seq. ID 


OJ990531_45. 


9922 


.C2 




uene LNO . 


1 A A 1 f\ 
J. 4 ft J. D 


OLi CI 1 LKJL 










Start 


30366 


End 


40176 








Name 


OJ990531 45.9922.C2.o7.gs 


Method 


GENSCAN 








Start 


38801 


End 


40176 








GI 


none 


Score 


.97 








Exons 


38801. .39101, 39580. .40176 












Seq. No. 


6889 


Seq. ID 


OJ990531_45. 


9922 


.C5 




Gene No. 


14417 


Strand 


+ 








C+- -s y-f- 
O Ldl L 


± 


End 


2893 








Name 


OJ990531 45.9922.C5.ol,np 


Method 


AAT/NAP 








Start 


1 


End 


932 








GI 


4220483 


Score 


51 








Exons 


1..34, 675. .769, 879. .932 












GI Descrip. 


(AC006069) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


6889 


Seq. ID 


OJ990531_45. 


9922 


.C5 




Gene No . 


14417 


Strand 


+ 








Start 


1 


End 


2893 






ru 


Name 


OJ990531 45-9922. C5.ol.gs 


Method 


GENSCAN 






i = i 


Start 


115 


End ' 


2109 








GI 


none 


Score 


.72 








Exons 


115. .189, 256.-338, 650. .769, 879. .1057, 1959. .2109 




rii 


Seq. No. 


6889 


Seq. ID 


OJ990531_45. 


9922 


.C5 




Gene No. 


14417 


Strand 


+ 








O Lai L. 


1 


End 


2893 








Name 


OJ990531 45.9922.C5.o2.np 


Method 


AAT/NAP 






"S 


Start 


1468 


End 


2893 








GI 


5852084 


Score 


74 








Exons 


1468. .1503, 2804. .2893 












GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 










Seq. No. 


6889 


Seq. ID 


OJ990531_45. 


9922 


.C5 




bene jno. 


14418 


Strand 


+ 








Start 


4901 


End 


6174 








Name 


' OJ990531 45.9922.C5.o2.gs 


Method 


GENSCAN 








Start 


4901 


End 


6174 








GI 


none 


Score 


.77 








Exons 


4901.. 5115, 6075.. 6174 












Seq. No. 


6889 


Seq. ID 


OJ990531_45. 


9922 


.C5 




Gene No. 


14419 


Strand 


+ 








Start 


6691 


End 


9386 








Name 


OJ990531 45. 9922.C5.o3.gs 


Method 


GENSCAN 








Start 


6691 


End 


9386 








GI 


none 


Score 


.45 








Exons 


6691. .6742, 7097. .7113, 7617. .7696, 8174. .8279, 9327. .9386 



7098 



■i3 



Seq. No. 


.6889 


Seq. ID 


OJ990531_45.9922 


Gene No. 




Strand 


T 


Start 


15989 


End ' ' 


16166 


Name 


OJ990531 45.9922.C5.o2.gp 


Method 


AAT/GAP 


Start 


15989 


End 


16166 


GI 


none 


Score 


276 


Exons 


15989. .16166 






Seq. No. 


6889 


Seq. ID 


OJ990531_45.9922 


Gene No. 


.14421 


Strand 




Start 


8827 


End 


8907 


Name 


Uu^jUj Jl ft O . j . ■ o± . gp 


Method 


AAT/GAP 


Start 


8827 


End 


8907 


GI 


38012 1.R1084 


Score 


101 


Exons 


8827. .8907 






GI Descrip. 


, 4097947/gb|U72255|OSU72255 2 


.Oe-23 Oryza sativa 




beta-1, 3-glucanase precursor 


(Gns9) gene, complete cds' 


Seq. No. 


6889 


Seq. ID 


OJ990531_45.9922 


Gene No. 


14422 


Strand 




Start 


uyuu 


End 


39069 


Name 


OJ990531 45.9922.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


85 


End 


1057 


GI 


none 


Score 


77 


Exons 


85. .183, 270. .338, 650. .769, 


661. .750, 


790. .810, 876. .1 




878. .1057 






Seq. No. 


6889 


Seq. ID 


OJ990531_45.9922 


Gene No. 


14422 


Strand 




Start 


13900 


End 


39069 


Name 


OJ990531 45.9922.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


650 


End 


1052 


GI 


none 


Score 


123 


Exons 


650. .769, 661. .756, 876. .1052 


, 878. .10< 


15 



-4 

hi 
□ 
□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6889 

14422 

13900 

OJ990531_45.9922.C5.o4.gs 

13900 

none 

13900. .14798, 14 927 .. 15180, 
18375. .20045, 20474 .. 20525, 
24572. .26095, 26551 26603, 
29221. .30057, 30620 32330, 
35774. .36728, 37275.-3854 6, 



Seq. ID OJ990531_45.9922.C5 
Strand 

End 39069 

Method GENSCAN 

End 38951 

Score .53 
16181. .16369, 16847. .17828, 
22576. .22666, 23168 .. 2402 6, 
27903. .28091, 29082 .. 29139, 
32458. .32560, 34325 .. 34513, 
38820. .38951 



Seq. No. 6889 Seq. ID 

Gene No. 14422 Strand 

Start 13900 End 

Name OJ990531_4 5 . 9922 .C5.ol.ts Method 

Start 13901 •* End 

GI none Score 

Exons 13901. .14050, 13903.. 14049 



OJ990531_45.9922.C5 
39069 

TBLASTX : Soybean 

14050 

125 



Seq. No. 
Gene No. 



6889 
14422 



Seq. ID 
Strand 



OJ990531 45. 9922. C5 



7099 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13900 End 39069 

OJ990531_45 . 9922 . C5 . o3 . np Method AAT/NAP 

13903 End 15639 

2832675 Score 197 

13903. .14079, 14140 14253, 15584. .15639 

(AL021712) hypothetical protein [Arabidopsis thaliana] 



6889 Seq. ID 

14422 Strand 

13900 End 

OJ990531_45 . 9922 . C5 . o3 . gp Method 

27589 End 

427437 Score 
27589. .27899 



OJ990531_45.9922.C5 

39069 
AAT/GAP 
27899 
593 



Seq. No. 6889 Seq. ID 

Gene No. 14422 Strand 

Start 13900 . End 

Name OJ990531_45 . 9922 . C5 . o4 . gp Method 

Start 29413 End 

GI none - Score 

Exons 29413.. 29763 



OJ990531_45. 9922.C5 

39069 
AAT/GAP 
29763 
657 



"'4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



6889 Seq. ID OJ990531_45 . 9922 . C5 

14422 Strand 

13900- End 39069 

OJ990531_45 . 9922 . C5 . o7 . np Method AAT/NAP 

34291 End 39069 

2914695 Score 161 

34291. .34506, 35767 .. 35911, 36452 .. 36551, 39015.. 39069 

(AC003974) putative ubiquitin carboxyl terminal hydrolase 

[Arabidopsis thaliana] 



6890 

14423 

2612 

OJ990531_45.9922.C6.ol.gs 

2612 

none 



Seq. ID OJ990531_45.9922.C6 



Strand 
End 

Method 

End 

Score 



+ 

5666 
GENSCAN 
5666 
.87 



2612.. 2928, 3028.. 3230, 3475.-3539, 3805.. 3873, 3983.. 4464, 
4561. .4769, 5014. .5078, 5189. .5272, 5347. .5415, 5523. .5666 



6890 Seq. ID 

14424 Strand 

6771 End 

OJ990531_4 5 . 9922 . C6 . ol . np Method 

6730 End 

2914695 Score 



OJ990531_45.9922.C6 

18006 
AAT/NAP 
18006 
191 



6730. .6756, 9463.-9984, 17935. .18006 

(AC003974) putative ubiquitin carboxyl terminal hydrolase 
[Arabidopsis thaliana] 



6890 Seq. ID 

14424 Strand 

6771 - End 

OJ990531_45 . 9922 . C6 . o2 . gs Method 

6771 End 



OJ990531_45.9922.C6 

18006 

GENSCAN 

10614 



7100 






GI 


none 


Score 


.92 




Exons 


6771.. 7002, 8108.. 8777, 9276. 


.10614 






Seq. No. 


6890 


Seq. ID 


OJ990531_45. 9922.C6 




Gene No. 


14424 


Strand 


- 




Start 


6771 


End 


18006 




Name ■ 




Mpt hod 


AAT/NAP 




Start 


94 65 


End 


11547 




GI 


2914695 


Score 


185 




Exons 


9465.. 10028, 11502.. 11547 








GI Descrip. 


(AC003974) putative ubiquitin 


carboxyl 


terminal hydrolase 






[Arabidopsis thaliana] 








Seq. No. 


6890 


Seq. ID 


OJ990531_45. 9922. C6 




t^ene ino . 


1 A A 9 A 

X ft 4 £ *± 








Start 


6771 


End 


18006 




Name 


OJ990531 45.9922.C6.o3.gs 


Method 


GENSCAN 




Start 


12336 


End 


13502 




GI 


none 


Score 


.95 




Exons 


12336.. 13502 








Seq. No. 


.6890 


Seq. ID 


OJ990531_45. 9922.C6 




uene lno . 


\ A AO A 

X *i 4 Z f± 


Oil CH IkJ. 






Start 


6771 


End 


18006 




Name 


OJ990531 45.9922.C6.ol.tw 


Method 


TBLASTX: Wheat 


w 


Start 


12375 


End 


12708 




GI 


none 


Score 


119 


rif 


Exons 


12375. .12707, 12553.. 12708 






r,i 


Seq. No. 


6890 


Seq. ID 


OJ990531_45. 9922.C6 




Gene No. 


14424 


Strand 






oiai i 


6771 


End 


18006 


I s i £ 


Name 


OJ990531 45.9922.C6.o3.np 


Method 


AAT/NAP 




Start 


12378 


End 


15894 




GI 


6587835 


Score 


747 


! 3 (5? 
'% . S 


Exons 


12378. .13514, 15415 .. 15658, 15772. .15894 


i £ 
;c es 


GI Descrip. 


(AC006551) Similar to peptide 


transporter [Arabidopsis thaliana] 


: ^ 


Seq. No. 


6890 


Seq. ID 


OJ990531_45. 9922.C6 


: s ^st 
-as? 


Gene No. 


14424 


Strand 






Start 


6771 


End 


18006 




Name 


. OJ990531 45.9922.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


12393 


End 


13409 




GI 


none 


Score 


101 



Exons 12393. . 12518, 12519 .. 12716, 12568 .. 12729, 12783 .. 12 944 , 

12787. .12942, 12928 .. 13047, 12951 .. 13055, 13161 .. 13409, 
13171. .13401 



Seq. No. 6890 
Gene No. 14424 
Start 6771 

Name OJ990531_45 . 9922 . C6 . ol . tc 

Start 12402 
GI none 

Exons 12402. .12728, 12646 .. 12717, 

13128. .13214, 13188. .13427, 
15561. .15635 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 45. 9922. C6 



18006 

TBLASTX: Cress 
15635 
53 

12783. .13061, 12799. .13047, 
13204. .13401, 15510. .15578, 



7101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



6890 

14424 

6771 

OJ990531_4 5 . 9922 . C6 . ol . tm 

12402 

none 

12402. .12728, 12783 .. 13061 , 
13266. .13301, 13311.. 13409 

6890 

14424 

6771 

OJ990531_45.9922.C6.o2.tm 
13128 
none 
13128. 
15510. 
15777. 



13187, 
i5578, 
15851 



15451 
15561 



.15489, 
.15665, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531_45.9922.C6 
18006 

TBLASTX: Maize 

13409 

105 



12787. .13002, 13188 .. 13223, 



Seq. ID OJ990531_45.9922.C6 
Strand 

End 18006 

Method TBLASTX: Maize 

End 15853 

Score 50 
15454. .15498, 15505 15573, 
15562. .15666, 157 61 .. 15853, 



Seq. No. 6891 

Gene No. 14425 

Start 131 

Name OJ99053i_45 . 9922 . C7 . ol . gs 

Start 131 

GI none 
Exons 



Seq. ID OJ990531_45.9922.C7 
Strand 

End 11158 

Method GEN SCAN 

End 10237 

Score . 62 



131. .319, 1749. .2673, 3216. .4448, 4675.-4843, 6465.-6555, 
7508.. 8147, 8710.. 9903, 10051.. 10237 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6891 Seq. ID 

14425 Strand 

131 ' End 

OJ990531_45 . 9922 . C7 . ol . np Method 

6333 End 

2914695 Score 



OJ990531_45.9922.C7 

11158 
AAT/NAP 
11158 
187 



6333.. 6556, 7506.. 7632, 11073. .11158 

(AC003974) putative ubiquitin carboxyl terminal hydrolase 
[Arabidopsis thaliana] 



Seq. No. 


6891 






Seq. ID 


OJ990531 


Gene No. 


14425 






Strand 




Start 


131 






End 


11158 


Name 


OJ990531 45. 9922. C7 . 


.ol, 


■ gp 


Method 


AAT/GAP 


Start 


8398 






End 


8632 


GI 


3106595 






Score 


447 


Exons 


8398. .8632 










Seq. No. 


6892 






Seq. ID 


OJ990531 


Gene No. 


14426 






Strand 


+ 


Start 


173 






End 


365 


Name 


OJ990531 41. 9922. CI, 


.ol. 


.gs 


Method 


GENSCAN 


Start 


173 






End 


365 


GI 


none 






Score 


.82 


Exons 


173. .234, 314. .365 










Seq. No. 


6893 






Seq. ID 


OJ990531 


Gene No. 


14427 






Strand 


+ 



7102 



Start 


1764 


End 


4882 






Name 


OJ990531 41.9922.C2.ol.gs 


Method 


GENSCAN 






Start 


1764 


End 


4882 






GI 


none 


Score 


. 66 






Exons 


1764. .1769, 2347. .2400, 3147 


..3240, 4304. .4418, 


4594. .4 


882 


Seq. No. 


6893 


Seq. ID 


OJ990531_ 


41.9922 


.C2 


Gene No. 


14428 


Strand - 


+ 






Start 


6316 


End 


8466 






Name 




Method 


AAT/GAP 






Start 


6226. 


End 


8466 






GI 


210 1.R1084 


Score 


2525 






Exons 


6226.-6429, 6751.. 6980, 7573 


. .8466 








GI Descrip. 


'2952328 1.0e-173 (AF049889) 


1-aminocyclopropane 


-1-carboxylate 




oxidase [Oryza sativa] 1 










Seq. No. 


6893 


Seq. ID 


OJ990531_ 


41.9922 


.C2 


bene lno . 


1 A A Oft 
J. *i *i £. 0 


Strand 


+ 






Start 


6316 


End 


8466 






Name 


OJ990531 41.9922.C2.o2.gs 


Method 


GENSCAN 






Start 


6316 


End 


8194 






GI 


none 


Score 


.86 






Exons 


6316.. 6429, 6751.. 6980, 7573 


. .8194 








Seq. No. 


6893 


Seq. ID 


OJ990531_ 


41.9922 


.C2 


Gene No. 


14428 


Strand 


+ 






Start 


6316 


End 


8466 






Name 


OJ990531 41.9922.C2.o2.np 


Method 


AAT/NAP 






Start 


6316 


End 


8191 






GI 


2952328 


Score 


1606 






Exons 


6316.. 6429, 6751.. 6980, 7573 


. .8191 








GI Descrip. 


(AF049889) 1-aminocyclopropane-l-carboxylate oxidase [Oryza 




sativa] 










Seq. No. 


6893 


Seq. ID 


OJ990531_ 


41.9922 


.C2 




14429 


Strand 


+ 






Start 


' 17847 


End 


18506 






Name 


OJ990531 41.9922.C2.o4.gs 


Method 


GENSCAN 






Start 


17847 


End" 


18506 






GI 


none 


Score 


.58 






Exons 


17847. .17856, 18251 18290, 


18380. .18506 






Seq: No. ... 


6893 


Seq. ID 


OJ990531_ 


41. 9922 


.C2 


Gene No. 


14430 


Strand 


+ 






Start 


30487 


End 


38364 






Name 


OJ990531 41.9922.C2.o5.np 


Method , 


AAT/NAP 






Start 


30487 


End 


37290 






GI 


5731756 


Score 


2186 






ill AUllO 


30487. .30814, 31775 .. 32016, 


32108. .32251, 32316. 


.32477, 






32556. .32639, 32955 .. 33029, 


33110. .33466, 33547. 


.33666, 






33795. .33892, 33982 .. 34030, 


34120. .34272, 34403. 


.34546, 






34623. .34719, 34820 .. 35052, 


35276. .35430, 36132. 


.36201, 






36328. .36376, 36486 .. 36725, 


36860. .36949, 37041. 


.37290 




GI Descrip. 


(AL109819) putative protein 


[Arabidopsis thaliana] 




Seq. .No. 


6893 


Seq. ID 


OJ990531__ 


41.9922 


.C2 


Gene No. 


14430 


Strand 


+ 







7103 





Start . 


30487 




End 


38364 








Name 


OJ990531 41. 9922. C2. 


06. gs 


Method 


GENSCAN 








Start 


30487 




End 


38364 








GI 


none 




Score 


.74 








Exons 


^HAft7 ^0ft14 ^177^ 


^?m 

• j c. \J x o , 


32108. .32251, 32316. 


. 32477, 








32556.-32639, 32749. 


.32768, 


32831. .33028, 33055. 


.33466, 








33547. .33702, 33795. 


.33892, 


34170. .34272, 34620. 


.34719, 








34829. .34999, 36132. 


.362017 ' 


36426. .36450, 36486. 


.36720, 








36852. .36952, 37041. 


.37220, 


37810. .37904, 38044. 


.38116, 








38215. .38364 














Seq. No. 


6893 




Seq. ID 


OJ990531__ 


41.9922 


.C2 




bene ino . 


± *± ft o U 




Strand 


+ 








Start 


30487 




End 


38364 








Name 


OJ990531 41. 9922. C2. 


08 . gp 


Method 


AAT/GAP ' 








Start 


37801 




End 


38084 








GI 


2310496 




Score 


483 








Exons 


37801. .38084 














Seq. No. 


6893 




Seq. ID 


OJ990531_ 


41.9922 


.C2 




Gene No. 


14431 




Strand 


+ 








Start 


"41261 




End 


45472 








Name 


n.TQQDR^I 41 99?? P? 


06 . np 


Method 


AAT/NAP 






□ 


Start 


41261 




End 


45472 








GI 


6714290 




Score 


329 








Exons 


41261. .41283, 43380. 


.43514, 


44020. .44122, 44352. 


.44431, 








44545. .44874, 45089. 


.45187, 


45404. .45472 






,5 33. 


GI Descrip. 


(AC013354) F15H18.15 


[Arabidopsis thaliana] 








Seq. No. 


6893 




Seq. ID 


OJ990531_ 


41.9922 


.C2 




Gene No. 


14432 




Strand 


+ 






ru 


o tar z 






End 


56208 








Name 


OJ990531 41. 9922. C2 . 


olO . gs 


Method 


GENSCAN 






.s Si 


Start 


48095 




End 


56208 






'erf 


GI 


none 




Score 


.8 








Exons 


48095. .48635, 49530. 


.49684, 


49897. .50101, 50893. 


.50984, 








52653. .52763, 53634. 


.53988, 


54689. .54911, 56055. 


.56208 




1. 1 
□ 


Seq. No. 


6893 




Seq. ID 


OJ990531_ 


41.9922 


.C2 




Gene No. 


14433 




Strand 


+ 






'SKf 


Start 


57352 




End 


57762 








Name 


OJ990531 41. 9922. C2. 


olO.gp y 


" Method 


AAT/GAP 








Start 


57352 




End 


57762 








GI 


uC-osflcyp083f04al 




Score 


775 








Exons 


57352. .57762 














GI Descrip. 


, 5777612/emb|AJ24 5900.1 IOSA245900 2.0e 


-31 Oryza 


sativa 








chromosome 4 BAC q3037-207Fl complete 


genome * 








Seq. No. 


6893 




Seq. ID 


OJ990531_ 


41.9922 


.C2 




Gene No. 


14434 




Strand 


+ 








Start 


61915 




' End 


65051 








Name 


OJ990531 41. 9922. C2. 


ol2.gs 


Method 


GENSCAN 








Start 


61915 




End 


65051 








GI 


none 




Score 


.52 








Exons 


. 61915. .61943, 63056. 


.63199, 


64657. .64734, 64746. 


.64881, 





64968. .65051 



7104 



Seq. No. 6893 Seq. ID 

Gene No. 14435 Strand 

Start 66104 End 

Name ■ OJ990531_41 . 9922 . C2 . oil . gp Method 

Start 66104 End 

GI 2310359 Score 

Exons 66104. .66193 

GI Descrip. 5777 612/emb | AJ245900 . 1 | OSA245900 2.0e-31 Oryza sativa chromosome 
4 BAC q3037-207Fl complete genome 



OJ990531_41.9922.C2 
+ 

66193 
AAT/GAP 
66193 
93 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990531_41.9922.C2 



6893 

14436 Strand + 

71375 End 72035 

OJ990531_4 1 . 9922 . C2 . ol4 . gs Method GENS CAN 

71375 End 72035 

none Score . 56 

71375. .71421, 714 97 71730, 71807.. 72035 



6893 

14437 

78846 

OJ990531_4 1 . 9922 . C2 . 08 . np 

78645 

6907086 



Seq. ID OJ990531_41.9922.C2 

Strand + 

End 80457 

Method AAT/NAP 

End 80457 

Score 1323 



78645. .79413, 79473 .. 79708 , 79944 .. 79994 , 80045 80259, 
80321.. 80457 



GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6893 Seq. ID 

14437 Strand 

78846 End 
OJ990531_41.9922.C2.ol6.gs Method 

78846 End 

none Score 
78846. .79379 



6893 

14438 

1533 

OJ990*531_41. 
1533 
140506 
1533. .1575, 



OJ990531_41.9922.C2 
+ 

80457 
GENS CAN 
79379 
1 



OJ990531 41. 9922. C2 



9922.C2.ol.np 



Seq. ID _ 
Strand 

End 5169 
Method AAT/NAP 
End 5169 
Score 197 
2650. .2894, 5098. .5169 
PROBABLE INTRON MATURASE gi | 82531 | pir | UQ0201 hypothetical 65K 
protein (trnK intron) - rice chloroplast gi | 11959 | emb | CAA34 008 | 
(X15901) ORF542; ORF within trnK intron [Oryza sativa] 
gi I 226626 Iprf | 1 1603356B trnK intron ORF 542 [Oryza sativa] 

6893 Seq. ID OJ990531_41 . 9922 . C2 

14439 Strand 

11744 End 15964 

OJ990531_4 1 . 9922 . C2 . o3 . gs Method GENSCAN 

11744 End 15869 

none Score . 92 

11744. .11826, 12758. .12778, 14363.. 15869 



Seq. No. 



6893 



Seq. ID OJ990531_41.9922.C2 



7105 



Gene No. 14439 Strand 

Start 11744 End 15964 

Name OJ990531_4 1 . 9922 . C2 . o2 . gp Method AAT/GAP 

Start 12983 End 14659 

GI 90989_1.R1084 Score 1338 

Exons 12983. .13393, 14363.. 14659 

GI Descrip. ■ 4558591/gb | AAD22663 . 1 | AC006555_1 3.0e-28 (AC006555) putative 
beta-1, 3-glucanase [Arabidopsis thaliana] 
>gi_4 662638_gb_AAD2 6909. 1_AC007233_1 (AC007233) putative 
beta-1, 3-glucanase [Arabidopsis thaliana]' 



Seq. No. 


6893 


Seq. ID 


OJ990531_41.9922 


.C2 


Gene No . 


1 A A Q 


Strand 






Start 


11744 


End 


15964 




Name 


OJ990531 41.9922.C2.o3.np 


Method 


AAT/NAP 




Start 


14663 


End 


15869 




GI 


4097948 


Score 


1819 




Exons 


14663. .15721, 15797.. 15869 








GI Descrip. 


(U72255) beta-1, 3-glucanase 


precursor 


[Oryza sativa] 




Seq. No. 


6893 


Seq. ID 


OJ990531_41.9922 


.C2 


Gene No. 


14439 


Strand 






btart 


11744 


End 


15964 




Name 


OJ990531 41.9922.C2.o3.gp 


Method 


AAT/GAP 




Start 


14.737 


End 


15430 




GI 


65422 1.R1084 


Score 


1239 




Exons 


14737. .15430 








GI Descrip. 


■4097948 1.0e-102 (U72255) 


beta-1, 3-glucanase precursor 


[Oryza 




sativa] 1 








Seq. No. 


6893 


Seq. ID 


OJ990531_41.9922 


.C2 


Gene No. 


14439 


Strand 






Start 


11744 


End 


15964 




Name 


OJ990531 41.9922.C2.o4.gp 


Method 


AAT/GAP 




Start 


15420 


End 


15964 




GI 


27257 1.R1084 


Score 


729 




Exons 


15420. .15721, 15797.. 15964 








GI Descrip. 


•4097948 2.0e-29 (U72255) beta-1, 3-glucanase precursor 


[Oryza 




sativa] 1 








Seq. No. 


6893 


Seq. ID 


OJ990531_41.9922 


.C2 


Gene No. 


14440 


Strand 






Start 


20880 


End 


29533 




Name 


OJ990531 41.9922.C2.o5.gs 


Method 


GENS CAN 




Start 


20880 


End 


29533 




GI 


none 


Score 


.58 




Exons 


20880. .20936, 22222 .. 22333, 


22554. .22591, 22776 23014, 






23137. .24105, 24152 .. 24305, 


24384 . .24552, 26106 .. 26179, 






26193. .26296, 26709 .. 26871, 


26974. .27210, 28628 2874 6, 






29365. .29533 








Seq. No. 


6893 


Seq. ID 


OJ990531_41.9922 


,C2 


Gene No. 


14440 


Strand 






Start 


20880 


End 


29533 




Name 


OJ990531 41.9922.C2.o4.np 


Method 


AAT/NAP 




Start 


21398 


End 


24569 




GI 


2702270 


Score 


1185 





7106 




Exons 


21398. .21441, 22236 .. 22333, 


22622. .22695, 22776 .. 23015, 






23150. .24087, 24164". . 24305, 


24384. .24569 




GI Descrip. 


(AC003033) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


6893 


Seq. ID 


OJ990531_41.9922. 


C2 


Gene No. 


14440 


Strand 






Start 


20880 


End 


29533 




Name 


OJ990531 41.9922.C2.o6.gp 


Method 


AAT/GAP 




Start 


22659 


End 


23830 




GI 


11144 1.R1084 


Score 


1835 




Exons 


22659.-22695, 22776. . 23014, 


23137. .23830 




GI Descrip. 


•2702270 4.0e-91 (AC003033) 


unknown protein [Arabidopsis 




thaliana] ' 








Seq. No. 


- 6893 - * 


Seq. ID 


OJ990531_41.9922. 


C2 


Gpnp No 


14440 


Strand 






Start 


20880 


End 


29533 




Name 


OJ990531 41.9922.C2.o7.gp , 


Method 


AAT/GAP 




Start 


24602 


End 


26391 




GI 


2442798 


Score 


612 




Exons 


24602. .24671, 24820 .. 24 961, 


26106. .26179, 26297.. 26391 




Seq. No. 


6893 


Seq. ID 


OJ990531_41.9922. 


C2 


Gene No . 


14441 


Strand 






Start 


46414 


End 


46770 




Name 


OJ990531 41.9922.C2.o9.gs 


Method 


GENSCAN 




Start 


46414 


End 


46770 




GI 


none 


Score 


.99 




Exons 


46414. .46770 








Seq. No. 


6893 


Seq. ID 


OJ990531_41.9922. 


C2 


Gene No. 


14442 


Strand 






Start 


57148 


End 


60101 




Name 


OJ990531 41.9922.C2.oll.gs 


Method 


GENSCAN 




Start 


57148 


End 


60101 




GI 


none 


Score 


.82 




Exons 


57148. .57283, 57621 57888, 


58511. .58897, 59058 .. 59244 > 






59747. .59919, 60098.. 60101 








Seq. No. 


6893 


Seq. ID 


OJ990531_41.9922. 


C2 


Gene No. 


14442 


Strand 






Start 


57148 


End 


60101 




Name 


OJ990531 41.9922.C2.o7.np 


Method 


AAT/NAP 




Start 


57620 


End 


57891 




GI 


4406782 


Score 


221 




Exons 


57620.. 57891 








GI Descrip. 


(AC006532) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


6893 


Seq. ID- 


OJ990531_41.9922. 


C2 


Gene No . 


14443 


Strand 






Start 


'76670 


End 


77175 




Name 


OJ990531 41.9922. C2.o3.tw 


Method 


TBLASTX: Wheat 




Start 


2660 


End 


2843 




GI 


none 


Score 


182 




Exons 


2660.. 2794, 2670. .2795, 2768.-2842, 27£ 


1. .2843 




Seq. No. 


6893 


Seq. ID 


OJ990531_41. 9922. 


C2 



7107 






Gene No. 


14443 








Strand 






Start 


76670 








End 


77175 




Name 


OJ990531 41. 


9922 


.C2 .ol. 


tc 


Method 


TBLASTX: Cress 




Start 


6299 








End 


8185 




GI 


none 








Score 


40 




Exons 


6299.-6322, 


6334 


. .6441, 


6748 


.. 6855, 68! 


36. . 6981, 7556. . 8002 






7684. .8001, 


8063 


. .8185, 


8068 


. .8184 






Seq. No. 


6893 








Seq. .ID 


OJ990531_41.9922.C2 




Gene No. 


14443 








Strand 






Start 


76670 








End 


77175 




Name 


OJ990531 41. 


9922 


,C2.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


6318 








End 


7648 




GI 


none 








Score 


76 




Exons 


6318. .6386, 


6325 


. .6441, 


6325 


..6429, 6748. .6981, 6748. .6909 






6753. .6980, 


7555 


. .7647, 


7571 


. .7648 






Seq. No. 


6893 








Seq. ID 


OJ990531_41,9922.C2 




Gene No. 


14443 








Strand 






Start 


76670 








End 


77175 




Name 


OJ990531 41. 


9922 


. C2 .o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


6334 








End 


8208 




GI 


none 








Score 


140 


;" * 


Exons 


6334. .6441, 


6336 


. .6428, 


6340 


..6429, 6748. .6846, 6753..6845 






6883. .6981, 


6903 


. .6983, 


7570 


..7623, 7571. .8002, 7684. .8001 






8063. .8194, 


8071 


. .8208 








: is? 


Seq. No. 


6893 








Seq. ID 


OJ990531_41.9922.C2 




Gene No. 


14443 








Strand 






Start 


76670 








End 


77175 




Name 


OJ990531 41. 


9922 


.C2.o5. 


tm 


Method 


TBLASTX: Maize 


: ; J 


Start 


7649 








End 


8152 


:s ; ; 


GI 


none 








Score 


293 


15 


Exons 


7649. .7873, 


7675 


. .7863, 


7715 


..7873, 7858.-7998, 7859.-7999 


jS5| 




8078. .8152 














Seq. No. 


6893 








Seq. ID 


OJ990531_41.9922-C2 


j=£ 


Gene No . 


14443 








Strand 




: 5sl 


Start 


76670 








' . End 


77175 


□ 


Name 


OJ990531 41. 


9922 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7840 








End 


8196 




GI 


none 








Score 


270 




Exons 


7840. .8001, 


7841 


. .8002, 


8063 


..8176, 806.9. .8146, 8170. .8196 




Seq. No. 


6893 








Seq. ID 


OJ990531_41. 9922.C2 




Gene No. 


14443 








Strand 






Start 


76670 








End 


77175 




Name 


OJ990531 41. 


9922 


.C2.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


13083 








End 


14564 




GI 


none 








Score 


67 




Exons 


13083. .13124 


, 13083. .13124, 


13338. .13394, 1334 1 .. 13394 , 






14362. .14517 


, 14364. .14564, 


14365... 14517 




Seq. No. 


6893 








Seq. ID 


OJ990531_41.9922.C2 




Gene No. 


14443 








Strand 






Start 


76670 








End 


77175 




Name 


OJ990531 41. 


9922 


.C2.o4. 


tw 


. Method 


TBLASTX: Wheat ' 



7108 





Start 


14361 






End 


74758 








GI 


none 






Score 


94 








Exons 


14361. 


.14468, 14365. 


.14469, 


14433. .14525, 14434 


. . 14517, 








14526. 


.14600, 14554. 


.14595, 


74663. .74758 








Seq. No. 


6893 






Seq. ID 


OJ990531 


_41. 9922 


.C2 




VJ CI 1C LNV • 


14443 






Strand 










Start 


76670 






End 


77175 








Name 


OJ990531 41. 9922. C2 . 


06. ts 


Method 


TBLASTX: 


Soybean 






Start 


14362 






End 


14615 








GI 


none 






Score 


147 








Exons 


14362. 


.14613, 14364. 


.14615 












Seq. No. 


6893 






Seq. ID 


OJ990531 


_41.9922 


.C2 




Gene No. 


14443 






Strand 










Start 


76670 






End 


77175 








Name 


OJ990531 41. 9922. C2. 


o2.tc 


Method 


TBLASTX: Cress 






Start 


14364 






End 


15720 








GI 


none 






Score 


39 








Exons 


14364. 


.14606, 14745. 


.14885, 


14901. .15020, 15024 


. .15335, 








15025. 


.15096, 15127. 


.15333, 


15420. .15719, 15430 


. .15564, 








15667. 


.15720 














Seq. No. 


6893 






Seq. ID 


OJ990531 


_4 1.9922 


.C2 




Gene No. 


14443 - 






Strand 










Start 


76670 






End 


77175 








Name 


OJ990531 41. 9922. C2. 


ol . tm 


Method 


TBLASTX: 


Maize 




\\\ 


Start 


14568 






End 


15724 






ri 


GI 


none 






Score 


218 








Exons 


14568. 


.14612, 14739. 


.15020, 


14740. .14883, 14959 


. .15021, 








15024. 


.15245, 15025. 


.15246, 


15246. .15722, 15247 


. .15723, 




HI 




15668. 


.15724 












: 

!5 


Seq. , No. 


6893 






Seq. ID 


OJ990531 


_41.9922 


.C2 




Gene No. 


14443 






Strand 










Start 


76670 






End 


77175 








Name 


OJ990531 41. 9922. C2. 


ol . ts 


Method 


TBLASTX: 


Soybean 






Start 


14751 






End 


15725 








GI 


none 






Score 


110 . 








Exons 


14751. 


.14888, 14755. 


.14883, 


14889. .15020, 15027 


. . 15725, 








15040. 


.15723 













OJ990531 41. 9922. C2 



Seq. No. 6893 Seq. ID 

Gene No. 14443 Strand 

Start 76670 End 

Name OJ990531_41. 9922.C2.o2.tw Method 

Start 15321 End 

GI none Score 

Exons 15321. .15407, 15322 15402, 154 17 .. 15737 , 15424 .. 15624 , 
15658. .15747 



77175 

TBLASTX: Wheat 

15747 

41 



Seq. No. 6893 Seq. ID 

Gene No. • 144 4 3 Strand 

Start 76670 End 

Name OJ990531_41 . 9922 . C2 . o3 . ts Method 

Start 22845 End 

GI none Score 



OJ990531_41.9922.C2 
77175 

TBLASTX: Soybean 

23576 

257 



7109 






Exons 


22845. .23006, 23133. 


.23573, 


23138. .23572, 23373.. 23576 






Seq. No. 


6893 :i- 




Seq. ID 


OJ990531_41.9922 


.C2 




Gene No. 






Strand 








Start 


76670 




End 


77175 






Name 


OJ990531_41.9922.C2. 


o2.tm 


Method 


TBLASTX: Maize 






Start 


22899 




End 


24180 






GI 


none 




Score 


79< 






Exons 


22899. .23012, 22902. 


.23036, 


22903. .23013, 23137 .. 2334 0, 








23138. .23860, 23138. 


.24082, 


23142. .24092, 24151.. 24180 






Seq. No. 


6893 




Seq. ID 


OJ990531_41.9922 


.C2 




Gene No. 


14443 




Strand 








Start 


76670 




End 


77175 






Name 


' OJ990531 41. 9922. C2. 


08 .ts 


Method 


TBLASTX : Soybean 






Start 


23589 




End 


23783 






GI 


none 




Score 


163 






Exons 


23589. .23783, 23591. 


.23782 










Seq. No. 


6893 




Seq. ID 


OJ990531_41.9922 


.C2 




Gene No. 


14443 




Strand 








Start 


76670 




End 


77175 






Name 


OJ990531 41. 9922. C2 . 


o9. tm 


Method 


TBLASTX: Maize 






Start 


24181 




End 


24500 




.J 


GI 


none 




Score 


154 




S ST 


Exons 


24181. .24321, 24181. 


.24291, 


24183. .24305, 24379 24459, 








24384. .24500, 24384. 


.24500 








Li 


Seq. No. 


6893 




Seq. ID 


OJ990531_41. 9922 


-C2 




Gene No. 


14443- 




Strand 






xl 


Start 


76670 




End 


77175 






Name 


OJ990531 41. 9922. C2. 


olO. tm 


Method 


TBLASTX: Maize 




"U 


Start 


24531 




End 


24965 






GI 


. none 




Score 


97 




i 


Exons 


24531. .24674, 24532. 


.24672, 


24808. .24963, 24824 .. 24 964 , 




: s? 




24828.-24965 










: y 
:& 


Seq. No. 


6893 




Seq. ID 


OJ990531_41.9922 


.C2 


S* 
E 


Gene No. 


14443 




Strand 






is* 


Start 


76670 




End 


77175 




IS? 


Name 


OJ990531 41. 9922. C2. 


oll.ts 


Method 


TBLASTX : Soybean 




is? 


Start 


32201 




End 


32524 






GI 


none 




Score 


76 






Exons 


32201. .32251, 32201. 


.32251, 


32203. .32253, 32311 32337 , 








32349. .32480, 32351. 


.32524, 


32352. .32480 






Seq. No. 


6893 




Seq. ID 


OJ990531_41. 9922 


,C2 




Gene No. 


14443 




Strand 








Start 


76670 




End 


77175 






Name 


OJ990531 41. 9922. C2. 


o4 . ts 


Method 


TBLASTX : Soybean 






Start 


32963 




End 


33432 






GI - 


none 




Score 


66 






Exons 


32963. .33028, 32970. 


.33047, 


33151. .33234, 33152 .. 33427 , 








33152. .33418, 33307. 


.33432 










Seq. No. 


6893 




Seq. ID 


OJ990531_41. 9922 


.C2 




Gene No. 


14443 




Strand 







7110 






Start 


76670 








• End 


77175 






Name 


OJ990531 41. 9922. C2. 


oil. tm 


Method 


TBLASTX:! 


Maize 




Start 


32976 








End 


33274 






GI 


none 








Score 


69 






Exons 


32976. 


.33047, 


32978. 


.33028, 


33075. .33215, 33106 


. .33246, 






33107. 


.33274, 


33110. 


.33274 










Seq. No. 


6893 








Seq. ID 


OJ990531 


_41.9922 




Gene No. 


14443 








Strand 








Start 


76670 








End 


77175 






Name 


OJ990531 41. 9922. C2. 


o4 . tm 


Method 


TBLASTX:! 


Maize 




Start 


33392 








End 


37294 






GI 


none 








Score 


83 






Exons 


33392. 


.33463, 


33394 . 


.33450, 


33540. .33701, 33541 


. .33708, 






33665. 


.33703, 


33787. 


.33882, 


33788..33889, 33791 


. .33883, 






33795. 


.33890, 


33976. 


.34038, 


33976. .34044, 33983 


. .34045, 






34108. 


.34263, 


34120. 


.34272, 


34122. .34271, 34400 


. .34546, 






34400. 


.34546, 


34402. 


.34581, 


34619. .34708, 34620 


. .34718, 






34621. 


.34722, 


34824. 


.34862, 


34828. .34860, 34849 


. .35004, 






34860. 


.34994, 


34879. 


.34995, 


35215. .35262, 35215 


. .35262, 






35216. 


.35263, 


35335. 


.35430, 


35338. .35430, ' 35340 


. .35441, 






36130. 


.36204, 


36131. 


.36202, 


36324. .36374, 36341 


. .36376, 






36350.. 


.36376, 


36483. 


.36611, 


36483. .36578, '36485 


. .36610, 






36549. 


.36641, 


36578. 


.36721, 


36585. .36722, 36586 


. .36726, 


Us* 




36849. 


.36929, 


36851. 


.36919, 


36851. .36973, 37033 


. .37170, 


i. 1 
5 cr 




37034. 


.37177, 


37040. 


.37222, 


37041. .37226, 37200 


. .37292, 


Us 




37259. 


.37294 














Seq. No. 


6893 








Seq. ID 


OJ990531 


_41.9922 




Gene No 


14443 








Strand 






i.j 


Start 


76670 








End 


77175 




'aw 


Name 


OJ990531 41. 9922. C2. 


olO.ts 


Method 


TBLASTX : ■ 


Soybean 


I L? 


Start 


33540 








End 


33708 






GI 


none 








Score 


214 




rl 


Exons 


33540. 


.33701, 


33541. 


.33708 








S I 


Seq. No. 


6893' 








Seq. ID 


OJ990531 


_41.9922 




Gene No. 


14443 








Strand 








Start 


76670 








End 


77175 




Q 


Name 


OJ990531 41. 9922. C2. 


o9.ts 


Method 


TBLASTX:; 


Soybean 




Start 


34420 








End 


37226 




□ 


GI 


none 








Score 


169 






Exons 


34420. 


.34524, • 


34421. 


.34534, 


34840. .34998, 34876 


. .34995, 






34908. 


.35003, 


35343. 


.35441, 


35357. .35428, 36123 


. .36182, 






36125. 


.36208, 


36131. 


.36196, 


36179. .36202, 36483 


. .36614, 






36485. 


.36553, 


36495. 


.36722, 


36564. .36710, 36584 


. .36721, 






36848. 


.36940, 


36851. 


.36922, 


37020. .37226, 37040 


. .37222 




Seq. No. 


6893 








Seq. ID 


OJ990531 


_41. 9922 




Gene No . 


14443 








Strand 








Start 


76670 








End 


77175 






Name 


OJ990531 41. 9922. C2. 


o3 . tc 


Method 


TBLASTX : ( 


Dress 




Start 


37053 








End 


37226 






GI 


none 








Score 


192 






Exons 


37053. 


.37226, 


37055. 


.37216 










Seq. No. 


6893 








Seq. ID 


OJ990531_ 


J1.9922 



7111 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



14443 Strand 

76670 End 

OJ990531_41 . 9922 . C2 . o5 . ts Method 

50098 End 

none Score 



77175 

TBLASTX : Soybean 

50688 

140 



50098. .50235, 50401 .. 50631 , 504 13 50604 , 50424 .. 50606, 
50608. .50688, 50608.. 50670 



Seq. No. 6893 
Gene No. 14443 
Start 76670 

Name * OJ990531_41.9922.C2.o3.tm 
Start 50512 
GI none 
Exons 50512. 

50786. 

51078. 

51820. 



.50742, 50512. 

.50992, 50787. 

.51248, 51079. 

.51936, 51919. 



.50739, 
.51005, 
.51252, 
.52176, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 41. 9922. C2 



77175 

TBLASTX: Maize 
52184 
377 

50522. .50740, 50778 .. 50978 , 
50854. .50985, 5104 9 51252 , 
51095. .51265, 51817 51948, 
51920. .52177, 51945. .52184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6893 Seq. ID 

14443 Strand 
76670 End 
OJ990531_41 . 9922 ..C2 . ol2 . ts Method 
52652 End 
none Score 

52652. .52741, 52653.-52739, 

53681. .53908, 53700.. 53909 



OJ990531_41.9922.C2 
77175 

TBLASTX : Soybean 
53909 
88 

53634. .53720, 5364 6 .. 53696, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6893 

14443 

76670 

OJ990531_41 . 9922 . C2 . o7 . tm 

53843 

none 



Seq. ID OJ990531_41. 9922.C2 
Strand 

End 77175 

Method TBLASTX : Maize 

End 55490 

Score 145 



53843. .53992, 53844 .. 53981 , 54693 54872, 54 694 .. 54 912 , 
54718. .54912, 54719 .. 54913, 55261 55485 , 55262 .. 554 86, 
55262. .55486, 55263 55487 , 55449. .55490 



;,1 ■ Seq. No. 
I s 3' Gene No. 
)t Start 
i,ai Name 

Start 

GI 

Exons 



6893 

14443 

76670 

OJ990531_41.9922.C2.o7.ts 

57614 

none 



Seq. ID OJ990531_41. 9922-C2 



Strand 
End 

Method 

End 

Score 



77175 

TBLASTX: Soybean 

57896 

179 



57614. .57817, 57621 .. 57818 , 577 92 .. 57896, 57821. .57871 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6893 Seq. ID OJ990531_4 1 . 9922 . C2 

14443 Strand 

76670 End 77175 

OJ990531_4 1 . 9922 . C2 . ol2 . gp Method AAT/GAP 

76670 End 77175 

38782_1.R1084 Score 797 

76670.. 77175 

1 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 



6894 



Seq. ID OJ990531_41.9922.C3 



7112 



Gene No. 


14444 


Strand 


+ 


Start 


1010 


End 


8545 


Name 


OJ990531 41. 9922.C3.ol.gs 


Method 


GENSCAN 


Start 


1010 


End 


8305 


GI 


none 


Score 


.5 


Exons 


1010. .1131, 1809. .1862, 1900 


..1979, 2327. .2538, 2582. .2780, 




2809. .3103, 6105. .6163, 7088 


..7211, 7389. .7609, 7739. .7848, 




8009. .8305 






Seq. No. 


6894 


Seq. ID 


OJ990531_41.9922.C3 


Gene No. 


14444 


Strand 


+ 


Start 


1010 ' 


End 


8545 


Name 


OJ990531 41.9922.C3.ol.gp 


Method 


AAT/GAP 


Start 


7251 


End 


8545 


GI 


73779 1.R1084 


Score 


1726 


Exons 


7251. .7609, 7739.. 7848, 8009 


..8127, 8215. .8545 


GI Descrip. 


, 5669654/gb|AAD46412.1|AF096262 1 5.0e 


-09 (AF096262) ER6 protein 




[Lycopersicon esculentum] ' 






Seq. No. 


6894 


Seq. ID 


OJ990531_41.9922.C3 


Gene No. 


14444 


Strand 


+ 


Start 


1010 


End 


8545 


Name 


OJ990531 41.9922.C3.o2.np 


Method 


AAT/NAP 


Start 


7435 


End 


8287 


GI 


6714413 


Score 


418 


Exons 


7435. .7609, 7739. .7848, 8009 


..8127, 8215. .8287 


GI Descrip. 


(AC012328) unknown protein [Arabidopsis thaliana] 


Seq. No. 


6894 


Seq. ID 


OJ99053L_41.9922.C3 




14445 


Strand 


+ 


Start 


12491 


End 


18320 


Name 


OJ990531 41.9922.C3.o3.gp 


Method 


AAT/GAP 


Start 


12491 


End 


14230 


GI 


426494 


Score 


695 


Exons 


124 91. .12517, 13450. .13513, 


13930. .14230 


Seq. No. 


6894 


Seq. ID 


OJ990531_41.9922.C3 


Gene No. 


14445 


Strand 


+ 


Start 


12491 


End 


18320 


Name 


OJ990531 41.9922.C3.o4.np 


Method 


AAT/NAP 


Start 


13084 


End . 


18320 


GI 


6969231 


Score 


337 


Exons 


13084. .13113, 15052. .15189, 


15548. .15646, 16242 .. 1 6379, 




17508. .17778, 18294. .18320 






GI Descrip, 


(AF079872) cyclic nucleotide 


-gated calmodulin-binding ion 




channel [Nicotiana tabacum] 






Seq. No. 


6894 


Seq. ID 


OJ990531_41.9922.C3 


Gene No. 


14445 


Strand 


+ 


Start 


12491 


End 


18320 


Name 


OJ990531 41.9922.C3.o3.gs 


Method 


GENSCAN 


Start 


13939 


End 


17273 


GI 


none 


Score 


.57 


Exons 


13939. .14373, 15004 .. 15189, 


15548. .15646, 16242 .. 16379, 




17220. . 17273 






Seq. No. 


6894 


Seq. ID 


OJ990531_41.9922.C3 



7113 



Gene No. 14446 Strand 

Start 1 End 3273 

Name OJ990531_41.9922.C3.ol.np Method AAT/NAP 

Start 1 End 3273 

GI 3176686 Score 56 

Exons 1..21, 2337.. 2607, 3062.. 3273 

GI Descrip. (AC003671) Similar to high affinity potassium transporter, HAK1 

protein gb|U22945 from Schwanniomyces occidentalis . [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6894 Seq. ID OJ990531_4 1 . 9922 . C3 

14447 Strand 
8696 End 13018 

OJ990531_4 1 . 9922 . C3 . o2 . gp Method AAT/GAP 

8696 End 11493 

2047_1.R1084 Score 2018 

8696.. 9096, 9298.. 9395, 9639.. 9752, 9822.. 9879, 
10647. .10738, 11131 11241, 11353. .11493 
'5733866/gb|AAD49754.1|AC007932_2 1.0e-118 (AC007932) 
similarity to gb_M73488 1-aminocyclopropane-l-carboxylate 
deaminase from Pseudomonas sp. ESTs gb_Z18033 and gb_Z34214 
come from this gene. [Arabidopsis thaliana] ' 



10011. .10100, 



Contains 



Seq. No. 6894 Seq. ID 

Gene No. 14447 Strand 

Start 8696 End 

Name OJ990531_4 1 . 9922 . C3 . o2 . gs Method 

Start 8777 End 

GI none Score 
Exons 



OJ990531_41.9922.C3 

13018 
GENSCAN 
13018 
.71 



8777..8856, 8906. .9096, 9298.-9395, 9639.-9752, 9822. .9879, 
10011. .10100, 10647. .10738, 11131 .. 1124 1, 11446 .. 11547, 
11877. .11938, 11958. .12163, 12236 .. 12318 , 12749. .13018 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



6894 Seq. ID OJ990531_4 1 . 9922 . C3 

14447 Strand 
8696 End 13018 

OJ99053K41.9922.C3.o3.np Method AAT/NAP • 

8895 End 12132 

5733866 Score 1186 

8895.. 9096, 9298.. 9395, 9639.-9752, 9822.. 9879, 
10647. .10738, 11131 .. 11241, 11353 .. 11547, 11745, 
11958.. 12132 

(AC007932) Contains similarity to gb|M73488 

1-aminocyclopropane-l-carboxylate deaminase from Pseudomonas sp. 
ESTs gb|Z18033 and gb|Z34214 come from this gene. [Arabidopsis 
thaliana] 



10011. .10100, 
, .11810, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



6894 

14448 

1T639 

OJ990531_41.9922.C3.o2.tm 

7422 

none 



Seq. ID OJ990531_41.9922.C3 



Strand 
End 

Method 

End 

Score 



18108 

TBLASTX: Maize 

7612 

287 



7422. .7607, 7423. .7608, 7510. .7608, 7523. .7612 



6894 
14448 



Seq. ID 
Strand 



OJ990531 41. 9922. C3 



7114 



Start 
Name 
Start 
GI 

Exons 



Seq., No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17639 

OJ990531_41.9922.C3.o3.tc 

7446 

none 

7446.. 7607, 7447 .. 7,608,. 7741. 
8212.. 8283, 8213.. 8284 

6894 

14448 

17639 

OJ990531_41.9922.C3.o4.ts 

7447 

none 

7447. .7608, 7452. .7607, 7741. 

6894 

14448 

17639 

OJ990531_4 1 . 9922 . C3 . o3 . tm 

7741 

none 

7741. .7860, 8006. .8131, 8204. 



End 

Method 

End 

Score 



18108 

TBLASTX: Cress 

8284 

171 



.7860, 7997.. 8128, 8006.. 8131, 



Seq. ID OJ990531_41.9922.C3 
Strand 

End 18108 

Method TBLASTX : Soybean 

End 8281 

Score 146 

.7860, 8006.. 8131, 8213.. 8281 

Seq. ID OJ990531_41.9922.C3 
Strand 

End 18108 

Method TBLASTX : Mai ze 

End' 8281 

Score 91 
.8281 



:7ak Seq. No. 

Gene No. 
■*3 Start 
l"n Name 
rii Start 

n GI 

Exons 



6894 

14448 

17639 

OJ990531_4 1 . 9922 . C3 . ol . tm 

8878 

none 

8878.. 9099, 8879.. 9103, 888 
9300.. 9395, 9638.. 9748, 963 
9854.. 9883, 10011 .. 10055, 1 
10651. .10740, 10652. .10738, 
11131. .11244, 11191. .11244, 
11353. .11550, 11706. .11825, 
11959. .12051 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 41. 9922. C3 



18108 

TBLASTX: Maize 
12053 
277 

0..9098, 8881. .9102, 9300. .9392, 
9. .9752, 9802. .9882, 9820. .9882, 
0013. .10102, 10013. .10099, 
11117. .11242, 11129. .11242, 
11347. .11553, 11351. .11548, 
11737. .11808, 11958. .12053, 



Seq. No. 
O Gene No. 
□ Start 
r=i Name 

Start 

GI 

Exons 



6894 
14448 
17639 

OJ990531_41.9922.C3.o2.ts 
8892 



OJ990531 41. 9922. C3 



none 
8892. 
9300. 
9802. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

9098, 8895. .9098, 8896. .9099, 9291. .9380, 9292. .9396, 
9395, 9639..9749, 9639.. 9752, 9641.. 9766, 9685.. 9753, 
9909, 9823.. 9882, 10011 .. 10052, 10011 .. 10052, 



18108 

TBLASTX : Soybean 

10114 

181 



10013. .10054, 10058. .10114, 10058. .10099 



Seq. No. 6894 

Gene No. 14448 

Start 17639 

Name OJ990531_4 1 . 9922 . C3 . o2 . tc 

Start 8907 

GI none 

Exons 8907.. 9044, 8910.. 9098, 8911. 

Seq. No. 6894 



OJ990531_41.9922.C3 
18108 

TBLASTX: Cress 

9359 

100 

9359 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9099, 9300. 
Seq. ID OJ990531_41.9922.C3 



7115 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



14448 Strand 

17639 End 

OJ990531_4 1 . 9922 . C3 . ol . tc Method 

9634 End 

none Score 



18108 

TBLASTX: Cress 

12050 

56 



9634. .9753, 9638. .9760, 9639. .9752, 9802. .9882, 10011 .. 1004 0, 
10013. .10048, 10046. .10099, 10058 10102, 10638 .. 10724 , 
10639. .10740, 10646. .10741, 10647 10700, 11132 .. 11242, 
11134. .11244, 11182. .11244, 11339 .. 11548 , 11347 .. 11553, 
11353. .11550, 11706. .11825, 11737 11808,. 11955. .12050 



Seq. No. 6894 Seq. ID 

Gene No. 14 44 8 Strand 

Start 17639 End 

Name OJ990531_4 1 . 9922 . C3 . ol . ts Method 

Start .11123 End 

GI none Score 

Exons 11123. .11239, 11125 .. 11241, 11343 .. 1154 9, 11347 

11357. .11572, 11706. .11825, 11737 .. 11808 , 11955 



OJ990531 41. 9922. C3 



18108 

TBLASTX: Soybean 
12041 
99 

11553, 
12041 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6894 

14448 

17639 

OJ990531_41.9922.C3.o3.ts 

17559 

none 



Seq. ID- OJ990531_41.9922.C3 
Strand 

End 18108 

Method TBLASTX : Soybean 

End 17765 

Score 104 



17559. .17645, 17561 .. 17644 , 17651 .. 17764 , 17652. .17765 



Seq. ID OJ990531_41.9922.C3 
Strand 

End 18108 

Method GENSCAN 

End 18108 

Score .59 



6894 
14448 
17639 

OJ990531_41.9922.C3.o4.gs 
17639 
none 

17639. .17839, 18055.. 18108 

6895 
14449 
1 

OJ990531_41.9922.C4.ol.np 
1 

6587805 

1..22, 2044. .2171, 2325. .2470, 
3917. .4192, 4307. .4435, 4769. .4899, 6329. .6396 
(AC010924) Strong similarity to gb|Y17914 ion channel protein 
from Arabidopsis thaliana and is a member of the PF| 00914 
transmembrane CNG channel family containing a PF 100027 cyclic 
nucleotide-binding domain. 



Seq. ID OJ990531_41.9922.C4 

Strand + 

End 6396 

Method AAT/NAP 

End 6396 

Score 444 
2661. .2738, 3645.-3755, 



6895 

14450 

8206 

OJ990531_41.9922.C4.o2.np 

8206 

5420389 



Seq. ID OJ990531_41.9922.C4 

Strand + 

End 14 539 

Method AAT/NAP 

End 14539 

Score 170 



8206. .8526, 8951. .9319, 13160 .. 13217, 14498. .14539 
(AJ243460) proteophosphoglycan [Leishmania major] 



7116 




Seq. No. 


6895 






Seq. ID 


OJ990531 


41 9922 C4 


Gene No. 


14451 






Strand 






Start 


8046 






End 


9540 




Name 


OJ990531 41. 


9922 


.C4 .o2.gs 


Method 


GENSCAN 




Start 


8046 






End 


9540 




GI 


none 






Score 


.98 




Exons 


8046. .8534, 


8971 


. .9540 








Seq. No. 


6895 






Seq. ID 


OJ990531 


_41.9922.C4 


Gene No. 


14452 






Strand 








11239 






End 


23072 




Name 


OJ990531 41. 


9922 


,C4 .o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


1890 






End 


4088 




GI 


none 






Score 


120 




Exons 


1890. .1988, 


1907 


..1987, 2004 


..2171, 2027. .2170, 


2301. .2471 




2322. .2471, 


2324 


..2488, 2637 


..2738, 2638. .2739, 


2659. .2739 




3637. .3786, 


3643 


..3777, 3900 


..4088, 3941. .4087 




Seq. No. 


6895 






Seq. ID 


OJ990531 


_41. 9922.C4 


Gene No. 


14452 






Strand 






Start 


11239 






End 


23072 




Name 


OJ990531 41 


9922 


CA n? tm 


Method 


TBLASTX: 


Mai ze 


Start 


2069 






End 


4372 




GI 


none 






Score 


151 




Exons 


2069. .2164, 


2070 


..2171, 2085 


..2171, 2321.. 2503, 


2321. .2503 




2638. .2739, 


2657 


..2740, 2659 


..2739, 3620. .3775, 


3637. .3786 




3643. .3783, 


3936 


..4184, 3938 


..4186, 3938. .4183, 


4270. .4371 




4271. .4366, 


4271 


. .4372 








OC^i IN \J . 


689S 






Seq. ID 


OJ990531 


41 9922 C4 


Gene No. 


14452 






Strand 






Start 


11239 






End 


23072 




Name 


OJ990531 41. 


9922 


.C4.o3.ts 


Method 


TBLASTX : 


Soybean 


Start 


4094 






End 


4415 




GI 


none 






Score 


121 




Exons 


4094. .4183, 


4098 


..4181, 4254 


..4415, 4259. .4414 




Seq. No. 


6895 






Seq. ID 


OJ990531 


_41.9922.C4 


Gene No . 


14452 






Strand 






Start 


11239 






End 


23072 




Name 


OJ990531 41. 


9922 


. C4 ,o3.np 


Method 


AAT/NAP 




Start 


10678 






End 


13320 




GI 


1871180 






Score 


161 




Exons 


10678. .10758, 11 


344. .12175, 


13026. .13320 




GI Descrip. 


(U90439) unknown 


protein [Arabidopsis 


thaliana] 




Seq. No. 


6895 






Seq. ID 


OJ990531 


_41. 9922.C4 


Gene No. 


14452 






Strand 






Start 


11239 






End 


23072 




Name 


OJ990531 41. 


9922 


.C4 .o3.gs 


Method 


GENSCAN 




Start 


11239 






End 


23072 




GI 


none 






Score 


.81 




Exons 


11239. .11499 


, 11750. .12158, 


12306. .12481, 13078 


. .13259, 



15033. .15177, 15747. .15819, 15985 .. 1 6090 , 16522 .. 16904 , 
17014. .17172, 17277. .17470, 17566 17 68 6, 17853 .. 19201, 
19800. .19964, 22889.. 23072 



7117 






^ VJ • i- ' VaT a 


6895 




Seq. ID 


OJ990531 41.9922 


. C4 




Gene No. 


14452 




Strand 








Start 


11239 




End 


23072 






Name 


OJ990531 41. 9922. C4. 


o4 . ts 


Method 


TBLASTX: Soybean 






Start 


11864 




End 


12013 






GI 


none 




Score 


110 






Exons 


11864. .12013, 11883. 


.11987 










Seq. No. 


6895 




Seq. ID 


OJ990531_41.9922 


.C4 




Gene No. 


14452 




Strand 








Start 


11239 




End 


23072 






Name 


OJ990531 41. 9922. C4. 


o3. tm 


Method 


TBLASTX: Maize 






Start 


11870 




End 


12064 






GI 


none 




Score 


173 






Exons 


11870. .12064, 11871. 


.11987, 


11944. .11988 






Seq. No. 


6895 




Seq. ID 


OJ990531_41. 9922 


,C4 




Gene No. 


14452 




Strand 








Start 


11239 




End 


23072 






Name 


OJ990531 41. 9922. C4. 


o4 .np 


Method 


AAT/NAP 






Start 


15029 




End 


19840 






GI 


2462745 




Score 


711- 




,S SSL 


Exons 


15029. .15109, 16957. 


.17172, 


17277. .17470, 17566 .. 17758 , 








17853. .18017, 18420. 


.18608, 


19814. .19840 




'in 


GI Descrip. 


(AC002292) Hypothetical protein [Arabidopsis thaliana] . 




rU 


Seq. No. 


6895 




Seq. ID 


OJ990531_41.9922 


.C4 




Gene No. 


14452 




Strand 








Start 


11239 




End 


23072 






Name 


OJ990531 41. 9922. C4. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


16586 




End 


17954 




y 


GI 


none 




Score 


75 






Exons 


16586. .16660, 16589. 


.16906, 


16602. .16907, 16605 .. 16907 , 








16954. .17172, 17015. 


.17188, 


17016. .17171, 17271. .17471, 








17279. .17470, 17280. 


.17471, 


17281. .17472, 17285 .. 17485 , 








17560. .17643, 17573. 


.17638, 


17622. .17759, 17623 .. 17760, 




si: 




17624. .17761, 17841. 


.17954, 


17852. .17953 




■J 


Sea. No. 


6895 




Seq. ID 


OJ990531_41.9922 


.C4 




Gene No. 


14452 




Strand 








Start 


11239 




End 


23072 






Name 


OJ990531 41.9922. C4. 


ol.tc 


Method 


TBLASTX: Cress 






Start 


16589 




End 


16883 






GI 


none 




Score 


259 






Exons 


16589. .16864, 16590. 


.16883, 


16602. .16742 






Seq. No. 


6895 




Seq. ID 


OJ990531_41. 9922 


.C4 




Gene No. 


14452 




Strand 








Start 


11239 




End 


23072 






Name 


OJ990531 41. 9922. C4. 


ol.ts 


Method 


TBLASTX : Soybean 






Start 


16772 




End 


17987 






GI 


none 




Score 


124 






Exons 


16772. .16906, 16773. 


.16907, 


17014. .17169, 17016. .17183, 








17273. .17476, 17276. 


.17470, 


17560. .17643, 17596 .. 17760, 








17600. .17761, 17847. 


.17987, 


17852. .17986 





7118 






Seq. No. 


6895 








Seq. ID 


OJ990531 


_41. 9922 


.C4 




Gene No. 


14452 








Strand 










lJ UCIX L. 


11239 








End 


23072 








Name 


OJ990531 41. 


9922. 


C4.o2 


.tc 


Method 


TBLASTX: 


Cress 






Start 


16883- 








End 


17393 








GI 


none 








Score 


75 








Exons 


16883. .16903 


, 17013. .17174, 


17017. .17121, 17276 


. .17392, 








17277. .17393 
















Seq. No. 


6895 








Seq. ID 


OJ990531 


_41.9922 


.C4 






14452 








Strand 










Start 


11239 








End 


23072 








Name 


OJ990531 41 


9922. 


C4.o3 


. tc 


Method 


TBLASTX : ' 


Cress 






Start 


17650 ~~ 








End 


18032 








GI 


none 








Score 


86 








Exons 


17650 17760 

X / VJ _/ w » • X / I \J\J 


, 17663. .17734, 


17850. .18032, 17852 


. .18028 






Seq. No. 


6896 








Seq. ID 


OJ990531 


_41.9922 


.C5 




f!pn <2» No 
UC11C • 


14453 








Strand 


+ 








Start 


122 








End 


313 








Name 


OJ990531 41 


9922 . 


C5 . ol 


. ya 


Method 


GENSCAN 








Start 


12? ~ 

X C. £. 








End 


313 








GI 










Score 


.93 








Exons 




















Seq. No. 


6896 








Seq. ID 


OJ990531 


_41.9922 


.C5 


:=» 




14454 








Strand 


+ 








Start 


511 








End 


1005 






P 


Name 


O l T990 5^1 41 

UU J J Jl IX. 


9922 


C5 ol 


(in 


Method 


AAT/GAP 






•z 

; c 


Start 


511 ~~ 

Jil 








End 


1005 








GI 


none 








Score 


970 






: i j 


Exons 


511 1005 
















i y 


Seq. No. 


6896 








Seq. ID 


OJ990531 


_41.9922 


.C5 




UC11C nu • 


14455 








Strand 










Start 


1901 








End 


4500 








Name 


OJ990531 41 

\J\J J J \J *J -J X MX. 


9922. 


C5.o2 


.gs 


Method 


GENSCAN 






j: = 


Start 


1901 ~~ 








. End 


4 500 








GI 


none 








Score 


.5 






i. 


Exons 


1901 2253 


2630. 


.2786 


, 2861 


..2895, 3627. .3854, 


4331. .4500 


ss. 
; ^| 


Seq. No. 


6897 








Seq. ID 


OJ990531 


_41.9922 


.C6 




UC1J.C Li \J . 


14456 








Strand 


+ 








Start 


1 








End 


1595 








Name 


OJ990531 41. 


9922. 


C6.ol 


.gs 


Method 


GENSCAN 








Start 


1 








End 


905 








GI 


none 








Score 


.55 








Exons 


1..131, 866. 


.905 
















Seq. No. 


6897 








Seq. ID 


OJ990531 


_41.9922 


.C6 




Gene No. 


14456 








Strand 


+ 








Start 


1 








End 


1595 








Name 


OJ990531 41. 


9922. 


C6.ol 


.np 


Method 


AAT/NAP 








Start 


1 








End 


1450 








GI 


4973264 








Score 


256 








Exons 


1..131, 760. 


.831, 


984. 


.1053, 


1354. .1450 








GI Descrip. 


(AF144391) thioredoxin- 


-like 


5 [Arabidopsis thaliana] 





7119 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6897 -■ Seq. ID 

14456 Strand 

1 End 

OJ990531_41.9922.C6.ol.gp Method 

90 End 

3980 1.R1084 Score 



OJ990531_41.9922.C6 
+ 

1595 
AAT/GAP 
1595 
732 



90. .131, 760. .831, 987. .1053, 1354. .1595 
M973264/gb|AAD35009.1|AF144391_l 4.0e-36 (AF144391) 
thioredoxin-like 5 [Arabidopsis thaliana] 1 



Us* 



Qprr Ma 


6897 


Seq. ID 


OJ990531 41. 9922. C6 


Gene No. 


14457 


Strand 


+ ~ 


Start 


4236 


End 


4792 


Name n 


OJ990531 41.9922.C6.o3.gp 


Method 


AAT/GAP 


Start 


4236 


End 


4792 


GI 


41159 1.R1084 


Score 


1074 


Exons 


4236. .4792 






GI Descrip. 


, 2864 607/emb|AL021811|ATF10M6 


2.0e-10 


Arabidopsis thaliana 




chromosome 4, BAC clone F10M6 


(ESSAII 


project) 1 


Seq. No. 


6897 


Seq. ID 


OJ990531_41. 9922.C6 


Gene No. • 


14458 


Strand 




Start 


1621 


End 


1911 


Name 


OJ990531 41.9922.C6.o2.gp 


Method 


AAT/GAP 


Start 


1621 . 


End 


1911 


GI 


3766879 


Score 


481 


Exons 


1621. .1911 






Seq. No. 


6897 


Seq. ID 


OJ990531_41. 9922.C6 


Gene No. 


14459 


Strand 




Start 


1981 


End 


2286 


Name 


OJ990531 41.9922.C6.o2.np 


Method 


AAT/NAP 


Start 


1975 


End 


2206 


GI 


4887742 


Score 


95 


Exons 


1975. .2206 






GI Descrip.: 


(AC006533) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


"6897 


Seq. ID 


OJ990531_41. 9922.C6 


Gene No. 


14459 


Strand 




Start 


1981 


End 


2286 


Name 


OJ990531 41.9922.C6.o2.gs 


Method 


GEN SCAN 


Start 


1981 


End 


2286 


GI 


none 


Score 


.91 


Exons 


1981. .2286 






Seq. No. 


6897 


Seq. ID 


OJ990531_41. 9922.C6 


Gene No. 


14460 


Strand 




Start 


3093 


End 


5022 


Name 


OJ990531 41.9922.C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


2053 


End 


2274 


GI 


none 


Score 


114 


Exons 


2053. .2136, 2053. .2091, 2060. 


.2137, 2099.. 2137, 2138.. 2257 




2138. .2257, 2140. .2274, 2143. 


.2259 




Seq. No. 


6897 


Seq. ID 


OJ990531_41.9922.C6 


Gene No. 


14460 


Strand 





7120 



Start 


3093 






End 


5022 


Name 


OJ990531 41 


.9922. 


C6.o3.gs 


Method 


GENSCAN 


Start 


3093 






End 


4887 


GI 


none 






Score 


.73 


Exons 


3093. .3271, 


3962. 


.4037, 4537. 


.4887 




Seq. No. 


6897 






Seq. ID 


OJ990531_41.9922.C6 


Hone M/~\ 


1 4460 






Strand 




Start 


3093 






End 


5022 


Name 


OJ990531 41 


.9922. 


C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


4527 






End 


5022 


GI 


none 






Score 


49 


Exons 


4527. .4583, 


4622. 


.5017, 4622. 


.4834, 4636. .5022, 4960. .5019 


Seq. No. 


6897 






Seq. ID 


OJ990531_41.9922.C6 


Gene No. 


14460 






Strand 




Start 


3093 






End 


5022 


Name 


OJ990531 41 


.9922. 


C6.o3.np 


Method 


AAT/NAP 


Start 


4528 






End 


5022 


GI 


399940 






Score 


662 


Exons 


4528. .5022 










GI Descrip. 


HEAT SHOCK 


70 KD 


PROTEIN, MITOCHONDRIAL PRECURSOR 



j;n Seq. No. 

Gene No. 

Start 
: £5 ; Name 
W Start 
U GI 
ry Exons . 

n 

.,5* Seq. No. 

H Gene No. 

y Start 

!=£ Name 

■A Start 
GI 

'It Exons 



gi 1 100004 |pir| IS25005 heat shock protein, 70K - kidney bean 
gi|22636|emb|CAA47345| (X66874) 70 kDa heat shock protein 
[Phaseolus vulgaris] 



6897 

14460 

3093 

OJ990531_41.9922.C6.ol.tc 

4622 

none 



Seq. ID OJ990531_41.9922.C6 
Strand 

End 5022 

Method TBLASTX : Cress 

End 4 993 

Score 272 



4622.. 4993, 4636.. 4992, 4895.-4993 



6897 

14460 

3093 

OJ990531_41.9922.C6.ol.ts 

4622 

none 

4622.. 5017, 4636.. 5022 



Seq. No. 6897 

Gene No. 14460 

Start 3093 

Name " OJ990531_41 . 9922 . C6 . ol . tw 

Start 4780 

GI none 

Exons 4780.. 5022, 4787.. 5017 



Seq. ID OJ990531_41.9922.C6 
Strand 

End 5022 

Method TBLASTX : Soybean 

End 5022 

Score 347 



Seq. ID OJ990531_41.9922.C6 
Strand 

End 5022 

Method TBLASTX : Wheat 

End 5022 

Score ■ 109 



Seq. No. 6898 

Gene No. 14461 

Start 18066 

Name OJ990531_42 . 9922 . CI . o3 . gs 

Start 18066 

GI none 
Exons 



Seq. ID OJ990531_42.9922.C1 

Strand + 

End 20965 

Method GENSCAN 

End 20965 

Score .51 



18066. .18078, 20339 .. 20533, 20883.. 20965 



7121 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 
J Start 
3 GI 
f) Exons 

Z GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



6898 Seq. ID 

14462 * Strand 

24985 End 

OJ990531_42 . 9922 . CI . o4 . gp Method 

24688 End 

LIB3474-009-P1-K1-F11 Score 
24688. .24822, 25217.. 25235 

f 4455244/emb|CAB36743.1| 6.0e-ll (AL035523 
[Arabidopsis thaliana] ' 



OJ990531_42.9922.C1 
+ 

30088 
AAT/GAP 
25235 
221 



MtN3-like ..protein 



6898 

14462 

24985 

OJ990531_42.9922.Cl.o4.gs 

24985 

none 

24985. .25086, 25426 25525, 
27582. .27691, 28403 28534, 



Seq. ID OJ990531_42.9922.C1 

Strand + 

End 30088 

Method GENSCAN 

End 30088 

Score .5 
26319. .26479, 27360 .. 27482, 
29479. .29666, 29880. .30088 



OJ990531_42.9922.C1 
+ 



6898 Seq. ID 

14463 Strand 
45721 End 50892 

OJ990531_42 . 9922 . CI . 06 . np Method AAT/NAP 

45721 . End 50856 

5922631 Score 4919 

45721. .45845, 46104 46348, 
48328. .50856 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



4 6608. .4 6810, 4 6856 .. 47721, 

correspond to a 



6898 
-14463 
45721 

OJ990531_42 . 9922 . CI . 08 . gs 

45721 

none 

45721. .46143> 46162 46339, 
47891. .48083, 48240. .48446 

6898 

14463 

45721 

OJ990531_42 . 9922 . CI . o9 . gs 

48612 

none 

48612. .49658 



Seq. ID OJ990531_42.9922.C1 

Strand + 

End 50892 

Method GENSCAN 

End 48446 

Score .51 
46358. .46557, 4 6761 .-. 47713, 



Seq. ID OJ990531_42.9922.C1 

Strand + 

End . 50892 

Method GENSCAN 

End 49658 

Score .84 



Seq. No. 6898 Seq. ID 

Gene No. 144 63 Strand 

Start 45721 End 

Name OJ990531 42 . 9922 . CI . olO . gs Method 



OJ990531_42.9922.C1 
+ 

50892 
GENSCAN 



7122 




Start 


49858 


End 


50892 




GI 


none 


Score 


1 




Exons 


49858. .50892 








Seq. No. 


6898 


Seq. ID 


OJ990531_ 


42. 9922. CI 


bene ino . 




Strand 


+ 




Start 


54930 


End 


57582 




Name 


OJ990531-42.9922.Cl.ol2.gs 


Method 


GENSCAN 




Start 


54930 


End 


57582 




GI 


none 


Score 


.62 




Exons 


54930. .55044, 56268 .. 56334 , 


56483. .56628, 56948. 


.57582 


Seq. No. 


6898 


Seq. ID 


OJ990531_ 


42. 9922. CI 


Gene No. 


14464 


Strand 


+ 




Start 


54930 


End 


57582 




IN GILIC 


OJ990531 42.9922.Cl.o8.np 


Method 


AAT/NAP 




Start 


56123 


End 


57579 




GI 


2392772 


Score 


162 




Exons 


56123. .56157, 57371.. 57579 








GI Descrip. 


(AC002534) putative chloroplast prephenate dehydratase 




[Arabidopsis thaliana] 








Seq. No. 


6898 


Seq. ID 


OJ990531_ 


42. 9922. CI 


Gene No. 


14465 


Strand 


+ 






63819 


End 


66966 




Name 


OJ990531 42.9922.Cl.ol4.gs 


Method 


GENSCAN 




Start ' 


63819 


End 


66966 




GI 


none :-> . 


Score 


.9 




Exons 


63819. .64047, 65308? .65367 , 


65714. .65773, 65854. 


.65949, 




66160. .66267, 66433 .. 66486, 


66671. .66810, 66895. 


.66966 


Seq. No. 


6898 


Seq. ID 


OJ990531_ 


42. 9922. CI 


Gene No. 


14465 


Strand 


+ 




OLal L 


63819 


End 


66966 




Name 


OJ990531 42.9922.Cl.o9.np 


Method 


AAT/NAP 




Start 


63819 


End 


65805 




GI 


6907105 


Score 


454 




Exons 


63819. .64087, 65294 65377 , 


65664. .65805 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


6898 


Seq. ID 


OJ990531_ 


42. 9922. CI 


Gene No. 


14466 


Strand 






Start 


921 


End 


8366 




Name 


OJ990531 42.9922.Cl.ol.gs 


Method 


GENSCAN 




Start 


921 


End 


8366 




GI 


none 


Score 


.69 




Exons 


921. .1208, 1830. .2060, 2228. 


.2485, 2583. .4055, 4 


157. .4315, 




4428. .4483, 4840. .4966, 5054 


..5863, 6354.. 6590, 


6667. .6820 




6907.. 7623, 8098.. 8366 








Seq. No. 


6898 


Seq. ID 


OJ990531_ 


42. 9922. CI 


Gene No. 


14466 


Strand 






Start 


921 


End 


8366 




Name 


OJ990531 42.9922.Cl.ol.np 


Method 


AAT/NAP 




Start 


1809 


End 


7363 




GI 


5902400 


Score 


3026 




Exons 


1809.. 2060, 2228.. 2485, 2583 


..3734, 3897. .4049, 


4154 . .4315, 



7123 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

. GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4428. .4554, 4635. .4966, 5054. .5863, 6252. .6590, 6667. .6820, 
6907. .7363 

(AC008148) Unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531 42. 9922. CI 



8366 
AAT/GAP 
2860 
490 



6898 
14466 
921 

OJ990531_42 . 9922 . CI . ol . gp 
2612 
568619 
2612. .2860 

5902400/gb|AAD55502.1|AC008148_12 1.0e-32 (AC008148) Unknown 
protein [Arabidopsis thaliana] 

6898 Seq. ID OJ990531_42 . 9922 . CI 

14466 Strand 

921 End 8366 

OJ990531_42. 9922.Cl.o2.gp Method AAT/GAP 

3315 End 3808 

uC-osflM202062d03bl Score 984 * 

3315. .3808 

'50.42437/gb|AC007789.1|AC007789 1.0e-65 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 1 



6898 

14467 

12587 

OJ990531_42. 9922.Cl.o2.gs 

12587 

none 



Seq. ID OJ990531_42.9922.C1 
Strand 

End 17158 

Method GENS CAN 

End 16331 

Score . 7 



12587. .12943, 13159 .. 13325, 15223 .. 15277 , 16036 .. 16097 , 
16301.. 16331 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



OJ990531 42. 9922. CI 



6898 Seq. ID _ 

14467 Strand 

12587 End 17158 

OJ990531_42. 9922.Cl.o3.np Method AAT/NAP 

15173 End 17158 

6539570 Score 198 

15173. .15229, 16719 .. 16796, 16956.. 17158 
(AP000836) hypothetical protein [Oryza sativa] 

6898 Seq. ID OJ990531_42 . 9922 . CI 

14468 Strand 

17285 End 18629 

OJ990531_4 2 . 9922 . CI . o4 . np Method AAT/NAP 

17285 End 18629 

6630699 Score 97 
17285. .17362, 18536.. 18629 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



6898 Seq. ID 

14469 Strand 

33689 ■ End 

OJ990531 42.9922.Cl.o5.gp Method 



OJ990531_42. 9922. CI 

34041 
AAT/GAP 



7124 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 



34041 
670 



33689 End 

none Score 
33689. .34041 

6898 Seq. ID 

14470 Strand 

36776 End 

OJ990531_42 . 9922 . CI . o5 . np Method 

36748 End 

5902399 Score 
36748. .36849, 37771.. 38256 

(AC008148) Hypothetical protein [Arabidopsis thaliana] 



OJ990531_42.9922.C1 

38256 
AAT/NAP 
38256 
235 



6898 Seq. ID 

14470 Strand 
36776 End 
OJ990531_42 . 9922 . CI . 06 . gs Method 
36776 End 
none Score 
36776. .36832, 37642. .38211 

6898 Seq. ID 

14471 Strand 
40646 End 
OJ990531_42 . 9922 . CI . o7 . gs Method 
40646 End 
none Score 
40646. .40672, 41789 42038, 42251 
42607. .42880, 44002 .. 44194, 44307 

6898 Seq. ID 

14472 Strand 
51208 End 
OJ990531_4 2 . 9922 . CI . oil . gs Method 
51208 End 
none Score 
51208. .51617, 51908. .52097, 52171 
52877. .53166, 53252 .. 53550, 53971 



OJ990531_42.9922.C1 

38256 
GEN SCAN 
38211 
.66 



OJ990531 42. 9922. CI 



44312 
GENSCAN 
44312 
.67 

42425, 42459. .42586, 
44312 



OJ990531_42.9922.C1 

54100 
GENSCAN 
54100 
.81 

52436. .52794, 



52358, 
54100 



6898 
14472 
51208 
OJ990531 
51211 
6691716 
51211. .51660, 
52436. .52612, 



OJ990531 42. 9922. CI 



42.9922.Cl.o7.np 



Seq. ID 
Strand 

End 54100 
Method AAT/NAP 
End 54100 
Score 2460 
51986. .52097, 52171. 
52877. .53051, 53248. 
(AP000492) hypothetical protein [Oryza sativa] 
gi | 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



51732. 
52689. 



.51836, 
,52794, 



.52358, 
.54100 



6898 Seq. ID 

14473 Strand 

58571 End 

OJ990531_42 . 9922 . CI . ol . ts Method 

1812 End 

none Score 



OJ990531_42.9922.C1 
62636 

TBLASTX : Soybean 

2885 

222 



7125 



Exons 



1812.. 2051, 1813.. 1971, 1813. 
2231.. 2362, 2345.. 2488, 2364. 



.2052, 2228.-2359, 2229.-2348, 
.2489, 2580. .2885, 2581. .2880 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.. No. 
Q Gene. No. 
y Start 
fn Name 
i'jj Start 

; es f Exons 



3 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



6.898 

14473 

58571 

OJ990531_42.9922.Cl.ol.tm 

1887 

none 

1887. .2057, 1887. .2066, 2204. 
2229..2489, 2580.. 2993, 2580. 
3003.. 3458, 3464.. 3502, 3465. 

6898 

14473 

58571 

OJ990531_42 . 9922 . CI . o4 . tc 

1947 

none 

1947.. 2066, 2207.. 2344, 2218. 
2345. .2488, 2346. .2489 

6898 

14473 

58571 

OJ990531_42 . 9922 . CI . o2 . tc 

2593 

none 

2593.. 2880, 2595.. 2885, 2628. 

6898 

14473 

58571 

OJ990531_42.9922.Cl.o6.ts 

3039 

none 

3039. .3140, 3156. .3362, 3158. 



Seq. ID OJ990531_42. 9922. CI 
Strand 

End 62636 
Method TBLASTX : Maize 
End 3503 
Score 18 6 

.2488, 2225. .248.8, 2229.-2489, 
.2993, 2581.. 2994, 2989.-3459, 
.3503 

Seq. ID OJ990531_42. 9922. CI 
Strand 

End 62636 
Method TBLASTX : Cress 
End ■ 2489 
Score 81 

.2343, 2225.. 2359, 2229.. 2348, 



Seq. ID OJ990531_42.9922.C1 
Strand 

62636 

TBLASTX: Cress 
2885 
221 



End 

Method 
End 
Score 
.2885 



Seq. No. 6898 

Gene No. 14473 

Start 58571 

Name OJ990531_42 . 9922 . CI . 06 . tm 

Start 4147 

GI none 

Exons 4147... 4317, 4150.. 4317, 4151, 
4429.-4554, 4429.. 4554 

Seq. No. 6898 

Gene No. 14473 

Start 58571 

Name OJ990531_42 . 9922 . CI . ol . tc 

Start 4455 

GI none 

Exons 4455.. 4553, 4631.. 4870, 4635. 
4881. .4958 



Seq. ID OJ990531_42. 9922. CI 
Strand 

End 62 636 

Method TBLASTX : Soybean 

End 3428 

Score 71 
.3340, 3366.-3428 

Seq. ID OJ990531_42.9922.C1 
Strand 

End 62636 

Method TBLASTX: Maize 

End 4554 

Score 145 

.4321, 4154. .4318, 4425. .4553, 



Seq. ID OJ990531_42.9922.C1 
Strand 

End 62636 

Method TBLASTX : Cress 

End 4960 

Score 266 

.4859, 4637. .4870, 4871. .4960, 



Seq. No. 



6898 



Seq. ID OJ990531_42.9922.C1 



7126 






14473 








Strand 




Start - 


58571 








End 


62636 


Name 


OJ990531 42. 


9922. 


Cl.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4504 








End 


4969 


GI 


none 








Score 


64 


Exons 


4504. .4551, 


4506. 


.4553, 


4613. 


.4969, 4635. .4967 


Seq. No. 


6898 








Seq. ID 


OJ990531_42.9922.C1 


Gene No. 


14473 








Strand 






58571 








End. 


62636 


Name 


OJ990531 42. 


9922. 


Cl.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4629 








End 


5254 


GI 


none 








Score 


451 


Exons 


4629. .4967, 


4631. 


.4969, 


5048. 


.5176, 5054. .5176, 5055. .5186, 




5146. .5250 f 


5147. 


.5254, 


5150. 


.5251 




Seq. No. 


6898 








Seq. ID 


OJ990531_42.9922.C1 


Gene No. 


14473 








Strand 




Start 


585.71 








End 


62636 


LN (3.1 LLC 


OJ990531 42 


9922 . 


CI . 08 . 


tw 


Method 


TBLASTX: Wheat 


Start 


5229 








End 


5756 


GI 


none 








Score 


65 


Exons 


5229. .5363, 


5231. 


.5335, 


5391. 


.5462, 5392.. 5472, 5392.. 5493, 




5489. .5590, 


5489. 


.5590, 


5492. 


.5560, 5586.. 5678, 5613.. 5675, 




5674. .5751, 


5687. 


.5755, 


5688. 


.5756 




Seq. No. 


6898 








Seq. ID 


OJ990531_42.9922.C1 


Gene No. 


14473 








Strand . 




Of 3 y-f- 

O Lai L 


JO J / 1 








End 


62636 


Name 


OJ990531 42. 


9922. 


CI. 08. 


tm 


Method 


TBLASTX: Maize 


Start 


5537 








End 


6423 


GI 


none 








Score 


198 


Exons 


5537. .5701, 


5711. 


.5863, 


5712. 


.5864, 6243. .6419, 6247. .6423, 




6250. .6414, 


6251. 


.6415 








Seq. No. 


6898 








Seq. ID 


OJ990531_42.9922.C1 


Gene No. 


14473. 








Strand 






58571 








End 


62636 


Name ■ 


OJ990531 42. 


9922. 


Cl.oS. 


tc 


Method 


TBLASTX: Cress 


Start 


5729 








End 


. 6455 


GI 


none 








Score 


119 


Exons 


5729. .5863, 


5733. 


.5864, 


5740. 


.5874, 6243.. 6344, 6250.. 6366, 




6336. .6455 












Seq. No. 


6898 








Seq. ID 


OJ990531_42.9922.C1 




14473 








Strand 




Start 


58571 








End 


62636 


Name 


OJ990531 42. 


9922. 


Cl.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


6456 








End 


6965 


GI 


none 








Score 


94 


Exons 


6456. .6494, 


6489. 


.6599, 


6635. 


.6853, 6667..6822, 6885.. 6965 


Seq. No. 


6898 








Seq. ID 


OJ990531_42.9922.C1 


Gene No. 


14473 








Strand 




Start 


58571 








End 


62636 


Name 


OJ990531 42. 


9922. 


Cl.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


6487 








End 


7061 



7127 




GI 


none 






Score 


111 


Exons 


6487. .6609, 


6489. .6599, 6496 


..6600, 6665.-6823, 6667.. 6822 




6883. .7059, 


6885.. 7058, 6909 


. .7061 




Seq. No. 


6898 






Seq. ID 


OJ990531_42.9922.C1 


ucuc INO . 


14 47^ 






Strand 




Start 


58571 






End 


62636 


Name 


OJ990531 42. 


9922. CI. 


o9.tm 


Method 


TBLASTX: Maize 


Start 


6760 






End 


7148 


GI 


none 






Score 


92 


Exons 


6760. .6822, 


6883.. 6984, 6885 


..6983, 6969. .7148, 6970. .7125 


Seq. No. 


6898 






Seq. ID 


OJ990531_42.9922.C1 


bene inu . 


X *± 4 I -J 






Strand 




Start 


58571 






End 


62636 


Name 


OJ990531 42. 


9922 .CI . 




Method 


TBLASTX : Soybean 


Start 


37774 






End 


38235 


GI 


none 






Score 


194 


Exons 


37774. .37887 


, 38023. 


.38235 






Seq. No. 


6898 






Seq. ID 


OJ990531_42.9922.C1 




1 4 4 7^ 

144 / J 






Strand 




Start 


58571 






End 


62636 


Name 


OJ990531 42. 


9922. CI. 


o7 "t~ m 


Method 


TBLASTX: Maize 


Start 


37984 






End 


38236 


GI 


none 






Score 


-112 


Exons 


37984. .38016 


, 38026. 


.38235, 


38032. .38133, 38036.. 38236 


Seq. No. 


6898 






Seq. ID 


OJ990531_42.9922.C1 




14473 






Strand 




Start 


58571 






End 


62636 


Name 


- OJ990531 42. 


9922. CI. 


o7 . tw 


Method 


TBLASTX: Wheat 


Start 


47061 






End 


47518 


GI 


none 






Score 


146 


Exons 


47061. .47237, 47280. 


.47516, 


47282. .47518 


Seq. No. 


6898 






Seq. ID 


OJ990531_42.9922.C1 


OdlC LNU ■ 


14473 






Strand 




Start 


58571 






End 


62636 


Name 


OJ990531 42. 


9922. CI. 




Method 


TBLASTX: Wheat 


Start 


47703 






End 


48062 


GI 


none 






Score 


405 


Exons 


47703. .48062 


, 47717. 


.48061 






Seq. No. 


6898 






Seq. ID 


OJ990531_42.9922.C1 


Cl. on a NT /™\ 


14473 






Strand 




Start 


58571 






End 


62636 


Name 


OJ990531 42. 


9922. CI. 


o5 . tm 


Method 


TBLASTX: Maize 


Start 


47868 






•End 


48224 


GI 


none 






Score 


353 


Exons 


47868. .48224 


, 47909. 


.48214 






Seq. No. 


6898 






Seq. ID 


OJ990531_42.9922.C1 


Gene No. 


14473 






Strand 




Start 


58571 






End 


62636 


Name 


OJ990531 42. 


9922. CI. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


48093 






End 


48512 



7128 




GI 


none 




Score 


480 




Exons 


48093. .48512, 48095 


. .48292, 


48105. .48308, 48359. .48511 




Seq. No. 


6898 




Seq. ID 


OJ990531_42. 9922 


.CI 




1 4 4 7^ 




Strand 






Start 


58571 




End 


62636 




Name 


OJ990531 42. 9922. CI 


.o4 . ts 


Method 


TBLASTX: Soybean 




Start/' 


48357 




End 


48788 




GI 


none 




Score 


271 




Exons 


48357. .48788, 48404 


. .48529, 


48420. .48701 




Seq. No. 


6898 




Seq. ID 


OJ990531_42.9922 


-CI 


Gene No. 


14473 




Strand 






jLdl U 


JO J / 1 




End 


62636 




Name 


OJ990531 42. 9922. CI 


. o4 . tm 


Method 


TBLASTX: Maize ■ 




Start 


48455 




End 


48899 




GI 


none 




Score 


264 




Exons 


48455. .48706, 48456 


. .48707, 


48732..48875, 4874 4 .. 488 63, 






48873. .48899 










Seq. No. 


6898 




Seq. ID 


OJ990531_42.9922 


.CI 




1 447^ 




Strand 






Start 


58571 




* End 


62636 




Name 


OJ990531 42. 9922. CI 


. o5.tw 


Method 


TBLASTX: Wheat 




Start 


48558 




End 


48986 




GI 


none 




Score 


400 




Exons 


48558. .48986 










Seq. No. 


6898 




Seq. ID 


OJ990531_42. 9922 


.CI 




1 44T3 
J. 4 f± / O 




Strand 






Start 


58571 




End 


62636 




Name 


OJ990531 42. 9922. CI 


.o5 . ts 


Method 


TBLASTX : Soybean 




Start 


49011 




End 


49402 




GI 


none 




Score 


89 




Exons 


49011. .49112, 49022 


. .49108, 


49154. .49402, 49158. .49400 




Seq. No. 


6898 




Seq. ID 


OJ990531_42.9922 


.CI 


UCl 1C INU * 


1 4 4 7^ 




Strand 






Start 


58571 




End 


62636 




Name 


OJ990531 42. 9922. CI 


.o3.tw 


Method 


TBLASTX: Wheat . 




Start 


49023 




End 


49445 




GI 


none 




Score 


409 




Exons 


49023. .49445, 49028 


. .49369 








Seq. No. 


6898 




Seq. ID 


OJ990531_42. 9922 


.CI 




1 447*3 

J. ft fi / «J 




Strand 






Start 


58571 




End 


62636 




Name 


OJ990531 42. 9922. CI 


.oll.tm 


Method 


TBLASTX: Maize 




Start 


49076 




End 


49349 




GI 


none 




Score 


126 




Exons 


49076. .49246, 49077 


. .49247, 


49251. .49349, 49283.-49348 




Seq. No. 


6898 




Seq. ID 


OJ990531_42.9922 


.CI 


Gene No. 


14473 




Strand 






Start 


58571 




End 


62636 




Name 


OJ990531 42.9922.C1 


.olO.tw 


Method 


TBLASTX: Wheat 




Start 


49461 




End 


49760 





7129 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
. Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

:»b% Gene No. 

c f Start 

;f Name 

■ H start 

U GI 

5 n Exons 



* Seq. No. 

Gene No. 
U Start 
Name 
Start 
GI 

H Exons 



Seq. No. 
i;g Gene No. 
I'g Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



none 

49461. .49595, 49494, 

6898 

14473 

58571 

OJ990531_42.9922.C1. 

49758 

none 

49758. .49916, 49778, 
50074. .50121 



,49634, 



Score 135 
49617. .49760 



Seq. ID OJ990531_42.9922.C1 
Strand 

62636 

TBLASTX: Maize 
50121 
173 



End 

Method 
End 
Score 



o3. tm 

.49912, 49911. .50084, 4 9912 .. 50082 , 



6898 

14473 

58571 

OJ990531_42. 9922.Cl.o6.tw 

49764 

none 

49764 . .49916, 49772 .. 49912,, 
49972. .50133, 50106 .. 50153 ' 

6898 

14473 

58571 

OJ990531_42. 9922.Cl.o2.tw 

50265 

none 

50265. .50354, 502 66 .. 50757 , 

6898 

14473 

58571 

OJ990531_42.9922.Cl.ol0.tm 

50587 

none 

50587. .50760, 50700 50759, 

6898 

14473 

58571 

OJ990531_42.9922.Cl.o9.tw 

53690 

none 

53690. .53977 



6898 

14473 

58571 

OJ990531_42.9922.C1. 

58571 

none 

58571. .58764, 58854. 



Seq. ID OJ990531_42.9922.C1 
Strand 

End 62636 

Method TBLASTX: Wheat 

End 50153 

Score 163 
49911. .50075, 4 9912 .. 50151 , 



Seq. ID OJ990531_42.9922.C1 
Strand 

End 62636 

Method TBLASTX : Wheat 

End 50862 

Score 387 
50421. .50528, 50743.. 50862 

Seq. ID OJ990531_42.9922.C1 
Strand 

End 62636 

Method TBLASTX : Mai ze 

End 50841 

Score 160 
50739. .50840, 50740.. 50841 

Seq. ID OJ990531_42.9922.C1 
Strand 

End 62636 

Method TBLASTX : Wheat 

.. End . 53977 

Score . 204 



Seq. ID OJ990531_42.9922.C1 
Strand 

62636 
GENSCAN 
62636 
: 64 



End 

Method 
End 
Score . 



ol3.gs 

.59126, 60997. .61068, 62630.. 62636 



6899 

14474 

1 

OJ990531_42.9922.C2.ol.np 



Seq. ID OJ990531_42.9922.C2 

Strand + 

End 2960 

Method AAT/NAP 



7130 



Start 1 End 2954 

GI 6539581 Score 2376 

Exons ' 1..31, 93. .136, 342.-789, 895. .2733, 2808. .2954 

GI Descrip. (AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 6899 Seq. ID 

Gene No. 14474 Strand 

Start - 1 End 

Name OJ990531_42 . 9922 . C2 . ol . gs Method 

Start 72 End 

GI none Score 

Exons 72.. 146, 334.. 2733, 2808.. 2960 



OJ990531_42.9922.C2 
+ 

2960 
GENSCAN 
2960 
.97 



Seq. No. 6899 

Gene No. 14474 

Start 1 

Name OJ990531_42 . 9922 . C2 . ol . tw 

Start 886 

GI none 

Exons 886.-984, 988.. 1278 



Seq. ID OJ990531_42.9922.C2 

Strand + 

End 2960 

Method TBLASTX : Wheat 

End 1278 

Score 66 



Seq. No. 6899 Seq. ID 

Gene No. 14474 s Strand 

Start 1 * ' End 

Name OJ990531_42 . 9922 . C2 . o2 . tm Method 

Start 889 , End 

GI none Score 

Exons 889.. 1110 



OJ990531_42.9922.C2 
+ 

2960 

TBLASTX: Maize 

1110 

227 



Seq. No. 6899 Seq. ID 

Gene No. 14474 Strand 

Start 1 End 

Name OJ990531_42 . 9922 . C2 . ol . tc Method 

Start 1105 End 

GI . none Score 

Exons 1105.. 1425, 1132.. 1326 



OJ990531_42.9922.C2 
+ 

2960 

TBLASTX: Cress 

1425 

228 



Seq. No. 6899 Seq. ID 

Gene No. 14474 Strand 

Start 1 End 

Name OJ990531_42 . 9922 . C2 . ol . tm Method 

Start 1111 ' End 

GI none Score 

Exons. 1111.. 1494, 1114.. 1482 



OJ990531_42.9922.C2 
+ 

2960 

TBLASTX: Maize 

1494 

283 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6899 Seq. ID 

14474 Strand 

1 End 

OJ990531_42 . 9922 . C2 . ol . ts Method 

1170 End 

none Score 

1170. .1322, 1171. .1713, 1171. .1506 



OJ990531_42.9922.C2 
+ 

2960 

TBLASTX: Soybean 

1713 

93 



Seq. No- 
Gene No . 
Start 



6899 

14474 

1 



Seq. ID OJ990531_42. 9922.C2 
Strand + 
End 2960 



7131 



Name 

Start 

GI 

Exons 



OJ990531_42 . 9922 . C2 . o2 . tw Method 
1345 End 
none Score 
1345. .1776, 1351. .1482, 1581. .1775 



TBLASTX: Wheat 

1776 

246 



Seq. No. 6900 Seq. ID OJ990531_42 . 9922 .C3 

Gene No. 14475 Strand + 

Start 4298 End - 4379 

Name OJ990531_42 . 9922 . C3 . ol . gp Method AAT/GAP 

Start 4298 End 4379 

GI LIB3474-001-P1-K1-D2 Score 83 

Exons 4298.-4379 

GI Descrip. 1 3123271/sp | P51430 | RS6_ARATH 8.0e-36 40S RIBOSOMAL PROTEIN S6 

>gi_2224751_emb_CAA74381_ (Y14052) ribosomal protein S6 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
i!3 GI Descrip. 

t. j 

frk Seq. No. 
j'jj Gene No. 
! ; ~ Start 
^==J Name 
LjJ Start 
-3 GI 
i'ii Exons 



6900 

14476 

7002 

OJ990531_42 . 9922 . C3 . o2 . np 
7002 

.6721512- 



Seq. ID OJ990531_42. 9922.C3 

Strand + 

End 14047 

Method AAT/NAP 

End 10324 

Score 102 



7002. .7037, 8584. .8708, 8736.-8874, 10293. .10324 
(AP001072) hypothetical protein [Oryza sativa] 



6900 Seq. ID 

14476 Strand 

7002 End ■ 

OJ990531_42 . 9922 . C3 . o2 . gs Method 

10128 End 

none Score 

10128. .10216, 13840. .14047 



OJ990531_42. 9922.C3 
+ 

14047 
GENSCAN 
14047 
.45 



Seq. No. 6900 

□ Gene No. 14477 

H Start 1 

U Name OJ990531_42 . 9922 . C3 . ol . np 

: n Start 1 

It GI 6539580 

l :z Exons 



OJ990531 42. 9922. C3 



Seq. ID 
Strand 

End 8661 

Method AAT/NAP 

End 3935 

Score 1070 

1..153, 588. .700, 753. .853, 951. .1087, 1361. .1476, 1567.. 1655, 
1755. .1829, 1949. .2174, 2263. .2442, 2528. .3153, 3252. .3375, 
3450. .3533, 3858. .3935 



GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6900 

14477 

1 

OJ990531_42 .9922 . C3 . ol . gs 

211 

none 



Seq. ID OJ990531_42. 9922.C3 



Strand 
End 

Method 

End 

Score 



8661 
GENSCAN 
8661 
.63 



211. .219, 605. .700, 930. .1102, 1428. .1476, 1570. .1668, 
1762. .1853, 1949. .2174, 2269. .2442, 2528. .3151, 3232. .3375, 
3450. .3560, 3858.-3992, 4316. .4424, 5715. .5873, 5949. .6176, 
8438. .8661 



Seq. No. 
Gene No. 



6900 
14478 



Seq. ID 
Strand 



OJ990531 42. 9922. C3 



7132 



□ 



Start 


15342 




End 


21870 




Name 


OJ990531 42. 9922. C3. 


o3 . gs 


Method 


GEN SCAN 




Start 


15342 




End 


21870 




GI 


none 




Score 


.46 




Exons 


15342. .15492, 16607. 


.16779, 


21853. .21870 




Seq. No. 


6900 




Seq. ID 


OJ990531_ 


42.9922 


Gene No. 


14479 




Strand 






u Lai L 


'- 24607 




End 


26926 




Name 


OJ990531 42. 9922. C3. 


o4 .gs 


Method 


GEN SCAN 




Start 


24607 




End 


26926 




GI 


none 




Score 


.79 




Exons 


24607. .25450, 26000. 


.26241, 


26326. .26555, 26570. 


.26632, 




26638. .26926 










Seq. No. 


6900 




Seq. ID 


OJ990531_ 


_42.9922 


Gene No. 


14479 




Strand 






Start 


24607 




End 


26926 




Name 


OJ990531 42. 9922. C3. 


o3.np 


Method 


AAT/NAP 




Start 


24619 




End 


26920 




GI 


4204278 




Score 


1276 




Exons 


24619. .25450, 26000. 


.26241, 


26326. .26555, 26638. 


.26920 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No.' 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



(AC004146) putative Cytochrome P450 protein [Arabidopsis 
thaliana] 



6900 Seq. ID 

14479 Strand 

24607 End 

OJ990531_4 2 . 9922 . C3 . ol . tc Method 

24667 End 

none Score 



OJ990531_42.9922.C3 
26926 

TBLASTX: Cress 

24945 

84 



24667. .24786, 24854 .. 24943, 24865. .24945 



6900 
14479 
24607 

OJ990531_42.9922.C3.ol.tm 
24667 . 



OJ990531 42. 9922. C3 



none 
24667. 
24989. 
26005. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.24783, 24851. .24943, 24865.-24 969, 24958 .. 25080, 
.25051, 25090. .25227, 25091 .. 25225, 25129 .. 25227 , 
.26163 



26926 

TBLASTX: Maize 

26163 

88 



6900 

14479 

24607 

OJ990531_42.9922.C3.ol.ts 

24667 

none 

24667. .24783, 24851 .. 24943, 
25091. .25225, 26053 .. 26166, 

6900 

14479 

24607 

OJ990531_42.9922.C3.ol.tw 
24967 



Seq. ID OJ990531_42.9922.C3 
Strand 

End 26926 

Method TBLASTX : Soybean 

End 26556 

Score 68 
24865. .24957, 24949. . 25227, 
26323. .26415, 26476.. 26556 



Seq. ID 

Strand 

End 

Method 
End 



OJ990531_42.9922.C3 
26926 

TBLASTX: Wheat 
25227 



7133 






GI 


none 


Score 


47 








Exons 


24967. .25071, 24983.. 25042 


, 25087. .25227, 25088 


. .25213 






Seq. No. 


6900 


Seq. ID 


OJ990531 


_42.9922 


.C3 




Gene No. 


T A A T Q 


Strand 










Start 


24607 


End 


26926 








Name 


OJ990531 42. 9922.C3.o2.tc 


Method 


TBLASTX : 


Cress 






Start 


26476. 


End 


26839 








GI 


none 


Score 


45 








Exons 


26476. .26556, 26491.. 26571 


, 26633.-26839, 26637 


. .26702 






Seq. No. 


6901 






_42. 9922 


.C4 




Gene No . 


i a a o n 
144oU 


OliallU 










Start 


47 


CjIIO. 


Oil 








Name 


OJ990531 42.9922.C4.ol.gs 


rie inoa 










Start 


47 




Oil 








GI 


none 


Score 


1 Q 








Exons 


47. .101, 510. .577 












Seq. No. 


6902 


Seq. ID 


OJ990531 


_37.9922 


.C2 




Gene No. 


1 A A O 1 
14 H O 1 


Strand 










.Start 


1279 


End 


1370 








Name " 


-OJ990531 37.9922.C2.ol.gs 


Method 


GEN SCAN 








Start 


1279 


End 


1370 






ST 


GI 


none 


Score 


.51 






si 


Exons 


1279. .1370 












Seq. No. 


6903 


Seq. ID 


OJ990531 


_37. 9922 


.C3 




Gene No. 


14482 


Strand 


+ 






Li 


Start 


2367 


End 


18659 








Name 


OJ990531 37.9922.C3.o2.np 


Method 


AAT/NAP 






3 


Start 


2367 


End 


11516 






U 


GI 


6006375 


Score 


1739 








Exons 


2367. .2981, 10531. .10689, 


10969. .11516 








3 


GI Descrip. 


(AP000559) Similar to ORF3 "protein - rice tungro bacilliform 






virus &RTUORFS_2 (C40785) 


[Oryza sativa] 






A 


Seq. No. 


6903 


Seq. ID 


OJ990531 


_37.9922 


.C3 


3 


Gene No. 


14482 


Strand 


+ 






~: 


Start 


2367 


End 


18659 






[» 


Name 


OJ990531 37.9922.C3.o2.gs 


Method 


GEN SCAN 








Start t 


3853 


End 


16420 










none 


Score 


.78 








Exons 


3853. .4540, 4772. .4924, 4997. .5028, 5119. .5510, 


5563. .5801, 






5949. .6080, 6173. .6921, 7086. .7315, 8238. .8392, 


8618. .8757, 






8830.. 9006, 10258. .10374, 


10477. .10882, 


11306. . 


11563, 








11836. .11963, 13038. .13071 


, 14123. .14530, 16268 


. .16384, 








16413. .16420 












Seq. No. 


6903 


Seq. ID 


OJ990531 


_37.9922 


,C3 




Gene No. 


14482 


Strand 


+ 








Start 


2367 


End 


18659 








Name 


OJ990531 37.9922.C3.o4.np 


Method 


AAT/NAP 








Start 


12780 


End 


16738 








GI 


665934 


Score 


41 








Exons 


12780. .12802, 14253. .14466 


, 16718.. 16738 








GI Descrip. 


(U20341) ORF III [Cassava 


vein mosaic virus] gi 


I 1399884 


(U59' 



7134 



ORF 3 [Cassava vein mosaic virus] 

Seq. No. 6903 Seq. ID OJ990531_37 . 9922 . C3 

Gene No. 14482 Strand + 

Start ' 2367 End 18659 

Name OJ990531_37 . 9922 . C3 . o3 . np Method AAT/NAP 

Start 13090 End 18659 

GI 6006374 Score 381 

Exons 13090. .13127, 13665 .. 14040, 18589.. 18659 

GI Descrip. (AP000559) Similar to Rice tungro bacilliform virus; reverse 
transcriptase (D10774) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6903 

14483 

27938 

OJ990531_37 . 9922 . C3 . o4 . gs 
27938 



none 
27938. 
29193. 
32156. 



.27970, 28157. .28275, 
.29261/ 30987. .31206, 
.32258, 32584. .32707, 



Seq. ID OJ990531_ 
Strand + 
End 34227 
Method GEN SCAN 
End 34227 
Score . 63 
28406. .28831, 28963, 
31283. .31404, 32054. 
34107. .34227 



37. 9922. C3 



.29030, 
.32127, 



Seq. No. 6903 
Gene No. 14484 
Start 36719 

Name OJ990531_37 . 9922 . C3 . o5 . gs 

Start ' 36719 
GI none 

Exons 36719. .36769, 37402 .. 37537 , 

40842. .41143, 41919. .42194 



Seq. ID OJ990531_37.9922.C3 

Strand + 

End 42194 

Method GENSCAN 

End 42194 

Score .49 
39645. .39764, 4 0411 .. 40614 , 



Seq. No. 
Gene No. 
Start 
l Name 
A Start 

1 GI 
~ Exons 

3 GI Descrip. 



6903 Seq. ID OJ990531_37 . 9922 . C3 

14485 Strand + 

43807 End .50976 

OJ990531_37 . 9922 . C3 . o2 . gp Method AAT/GAP 

43734 End 45003 

uC-osflcypl22gl0bl Score 873 

43734. .43917, 44 184 .. 44262, 44391 .. 44431, 44730 .. 44808, 

44891. .45003 

1 2130080/pir | IS62667 3.0e-16 Nrampl protein - rice 
>gi_1470320_bbs_177441 (S81897) OsNrampl=Nrampl homolog/Bcg 
product homolog [Oryza sativa, indica, cv. IR 36, etiolated 
shoots, Peptide, 517 aa] [Oryza sativa] >gi_2231132 (L41217) 
integral membrane protein [Oryza sativa] 1 



Seq. No. 6903 Seq. ID 

Gene No. 14 4 85 Strand 

Start 43807 End 

Name OJ990531_37 . 9922 . C3 . 06 . gs Method 

Start 43807 End 

GI none Score 

Exons 43807. .43917, - 44730. .44808, 44891 

46610. .46679, 4 6970 .. 47143, 47425 



OJ990531_37.9922.C3 
+ 

50976 
GENSCAN 
47908 
.87 

44995, 46329. .46510, 
47529, 47757.. 47908 



Seq. No. 
Gene No. 
Start 



6903 

14485 

43807 



Seq. ID OJ990531_37.9922.C3 
Strand + 
End 50976 



7135 



Name 

Start 

GI 

Exons 



GI Descrip. 



Method AAT/NAP - 
End 50647 
Score 1596 
44730. .44808, 4 48 91. .44 995, 
46610. .46679, 46970 47143, 
49243. .49338, 50348. .50647 
Nrampl protein - rice gi | 1470320 | bbs | 177441 (S81897) 
OsNrampl=Nrampl homolog/Bcg product homolog [Oryza sativa, 
indica, cv. IR 36, etiolated shoots, Peptide, 517 aa] [Oryza 
sativa] gi 1 2231132 (L41217) integral membrane protein [Oryza 
sativa] 



OJ990531_37 . 9922 . C3 . o7 . np 

44103 

2130080 

44103. .44262, 44391 44431, 
45995. .46104, 4 6329 4 6510, 
47425. .47529, 48516 48647, 



OJ990531_37.9922.C3 
+ 

50976 
AAT/GAP 
46404 
350 



Seq. No. 6903 Seq. ID 

Gene No. 14485 Strand 

Start r 43807 End 

Name OJ990531_37 . 9922 . C3 . o3 . gp Method 

Start 45989 End 

GI 2796935 Score 

Exons 45989. .46104, 46329.. 46404 

GI Descrip. 2130080/pir | IS62667 3.0e-16 Nrampl protein - rice 

>gi_1470320_bbs_1774 41 (S81897) OsNrampl=Nrampl homolog/Bcg 
product homolog [Oryza sativa, indica, cv. IR 36, etiolated 
shoots, Peptide, 517 aa] [Oryza sativa] >gi_2231132 (L41217) 
integral membrane protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6903 

14485 

43807 

OJ990531_37 . 9922 . C3 . o4 
46979 

uC-osflM202092bllbl 
46979. .47143, 47425 



gp 



Seq. ID OJ990531_37.9922.C3 

Strand + 

End 50976 

Method AAT/GAP 

End 48576 

Score 590 



47529, 48516.. 48576 
'2130080/pir | | S62667 1.0e-43 Nrampl . protein - rice 
>gi_1470320_bbs_177441 (S81897) OsNrampl=Nrampl homolog/Bcg 
product homolog [Oryza sativa, indica, cv. IR 36, etiolated 
shoots, Peptide, 517 aa] [Oryza sativa] >gi_2231132 (L41217) 
integral membrane protein [Oryza sativa] 1 



~i 


Seq. No. 


6903 




Seq. ID 


OJ990531_37.9922.C3 


=3. 


Gene No. 


14485 




Strand 


+ 




Start 


43807 




End 


50976 




Name 


OJ990531 37.9922.C3.o7 


.gs 


Method 


GEN SCAN 




Start 


48410 




End 


49844 




GI 


none 




Score 


.47 




Exons 


48410. .48505, 48516. .4 


8647, 


4 924 3. .4 9338, 4 9656. .4 984 4 




Seq. No. 


6903 




Seq. ID 


OJ990531_37.9922.C3 




Gene No. . 


14485 




Strand 


+ 




Start 


43807 




End 


50976 




Name 


OJ990531 37.9922.C3.o5 


.gp 


Method 


AAT/GAP 




Start 


50356 




End 


50976 




GI 


16607 1.R1084 




Score 


1222 




Exons 


50356. .50976 










GI Descrip. 


'5852182/emb| CAB55420. 


11 9. 


0e-13 (AL117265) zhb0012.1 [Oryza 






sativa] ' 










Seq. No. 


•6903 




Seq. ID 


OJ990531_37.9922.C3 



7136 




Gene No. 


14486 




Strand 


+ 








57911 




End 


62743 






Name 


OJ990531 37. 9922. C3. 


o9.gs 


Method 


GENSCAN 






Start 


57911 




End 


62743 






GI 


none 




Score 


.62 






Exons 


57911. .57975, 58191. 


.58408, 


61568. .61632, 61973. .62021, 






62123. .62165, 62273. 


.62393, 


62477. . 62743 




* 


Seq. No. 


6903 




Seq. ID 


OJ990531 37. 


9922 


,C3 . 




14487 




Strand 


+ 






Start . 


63607 




End 


63909 






Name 


OJ990531 37. 9922. C3. 


olO.gs 


Method 


GENSCAN 






Start 


63607 




End 


63909 






GI 


none 




Score 


. 95 






Exons 


63607. .63909 












Seq. No. 


6903 




Seq. ID 


OJ990531 37. 


9922 


.C3 


Gene No. 


14488 




Strand 


+ 






Start 


65299 




End 


694 61 






Name 


OJ990531 37. 9922. C3. 


08 .np 


Method 


AAT/NAP 






Start 


65299 




End 


66769 






GI 


5852182 




Score 


41*3 






Exons 


65299. .65319, 66440. 


.66769 










GI Descrip. 


(AL117265) zhb0012.1 


[Oryza 


sativa] 








Seq. No. 


6903 




Seq. ID 


* OJ990531_37. 


9922 


.C3 


Gene No. 


14488 




Strand 


+ 






Start 


65299 




End 


69461 






Name 


OJ990531 37 9922 C3 


06 . gp 


Method 


AAT/GAP 






Start 


65991 




End 


66579 






GI 


2310235 




Score 


293 






Exons 


65991. .66028, 66440. 


.66579 










GI Descrip. 


5852182/emb | CAB55420 


.11 9.0e 


i-13 (AL117265) zhb0012. 


1 [Oryza 




sativa] 












Seq. No. 


6903 




Seq. ID 


OJ990531_37. 


9922 


.C3 


fjpnp Wn 
uCllC Vi \J . 


14488 




Strand 


+ 






Start 


65299 




End 


69461 






Name 


OJ990531 37. 9922. C3. 


ol2.gs 


Method 


GENSCAN 






Start 


66440 




End 


69436 






GI 


none 




Score 


.98 






Exons 


66440. . 69436 












Seq. No. 


6903 




Seq. ID 


OJ990531_37. 


9922 


.C3 


Gene No. 


14488 




Strand 


+ 






Start 


65299 




End 


69461 






Name 


OJ990531 37 9922 C3 


o7.gp 


Method 


AAT/GAP 






Start 


66444 




End 


69461 






GI 


342 1.R1084 




Score 


5171 






Exons 


66444. .69461 












GI Descrip. 


'4574406/gb|AAD24042 


.11 0.0e+00 (AF121139) RIM2 protein 


[Or 2 




sativa] 1 












Seq. No. 


6903 




Seq. ID 


OJ990531_37. 


9922 


■ C3 


Gene No. 


14488 




Strand 


+ 






Start 


65299 




End 


69461 






Name 


OJ990531 37. 9922. C3. 


o9.np 


Method 


AAT/NAP 







7137 



Start 


67253 


End 


69213 


GI 


6742729 


Score 


3179 


Exons 


67253. .69213 






GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 




Seq. No. 


6903 


Sea. ID 


OJ990531 


Gene No . 


14489 


Strand 




Start 


337 


End 


56472 


Name 


OJ990S31 37 9922 C3 ol as 


Method 


GENSCAN 


Start 


337 


End 


3532 


GI 


none 


Score 


.82 


Exons 


337.. 732, 1482.. 1607, 1636 


..1794, 3338 


. .3532 


Seq. No. 


6903 


Seq. ID 


OJ990531 


Gene No. 


14489 


Strand 




Start 


337 


End 


56472 


Name 


OJ990531 37.9922.C3.ol.np 


Method 


AAT/NAP 


Start 


1438 


End - 


17154 


GI 


4680183 


Score 


187 


Exons 


1438. .1527, 2136. .2229, 17127. .17154 




GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


Seq. No. 


6903 


Seq. ID 


OJ990531 


Gene No. 


14489 


Strand 




Start 


337 


End 


56472 


Name 


OJ990531 37.9922.C3.o5.np 


Method 


AAT/NAP 


Start 


5321 


End 


56472 


GI 


3183637 


Score 


26 


Exons 


5321.. 5390, 16360. .16408, 


19936. .20034 


, 43688.. 



ijf GI Descrip. 



9922. C3 



37. 9922. C3 



43736, 
56379. .56472 

(AJ002234) polyprotein, cleavage products include viral coat 
protein and proteins with homology to an aspartic protease, 
reverse transcriptase and RNase H [banana streak virus] 



Seq. No. 6903 Seq. ID OJ990531_37 . 9922 .C3 

Gene No. 14489 Strand 

Start 337 End 56472 

Name OJ990531_37 . 9922 . C3 . ol . gp Method. AAT/GAP 

Start 11963 End 12108 

GI 20088_1.R1084 Score 209 

Exons 11963. . 12108 

GI Descrip, ' 6041757/gb| AC011806. 1 1 AC011806 3.0e-72 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. No. 6903 
Gene No. 14489 
Start 337 

Name OJ990531_37 . 9922 . C3 . o3 . gs 

Start 20480 
GI none 

Exons 20480. .20575, 20945 .. 21017 , 

22587. .22700, 23631 .. 23822 , 
25662. .25789, 26962.. 26980 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21600 

23882 



OJ990531 37. 9922. C3 



56472 
GENSCAN 
26980 
.55 

21793, 22437. 
23951, 24139. 



.22555, 
.24339, 



Seq. No. 
Gene No. 



6903 
14489 



Seq. ID 
Strand 



OJ990531 37. 9922. C3 



7138 




Start 


337 


End 


56472 




Name 


OJ990531 37.9922.C3.o6.np 


Method 


AAT/NAP 




Start 


21753 


End 


24451 




GI 


6714272 


Score 


65 




Exons 


21753. .21776, 22933 .. 23142 , 


24314 . .24451 




GI Descrip. 


(AC017118) F6N18.8 [Arabidopsis thaliana] 




Seq. No. 


6903 


Seq. ID 


OJ990531_37.9922 


.C3 


Gene No. 


14489 


Strand 






Start 


337 


End 


56472 




Name 


OJ990531 37.9922.C3.o8.gs 


Method 


GENSCAN 




Start 


50297 


End 


55727 




GI 


none 


Score 


.76 




Exons 


50297' 50785. 51482 .. 51696, 


51773. .51840, 52295 .. 524 10, 






54188 54268. 55680.. 55727 








Seq. No. 


6903 


Seq. ID 


OJ990531_37.9922 


.C3 


fic»np No 


1 44 QO 


Strand 






Start 


64111 


End 


67936 




Name 


OJ990531 37.9922.C3.o3.tc 


Method 


TBLASTX: Cress 




Start 


3913 


End 


6372 




GI 


n An A 


Score 


91 




Exons 


"^91^ 40?6 4768 4995 5056 


..5355, 5395.-5484, 6175. .6372 


Seq. No. 




Seq. ID 


OJ990531_37. 9922 


.C3 




1 4 4 Qfi 


Strand 






Start 


64111 


End 


67936 




Name 


OJ990531 37.9922.C3.o5.ts 


Method 


TBLASTX : Soybean 




Start 


6160 


End 


6372 




GI 


none 


Score 


149 




Exons 


6160.. 6285, 6169.. 6285, 6292 


. .6372 






Seq. No. 


6903 


Seq. ID 


OJ990531_37.9922 


.C3 


^pnp T»Jn 


14490 


Strand 






Start 


64111 


End 


67936 




Name 


OJ990531 37.9922.C3.o6.tw 


Method 


TBLASTX: Wheat 




Start 


6175 


. End 


67350 




GI 


none 


Score 


223 




Exons 


6175. .6414, 6177. .6311, 67258. .67350 






Seq. No. 


- 6903 


Seq. ID 


OJ990531_37.9922 


.C3 


Gpnp No 


14490 


Strand' 






Start 


- 64111 


End 


67936 




Name 


OJ990531 37.9922.C3.o4.tm 


Method 


TBLASTX: Maize 




Start 


22935 


End 


23302 




GI 


none 


Score 


89 




Exons 


22935. .23000, 23056 .. 23142, 


23198. .23302 




Seq. No. 


6903 


Seq. ID 


OJ990531_37.9922 


.C3 


Gone Mo 


14490 


Strand 






Start 


64111 


End 


67936 




Name 


OJ990531 37.9922.C3.o5.tw 


Method 


TBLASTX: Wheat 




Start 


34367 


End 


34733 




GI 


none 


Score 


86 




Exons 


34367. .34408, 34405 .. 34677, 


34408. .34626, 34698. .34733 




Seq. No. 


6903 


Seq. ID 


OJ990531_37.9922 


.C3 



7139 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



144 90 Strand 

64111 End 

OJ990531_37 . 9922 . C3 . o5 . tm Method 

344 68 End 

none Score 



67936 

TBLASTX: Maize 

34860 

63 



34468. .34587, 34477 .. 34572, 34675 34860, 34698. .34841 



Seq. No. 


6903 




Seq. ID 


OJ990531_37.9922 


.C3 


Gene No. 


14490 




Strand 






Start 


64111 




End 


67936 




Name 


OJ990531 37. 9922. C3 


.o2.ts 


Method 


TBLASTX: Soybean 




O U a. -i- U 


44720 




End 


46070 




GI 


none 




Score 


124 




Exons 


44720. .44809, 44727 


. .44810, 


44889. .44999, 4 4 890 .. 45000 , 






45985. .46044, 45990 


. .46070 








Seq. No. 


6903 




Seq. ID 


OJ990531_37. 9922 


.C3 


Gene No. 


14490 




Strand 






Start 


64111 




End • 


67936 




Name 




. o3 . tm 


Method 


TBLASTX: Maize 




Start 


46002 




End 


46516 




GI 


none 




Score 


100 




Exons. 


46002. .46106, 46002 


. .46106, 


46003. .46107, 4 6006 .. 4 6107 , 






46313. .46516, 46329 


. .46511 








Seq. No. 


6903 




Seq. ID 


OJ990531_37.9922 


.C3 


Gene No. 


14490 




Strand 






o CdX u 


fiA 1 1 1 




End 


67936 




Name 


OJ990531 37. 9922. C3 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


46359 




End 


46685 




GI 


none 




Score 


141 




Exons 


46359. .46493, 46361 


. .46492, 


46581. .46685, 46613. .46684 




Seq. No. 


6903 




Seq. ID 


OJ990531_37.9922 


.C3 


Gene No. 


14490 




Strand 






Start 


64111 




End 


67936 




Name 


OJ990531 37. 9922. C3 


.oll.gs 


Method 


GENSCAN 




Start 


64111 




End 


64351 




GI 


none 




Score 


.45 




Exons 


64111. .64231, 64242 


. .64351 








Seq. No. 


6903 




' Seq. ID 


OJ990531_37. 9922 


,C3 


Gene No. 


14490 




Strand 






Start 


64111 




End 


67936 




Name 


OJ990531 37. 9922. C3 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


66746 




End 


67142 




GI 


none 




Score 


104 




Exons 


66746. . 66898, 66881 


. .67132, 


66889. .67131, 66891. .67142 




Seq. No. 


6903 




Seq. ID 


OJ990531_37.9922 


.C3 


Gene No. 


14490 




Strand 






Start 


.64111 




End 


67936 




Name 


OJ990531 37. 9922. C3 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


67063 




End 


67492 




GI 


none 




Score 


102 




Exons 


67063. .67146, 67064 


. .67138, 


67139. .67201, 67196. .674 92, 





67250. .67474 



7140 




beq. NO. 






Seq. ID 


OJ990531_37.9922 


. C3 


Gene No. 


14490 




Strand 






Start 


64111 




End 


67936 




Name 


OJ990531 37. 9922. C3. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


67225 




End 


67573 




GI 


none 




Score 


318 




Exons 


67225. .67377, 67232. 


.67573, 


67417. .67554 




Seq. No. 


6903 




Seq. ID 


OJ990531_37.9922 


.C3 


Gene No. 


14490 




Strand 






Of a y-4- 


£A 111 




End 


67936 




Name 


OJ990531 37. 9922. C3. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


67361 




End 


67830 




GI 


none 




Score 


72 




Exons 


67361. .67414, 67369. 


.67413, 


67415. .67519, 67426 .. 67515, 






67523. .67621, 67528. 


.67620, 


67601. .67825, 67 621 .. 67830, 






67622. .67825, 67624. 


.67830 








oeq . no . 






Seq. ID 


OJ990531_37.9922 


,C3 


Gene No. 


14490 




Strand 






Start 


64111 




End 


67936 




Name 


OJ990531 37. 9922. C3. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


67406 




End 


67864 




GI 


none 




Score 


247 




Exons 


67406. .67660, 67418. 


.67660, 


67670. .67864 




beq. no. 






Seq. ID 


OJ990531_37.9922 




Gene No. 


14490 




Strand 






Start 


64111 




End 


67936 




Name 


OJ990531 37. 9922. C3. 


o3.ts 


Method 


TBLASTX : Soybean 




Start 


67694 




End 


67936 




GI 


none 




Score 


216 




Exons 


67694. .67936 










Seq. No. 


6903 




Seq. ID 


OJ990531_37.9922 


.C3 


oene no . 


± H H .7 J. 




Strand 






Start 


67969 




End 


68379 




Name 


OJ990531 37. 9922. C3. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


67969 




End 


68379 




GI 


none 




Score 


87 




Exons 


67969. .68019, 67970. 


.68032, 


68038. .68220, 68042 .. 68260, 






68293. .68379, 68294. 


.68377 








Seq. No. 


6903 




Seq. ID 


OJ990531_37.9922 


.C3 


uene no . 


J. f± fl 




Strand 






Start 


68380 




End 


69460 




Name 


OJ990531 37. 9922. C3. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


68380 




End 


69460 




GI 


none 




Score 


886 




Exons 


68380. .69282, 68381. 


.69298, 


69293. .69337, 69297 .. 69332 , 






69344. .69403, 69382. 


.69456, 


69383. .69460 




Seq. No. 


6903 




Seq. ID 


OJ990531_37. 9922 


.C3 


Gene No. 


14492 




Strand 






Start 


68380 




End 


69460 




Name 


OJ990531 37. 9922. C3. 


o2. tm- 


Method 


TBLASTX: Maize 





7141 




Start 


68423 


End 


68737 


GI 


none 


Score 


' 318 


Exons 


68423. .68737, 68434 .. 68709, 


68507. .68737 - 


Seq. No. 


6903 


Seq. ID 


OJ990531_37.9922.C3 


Gene No. 


14492 


Strand 




OLalt 


DO jOU 


End 


69460 


Name 


OJ990531 -37.9922.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


68664 


End 


69115 


GI 


none 


Score 


175 


Exons 


68664. .68846, 68668 .. 69105, 


68668. .69111, 68 672 .. 69115, 




68678. .69115 






Seq. No. 


6904 


Seq. ID 


OJ990531 37. 9922. C4 


Gene No. 


14493 


Strand 


+ 


Start 


1117 


End 


5383 


LNCUtlG 


OJ990531 37.9922.C4.o2.np 


Method 


AAT/NAP 


Start 


1117 


End 


5383 


GI 


4680204 


Score 


1061 


Exons 


1117.. 2553, 2628..3724, 3834 


..4007, 4104. .'4323, 4674. .4773, 




5346. .5383 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


6904 


Seq. ID 


OJ990531_37.9922.C4 


Gene No. 


14493 


Strand 


+ 


C+- -a V-+- 
OLdl L 


1117 


End 


5383 


Name 


OJ990531 37.9922.C4.o3.np 


Method 


AAT/NAP 


Start 


1117 


End 


4811 


GI 


4680204 


Score 


1059 


Exons 


1117.. 2553, 2628.. 3724, 3834 


..4007, 4104. .4323, 4674. .4811 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


6904 


Seq. ID 


OJ990531_37. 9922.C4 


Gene No. 


14493 


Strand 


+ 


Start 


1117 


End 


5383 


Name 


OJ990531 37.9922.C4.ol.gp 


Method 


AAT/GAP 


Start 


5127 


End 


5273 


GI 


21474 1.R1084 


Score 


24 9 


Exons 


5127.. 5273 






GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidopsis 




thaliana] ' 






Seq. No. 


6904 


Seq. ID 


OJ990531_37. 9922.C4 


Gene No. 


14494 


Strand 


+ 


otait 


7431 


End 


9398 


Name 


OJ990531 37. 9922.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1760 


End 


2163 


GI 


none 


Score 


60 


Exons 


1760.. 1900, 1760.. 1876, 1762 


..1998, 1762. .1911, 1863. .2030, 




1993. .2163 






Seq. No. 


6904 


Seq. ID 


OJ990531_37.9922.C4 


Gene No. 


14494 


Strand 


+ 


Start 


7431 


End 


9398 


Name 


OJ990531 37.9922.C4.o2.tw 


Method 


TBLASTX: Wheat 


Start 


3651 


End 


4173 


GI 


none 


Score 


60 



7142 



Exons 


3651.. 3731, 3820.. 4002, 3870 


..3995, 4102. .4173 






Seq. No. 


6904 


Seq. ID' 


OJ990531 


_37.9922 


.C4 


Gene No. 


14494 


Strand 


+ 






Cf art 
O Lai u 


7431 


End 


9398 






Name 


OJ990531 37.9922.C4.o4.np 


Method 


AAT/NAP 






Start 


7431 


End 


9398 






GI 


4538896 


Score 


1253 






Exons 


7431.. 7867, 7976.. 8490, 8551 


. .9398 








GI Descrip. 


(AL049482) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


6904 


Seq. ID 


OJ990531 


_37.9922 


.C4 


OtSllC LNvJ • 


1 4 4 Q4 

J. *i 1 J *s 


Strand 


+ 






Start 


7431 


. End 


9398 






Name 


OJ990531 37.9922.C4.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


8164 


End 


8391 






GI 


none 


Score 


198 






Exons 


8164. .8391, 8165. .8374 










Seq. No. ;\ ;v . 


. 6904 


Seq. ID 


OJ990531 


_37..9922 


.C4 


uciie LNU . 


1 4 4 Q4 


Strand 


+ 






Start 


7431 


End 


9398 






Name - 


OJ990531 37.9922*.C4.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


8407 


End 


8788 






GI 


none 


Score 


254 






Exons 


8407. .8559, 8411. .8692, 8582 


..8692, 8696.-8788, 


8717. .8788 


Seq. No. 


6905 


Seq. ID 


OJ990531 


_37.9922 


.CI 


Gene No. 


14495 


Strand 


+ 






Start 


1 


End 


1059 






Name 


OJ990531 37.9922.C7.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


880 






GI 


342 1.R1084 


Score 


1086 






Exons 


1..210, 329. .433, 543. .880 










GI Descrip. 


, 4574406/gb|AAD24042.1| 0.0e+00 (AF12113?) RIM2 


protein 


[0 




sativa] 1 










Seq. No. 


6905 


Seq. ID 


OJ990531 


_37.9922 


.C7 


Gene No. 


14495 


Strand 


+ 






Start 


1 


End 


1059 






LNdiLLC 


OJ990531 37.9922.C7.o2.gp 


Method 


AAT/GAP 






Start 


1 


End 


1059 






GI 


342 1.R1084 


Score 


1364 






Exons 


1.-210, 329. .433, 543. .1059 










GI Descrip. 


'4574406/gb|AAD24042. 1 | O.Oe+00 (AF121139) RIM2 


protein 


[0 




sativa] ' 










Seq. No. 


6905 


Seq. ID 


OJ990531 


_37.9922 


.C7 


Gene No. 


14495 


Strand 


+ 






Start 


1 


End 


1059 






Name 


OJ990531 37.9922.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


105 






GI 


4680203 


Score 


94 






Exons 


1. .105 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


6905 


Seq. ID 


OJ990531 


_37,9922 


.C7 



7143 



Gene No. 14495 Strand + 

Start 1 End 1059 

Name OJ990531_37 . 9922 ,C7 . ol . gs Method GENSCAN 

Start 54 End 146 

GI none Score .74 

Exons 54.. 14 6 



6906 Seq. ID 

14496 Strand 
218 End 
OJ990531_37 . 9922 . C9 . ol . np Method 
218 End 
5734779 Score 
218. .570, 1209. .1349, 1516. .1662, 1920. 
2701. .2785, 4037. .4151, 9329. .9369 
GI Descrip. (AC007980) 78688 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990531_37.9922.C9 
+ 

9369 
AAT/NAP 
9369 
805 

..2072, 2209.. 2350, 



Seq. No. 6906 

Gene No. 14496 

Start 218 

Name OJ990531_37 . 9922 . C9 . ol . gs 

Start 247 

GI none 
Exons 



Seq. ID OJ990531_37.9922.C9 

Strand + 

End 9369 

Method GENSCAN 

End 9241 

Score ;8 : 5-.' ■ 

1662, 1920.. 2072, 



247. .570, 610. .699, 1209. .1349, 1441. 
2203. .2338, 2701. .2785, 4037. .4145, 4777. .4963, 5041. .5156, 
5233.-5336, 5416. .5500, 6381. .6548, 6993. .7076, 7150. .7248, 
8599.-8662, 9175.. 9241 



Seq. No. 6906 Seq. ID 

Gene No. 14496 Strand 

Start 218 End 

Name OJ990531_37 . 9922 . C9 . ol . ts Method 

Start 1202 End 

GI none Score 
Exons 



OJ990531_37.9922.C9 
+ 

9369 

TBLASTX : Soybean 

2042 

164 



1202.. 1351, 1209. 
1946. .2038 



,1337, 1518. .1673, 1519. .1662, 1923. .2042, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6906 Seq. ID 

14496 Strand 
218 End 
OJ990531_37.9922.C9.ol.gp Method 
1209 End 
uC-osflm202109fl2bl Score 
1209. .1349, 1516. .1662, 1920. .2072, 2203. .2267 
? 5803242/dbj IAP000399. 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



OJ990531_37.9922.C9 

+ 

9369 
AAT/GAP 
2267 
838 



6906 

14496 

218 

OJ990531_37.9922.C9.ol.tm 

2209 

none 



Seq. ID OJ990531_37.9922.C9 



Strand 
End 

Method 

End 

Score 



+ 

9369 

TBLASTX: Maize 

2825 

186 



2209. .2340, 2209. .2346, 2527. .2595, 2709. .2783, 2715. .2825 



Seq. No. 
Gene No. 



6906 
14496 



Seq. ID OJ990531_37.9922.C9 
Strand + 



7144 




J Lai l> 


218 


. End 


9369 


Name 


OJ990531 37.9922.C9.o2.np 


Method 


AAT/NAP 


Start 


4765 


End 


•6491 


GI 


5002521 


Score 


153 


Exons 


4765.. 4963, 5041.. 5156, 5233 


..5336, 5416. .5500, 6378. .6491 


GI Descrip. 


(AL078606) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


6906 


q prr t n 


OJ990531 37 9922 C9 


UCilC LNvJ . 


J. 1 *i J u 


k— > > — J— Oil \A 


+ 


Start 


218 


End 


9369 


Name 


OJ990531 37.9922.C9.o2.gp 


Method 


AAT/GAP 


Start 


6379 


End 


6935 


GI 


2312133 


Score 


769 


Exons 


6379.. 6740, 6830.. 6935 






Seq. No. 


6907 


Seq. ID 


OJ990531_37 . 9922. C10 


Gene No. 


14497 


Strand 


+ 


Start 


588 


End 


3721 


Name 


OJ990531 37 9922 . C10 . ol . an 


Method 


AAT/GAP 


Start 


588 


End 


1910 


GI 


uC-osflm202002c04bl 


Score 


503 ' 


Exons 


588. .813, 1865. .1910 






GI Descrip. 


1 1420932/gb|U61383 IORU61383 


7.0e-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 1 


Seq. No. 


6907 


Seq. ID 


OJ990531_37. 9922. C10 


Gene No. 


14497 


Strand 


+ 


Q-t- a -*-+- 
o LdiL 




End 


3721 


Name 


OJ990531 37.9922.C10.ol.gs 


Method 


GEN SCAN 


Start 


588 


End 


3721 


GI 


none 


Score 


.54 


Exons 


588. .813, 1865. .2112, 2154.. 


2342, 2420 


..2557, 2643. .3480, 




3557.. 3721 






Seq. No. 


6907 


Seq. ID 


OJ990531_37. 9922. C10 




1 44 


Strand 


+ 


Start 


3964 


End 


4325 


Name 


OJ990531 37.9922.C10.o2.gp 


■ Method 


AAT/GAP 


Start 


3964 


End 


4325 


GI 


2800680 


Score 


583 


Exons 


3964. .4325 






Seq. No. 


6907 


Seq. ID 


OJ990531_37. 9922. C10 


Gene No. 


14499 


' Strand 




OLai i. 


404 4 


End 


8231 


Name 


OJ990531 37.9922.C10.o2.gs 


Method 


GENSCAN 


Start 


4044 


End 


8231 


GI 


none 


Score 


.71 


Exons 


4044. .4141, 4716. .4837, 5141 


..5189, 6875. .7152, 7294. .7923, 




8149. .8231 






Seq. No. 


6907 


Seq. ID 


OJ990531_37. 9922. C10 


Gene No. 


14499 


Strand 




Start 


4044 


End 


8231 


Name 


OJ990531 37.9922.C10.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7215 


End 


7622 


GI 


none 


Score 


51 



7145 



Exons 7215. .7277, 7216. .7278, 7222. .7281, 7367. .7477, 7368. .7466, 

7371. .7607, 7372. .7611, 7542.-7622, 7555. .7611 



Seq. No. 


6908 


Seq. ID 


OJ990531_37.9922.C11 


Gene No. 


14500 


Strand 


+ 


Start 


61 


End 


837 


Name 


OJ990531 37.9922. Cll.ol.gs 


Method 


GEN SCAN 


Start 


61 


End 


837 


GI 


none 


Score 


.54 




61. .112, 478. .539, 671. .837 






Seq. No. 


6909 


Seq. ID 


OJ990421_31.9924.C2 


Gene No. 


14501 


Strand 


+ 


Start 


8782 


End 


10690 


Name 


OJ990421 31.9924.C2.o2.gs 


Method 


GENS CAN 


Start 


8782 


End 


10579 


GI 


none 


Score 


.76 


Exons 


8782. .8905, 10239 .. 10366, 10442. .10579 




Seq. No. - 


6909 


Seq. ID 


OJ990421_31'.9924.C2 


Gene No. 


14501 


Strand 


+ 


Start 


8782 


End 


10690 


Name 


OJ990421 31.9924.C2.o4.np 


Method 


AAT/NAP 


Start 


8785 


End 


10690 


GI 


4803931 


Score 


621 


Exons 


8785.. 8905, 9742.. 9876, 9982 


..10142, 10239. .10366, 10442. .10690 


GI Descrip. 


(AC006264) unknown protein [Arabidopsis thaliana] 




6909 


Seq. ID 


OJ990421_31.9924.C2 


Gene No. 


14502 


Strand 




Start 


299 


End 


5440 


Name 


OJ990421 31.9924.C2.o2.np 


Method 


AAT/NAP 


Start 


299 


End 


5440 


GI 


2583130 


Score 


1789 


Exons 


299. .340, 1442. .1881, 1942.. 


5440 




GI Descrip. 


(AC002387) putative non-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 






Seq. No. 


6909 


Seq. ID 


OJ990421_31.9924.C2 


Gene No. 


14502 


Strand 




Start 


299 


End 


5440 


Name 


OJ990421 31.9924.C2.o4.tw 


Method 


TBLASTX: Wheat 


Start 


1896 


End 


2303 


GI 


none 


Score 


102 


Exons 


1896. .2054, 1918. .2289, 2100 


. .2303. 




Seq. No. 


6909 


Seq. ID 


OJ990421_31.9924.C2 


Gene No. 


14502 


Strand 




Start 


299 


End 


5440 


Name 


OJ990421 31.9924.C2.o5'.tw 


Method 


TBLASTX: Wheat 


Start 


2694 


End 


2877 


GI 


none 


Score 


113 


Exons 


2694.. 2876, 2695.. 2877 






Seq. No. 


6909 


Seq. ID 


OJ990421_31.9924.C2 


Gene No. 


14502 


Strand 




Start 


299 


End 


5440 



7146 




Name 


OJ990421 31 


.9924. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2754 








End 


3104 


GI 


none 








Score 


132 


Exons 


2754. .3104, 


2755. 


.3069 








Seq. No. 


6909 








Seq. ID 


OJ990421_31.9924.C2 


bene wo. 










O L 17 all U. 




Start 


299 








End 


5440 


Name 


OJ990421 31 


.9924. 


C2.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


2760 








End 


3179 


GI 


none 








Score 


127 


Exons 


2760. .2975, 


2979. 


.3179 








Seq. No. 


6909 








Seq. ID 


OJ990421_31.9924.C2 


Gene No . 


i a i;no 
x <± ouz 












Start 


299 








End 


5440 


Name 


OJ990421 31 


.9924. 


C2.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2883 








End 


3300 


GI 


none 








Score 


177 


Exons 


2883. .2933, 


2916. 


.3299, 


2917. 


.3300 




Seq. No. 


6909 








Seq. ID 


OJ990421_31.9924.C2 


Gene No . 


1 A t;no 








Strand 




Start 


299 








End 


5440 


Name 


OJ990421 31 


.9924. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3258 








End 


3896 


GI 


none 








Score 


66 


Exons 


3258. .3404, 


3432. 


.3749, 


3481. 


.3537, 3568.. 3750, 3732.-3896 


Seq. No. 


6909 








Seq. ID 


OJ990421_31 . 9924-^02 


Gene No . 


141 D\JZ 








Strand 




Start 


299 








End 


5440 


Name 


OJ990421 31 


.9924. 


C2.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


3420 








End 


3707 


GI 


none 








Score 


192 


Exons 


3420. .3707 












Seq. No. 


6909 








Seq. ID 


OJ990421_31.9924 .C2 


Gene No. 


14502 








Strand 






9QQ 

C. J J7 








End 


5440 


Name 


OJ990421 31 


.9924. 


C2 .ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


3471 








End 


3851 


GI 


none 








Score 


181 


Exons 


3471. .3638, 


3472. 


.3645, 


3488. 


.3652, 3547.. 3666, 3630.. 3716 




3633. .3851, 


3637. 


.3849 








Seq. No. 


6909 








Seq. ID 


OJ990421_31.9924.C2 


Gene No. 


14503 








Strand 




C4- -u v-t- 

otar u 


0 / Ox 








End 


10590 


Name 


OJ990421 31 


.9924 . 


C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


8781 








End 


10036 


GI 


none 








Score 


127 


Exons 


8781. .8876, 


8785. 


.8907, 


8785. 


.8907, 9641. .9700, 9643. .9705 




9644. .9709> 


9785. 


.9904, 


9785. 


.9859, 9793. .9888, 9992. .1003 


Seq. No. 


6909 








Seq. ID 


OJ990421_31.9924.C2 


Gene No. 


14503 








Strand 





7147 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8781 End 

OJ990421_31 . 9924 . C2 . ol . tm Method 

9637 End 

none Score 



10590 

TBLASTX: Maize 

10579 

89 



9637. .9708, 9644. .9709, 9785.-9874, 9790. .9876, 9992. .10141, 
10223. .10369, 10382 10579, 10427.. 10579 



6909 

14503 

8781 

OJ990421_31.9924.C2.o2.tw 

9780 

none 



Seq. ID OJ990421_31.9924..C2 
Strand 

End 10590 

Method TBLASTX : Wheat 

End 10495 

Score 141 



9780. .9872, 9781. .9876, 9782. .9874, 9991. .10143, 9992. .10144, 
10003. .10146, 10223. .10369, 10234 .. 10368 , 10442 .. 10495, 
10446. .10493, 10447. .10494 



6909 

14503 

8781 

OJ990421_31.9924.C2.ol.tc 

10106 

none 



Seq. ID OJ990421_31.9924.C2 
Strand 

End 10590 

Method TBLASTX: Cress 

End 10581. 

Score 51 



10106. .10141, 10223. .10369, 10232 .. 10357 , 10394 .. 10579, 
10426. .10578, 10450 10581 , 



Seq. No. 6909 

Gene No. 14503 

Start 8781 

Name OJ990421_31 . 9924 .C2 . o4 . ts 

Start 10295 

GI none 
Exons 



Seq. ID OJ990421_31.9924.C2 
Strand 

End 10590 

Method TBLASTX : Soybean 

End 10590 

Score 114 



10295. .10369, 10297 .. 10368 , 10382 .. 1057 9, 10427 .. 10576, 
10429. .10590, 10429. .10578, 10440.. 10580 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



6910 
14504 

. 208 

OJ990421_31. 9924 .C3.ol.gs 

208 

none 

208. .342 



Seq. ID OJ990421_31. 9924.C3 
Strand 

End 342 

Method GEN SCAN 

End 342 

Score .59 



6911 
14505 
1 

OJ990421_31.9924.C4.ol.np 
1 

2498930 
1..48, 216. .277 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ990421_31.9924.C4 
Strand 

End 277 

Method AAT/NAP 

End 277 

Score 104 



6911 

14506 

216 

OJ990421 31. 9924 .C4 .ol.gs 



Seq. ID OJ990421_31. 9924.C4 
Strand 

End 275 

Method GEN SCAN 



7148 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■Exons 

GI Descrip. 



216 
none 

216. .275 



End 
Score 



6912 Seq. ID 

14507 Strand 
4893 End 
OJ990421_31 . 9924 . C5 . o4 . np Method 
4893 End 
5852172 Score 
4893. .4976, 9667. .9715, 9791. .9858 
(AL117265) zhb0002.1 [Oryza sativa] 



275 
.99 



OJ990421_31. 
+ 

9858 
AAT/NAP 
9858 
86 



9924. C5 



6912 

14507 

4893 

OJ990421_31 
7492 

533_1.R1084 
7492. .7552, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
8329 

, 113172/sp|P15543|ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17928'acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] 1 



9924.C5.ol.gp 



8168.. 8267, 8290. 



OJ990421_31.9924, 
+ 

9858 
AAT/GAP 
8329 
173 



C5 



■»3 . 


O C ^ . IN \J • 


6912 


Seq. ID 


OJ990421_31.9924.C5 


: a Hi 


belle LNU . 


14 JUO 


Strand 






Start 


1 


End 


3977 


L ~i 


Name 


OJ990421 31.9924.C5.ol.np 


Method 


AAT/NAP 


I _ E 


Start 


1 


End 


3977 




GI 


2583130 


Score 


1682 




Exons 


1..358, 415. .3977 






i \Ji 


GI Descrip. 


(AC002387) putative non-LTR 


retroelement reverse transcriptase 






[Arabidopsis thaliana] 








Seq. No. 


6912 


Seq. ID 


OJ990421_31. 9924 .C5 




Gene No. 


14508 * 


Strand 






Start 


1 


End 


3977 


!. J 


Name 


OJ990421 31.9924.C5.ol.gs 


Method 


GENSCAN 


a 


Start 


572 


End 


2810 


Q 


GI 


none 


Score 


.64 




Exons 


572.. 1241, 1558.. 1742, 1989. 


.2138, 2-178.. 2810 




Seq. No. 


6912 


Seq. ID 


OJ990421_31.9924.C5 




Gene No. 


14509 


Strand 






Start 


9783 


End 


9981 




Name 


OJ990421 31.9924.C5.o3.tw 


Method 


TBLASTX: Wheat 




Start 


489 


End 


874 




GI 


none 


Score 


64 




Exons 


489. .593, 614. .841, 632. .874 


, 687. .869 






Seq. No. 


6912 


Seq. ID 


OJ990421_31. 9924 .C5 




Gene No. 


14509 


Strand 






Start 


9783 


End 


9981 




Name 


OJ990421 31.9924.C5.o4.tw 


Method 


TBLASTX: Wheat 




Start 


1255 


End 


1413 




GI 


none 


Score 


118 



7149 



Exons 



1255.. 1413, 1257.. 1412 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

'"'Z Exons 

'is* 

£f! Seq. No. 

fij Gene No. 

| s 5 Start 

i"" s Name 

s ? Start 

"U Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6912 

14509 

9783 

OJ990421_31, 

1269 

none 

1269. .1640, 

6912 

14509 

9783 

OJ990421_31. 

1296 

none 

1296. .1511, 

6912 

145'09 

9783 

OJ990421_31, 

1419 

none 

1419. .1481, 

6912 
14509 . 
9783 

OJ990421_31. 

2127 

none 

2127. .2267, 

6912 

14509 

9783 

OJ990421_31, 

2167 

none 

2167. .2448, 

6912 

14509 

9783 

OJ990421_31. 

2607 

none 

2607. .2906, 

6912 

14509 

9783 

OJ990421_31. 

3486 

none 

3486. .3677, 



9924.C5.ol.tm 
1279. .1650 

9924.C5.ol.ts 
1515. .1715 

9924.C5.ol.tw 



Seq. ID OJ990421_31.9924.C5 
Strand 

End 9981 

Method TBLASTX : Maize 

End 1650 

Score 144 



Seq. ID OJ990421_31.9924.C5 
Strand 

End 9981 

Method TBLASTX : Soybean 

End 1715 

Score 99 



Seq, ID OJ990421_31.9924.C5 
Strand 

End 9981 

Method TBLASTX : Wheat 

End 1836 

Score 128 



1464. .1835, 1480. .1728, 1783. .1836 



9924.C5.o2.tm 
2271.. 2510, 2538. 

9924.C5.o2.tw 
2169. .2522 

9924.C5.o2.ts 
2608.. 2685, 2889. 

9924.C5.o5.tw 



Seq. ID OJ990421_31.9924.C5 
Strand 

9981 

TBLASTX: Maize 
2624 
57 



End 

Method 
End 
Score 
.2624 



Seq. ID OJ990421_31.9924.C5 
Strand 

End 9981 

-Method TBLASTX: Wheat ■ 

End 2522 

Score 169 



Seq. ID OJ990421_31.9924.C5 
Strand 

9981 

TBLASTX: Soybean 
2990 
64 



End 

Method 
End 
Score 
.2990 



Seq. ID OJ990421_31.9924.C5 
Strand 

End 9981 

Method TBLASTX : Wheat 

End 3872 

Score 65 

3S35..3678, 3554.. 3688, 3681.. 3872, 3742.. 3855 



7150 



Seq. No. 


6912 






Seq. ID 


OJ990421_ 


J31.9924 .C5 


Gene No. 


14509 






Strand 






Start 


9783 






End 


9981 




Name 


OJ990421 31.9924 


.C5.o3. 


gs 


Method 


GENSCAN 




Start 


9783 






End 


9981 




GI 


none 






Score 


. 58 




Exons 


9783. . 9981 












Seq. No. 


6913 






Seq. ID 


OJ990421_ 


_31.9924.C6 


Gene No. 


14510 






Strand 


+ 




Start 


457 






End 


1912 




Name 


OJ990421 31.9924 


.C6.ol. 


gs 


Method 


GENSCAN 




Start 


457 






End 


1912 




GI 


none 






Score 


. 41 




Exons 


457.. 618, 1694.. 


1912 










Seq. No. 


6913 






Seq. ID 


OJ990421_ 


31 . 9924 .C6 


Gene No. 


14511 






Strand 


+ 




Start 


2668 






End 


8928 




Name 


OJ990421_31.9924 


.C6.o2. 


gs 


Method 


GENSCAN 




Start 


2668 






End 


8928 




GI ' 


none 






Score 


.82 




Exons 


2668.. 2783, 3255 


. . 3348, 


3896. 


.3965, 4076.. 4155, 


5030. .5106, 




5371.. 5847, 6212 


. . 6496, 


6523. 


.6682, 7138.. 7222, 


7267 . .7397, 




8037.. 8179, 8727 


. .8928 










Seq. No. 


6913 






Seq. ID 


OJ990421_ 


_31. 9924 .C6 


Gene No. 


14511 






Strand 


+ 




Start 


2668 






End 


8928 




Name 


OJ990421 31.9924 


.C6.ol. 


gp 


Method 


AAT/GAP 




Start 


3294 






End 


6168 




GI 


17876 1.R1084 






Score 


2285 




Exons 


3294.. 3348, 3625 


. .3719, 


3896. 


.3965, 4046. .4155, 


4609. .4725, 




5030.. 5106, 5202 


. .5246, 


5371. 


.6068, 6137. .6168 





j GI Descrip. 



^ Seq. No. 

Q Gene No. 

Q Start 
Name 
Start 
GI 

Exons 



' 5091616/gb| AAD39604 . 1 | AC007454_3 
[Arabidopsis thaliana] ' 



1.0e-52 (AC007454) F23M19.3 



6913 Seq. ID 

14512 Strand 

9299 End 

OJ990421_31.9924.C6.o4.gp Method 

9242 End 

2428262 Score 
9242.. 9595 



OJ990421_31. 9924 .C6 
+ 

9700 
AAT/GAP 
9595 
659 



Seq. 'No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



6913 

14512 

9299 

OJ990421_31.9924.C6.o3.gs 

9299- 
none 

9299. .9700 

6913 

14513 

11866 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990421_31. 9924 .C6 
+ 

9700 
GENSCAN 
9700 
.54 



OJ990421_31. 9924 .C6 
+ 

13890 



7151 



Name OJ990421_31 . 9924 . C6 . ol . np Method AAT/NAP 

Start 11842 End 13890 

GI 6721098 Score 688 

Exons 11842. .12278, 12309 .. 12641, 13840.. 13890 

GI Descrip. (AC007396) T4012.3 [Arabidopsis thaliana] 



Seq. No. 


6913 


Seq. ID 


OJ990421_31 


.9924. C6 


Gene No. 


14513 


Strand 


+ 




Start 


11866 


End 


13890 




Name 


OJ990421 31.9924.C6.o4.gs 


Method 


GENSCAN 




Start 


11866 


End 


13340 




GI 


none 


Score 


.68 




Exons 


11866. .12641, 13238. .13340 








Seq. No. 


6913 


Seq. ID 


OJ990421_31 


.9924. C6 


Gene No. 


14514 


Strand 


+ 




Start 


16529 


End 


19469 




Name 


OJ990421 31.9924.C6.o2.np 


Method 


AAT/NAP 




Start 


16529 


End 


19466 




GI 


6691716 


Score 


2292 




Exons 


16529. .17413, 17 611 .. 17786, 


17869. .18136, 18313 .. 18507, 




18583. .18 68 6, 18837 .. 18948, 


19021. .19466 




(~i T n^Qfyi o 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi | 6691717 | dbj | BAA89397 . 1 | 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


6913 


Seq. ID 


OJ990421_31 


.9924. C6 


Gene No. 


14514 


Strand 


+ 




Start 


16529 


End 


19469 




Name 


OJ990421 31.9924.C6.o6.gs 


Method 


GENSCAN 




Start 


16529 


End 


19469 




GI 


none 


Score 


.88 




Exons 


16529. .17413, 17 611 .. 17786, 


17869. .18200, 18320 .. 18507 , 




18583. .18772, 19021.. 19469 








Seq. No. 


6913 


Seq. ID 


OJ990421_31 


.9924. C6 


Gene No. 


14515 ' 


Strand 


+ 




Start 


30787 


End 


32111 




Name 


OJ990421 31.9924.C6.p9.gs 


Method 


GENSCAN 




Start 


30787 


End 


32111 




GI 


none 


Score 


.69 




Exons 


30787. .31285, 31775 .. 31869, 


31959. .32111 




Seq. No. 


6913 


Seq. ID 


OJ990421_31 


.9924. C6 


Gene No. 


14516 


Strand 






Start 


6188 


End 


6931 




Name 


OJ990421 31.9924.C6.o3.gp 


Method 


AAT/GAP 




Start 


6188 


End 


6931 




GI 


6547 1.R1084 


Score 


783 




Exons 


6188.. 6373, 6586.. 6931 








GI Descrip. 


f 5257255/dbj | AP000364 . 1 | AP000364 4.0e- 


52 Oryza sativa genomic 



DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 6913 Seq. ID OJ990421_31 . 9924 . C6 

Gene No. 14517 Strand 

Start 14170 End 14517 

Name OJ990421_31 . 9924 .C6.o5 .gs Method GENSCAN 



7152 




Start 


14170 






End 


14517 


GI 


none 






Score 


.41 


Exons 


14170. .14517 










Seq. No. 


6913 






Seq. ID 


OJ990421_31.9924.C6 


Gene No. 


14518 






Strand 




Start 


19786 






End 


32273 


Name 


OJ990421 31.9924. 


C6.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2279 






End 


2795 


GI 


none 






Score 


279 


Exons 


2279.. 2551, 2280. 


.2597, 


2689. 


.2784, 2689. .2778, 2718.. 2795 



Seq. No. 6913 

Gene No. 14518 

Start 19786 

Name OJ990421_31 . 9924 . C6 . 06 . tm 

Start 2324 

GI none 

Exons 2324.. 2602, 2325.. 2597, 2689. 
3252. .3317 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2796, 



OJ990421 31. 9924. C6 



32273 

TBLASTX: Maize 
3317 
210 

2722. .2790, 2727. .2795, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



!^ Seq. No. 

i y Gene No. 

is Start 

□ Name 

^1 Start 

Exons 



6913 

14518 

19786 

OJ990421_31.9924 .C6.ol0.tm. 

6670 

none 

6670.. 6801, 6676.. 6717, 6682. 
6781.. 6816, 6805.. 6870, 6817. 
6895.. 6936 

6913 

14518 

19786 

OJ990421_31.9924.C6.o8.tm 

9424 

none 

9424. .9552, 



Seq. ID OJ990421_31.9924.C6 
Strand 

End 32273 
Method TBLASTX : Mai ze 
End 6936 
Score 111 

.6780, 6723. .6785, 6739. .6840, 
.6870, 6817. .6843, 6859. .6933, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_31.9924.C6 
32273 

TBLASTX: Maize 

9607 

259 



9425. .9607 



□ Seq. No. 6913 Seq. ID 

Q Gene No. 14518 Strand 

Start 19786 End 

Name OJ990421_31 . 9924 . C6 . olO . tw Method 

Start 9425 End 

GI none ' Score 

Exons 9425.. 9544, 9431.. 9526, 9487.. 9543, 



OJ990421_31.9924.C6 
32273 

TBLASTX: Wheat 
9595 
176 
9521. .9595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6913 Seq. ID 

14518 Strand 

19786 End 

OJ990421_31.9924 .C6.ol.ts Method 

11878 End 

none Score 



OJ990421_31.9924.C6 
32273 

TBLASTX : Soybean 

12600 

400 



11878. .12192, 11895. .12188, 12223 .. 12273, 12330 .. 12374 , 
12331. .12390, 12442. .12600, 12462. .12599 



Seq. No. 



6913 



Seq. ID OJ990421_31.9924.C6 



7153 




bene no . 


1 yl CI Q 




Strand 




Start ' 


19786 




End 


32273 


Name 


OJ990421 31. 9924. C6. 


o5. tm 


Method 


TBLASTX: Maize . 


Start 


11887 




End 


12171 


GI 


none 




Score 


247 


Exons 


11887. .12093, 11889. 


.12077, 


12088. .12171, 12093. .12170 


Seq. No. 


6913 




Seq. ID 


OJ990421_31.9924 


Gene No. 


14518 




Strand 




btart: 


i y / 0 D 




End 


32273 


Name 


OJ990421 31. 9924. C6. 


ol. tc 


Method 


TBLASTX: Cress 


Start 


11895 




End 


12594 


GI 


none 




Score 


387 


Exons 


11895. .12194, 11896. 


.12192, 


12223. .12273, 12331 .. 12390, 




12442. .12594, 12447. 


.12593 






Seq. No. 


6913 




Seq. ID 


OJ990421__31.9924 


Gene No. 


14518 




Strand 




b tart 


I y / o o 




End 


32273 


Name 


OJ990421 31. 9924. C6. 


ol4 . tw 


Method 


TBLASTX: Wheat 


Start 


11931 




End 


12390 


GI . 


none 




Score 


47 


Exons 


11931. .11954, 11932. 


.11955, 


12049. .12126, 12051. .12149, 




12130. .12192, 12223. 


.12267, 


12346. .12390 


Seq. No. 


6913 




Seq. ID 


OJ990421_31.9924 


bene No. 






Strand 




Start 


19786 




End 


32273 


Name 


OJ990421 31. 9924. C6. 


oil. tw 


Method 


TBLASTX: Wheat 


Start 


12442 




End 


13832 


GI 


none 




Score 


221 


Exons 


12442. .12594, 12447. 


.12596, 


13779. .13832 


Seq. No. 


6913 




"-Seq. ID 


OJ990421_31.9924 


Gene No . 






Strand 




Start 


19786 




End 


32273 


Name 


OJ990421 31. 9924. C6. 


ol2. tm 


Method 


TBLASTX: Maize 


Start 


. 12442 




End 


12591 


GI 


none 




Score 


200 


Exons 


12442. .12591, 12447. 


.12590 






Seq. No. 


6913 


- 


Seq. ID 


OJ990421_31.9924 


Gene No . 


1 /I CI Q 




Strand 




Start 


19786 




End 


32273 


Name 


OJ990421 31. 9924. C6. 


ol2.tw 


Method 


TBLASTX: Wheat 


Start 


16649 




End 


16939 


GI 


none 




Score 


211 


Exons 


16649. .16939 








Seq. No. 


6913 




Seq. ID 


OJ990421_31.9924 


Gene No. 


14518 




Strand 




Start 


19786 




End 


32273 


Name 


OJ990421 31. 9924. C6. 


o7 .gs 


Method 


GENSCAN 


Start 


19786 




End 


28641 


GI 


none 




Score 


.7 


Exons 


19786. .22947, 23083'. 


.25900, 


26336. .26408, 26739 .. 26948, 




27085. .27364, 28570. 


.28641 







7154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6913 

14518 

19786 

OJ990421_31.9924.C6.o6.tw 

19798 
none 

19798. .19935, 19802 .. 19924 , 
20150.. 20251 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_31.9924.C6 

32273 

TBLASTX: Wheat 

20412 

62 



19921. .20079, 20134 .. 204 12, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

24006 

25772 



OJ990421 31. 9924. C6 



24154, 
25896 



32273 
AAT/NAP 
25896 
6712 

24197 



.24761, 



6913 
14518 
19786 

OJ990421_31.9924.C6.o3.np 
19822 
5922631 

19822. .22349, 22956. . 23879, 
24807. .25016, 25266 .. 25513, 
(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145 ) correspond to 
region of the predicted gene.; similar to prpol; Zea mays - 
retrotransposon Cinful-1. (AF049110) '[Oryza sativa] 
gi I 6016864 |dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1.' (AF049110) [Oryza sativ 





Seq. No. 


6913 






Seq. ID 


OJ990421_31.9924 




Gene No. 


14518 






Strand 






Start 


19786 






End 


32273 




Name 


OJ990421 31. 


9924. C6. 


o9.tm 


Method 


TBLASTX: Maize 


i,3 


Start 


19837 






End 


20070 


I s ! 1 

: is? 


GI 


none 






Score 


102 




Exons 


19837. .19938 


, 19838. 


.19939, 


19918. .20070, 19919. .19969 




Seq. No. 


6913 






Seq. ID 


OJ990421_31.9924 




Gene No. 


14518 






Strand 






Start 


19786 






End 


32273 




Name 


OJ990421 31. 


9924. C6. 


ol4 . tm 


Method 


TBLASTX: Maize 




Start 


20182 






End 


20455 




GI 


none 






Score 


63 


as* 


Exons 


20182. .20268 


, 20278. 


.20361, 


20279. .20365, 20356 .. 20454 , 






20357. .20455 












Seq. No. 


6913 






Seq. ID 


OJ990421_31.9924 




Gene No. 


14518 






Strand 






Start 


19786 






End 


32273 




Name 


OJ990421 31. 


9924. C6. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


20527 






End 


20914 




GI 


none 






Score 


107 




Exons 


20527. .20712 


, 20527. 


.20913, 


20603. .20914 




Seq. No. 


6913 






-Seq. ID 


OJ990421_31. 9924 




Gene No. 


14518 






Strand 






Start 


19786 






End 


32273 




Name 


OJ990421 31. 


9924. C6. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


20557 






End 


20920 




GI 


none 






Score 


67 



7155 




Exons 20557. .20604, 20558 20605, 20585 20899, 20596 .. 20919, 

20609. .20920 





Seq. No. 


6913 




Seq. ID 


OJ990421_31 . 9924 


.C6 




Gene No. 


14518 




Strand 


— 






Start 


19786 




End 


32273 






Name 


OJ990421 31. 9924. C6. 


ol3.tw 


Method 


TBLASTX: Wheat 






Start 


20917 




End 


21216 






GI 


. none 




Score 


134 






Exons 


20917. .21057, 21082. 


.21216 










Seq. No. 


6913 




Seq. ID 


OJ990421_31 . 9924 


. C6 




Gene No. 


14518 




Strand 


— 






Start 


19786 




End 


32273 






Name 


OJ990421 31. 9924. C6. 


o4 . tw 


Method 


TBLASTX: Wheat 






Start 


21232 




End 


21654 






GI 


none 




Score 


266 






Exons 


21232. .21654, 21242. 


.21646 










Seq. No. 


6913 




Seq. ID 


OJ990421_31.9924 


.C6 




Gene No. 


14518 




Strand 








Start 


19786 




End 


32273 






Name 


OJ990421 31. 9924. C6. 


o4 . ts 


Method 


TBLASTX : Soybean 




erf 


Start 


21275 




End 


21663 




s» 

t 

i-sS 


GI 


none 




Score 


162 






F.xon s 


21275. .21655, 21277. 


.21519, 


21559.. 21663 




! y 


Seq. No. 


6913 




Seq. ID 


OJ990421_31. 9924 


.C6 




Gene No. 


14518 




Strand 






: y " 


Start 


19786 




End 


32273 






Name 


OJ990421 31. 9924. C6. 


ol3. tm 


Method 


TBLASTX: Maize 




y 


Start 


21328 




End 


21601 






GI 


none 




Score 


60 




!3 


Exons 


21328. .21426, 21329. 


.21394, 


21430. .21600, 21431. .21601 






Seq. No. 


6913 




Seq. ID 


OJ990421_31.9924 


.C6 




Gene No. 


14518 




Strand 






J 


Start 


19786 




End 


32273 




J 


Name 


OJ990421 31. 9924. C6. 


o5 . tw 


Method 


TBLASTX: Wheat 






Start 


21691 




End 


22120 




sr 


GI 


none 




Score 


128 






Exons 


21691. .22119, 21848 . 


.22120 










Seq. No. 


6913 




Seq. ID 


OJ990421_31.9924 


.C6 




Gene No. 


14518 




Strand 








Start 


19786 




End 


32273 






Name 


OJ990421 31. 9924. C6. 


o4 . tm 


Method 


TBLASTX : Maize 






Start 


21778 




End 


22221 






GI 


none 




Score 


86 






Exons 


21778. .21804, 21814. 


.21945, 


21815. .21946, 21967 .. 22221, 








21968. .22189, 22021. 


.22197 










Seq. No. 


6913 




Seq. ID 


OJ990421_31.9924 


.C6 




Gene No. 


14518 




Strand 








Start 


19786 




End 


32273 






Name 


OJ990421 31. 9924. C6. 


o3.ts 


Method 


TBLASTX : Soybean 






Start 


21889 




End 


22320 





7156 




GI 


none 




Score 


"58 




Exons 


21889. .22320, 21923. 


.22093, 


22130. .22273 




Seq. No. 


6913 




Seq. ID 


OJ990421 31.9924 


.C6 




14518 




Strand 






Start 


19786 




End 


32273 




Name 


OJ990421 31. 9924. C6. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


22165 




End 


22584 




GI* 


none 




Score 


238 




Exons 


22165. .22584, 22166. 


.22582, 


22369. .225( 


34 




Seq. No. 


6913 




Seq. ID 


OJ990421 31.9924 


.C6 




14518 




Strand 






Start 


19786 




End 


32273 




Name 


OJ990421 31. 9924. C6. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


22453 




End 


22809 . 




GI 


none 




Score 


214 




Exons 


22453. .22809, 22463. 


.22768 








Seq. No. 


6913 




Seq. ID 


OJ990421 31.9924 


.C6 


Gpnp No 


14518 n 




Strand 






Start 


19786 




End 


32273 




Name 


OJ990421 31. 9924. C6. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


22534 




End 


22899 




GI 


none 




Score 


138 




Exons 


22534. .22668, 22675. 


.22899 








Seq. No. 


6913 




Seq. ID 


OJ990421_31.9924 


.C6 


UC11C ISKJ ■ 


14518 




Strand 






Start 


19786 




End 


32273 




Name 


OJ990421 31. 9924. C6. 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


22585 




End 


22818 




GI 


none 




Score 


143 




Exons 


22585. .22797, 22585. 


.22818, 


22586.. 22798 




Seq. No. 


6913 


- 


Seq. ID 


OJ990421_31.9924 


.C6 


Gene No. 


14518 




Strand 






Start 


19786 




End ■ 


32273 




Name 


OJ990421 31. 9924. C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


22819 




End 


23616 




GI 


none 




Score 


123 




Exons 


22819. .23112, 22823. 


.23047, 


23159. .23395, 23161 .. 23391 , 






23434. .23616, 23440. 


.23553 








Seq. No. 


6913 




Seq. ID 


OJ990421_31.9924 


.C6 


Gene No 


14518 




Strand 






Start 


19786 




End 


32273 




Name 


OJ990421 31. 9924. C6. 


o7 . tw 


Method 


TBLASTX .-Wheat 




Start 


24190 




End 


24592 




GI 


none 




Score 


117 




Exons 


24190. .24591, 24323. 


.24592 








Seq. No. 


6913 




Seq. ID 


OJ990421_31. 9924 


.C6 


Gene No. 


14518 




Strand 






Start 


19786 




End 


32273 




Name 


OJ990421 31. 9924. C6. 


o4 .np 


Method 


AAT/NAP 




Start 


27746 




End - 


32273 





7157 




GI 6069646 Score 786 

Exons 27746. .28730, 29013 29451, 32240.. 32273 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) - 
[Oryza sativa] gi | 6907112 | dbj | BAA90 639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 





Seq. No. 


6913 




Seq. ID 


OJ990421_31.9924 


.C6 




Gene No. 


14518 




Strand 








Start 


19786 




End 


32273 






Name 


OJ990421 31. 9924. C6. 


o7.tm 


Method 


TBLASTX: Maize 






Start 


27773 




End 


28320 






GI 


none 




Score 


51 






Exons 


27773. .27979, 27842. 


.27961, 


27971. .28195, 28074 .. 28196, 








28198. .28221, 28231. 


.28320 










Seq. No. 


6913 




Seq. ID 


OJ990421_31.9924 


.C6 




Cpnp Mo 


14518 




Strand 








Start 


19786 




End 


32273 






Name 


OJ990421 31. 9924. C6. 


611. tm 


Method 


TBLASTX: Maize 






Start 


28417 




End 


28781 






GI 


none 




Score 


154 




£3 


Exons 


28417. .28500, 28507. 


.28569, 


28638. .28781 




rfi 


Seq. No. 


6913 




Seq. ID 


OJ990421_31.9924 


,C6 




VJC11C LNU • 


14518 




Strand 








Start 


19786 




End 


32273 






Name 


OJ990421 31. 9924. C6. 


o9.tw 


Method 


TBLASTX: Wheat 






Start 


28716 




End 


29156 






GI 


none 




Score 


45 






Exons 


28716. .28844, 28720. 


.28845, 


28857. .29156, 28966.. 29151 






Seq. No. 


6913 




Seq. ID 


OJ990421_31.9924 


.C6 


: £ 


G£*ne No 


14518 




Strand 








Start 


19786 




End 


32273 




US* 


Name 


OJ990421 31. 9924. C6. 


ol . tm 


Method 


TBLASTX: Maize 




u3 


Start 


28794 




End 


29409 






GI 


none 




Score 


205 




r u 


Exons 


28794. .29249, 28795. 


.29247, 


29265. .29405, 29320.. 29409 






Seq. No. 


6913 




Seq. ID 


OJ990421_31.9924 


.C6 




Gene No.- . 


14518 




Strand 








Start 


19786 




End 


32273 






Name 


OJ990421 31. 9924. C6. 


08 .gs 


Method 


GENSCAN 






Start 


28947 




End 


29776 






GI 


none 




Score 


.79 






Exons 


28947. .29360, 29421. 


.29533, 


29755. .29776 






Seq. No. 


6914 




Seq. ID 


OJ990421_31.9924 


.C7 




Gene No. 


14519 




Strand 


+ 






Start 


296 




End 


1609 






Name 


OJ990421 31. 9924. C7. 


ol.gs 


Method 


GENSCAN 






Start 


296 




End 


1564 






GI 


none 




Score 


. 68 






Exons 


296. .841, 1177. .1564 











7158 



Seq. No. 6914 Seq. ID 

Gene No. 14519 Strand 

Start 296 End 

Name OJ990421_31 . 9924 . C7 . o2 . tm Method 

Start 575 End 

GI none Score 

Exons 575.. 991 



OJ990421_31.9924.C7 
+ 

1609 

TBLASTX: Maize 

991 

281 



Seq. No. 6914 Seq. ID 

Gene No. 14519 Strand 

Start 296 End 

Name OJ990421_31 . 9924 . C7 . o2 . tw Method 

Start 581 End 

GI none Score 

Exons 581.. 943, 589.. 927 



OJ990421_31.9924.C7 
+ 

1609 

TBLASTX: Wheat 

943 

254 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
« 6 3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6914 
14519 
296 

OJ990421_31.9924.C7.ol.np 
785 

2213632 
785. .1609 

(AC000103) F21J9.24 [Arabidopsis thaliana] 



Seq. ID OJ990421_31.9924.C7 



Strand 
End 

Method 

End 

Score 



+ 

1609 
AAT/NAP 
1609 
587 



6914 Seq. ID 

14519 Strand 

296 End 

OJ990421_31 . 9924 . C7 . ol . tw Method 

1077 End 

none Score 



OJ990421_31.9924.C7 
+ 

1609 

TBLASTX: Wheat 

1497 

38 



1077.. 1115, 1119.. 1250, 1123.. 1260, 1252.. 1497, 1262.. 1321, 
1263. .1496 - 



H 
i:3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. _ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



6914 

14519 

296 

OJ990421_31 . 9924 . C7 . ol . tm 

1086 

none 



Seq. ID OJ990421_31.9924.C7 



Strand 
End 

Method 

End 

Score 



+ 

1609 

TBLASTX: Maize 

1509 

39 



1086. .1145, 1119. .1403, 1123. .1404, 1402. .1464, 1444. .1509 



6915 
14520 ' 
1 

OJ990421_31 . 9924 .C8 .ol .np 
1 

6863054 



Seq. ID OJ990421_31.9924.C8 
Strand 

End 1095 

Method AAT/NAP 

End 1095 

Score 671 



1..20, 411. .606, 689. .827, 904. .1095 

(AB037681) heat shock protein 90 [Oryza sativa] 



6915 Seq. ID 

14520 Strand 

1 End 

OJ990421_31 . 9924 .C8 .ol . ts Method 

439 End, 

none Score 



OJ990421_31. 9924 .C8 
1095 

TBLASTX : Soybean 

1078 

188 



7159 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



439. .570, 440. .604, 447. .608, 454. .624, 681. .803, 689. .919, 
691. .828, 908. .1078, 966. .1070 



6915 

14520 

1 

OJ990421_31 . 9924 . C8 . ol . tc 

447 

none 



Seq. ID OJ990421_31.9924.C8 
Strand 

End 1095 

Method TBLASTX : Cress 

End 1078 

Score 169 



447. .608, 45.4. .615, 689. .814, 691. .825, 694 . .816, 881. .1075, 
889. .1071, 908. .1078, 969. .1076 



6915 

14520 

1 

OJ990421_31 . 9924 . C8 . ol . tm 

447 

none 



Seq. ID OJ990421_31.9924.C8 
Strand 

End 1095 

Method TBLASTX : Mai ze 

End 1070 

Score 94 



447. .608, 454. .588, 694. .804, 929. .1069, 984. .1070 



Hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
5 Gene No. 
□ Start 
nj Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6915 

14520 

1 

OJ990421_31.9924.C8.ol.gp 
456 

5260 1.R1084 



Seq. ID OJ990421_31.9924.C8 
Strand 

End 1095 

Method AAT/GAP 

End 1095 

Score 850 



456.. 606, 689.. 827, 904.. 1095 

'544242/sp|P36183|ENPL_HORVU 0.0e+00 ENDOPLASMIN HOMOLOG 

PRECURSOR (GRP94 HOMOLOG) >gi_4854 98_pir S33533 heat shock 

protein 90 homolog precursor - barley >gi_22652_emb_CAA48143_ 
(X67960) GRP94 homologue [Hordeum vulgare] 1 



Seq. ID OJ990421_31.9924.C8 
Strand 

End 1095 

Method GENSCAN 

End 1024 ' 

Score 1 



Seq. ID OJ990421_31.9924.C8 
Strand 

End 1095 

Method TBLASTX : Wheat 

End 844 

Score 129 



6915 
14520 
1 

OJ990421_31.9924.C8.ol.gs 
456 
none 

456. .606, 689. .827, 904. .1024 

6915 
14520 
1 

OJ990421_31.9924.C8.ol.tw 
4 62 
none 

462. .608, 462. .608, 463. .624, 464. .622, 689.-844, 689. .829, 
691. .831 



Seq. No. 6916 

Gene No. 14521 

Start 10 

Name OJ990421_31 . 9924 . C9 . ol . gs 

Start 10 

GI none 

Exons 10. . 161 



Seq. ID OJ990421_31.9924.C9 
Strand 

End 161 

Method GENSCAN 

End 161 

Score .45 



7160 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 
»^ Start ' ■ 
""Z Name 
* J Start 



GI 

Exons 



6917 

14522 

1 

OJ990421J31. 9924. CIO. ol.gp 
1 

5260 1.R1084 



Seq. ID OJ990421_31. 9924. CIO 
Strand 

End 1437 

Method AAT/GAP 

End 1373 

Score 901 



1..34, 182. .293, 385. .465, 1011. .1164, 1250. .1373 
'544242/spl P36183|ENPL_HORVU 0.0e+00 ENDOPLASMIN HOMOLOG 

PRECURSOR (GRP94 HOMOLOG) >gi_4 854 98_pir S33533 heat shock 

protein 90 homolog precursor - barley >gi_22652_emb_CAA4814 3_ 
(X67960) GRP94 homologue [Hordeum vulgare] 1 



6917 

14522 

1 

OJ990421_31. 9924 .C10. ol.np 
1 

6863054 



Seq. ID OJ990421_31. 9924. C10 
Strand 

End 1437 

Method AAT/NAP 

End 1437 

Score 663 



1..34, 182. .293, 385. .465, 1011. .1164, 1250. .1437 
(AB037681) heat shock protein 90 [Oryza sativa] 



6917 

14522 

1 

OJ990421_31. 9924. C10. o2.tm 

178 

none 



Seq. ID OJ990421_31. 9924. C10 
Strand 

End 1437 

Method ' TBLASTX: Maize 

End 424 

Score 57 



178. .219, 180. .224, 207. .266, 207. .293, 208. .294, 212. .295, 
382. .423, 389. .424 



Seq. No. 6917 

Gene No. 14522 

Start 1 

Name OJ990421_31 . 9924 . C10 . ol . gs 

Start 182 

GI none 
Exons 



Seq. ID OJ990421_31. 9924. C10 
Strand 

End 1437 

Method GENS CAN 

End 1370 

Score .89 



182. .293, 385. .465, 1011. .1164, 1250. .1370 



=J Seq. No. 6917 

□ Gene No. 14522 

8 3 Start 1 

? ~ Name OJ990421_31 . 9924 .C10. ol .ts 

Start 183 

GI none 
Exons 



Seq. ID OJ990421_31. 9924. C10 
Strand 

End 1437 

Method TBLASTX : Soybean 

End 1368 

Score 144 



183. .293, 184. .294, 184. .294, 382. .465, 389. .466, 393. .482, 
990.. 1172, 996.. 1166, 1093.. 1173, 1210.. 1251, 1237.. 1368, 
1238. .1366 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6917 

14522 

1 

OJ990421J31. 9924. C10. ol.tc 

382- 
none 



Seq. ID OJ990421_31. 9924. C10 
Strand 

End 1437 

Method TBLASTX: Cress 

End 1369 

Score 127 



382. .465, 383. .466, 385. .468, 990. .1172, 1010. .1114, 1093. .1173, 
1238.. 1282, 1291.. 1368, 1292.. 1369 



7161 






Seq. No. 


6917 








Seq. ID 


OJ990421_31. 9924. C10 




Gene No. 


14522 








Strand 








1 








End 


1437 




-Name 


OJ990421 31 


.9924. 


.ClO.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


424 








End 


1373 ' 




GI 


none 








Score 


171 




Exons 


424. .465, 990. .1166, 1007. .1165, 1011. 


.1166, 1093.. 1167, 






1237. .1371, 


1251, 


. .1373 










Seq. No. 


6917 








Seq. ID 


OJ990421_31. 9924. C10 






14522 








Strand 






Start 


1 








End 


1437 




Name 


OJ990421 31 


.9924, 


.ClO.ol 


.tw • 


Method 


TBLASTX: Wheat 




Start 


1010 








End 


1173 




GI 


none 








Score 


162 




Exons 


1010. .1165, 


1011, 


. .1172, 


1093. 


.1173 






Seq. No. 


6918 








Seq. ID 


OJ990421_31 . 9924 .C12 




Gene No. 


14523 








Strand 






Start 


1733 








■End 


2572 




Name 


OJ990421 31 


.9924. 


.C12.ol 


.np 


Method 


AAT/NAP 




Start 


17^ 








End 


2572 




GI 


4581120 








Score 


419 




Exons 


1733. .2009, 


2043, 


. .23.30, 


2358. 


.2572 




•J 


GI Descrip. 


(AC005825) 


hypothetical protein [Arabidopsis thaliana] 


'* i = 
: 


Seq. No. 


6918 








Seq. ID 


OJ990421_31.9924.C12 


i y 
i:3 


Gene No. 


14523 








Strand 




Cfarf 
O Lai L 


1733 








End 


2572 


f|j 


Name 


\J kj _7 .7 W M _L Jl 


. 9924. 


.C12.ol 


.ts 


Method 


TBLASTX : Soybean 


i.3 


Start 


2062 








End 


2475 


jSj i 


GI 


none 








Score 


120 


i =r 


Exons 


2062. .2310, 


2070. 


. .2273, 


2070. 


.2321, 2071.. 2310, 2210.. 2473, 


:j 




2217. .2438, 


2368. 


. .2460, 


2377. 


.2475 




! t J 

\j 


Seq. No. 


6918 








Seq. ID 


OJ990421_31.9924.C12 


:; sb 


flp-np No 

VJ CilC LNW. 


14523 








Strand 




i ^ 


Start 


1733 








End- 


2572 




Name 


OJ990421 31 


.9924, 


.C12.ol 


.tc 


Method 


TBLASTX: Cress 


; :s t 


Start 


2085 








End 


2435 




GI 


none 








Score 


93 




Exons 


2085..2345, 


2194, 


. .2307, 


2240. 


.2371, 2.376.-2435 




Seq. No. 


6918 








Seq. ID 


OJ990421_31.9924.C12 




Gene No. 


14523 








Strand 






Start 


1733 








End 


2572 




Name 


OJ990421 31 


.9924. 


.C12.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2103 








End 


2421 




GI 


none 








Score 


125 




Exons 


2103. .2318, 


2106. 


. .2288, 


2125. 


.2313, 2253.. 2336, 2370.. 2408, 






2375. .2407, 


2377. 


. .2412, 


2377. 


.2421 






Seq. No. 


6919 








Seq. ID 


OJ990421_31 . 9924 .C13 




Gene No. 


14524 








Strand 


+ 




Start 


5 ' 








End • 


1221 




Name 


OJ990421 31 


. 9924. 


,C13.ol 


.np 


Method 


AAT/NAP 




Start 


5 








End 


1221 



7162 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6721543 Score 100 

5. .133, 787. .862, 1181. .1221 

(AP001073) hypothetical protein [Oryza sativa] 



Seq. ID OJ990421_31.9924.C13 

Strand + 

End 7299 

Method AAT/GAP 

End 7299 

Score 213 



6919 
14525 
7129 

OJ990421_31 . 9924 .C13 .'o4 .gp 
7129 

7406_1.R1084 
7129. .7299 

f 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17 
[Pennisetum glaucum] 1 



6919 
14526 
18562 

OJ990421_31.9924.C13.o7.gp 
18562 

38012_1.R1084 
18562. .18642 

' 4097947/gb|.U72255|OSU72255 2.0e-23 Oryza sativa 
beta-1, 3-glucanase precursor (Gns9) gene, ' complete cds ' 



Seq. ID OJ990421_31. 9924 .C13 

Strand + 

End 18642 

Method AAT/GAP 

End 18 642 : ; 

Score 106 



Seq. No. 


6919 


Seq. ID 


OJ99042: 


Gene No. 


14527 


Strand 


+ 


Start 


22579 


End 


23831 


Name 


OJ990421 31.9924.C13.o4.gs 


Method 


GENSCAN 


Start 


22579 


End 


23831 


GI 


none 


Score 


.97 


Exons 


22579. .22608, 23142 .. 23189, 


23544. .23831 


Seq. No. 


6919 


Seq. ID 


OJ99042 


Gene No. 


14527 


Strand 


+ 


Start 


22579 


End 


23831 


Name 


OJ990421 31.9924.C13.o5.np 


Method 


AAT/NAP 


Start 


23556 


End 


23831 


GI 


6634732 


Score 


134 


Exons 


23556. .23831 






GI Descrip. 


(AC012463) T2E6. 8 [Arabidopsis thaliana] 


Seq. No. 


6919 


Seq. ID 


OJ99042: 


Gene No. 


14528 


Strand 


+ 


Start 


23948 


End 


24108 


Name 


OJ990421 31. 9924.C13.o8.gp 


Method 


AAT/GAP 


Start 


23948 


End 


24108 


GI 


none 


Score 


179 


Exons 


23948. .24108 






Seq. No. 


6919 


Seq. ID 


OJ99042: 


Gene No. 


14529 


Strand 




Start 


646 


End 


20416 


Name 


OJ990421 31.9924.C13.ol.gp 


- Method 


AAT/GAP 


Start 


368 


End 


821 


GI 


LIB3431-045-P1-N1-A10 


Score 


876 


Exons 


368. .821 






GI Descrip. 


, 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza 



7163 



it J 

□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



DNA, chromosome 2, clone : P0437H03 (contig b) 1 



6919 

14529 

646 

OJ990421_31 . 9924 .C13.ol .gs 

646 

none 



Seq. ID OJ990421_31.9924-.C13 
Strand 

End 20416 

Method GENSCAN 

End 6691 

Score .56 * 



646. .806, 957. .1159, 1164. .1211, 1275. .1406, 1497. .1534, 
1600. .1782, 1875. .2133, 2210. .2508, 2602. .3012, 3097. .3433, 
3539.. 3689, 4063.. 6691 



6919 
14529 
646 

OJ990421_31'.9924.C13.o2.np 
925 

5441880 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 31.9924.C13 



20416 
AAT/NAP 
6238 
4732 

925. .1159, 1275. .1406, 1497. .1520, 1557. .1630, 1875. .2133, 
2210. .2508, 3097. .3433, 3539. .3689, 4183. .4498, 4757. .4788,, 
5233. .6238 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 

6919 Seq. ID OJ990421_31 . 9924 . C13 

14529 . Strand 

646 End 20416 

OJ990421_31 . 9924 . C13 . o2 . gp Method AAT/GAP 

1883 End 2382 

LIB3475-007-P1-K1-G8 Score 797 

1883.. 2133, 2210.. 2382 

'54418.80/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 

6919 Seq. ID OJ990421_31 . 9924 .C13 

14529 Strand 

646 End 20416 

OJ990421_31.9924.C13.o3.gp Method AAT/GAP 

5203 End 5634 

5701669 Score 841 

5203.. 5634 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



6919 

14529 

646 

OJ990421_31 . 9924 .C13.o4 .np 

5423 

5852093 



Seq. ID OJ990421_31.9924.C13 
Strand 

End 20416 

Method AAT/NAP 

End 20416 

Score 37 



5423. .5481, 16365 .. 164 67 , 18326 .. 18366, 20257. .20416 
(AL117264) zwhl6.1 [Oryza sativa] 



Seq. No. 



6919 



Seq. ID OJ990421_31.9924.C13 



7164 



uene ino • 




oil dllU 




Start 


646 


End 


20416 


Name 


OJ990421 31.9924.C13.o2.gs 


Method 


GEN SCAN 


Start 


7636 


End 


11240 


GI 


none 


Score 


.71 


Exons 


7636.-7729, 8559. .8747, 10423 


. .11240 




Seq. No. 


6919 


Seq. ID 


OJ990421_31.9924.C13 


Gene No. 


14529 


Strand 




Start 


646 


End 


20416 


Name 


OJ990421 31.9924.C13.o5.gp 


Method 


AAT/GAP 


Start 


8261 


End 


9040 


GI 


5542 1.R1084 


Score 


975 


.Exons 


8261. .8747, 8944. .9040 






GI Descrip. 


, 3551958/gb|AAC34857.1| 2 . Oe- 


14 (AF082032 ) senescence-associated 




protein 12 [Hemerocallis hybrid cultivar] 1 


Seq. No. 


6919 


Seq. ID 


OJ990421_31.9924.C13 


Gene No. 


14529 


Strand 




Start 


64 6 ■ - 


End 


20416 


Name 


OJ990421 31.9924.C13.o6.gp 


Method 


AAT/GAP 


Start . 


9434 


End 


10670 


GI 


54101 1.R1084 


Score 


1515 


Exons 


9434. .9982, 10423.. 10670 






GI Descrip. 


•2708750 7.0e-47 (AC003952) putative physical impedence protein 




[Arabidopsis thaliana] 1 






Seq. No. 


6919 


Seq. ID 


OJ990421_31.9924.C13 


bene ino . 


14529 


Strand 




Start 


646 


End 


20416 


Name 


OJ990421 31.9924.C13.o3.gs 


Method 


GENSCAN 


Start 


13565 


End 


17749 


GI 


none 


Score 


.93 


Exons 


13565. .13929, 15130.. 17749 






Seq. No. 


6919 


Seq. ID 


OJ990421_31.9924.C13 


Gene No. 


14529 


Strand 




Start 


646 


End 


20416 


Name 


OJ990421 31.9924.C13.o3.np 


Method 


AAT/NAP 


Start 


13568 


End 


17749 


GI 


1263160 


Score 


4759 


Exons 


13568. .13929, 15130.. 17749 






•GI Descrip. 


(X89226) leucine-rich repeat/receptor 


protein kinase [Oryza 




sativa] 






Seq. No. 


6919 


Seq. ID 


OJ990421_31.9924.C13 




14530 


Strand 




Start 


24716 


End 


28522 


Name 


OJ990421 31.9924.C13.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5003 


End 


5383 


GI 


none 


Score 


81 


Exons 


5003.. 5179, 5033.. 5179, 5058. 


.5183, 5177. .5374, 5189. .5383 


Seq. No. 


6919 


Seq. ID 


OJ990421_31.9924.C13 


Gene No. 


14530 


Strand 




Start 


24716 


End 


28522 


Name 


OJ990421 31.9924.C13.o4.tm 


Method 


TBLASTX: Maize 



7165 



Start 
GI 

Exons 



5081 " End 5677 

none Score 151 ■ 

5081. .5152, 5216. .5515, 5277. .5498, 5549. .5677, 5571. .5669 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6919 

14530 

24716 

OJ990421_31.9924.C13.o2.ts 

8567 

none 



Seq. ID OJ990421_31.9924.C13 
Strand 

End 28522 

Method TBLASTX : Soybean 

End 10655 

Score 7 6 



8567. .8749, 8610. .8750, 8959 9009, 9802 .. 9984 , 9805. .9990, 
9818.. 10000, 10470. .10655, 10471.. 10638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6919 

14530 

24716 

OJ990421_31.9924.C13.o5.tm 

8568 

none 



Seq. ID OJ990421_31.9924.C13 
Strand 

End 28522 

Method TBLASTX : Mai ze 

End 9978 

Score 158 



8568. .8750, 8573. .8749, 8632. .8751, 8938. .9027, 9804 .. 9878,. 
9806. .9976, 9808. .9978, 9817. .9978 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6919 

14530 

24716 

OJ990421_31.9924.C13.o3.tc 

8573 

none 



Seq. ID OJ990421_31.9924.C13 
Strand 

End 28522 

Method TBLASTX : Cress 

End 9990 

Score 139 



8573.. 8749, 9808.. 9990, 9818.. 9985 



hJ Seq. No. 6919 

r'jj Gene No. 14530 

Start 24716 

^ Name OJ990421_31. 9924 .C13.o3.tw 

!;=; Start 9865 

GI none 

Exons 



Seq. ID OJ990421_31. 9924 .C13 
Strand 

End 28522 

Method TBLASTX : Wheat 

End 10655 

Score 96 



9865.. 9984, 10422 .. 10655, 10423.. 10635 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6919 

14530 

24716 

OJ990421_31 . 9924 . C13 . o3 . tm 

"10416 

none 



Seq. ID OJ990421_31.9924.C13 
Strand 

End 28522 

Method TBLASTX: Maize 
End 

Score 52 



1^806 



10416. .10508, 10422. .10523, 10423 .. 10524 , 1044 6 .. 10805, 
10503. .10763, 10525.. 10806 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6919 

14530 

24716 

OJ990421_31.9924.C13.o2.tc 

10422 

none 



Seq. ID OJ990421_31.9924.C13 
Strand 

End 28522 

Method TBLASTX : Cress 

End 11159 

Score 155 



10422. .10655, 10423 .. 10635, 10818 .. 1088 6, 10899 11042, 
11127. .11159 



Seq. No. 



6919 



Seq. ID OJ990421_31.9924.C13 



7166 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



14530 Strand 

24716 End 

OJ990421_31 . 9924 . C13 . 08 . tm Method 

10809 End 

none Score 



28522 

TBLASTX: Maize 

11065 

95 



10809. .10889, 10810. .10911, 10893 .. 11051, 10972 .. 11031, 
11048. .11065 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



; ss ! Seq. No. 
^ Gene No. 
hJ Start 
fU Name 
Start 

gi 

[ tsS . Exons 



6919 
14530 
24716 
OJ99042 
13592 
none 
13592. . 
15131. .■ 
15587. . 
15922. . 
15957. . 
15-959. . 
15960. . 
16076. . 
16301. . 
16379. . 
16505. . 
16892. . 
17330. . 



Seq. ID OJ990421_ 
Strand 



31.9924.C13 



1 31.9924.C13.ol.tc 



13942, 
15187, 
15694, 
15942, 
16193, 
16102, 
16325, 
16294, 
16486, 
16591, 
16747, 
17059, 
17506, 



13611. 
15191. 
15899. 
15938. 
15959. 
15959. 
15980. 
16091. 
16367. 
16388. 
16604'. 
16892. 
17399. 



,13691, 
,15571, 
,16300, 

16126, 
,16150, 
,16303, 

16156, 

16294, 
,16651, 

16759, 
,16978, 
,17023, 
,17500, 



6919 

14530 

24716 

OJ990421_31.9924.C13.o9.tm 

13592 

none 



End 

Method 

End 

Score 



28522 
TBLASTX: 
17584 
68 



Cress 



13782. .13931, 15125 15160, 

15192. .15572, 15582 .. 15695, 

15905. .16072, 15915 .. 16325, 

15953. .16081, 15956. .16303, 

15959. .16303, 15959 .. 16303, 

15959. .16294, 15959 .. 16270, 

15983. .16225, 16052 .. 16213, 

16196. .16303, 16242. .16307, 

16370. .17302, 16376 .. 16723, 

16440. .16754, 16454 .. 16834 , 

16821. .17138, 16889. .16939, 

16892. .17059, 17184 .. 17300, 
17489. .17584 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_31 . 9924 .C13 
28522 

TBLASTX: Maize 

13804 

111 



13592. .13675, 13595 .. 13753, 13596 13724 , 13707 .. 13802, 
13781.. 13804 



j Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



: s3 



6919 . 
14530 
24716 
OJ99042 
13608 
none 
13608. . 
13824. . 
15567. . 
15953. . 
15959. . 
16088. . 
16376. . 
16388. . 
16425. . 
16604. . 
16821. . 
17034. . 



Seq. ID OJ990421 
Strand 



31.9924.C13 



1 31.9924.C13.ol.ts 



13718, 
13931, 
15695, 
16294, 
16270, 
16294, 
16507, 
16765, 
16754, 
17011, 
16997, 
17069, 



13616. 
15131. 
15587. 
15953. 
15959. 
16101. 
16376. 
16388. 
16445. 
16706. 
16886. 
17057. 



,13783, 
,15178, 
,15694, 
,16198, 
,16303, 
, 16322, 
,16765, 
,16834, 
,16759, 
,16825, 
,17059, 
,17302, 



End 

Method 

End 

Score 



28522 
TBLASTX: 
17500 
65 



Soybean 



13787. .13825, 13823 .. 13942, 

15191. .15538, 15195. .15539, 

15896. .16300, 15897 .. 16016, 

15959. .16303, 15959 .. 16294 , 

15959. .16303, 16031 .. 16303, 

16166. .16252, 16211 .. 16294 , 

16376. .16555, 16379 .. 16699, 

16388. .16723, 16388 .. 167 65, 

16454. .16834, 16505 .. 16831, 

16820. .17188, 16820. .17059, 

16889. .17302, 16892 .. 17059, 

17063. .17311, 17399.. 17500 



Seq. No. 



6919 



Seq. ID OJ990421_31.9924.C13 



7167 




Gene No. 


14530 








Strand 








Start 


24716 








End 


28522 






Name 


OJ990421 31.9924.C13 


. o2 . tm 


Method 


TBLASTX:! 


Maize 




Start 


13855 








End 


15695 






GI 


none 








Score 


91 






Exons 


13855. 


.13932, 


13856. 


.13942, 


13860. .13931, 13861 


. .13932, 






15131. 


.15178, 


15191. 


.15538, 


15192. .15539, 15566 


. . 15694, 






15567. 


.15695 














Seq. No. 


6919 








Seq. ID 


OJ990421 


_31. 9924 


.C13 


Gene No. 


14530 








Strand 








Start 


24716 








End 


28522 






Name 


OJ990421 31.9924.C13 


. o2 . tw 


Method 


TBLASTX : ' 


Wheat 




Start 


15224 








End 


15538 






GI 


none 








Score 


204 






Exons 


15224. 


.15538, 


15225. 


.15512 










Seq. No. 


6919 








Seq. ID 


OJ990421 


_31. 9924 


.C13 


Gene No. 


14530 








Strand 








Start 


24716 








End 


28522 ' 






Name 


OJ990421 31.9924.C13 


.ol. tm 


Method 


TBLASTX:! 


Maize 




Start 


15959 








End 


17311 






GI 


none 








Score 


55 






Exons 


15959. 


.16300, 


15959. 


.16246, 


15959. .16213, 15959 


. . 16144, 






. 15960. 


.16280, 


15960. 


.16199, 


16002. .16073, 16013 


. . 16285, 






16023. 


.16322, 


16079. 


.16294, 


16085. .16741, 16085 


. . 16303, 






16192. 


.16347, 


16195. 


.16347, 


16264. .16326, 16313 


. . 16699, 






16367. 


.16834, 


16367. 


.16732, 


16373. .16600, 16379 


. . 16654, 






16388. 


.16765, 


16425. 


. 16754, 


16460. .16726, 16509 


. . 16754, 






16523. 


.16759, 


16538. 


.16741, 


16604. .16831, 16817 


. .17059, 






16818. 


.16982, 


16820. 


.17059, 


16821. .16931, 16821 


. .16862, 






16821. 


.17048, 


16821. 


.16985, 


16889. .17065, 16892 


. . 17059, 






16892. 


.17059, 


17066. 


.17311, 


17093. .17308, 17102 


. . 17302, 






17102. 


.17281 














Seq. No. 


6919 








Seq. ID 


OJ990421 


_31. 9924 


.C13 


Gene No . 


14530 








Strand 








Start 


24716 








End 


28522 






Name 


OJ990421 31.9924.C13 


. o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


23559 








End 


23780 






GI 


none 








Score 


195 






Exons 


23559. 


.23780, 


23600. 


.23734, 


23722. .23745 






Seq. No. 


6919 








Seq. ID 


OJ990421 


_31. 9924 


.C13 


Gene No. 


14530 








Strand 








Start 


24716 








End 


28522 






Name 


OJ990421 31.9924.C13 


.o7 . tm 


Method 


TBLASTX:i 


Maize 




Start 


23571 








End 


24014 






GI 


none 








Score 


228 






Exons 


23571. 


.23786, 


23594. 


.23734, 


23780. .23836, 23946 


. . 24014 




Seq. No. 


6919 








Seq. ID 


OJ990421 


_31. 9924 


.C13 


Gene No. 


14530 








Strand 








Start 


24716 








End 


28522 






Name 


OJ990421 31.9924.C13 


. 06 . np 


Method 


AAT/NAP 






Start 


24716 








End 


28370 






GI 


6721111 






Score 


953 







7168 



i"ft 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24716. .24812, 24885 .. 25060, 25342 .. 25420, 25984 .. 26183, 
26343. .26606, 27291 .. 27434 , 28118. .28370 
(AC007396) T4012.22 [Arabidopsis thaliana] 



6919 

14530 

24716 

OJ990421_31.9924.C13.o5.gs 

25751 

none 



Seq. ID OJ990421_31.9924.C13 
Strand 

End 28522 

Method GENSCAN 

End 28522 

Score .93 



25751. .25773, 25988 .. 2 6183, 26433 .. 26606, 27291 .. 27434 , 
28193. .28522 



6919 

14530 

24716 

OJ990421_31.9924.C13.o6.tm 

26107 

none 



Seq. ID OJ990421_31.9924.C13 
Strand 

End 28522 

Method TBLASTX : Maize 

End 27410 

Score 94 



26107. .26184,- 26109. .26186, 26109 .. 2 618 6, 2634 1 ... 26607 , 
26343. .26606, 26386 .. 26607, 27288 .. 274 10, 27290. .27403 



Seq. ID OJ990421_31.9924.C14 

Strand + 

End 6161 

Method AAT/GAP 

End 4411 

Score 661 



6920 
14531 
3125 

OJ990421_31.9924.C14.ol.gp 
3125 

6484_1.R1084 
3125. .3409, 4332. .4411 

' 1245938/gb|S80361|S80361 7.0e-09 rabClC-2 beta=chloride channel 
C1C-2G isoform [rabbits, heart atrium, mRNA, 2998 nt] ' 



n 



Seq. No. 


6920 






Seq. ID 


OJ990421_ 


31. 


9924 


.C14 


Gene No. 


14531 






Strand 


+ 








Start 


3125 






End 


6161 








Name 


OJ990421 31.9924 


.C14.ol 


. np 


Method 


AAT/NAP 








Start 


3441 






End 


6161 








GI 


6598805 






Score 


352 








Exons 


3441.. 3612, 4332 


. .4510, 


5098. 


.5181, 5297.. 5467, 


5705. .5808, 




6032. .6161 
















GI Descrip. 


(AF024504) unknown protein [Arabidopsis thaliana] 






Seq." No. 


6920 






Seq. ID 


OJ990421_ 


31. 


9924 


.C14 


Gene No. 


14532 






Strand 










Start 


1682 






End 


3398 








Name 


OJ990421 31.9924 


.C14.ol 


. gs 


Method 


GENSCAN 








Start 


1682 






End 


3398 








GI 


none 






Score 


.48 








Exons 


1682.. 1699, 2339 


. .2384, 


3139. 


.3398 










Seq. No. 


6920 






Seq. ID 


OJ990421_ 


31. 


9924 


■ C14 


Gene No. 


14533 






Strand 










Start 


7112 






End 


11249 








Name 


OJ990421 31.9924 


.C14.o2 


• gp 


Method 


AAT/GAP 








Start 


7045 






End 


9068 








GI 


17854 1.R1084 






Score 


1288 








Exons 


7045. .7366, 8031 


. .8267, 


8934. 


.9068 











7169 



GI Descrip. '4206122 2.0e-86 (AF097667) protein phosphatase 2C homolog 
[Mesembryanthemum crystallinum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6920 Seq. ID 

14533 Strand 

7112 End 

OJ990421_31 . 9924 . C14 . o2 . np Method 

7100 End 

4206122 Score 



OJ990421_31.9924.C14 

11249 
AAT/NAP 
9725 
1565 



7100. .7366, 8031... 8267, 8934. .9301, 9407.. 9725 

(AF097667) protein phosphatase 2C homolog [Mesembryanthemum 

crystallinum] 



Seq. No. 6920 Seq. ID 

Gene No. 14533 Strand 

Start 7112 End 

Name OJ990421_31 . 9924 .C14 . o3 . gs Method 

Start 7112 End 

GI none Score 
Exons 



OJ990421_31. 9924 .C14 

11249 
GEN SCAN 
11249 
.78 



7112. .7465, 8031. .8267, 8934. .9301, 9407. .9655, 10370 .. 10471, 
11054. .11249 



ru 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6920 Seq. ID 

14533 Strand 

7112 End 
OJ990421_31. 9924.C14.o3.gp Method 

9244 End 

6454_1.R1084 Score 

9244. .9301, 9407. .9826, 10835. .10961 



OJ990421_31.9924 .C14 

11249 
AAT/GAP 
10961 
1162 



~ — - — r — — - - — — — — * — - — — - - — — — — — 

'4206122 2.0e-53 (AF097667) protein phosphatase 2C homolog 



[Mesembryanthemum crystallinum] ' 

6920 Seq. ID 

14534 Strand 
12143 End 
OJ990421_31 . 9924 . C14 . o2 . tm Method 
5097 End 
none Score 

5097. .5198, 5098. .5157, 5105. .5182, 5106. .5201, 5285. .5467, 

5294. .5467, 5296. .5475, 5687. .5806, 5704. .5727, 5734. .5808, 

5736. .5825, 5737. .5826, 5751. .5825 



OJ990421_31.9924 .C14 
14263 

TBLASTX: Maize 

5826 

97 



Seq. No. 6920 Seq. ID 

Gene No. 14534 Strand 

Start 12143 End 

Name OJ990421_31 . 9924 . C14 . o3 . tc Method 

Start 7130 End 

GI none Score 

Exons 7130.. 7366, 7131.. 7367 



OJ990421_31.9924.C14 
14263 

TBLASTX: Cress 

7367 

246 



Seq. No. 6920 

Gene No. 14534 

Start 12143 

Name OJ990421_31 . 9924 .C14 . ol . tm 

Start 7137 

GI none' 
Exons 



Seq. ID OJ990421_31.9924.C14 



Strand 
End 

Method 

End 

Score 



14263 

TBLASTX: Maize 

10950 

274 



7137. .7361, 7151. .7366, 7161. .7367, 8021. .8269, 8023. .8268, 



7170 



8023.. 8271, 8031.. 8276, 8931.. 9299, 8932.. 9300,- 8932.. 9303, 
^9383. .9673, 9384. .9740, 9385. .9741, 9408. .9728, 9752. .9787, 
9753. .9785, 10836 .. 10865, 10879 .. 10944 , 10885. .10950 



Seq. No. 6920 

Gene No. 14534 

Start 12143 

Name OJ990421_31 ; 9924 . C14 . ol . ts 

Start 7218 

GI none . 
Exons 



Seq. ,No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
,«a Gene No. 

Start 

Name 
EH Start 

ry GI 

;'i Exons 



Seq. ID OJ990421_31.9924.C14 
Strand 

End 14263 

Method TBLASTX : Soybean - 

End 9732 

Score 138 



7218. .7346, 7220. .7345, 7316. .7366, 7317. .7367, 8008. .8118, 
8018. .8128, 8020.. 8271, 8021.. 8269, 8031. .8276, 8928. .9311, 
8938.. 9300, 9388.. 9732, 9408.. 9728, 9409.. 9732 



6920 

14534 

12143 

OJ990421_31. 9924.C14 .o2.tc 

8023 

none 



Seq. ID OJ990421_31.9924.C14 
Strand 

End 14263 

Method TBLASTX : Cress 

End 9026 

Score 231 



8023. .8268, 8031. .8276, 8928 .. 9026, 8932 .. 9024 



6920 

14534 

12143 

OJ990421_31. 9924. C14 .ol.tc 

9027 

none 



Seq. ID OJ990421_31.9924.C14 
Strand 

End 14263 

Method TBLASTX : Cress 

End 97 91 

Score 132 



9027.. 9077, 9073.. 9246, 9093.. 9296, 9355.. 9507, 9408.. 9515, 
9507.. 9632, 9522.. 9635, 9726.. 9791 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6920 

14534 

12143 

OJ990421_31.9924.C14.ol.tw 

9180 

none 



Seq. ID OJ990421_31.9924.C14 
Strand 

End 14263 

Method TBLASTX : Wheat 

End 9663 

Score 75 



9180. .9230, 9226. .9303, 9228. .9314, 9388. .9663, 9406. .9483, 
9408.. 9656 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



6920 

14534 

12143 

OJ990421_31 . 9924 . C14 . o4 . gs 

12143 

none 



Seq. ID OJ990421_31.9924.C14 
Strand 

End 14263 

Method GENS CAN 

End 14263 

Score .55 



12143. .12233, 13336 .. 134 68 , 14224. .14263 



6921 

14535 

4420 

OJ990421_31.9924.C15.ol.gs 

4420 

none 



Seq. ID OJ990421_31.9924.C15 

Strand + 

End 5806 

Method GENS CAN 

End 5440 

Score . 64 



4420. .4727, 4814. .4895, 4916. .5440 

6921 Seq. ID OJ990421_31 . 9924 . C15 



7171 






Gene No. 


14535 






Strand 


+ 




Cf art 


4420 • 






End 


5806 




Name 


OJ990421 31 


.9924.C15.ol 


.tm 


Method 


TBLASTX: Maize 




Start' 


4507 






End 


5152 




GI 


none 






Score 


59 




Exons 


4507. .4566, 


4567. .4638, 


4642. 


.4719, 4802. .4903, 4815. .4904, 






4976. .5059, 


5069. .5152 










Seq. No. 


6921 






Seq. ID 


OJ990421_31.9924.C15 




Gene No. 


14535 






Strand 


+ 




Start 


4420 






End 


5806 




Name 


OJ990421 31 


.9924.C15.ol 


.np 


Method 


AAT/NAP 




Start 


4624 






End 


5806 




GI 


6598808 






Score 


508 




Exons 


4624. .4786, 


4814. .5806 










GI Descrip. 


(AF024504) 


putative chloroplast nucleoid DNA binding proteii 






[Arabidopsis thaliana] 










Seq. No. 


6921 






Seq. ID 


OJ990421_31.9924.C15 




Gene No. 


14535 






Strand 


+ 




Start 


4420 






End 


5806 




Name 


OJQQ04?! 11 


qq?4 n s oi 


.ts 


Method 


TBLASTX: Soybean 




Start 


4srn — 

i o \j «j 






End 


5436 


S XL 

-J 


GI 


■pi /-\ Tl o 
11 wilt 






Score 


133 


■ 3 


Exons 


4fifn 4Q07 


480^ 491 5 


5009. 


.5143, 5191.. 5319, 5192.. 5332, 


" ri 




~-f £~ \J • i JUUf 


S327 5419 

*J *J £. 1 . • ^ T X -7 










Seq. No. 


6921 






Seq. ID 


OJ990421_31.9924.C15 




UCilC ViKJ • 


14535 






Strand 


+ 




Start 


4420 






End 


5806 




Name 


O.TQQ0421 ^1 




.tc 


Method 


TBLASTX: Cress 




Start 


48^0 _ 

*i O O \J 






End 


5152 


y 


GI 


none 






Score 


114 


!3 


Exons 




1U JO • • 1 .7 J- -J , 


4838. 


.4924, 4964. .5152 


5 

'U 


Seq. No. 


6922 






Seq. ID 


OJ990421_31.9924 .C16 


:£ 


Gene No. 


14536 - 






Strand 






Start 


1 






End 


636 


J 


Name 


OJ990421 31 


.9924.C16.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


636 • 




GI 


4467124 






Score 


389 




Exons 


1.-253, 341 


. .636 










GI Descrip. 


(AL035538) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


6922 






Seq. ID 


OJ990421_31.9924.C16 






14536 






Strand 






Start 


1 






End 


636 




Name 


OJ990421 31 


.9924.C16.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


6 






End 


587 




GI 


none 






Score 


104 




Exons 


6. .254, 342 


..587, 369. .J 


551 








Seq. No. 


6922 






Seq. ID 


OJ990421_31.9924.C16 




Gene No. 


14536 






Strand 






Start 


1. 






End 


636 




Name 


OJ990421 31 


.9924.C16.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


6 






End 


416 



7172 






GI 


none 


Score 


118 




Exons 


6. .266, 40. .240, 342. .416 








Seq. No. 


6922 


Seq. ID 


OJ990421_31 . 9924 .CI 6 




Gene No. 


14536 


Strand 






Start 


1 


End 


636 




Name 


OJ990421 31.9924 .C16.ol.gs 


Method 


GEN SCAN 




Start 


61 


End 


564 




GI 


none 


Score 


. 58 




Exons 


61. .253, 341. .564 








Seq. No. 


6922 


Seq. ID 


OJ990421_31 . 9924 . CI 6 




Gene No. 


14536 


Strand 






Start 


1 


End 


636 




Name 


OJ990421_31. 9924 .C16.ol . tm 


Method 


TBLASTXrMaize 




Start 


141 


End 


635 




GI 


none 


Score 


109 




Exons 


141.. 308, 342.. 635, 363.. 542 








Seq. No. 


6922 


Seq. ID 


OJ990421_31 . 9924 .CI 6 




Gene No. 


14536 


Strand 






Start 


1 


End 


636 




Name 


OJ990421 31.9924.C16.ol.tc 


Method 


TBLASTX: Cress 




Start 


342 


End 


635 




GI 


none 


Score 


74 


: sf 

s » 
.1 : 


Exons 


342. .596, 342. .635 








Seq. No. 


6923 


Seq. ID 


OJ990421_31 . 9924 .CI 9 


i3 


Gene No. 


14537 


Strand 


+ 




Start 


1 


End 


433 




Name 


OJ990421 31.9924.C19.ol.np 


Method 


AAT/NAP 


3 


Start 


1 


End 


433 


' : S 
br 


GI 


6907086 


Score 


414 




Exons 


1..338, 396;. 433 






•3 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


''J 


Seq. No. 


6923 


Seq. ID 


OJ990421_31 . 9924 . CI 9 


<& 


Gene No. 


14538 


Strand 






Start 


135 


End 


284 


3 


Name 


OJ990421 31.9924.C19.ol.gs 


Method 


GENSCAN 


3 


Start 


135 


End 


284 




GI 


none 


Score 


. 41 




Exons 


135. .284 








Seq. No. 


6924 


Seq. ID 


OJ990421_31 . 9924 .C20 




Gene No. 


14539 


Strand 


+ 




Start 


1 


End 


538 




Name ' 


OJ990421 31.9924 .C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


538 




GI 


5441880 


Score 


571 




Exons 


1..188, 304. .538 








GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 






predicted gene.; Similar to maize transposon MuDR mudrA prot< 






(AC003981) [Oryza sativa] 








Seq. No. 


6924 


Seq. ID 


OJ990421_31.9924.C20 




Gene No. 


14539 


Strand 


+ 



7173 




Start 


1 






End 


538 




Name 


OJ990421_ 


31. 9924 .C20.ol. 


gs 


Method 


GENSCAN 




Start 


57 






End 


506 




GI 


none 






Score 


. 82 




Exons 


57 . . 188, 


252 . .299, 304 . . 


506 








Seq. No. 


6925 






Seq. ID 


OJ99042l_3l . 9924 


. C21 


Gene No. 


14540 






Strand 


+ 




Start 


234 






End 


1270 




Name 


OJ990421_ 


31. 9924 .C21.ol. 


gs 


Method 


GENSCAN 




Start 


234 






End 


1162 




GI 


none 






Score 


. 69 




Exons 


234 . .414, 


612 . . 1162 










Seq. No. 


6925 






Seq. ID 


OJ990421 31.9924 


. C21 


Gene No. 


14540 






Strand 


+ 




Start 


234 






End 


1270 




Name 


OJ990421_ 


31.9924.C21.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


682 






End 


888 




GI 


none 






Score 


60 




Exons 


682 . . 777, 


682. .789, 716. 


.790, 


719. . 799, 


720 . . 800, 778 . . 


o o o 

888 , 




783. .887, 


784 . . 888 










Seq. No. 


6925 






Seq. ID 


OJ990421_31 . 9924 


.C21 


Gene No. 


14540 






Strand 


+ 




Start 


234 






End 


1270 




Name 


OJ990421 


31.9924.C21.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


695 






End 


1251 




GI 


none 






Score 


73 




Exons 


695. .778, 


712. .783, 784. 


.864, 


796. .864, 


838. .936, 853.. 


945, 




854. .943, 


875. .1096, 975 


..1007, 992. .1243, 1003. .1251, 






1003. .1242, 1040. .1243 










Seq. No. 


6925 






Seq. ID 


OJ990421_31.9924 


. C21 


Gene No. 


14540 






Strand 


+ 




Start 


234 






End 


1270 




Name 


OJ990421 


31.9924.C21.ol. 


np 


Method 


AAT/NAP 




Start 


719 






End 


1270 




GI 


4581120 






Score 


470 




Exons 


719. .955, 


983. .1270 










GI Descrip. 


(AC005825 


) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


6925 






Seq. ID 


OJ990421_31:9924 


. C21 


Gene No . 


14540 






Strand 


+ 




Start 


234 






End 


1270 




Name 


OJ990421 


31.9924.C21.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


878 






End 


1228 




GI 


none 






Score 


67 




Exons 


878. .937, 


942.. 1073, 968 


..1228, 1006. .1119 




Seq. No. 


6925 






Seq. ID 


OJ990421_31.9924 


. C21 


Gene No. 


14540 






Strand 


+ 




Start 


234 






End 


1270 




Name 


OJ990421 


31.9924.C21.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


892 






End 


1210 




GI 


none 






Score 


59 




Exons 


892. .936, 


901.. 936, 905. 


.943, 


905. .943, 


977.. 1060, 995. 


.1210, 



7174 




1000.. 1188, 1025.. 1207 



Qprr No. 


6926 


Seq. ID 


OJ990501 31. 9917. CI 


Gene No. 


14541 


Strand 


+ ~~ 


Start 


180 


End 


3305 


Name 


OJ990501 31.9917.Cl.ol.gs 


Method 


GENSCAN 


Start 


180 


End 


3305 


GI 


none 


Score 


.56 


Exons 


180. .602, 1637. .1804, 1888.. 


1927, 2030 


. .2141, 2214 . .2283, 




2907.. 3305 






Seq. No. 


6926 


Seq. ID 


OJ990501_31.9917.C1 


Gene No. 


14542 


Strand 


+ 


Start 


4084 


End 


4796 


Name 


OJ990501 31.9917.Cl.ol.gp 


Method 


AAT/GAP 


Start 


4084 


End 


4796 


GI 


4219 1.R1084 


Score 


1131 


Exons 


4084. .4796 






GI Descrip. 


M490321/emb|CAB38705.1 | 2.0e-09 (AJ011604) nitrate transporte 




[Arabidopsis thaliana] ' 






Seq. No. 


6926 


Seq.. ID 


OJ990501_31. 9917. CI 


Gene No. 


j. i .j i j 


Strand 




Start 


4354 


End 


5872 


Name 


OJ990501 31-9917. CI. o2.gs 


Method 


GENSCAN 


Start 


4354 


End 


5853 


GI 


none 


Score 


1 


Exons 


4354. .5853 






Seq. No. 


6926 


Seq. ID 


OJ990501_31. 9917. CI 


Gene No. 


14543 


Strand 




Start 


4354 


End 


5872 


Name 


OJ990501 31.9917.Cl.o2.np 


Method 


AAT/NAP 


Start 


4363 


End 


5872 


GI 


2760834 


Score 


1494 


Exons 


4363. .5872 






GI Descrip. 


(AC003105) putative nitrate 


transporter [Arabidopsis thaliana] 


Seq. No. 


6926 


Seq. ID 


OJ990501_31.9917.C1 


Gene No . 


14543 


Strand 




Start 


4354 


End 


5872 


Name 


OJ990501 31.9917.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


4432 


End 


5872 


GI 


none 


Score 


242 


Exons 


4432. .4536, 4541. .4750, 4621 


..4806, 4756. .4998, 4844. .4981, 




4984.. 5139, 4988.. 5137, 5263 


..5334, 5311. .5685, 5315. .5464, 




5585.. 5686, 5701.. 5871, 5702 


. .5872 




Seq. No. 


6926 


Seq. ID 


OJ990501_31.9917.C1 


Gene No. 


14543 


Strand 




Start 


4354 


End 


5872 


Name 


OJ990501 31.9917.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


4432 


End 


5140 


GI 


none 


Score 


187 


Exons 


4432.. 4536, 4553.. 4753, 4604 


..4639, 4621. .4761, 4768. .4887, 




4871. .5140, 4873. .5139 







7175 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6926 

14543 

4354 

OJ990501_31. 9917.Cl.ol.ts 

4492 

none 



Seq. ID OJ99Q.501_31.9917.C1 
Strand 

End 5872 

Method TBLASTX : Soybean 

End 5245 

Score 228 



4492. .4536, 4550. .4741, 4621. .4740, 4630. .4743, 4747. .4980, 
4844. .4981, 4984. .5139, 4988. .5140, 5213. .5245 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



f3 Start 

KJ GI 

.lZ Exons 



Seq. ID OJ990501_31.9917.C1 
Strand 

End 5872 

Method AAT/GAP 

End 5213 

Score 918 



6926 
14543 
4354 

OJ990501_31. 9917.Cl.o2.gp 
4724 

LIB3431-054-P1-K1-F11 
4724.. 5213 

, 2760834/gb|AAB95302.1| 2.0e-41 (AC003105) putative nitrate 
transporter [Arabidopsis thaliana] ' 



6926 
14543 

4354 >:.-. ' 

OJ990501_31.9917.Cl.o2.tm 

5176 

none 

5176. .5247, 5305. .5688 



Seq. ID OJ990501_31.9917.C1 
Strand 

End .5872 

Method TBLASTX : Mai ze 

End 5688 

Score 28 9 



ijf Seq. No. 

ilj" Gene No. 

Lsj Start 

, ^ Name 

»rj Start 

iy GI 

l ' z Exons 

'*j Seq. No. 
i.i Gene No. 
j"^ Start 

Name 

Start 
□ GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6926 

14543 

4354 

OJ990501_31.9917.Cl.o2.ts 

5470 

none 



Seq. ID OJ990501_31.9917.C1 
Strand 

End 5872 

Method TBLASTX : Soybean 

End 5872 

Score 96 



5470. .5715, 5585. .5647, 5698. .5871, 5699.-5872 



6926 
14543 
4354 

OJ990501_31.9917.Cl.o3.gp 
5720 
3761683 
5720. .5872 

2760834/gb|AAB95302.1| 1.0e-12 (AC003105) putative nitrate 
transporter [Arabidopsis thaliana] 



Seq. ID OJ990501_31.9917.C1 
Strand 

End • 5872 
Method AAT/GAP 
End 5872 
Score 268 



6927 

14544 

9015 

OJ990501_31 . 9917 . C2 . o2 . gs 

9015 

none 



Seq. ID OJ990501_31.9917.C2 

Strand + 

End 15280 

Method GENSCAN 

End 15280 

Score .51 



9015.. 9032, 11195. .11247, 12559 .. 12733, 14 68 6 .. 147 90, 
15182. .15280 



Seq. No. 
Gene No. 
Start 



6927 

14545 

1 



Seq. ID OJ990501_31.9917.C2 

Strand 

End 394 



7176 



Name OJ990501_31 . 9917 . C2 . ol . gp Method AAT/GAP 

Start 1 End 394 

GI 3761683 ... Score 313 

Exons 1..120, 306.. 394 

GI Descrip. 27 60834 /gb I AAB95302 . 1 | 1.0e-12 (AC003105) putative nitrate 
transporter [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6927 Seq. ID OJ990501_31 . 9917 . C2 

14546 Strand . - 

4176 End 4616 

OJ990501_31 . 9917 .C2 . ol . np Method AAT/NAP 

4176 End 4616 

1085679 Score 257 

4176. .4616 

calmodulin - Macrocystis pyrifera gi | 728609 | emb | CAA5 9418 | 
(X85091) calmodulin [Macrocystis pyrifera] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990501_31.9917.C2 
Strand 

End 4 616 

Method TBLASTX: Maize 
End . 4556 
Score 35 

.4235, 4197. .4229, 4215. .4274, 4221. .4274, 4282. .4329, 
,4366, 4327. .4392, 4328. .4396, 4448. .4555, 4449. .4556, 

,4527 



6927 
14546 
4176 

OJ990501_31.9917.C2.ol.tm 
4194 
none 
4194. 
4283. 
4462. 



6927 Seq. ID 

14546 . Strand 
4176 End 
OJ990501_31 . 9917 . C2 . ol . tw Method 
4194 End 
none Score 

4194. .4238, 4194. .4235, 4221. .4274, 4282 

4327. .4392, 4328.-4393, 4448. .4555, 4449 

6927 Seq. ID 

14546 Strand 
4176 End 
OJ990501_31 . 9917 . C2 . ol . ts Method 
4194 End 
none Score 

4194. .4235, 4220. .4276, 4221. .4274, 4282 

4328. .4396, 4448. .4555, 4452. .4556 



OJ990501 31. 9917. C2 



4616 

TBLASTX: Wheat 
4556 
42 

4329, 4283.. 4366, 
4556 

OJ990501_31.9917.C2 
4616 

TBLASTX : Soybean 
4556 
35 

4329, 4327.. 4392, 



Seq. No. 6928 Seq. ID 

Gene No. 14547 Strand 

Start 476 End 

Name OJ990501_31 . 9917 . C3 . ol . np Method 

Start 476 End 

GI 2498930 Score 

Exons 476.. 572 

GI Descrip. DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



OJ990501_31.9917.C3 
+ 

572 

AAT/NAP 

572 

51 



Seq. No. 
Gene No. 



6928 
14548 



Seq. ID OJ990501_31.9917.C3 
Strand + 



7177 




Start 


480 








End 


539 


Name 


OJ990501 31 


. 9917 


.C3.ol. 


gs 


Method 


GENSCAN 


Start 


480 




- 




End 


539 


GI 


none 








Score 


.95 


Exons 


480. .539 












Seq. No. 


6929 








Seq. ID 


OJ990501_31.9917.C4 


Gene No. 


14549 








Strand 




Start 


1146 








End 


3859 


Name 


OJ990501 31 


.9917 


.C4.ol. 


gs 


Method 


GENSCAN 


Start 


1146 








End 


3859 


GI 


none 








Score 


.87 


Exons 


1146. .1164, 


1245 


. .1331, 


1419. 


.1498, 1578. .1748, 1914. .2094 




2169. .2329, 


2416 


. .2536, 


3166. 


.3268, 3363.. 3636, 3716.. 3859 


Seq. No. 


6929 








Seq. ID 


OJ990501_31.9917.C4 


Gene No. 


14550 








Strand 




Start 


4158 








End 


4721 


Name 


OJ990501 31 


. 9917 


,C4 .ol . 


tm 


Method 


TBLASTX: Maize 


Start 


1851 








End 


2853 


GI 


none 








Score 


84 


Exons 


1851. .1967, 


1852 


. .1995, 


1971. 


.2096>,. 1972. .2097, 2168. .2275 




2291. .2323, 


2416 


. .2466, 


'2619. 


.2702,' 2627. .2695, 2800.. 2853 




2800. .2853 












Seq. No. 


6929 








Seq. ID 


OJ990501_31.9917.C4 




14550 








Strand 




Start 


4158 








End 


4721 


Name 


OJ990501 31 


.9917 


.C4.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3475 








End 


3860 


GI 


none 








Score 


77 


Exons 


3475. .3612, 


3475 


. .3621, 


3698. 


.3859, 3699.. 3860 


Seq. No. 


6929 








Seq. ID 


OJ990501_31.9917.C4 


Gene No. 


14550 








Strand 




Start 


4158 








End 


4721 


Name 


OJ990501 31 


.9917 


.C4.o2. 


np 


Method 


AAT/NAP 


Start 


4158 








End 


4721 


GI 


6970289 








Score 


439 


Exons 


4158. .4721 












GI Descrip. 


(AC021666) : 


hypothetical protein, 5 1 partial [Arabidopsis 




thaliana] 












Seq. No. 


6929 








Seq. ID 


OJ990501_31.9917.C4 


Gene No . 


14550 








Strand 




Start 


4158 








End 


4721 


Name 


OJ990501 31 


.9917 


.C4.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4233 








End 


4415 


GI 


none 








Score 


85 


Exons 


4233. .4415, 


4234 


. .4413, 


4269. 


.4415 




Seq. No. 


6929 








"Seq. ID 


OJ990501_31.9917.C4 


Gene No. 


14550 








Strand 




Start 


4158 








End 


4721 


Name 


OJ990501 31 


.9917 


,C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4341 








End 


4659 


GI 


none 








Score 


51 



7178 



Exons 



4341. .4415, 4342. .4419, 4434. .4658, 4441. .4659 



Seq. No. 6929 

Gene No. 14550 

Start 4158 

Name OJ990501_31 . 9917 . C4 . ol . tc 

Start 4407 

GI none 

Exons 4407.. 4655, 4459.. 4662 



Seq. ID OJ990501_31.9917.C4 
Strand 

End 4 721 

Method TBLASTX : Cress 

End 4 662 

Score 83 



Seq. No. 6930 

Gene No. 14551 

Start 5945 

Name OJ990501_31 . 9917 . C5 . o2 . gs 

Start 5945 

GI none 

Exons 5945.. 6097, 8691.. 9167 



Seq. ID OJ990501_31-9917.es 

Strand + 

End 9167 

Method GENSCAN 

End 9167 

Score .43 



Seq. No. 6930 

Gene No. 14552 

Start 10013 

Name OJ990501_31 . 9917 .C5.ol.gp 

Start 10013 

GI uC-osflcyp033a04bl 

Exons 10013. .10397 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990501_31.9917.C5 
Strand + 

10397 
AAT/GAP 
10397 
678 



End 

Method 

End 

Score 



Seq. No. 6930 

Gene No. 14553 

Start 11775 

Name OJ990501_31 . 9917 . C5 . o4 . gs 

Start 11775 

GI none 

Exons 11775. .12878 



Seq. ID OJ990501_31.9917.C5 

Strand . + 

End 12878 

Method GENSCAN 

End 12878 

Score .81 



h J 



Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6930 

14554 

1 

OJ990501_31. 9917.C5.ol.np 
1 

4585985 . 



Seq. ID OJ990501_31.9917.C5 
Strand 

End 14820 

Method AAT/NAP 

End 3220 

Score 1662 



1..220, 455. .1797, 1875. .2354, 2586. .3109, 3141. .3220 
(AC005287) Hypothetical protein [Arabidopsis thaliana] 



Seq. No. 6930 

Gene No. 14554 

Start 1 

Name OJ990501_31 . 9917 . C5 . o3 . tm 

Start 215 

GI none 
Exons 



Seq. ID OJ990501_31.9917.C5- 
Strand 

End 14820 

Method TBLASTX : Mai ze 

End 670 

Score 103 



215. .430, 216. .356, 461. .628, 602. .670 



Seq. No. 6930 

Gene No. 14554 

Start 1 

Name OJ990501 31 . 9917 . C5 . ol . gs 



Seq. ID OJ990501_31.9917.C5 
Strand 

End 14820 

Method GENSCAN 



7179 



Start 
GI 

Exons 



268 End 4538 

none Score . 7 

268. .1728, 2595. .2981, 3120. .3263, 3338. .3400, 3726. .3905, 
4358. .4538 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6930 

14554 

1 

OJ990501_31.9917.C5.o2.np 

1508 

5852180 



Seq. ID OJ990501_31.9917.C5 
Strand 

End • 14820 
Method AAT/NAP 
End 14820 
Score 580 



1508. .1536, 7918. .7971, 8678. .9085, 9137. .9255, 1024 6 .. 10308 , 
14735. .14820 

(AL117265) zhbOOOlO.l [Oryza sativa] 



6930 

14554 

1 

OJ990501_31.9917.C5.o2.tm 

1733 

none 



Seq. ID OJ990501_31.9917.C5 
Strand 

End 14820 

Method TBLASTX: Maize 

End 2128 

Score 51 



1733. .1798, 1739. .1798, 1876. .1998, 1877. .1993, 1994. .2128, 
1999.. 2124, 2012.. 2128 



rU 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6930 

14554 

1 

OJ990501_31. 9917.C5.ol.tw 

1895 

none 



Seq. ID OJ990501_31.9917.C5 
Strand 

End 14820 

Method TBLASTX : Wheat 

End 2286 

Score 70 



1895. .2011, 1909. .1986, 1985. .2224, 2011. .2286, 2020. .2274 



6930 

14554 

1 

OJ990501_31. 9917.C5.ol.tm 

2131 

none 



Seq. ID OJ990501_31.9917.C5 
Strand 

End 14820 

Method TBLASTX : Mai ze 

End - 2937 

Score 59 

2131. .2400, 2425. .2778, -2426. .2512, 2579. .2770, 2782. .2871, 
2881. .2937 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6930 

14554 

1 

OJ990501_31.9917.C5.o3.gs 

9438 

none 



Seq. ID OJ990501_31.9917.C5 
Strand 

End 14820 

Method GENSCAN 

End 10809 

Score . 61 



9438.. 9531, 9914.. 10086, 10759.. 10809 



6930 

14554 

1 

OJ990501_31.9917.C5.o5.gs 

14615 

none 

14615. .14793 



Seq. ID OJ990501_31.9917.C5 
Strand 

End 14820 

Method GENSCAN 

End 14793 

Score .91 



7180 



Seq. No. 


6931 


Seq. ID 


OJ990501_31. 


9917 


.C6 


Gene No. 


14555 


Strand 


+ 






Start 


24416 


End 


27658 






Name 


OJ990501 31.9917.C6.o3.np 


Method 


AAT/NAP 






Start 


24416 


End 


27655 






GI 


5803259 


Score 


4277 






Exons 


24416. .25677, 25777.. 27655 










GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


6931 


Seq. ID 


OJ990501_31. 


9917 


.C6 


Gene No . 


14555 


Strand 


+ 






Start 


24416 


End 


27658 






Name 


OJ990501 31.9917.C6.o5.gs 


Method 


GENSCAN 






Start 


24416 


End 


27658 






GI 


none 


Score 


.88 






Exons 


24416. .27658 










Seq. No. 


6931 


Seq. ID 


OJ990501_31. 


9917 


.C6 


Gene No. 


14556 


Strand 


+ 






Start 


.34522 


End 


34963 






Name 


- OJ990501 31.9917.C6.o5.np 


Method 


AAT/NAP 






Start 


34522 


End 


34963 






GI 


5922623 


Score 


88 






Exons 


34522. .34602, 34940.. 34963 










GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi | 6016856 | dbj | BAA85199. 1 1 (AP00057.0) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


6931 


Seq. ID 


OJ990501_31. 


9917 


.C6 


Gene No. 


14557 


Strand 








Start 


6665 


End 


11248 






Name 


OJ990501 31.9917.C6.ol.gp 


Method 


AAT/GAP 






Start 


6665 


End 


9798 






GI 


none 


Score 


909 






Exons 


6665.. 7014, 9658.. 9798 










Seq. No. 


6931 


Seq. ID 


OJ990501_31. 


9917 


.C6 


Gene No . 


14557 


Strand 1 








Start 


6665 


End 


11248 






Name 


OJ990501 31.9917.C6.o2.gs 


Method 


GENSCAN 






Start 


9676 


End 


10818 






GI, 


none 


Score 


.97 






Exons 


9676. .10818 










Seq. No. 


6931 


Seq. ID 


OJ990501_31. 


9917 


.C6 


Gene No. 


14557 


Strand 








Start 


6665 


End 


11248 






Name 


OJ990501 31.9917.C6.ol.np 


Method 


AAT/NAP 






Start 


9679 


End 


10818 






GI 


6735313 


Score 


928 






Exons 


9679.. 10583, 10626.. 10818 










GI Descrip. 


(AL137080) dnaJ-liice protein 


[Arabidopsis thaliana] 






Seq. No. 


6931 


Seq. ID 


OJ990501_31. 


9917 


.C6 


Gene No. 


14557 


Strand 








Start 


6665 


End 


11248 






Name 


OJ990501 31-9917. C6.o2.gp 


Method 


AAT/GAP 







7181 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10632 End 11248 

36775JL.R1084 Score 862 

10632. .10934,.. 11055. .11248 

, 5852170/emb|AL117265.1|OST17804 1.0e-50 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 ' 

6931 Seq. ID OJ990501_31 . 9917 .C6 

14558 Strand 

19651 End 19950 

OJ990501_31 . 9917 . C6 . o3 . gp Method AAT/GAP 

19651 End 19950 

61605_3.R1084 Score 429 

19651. .19950 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6931 Seq. ID 

14559 Strand 
20315 End 

OJ990501_31;9917.C6.o2.np . Method 
20315 End 
6063554 Score 



OJ990501_31.9917.C6 

24127 
AAT/NAP 
24127 
514 



20315. .20489, 21124 .. 21151, 21470 .. 21691, 21809 22088 , 
24108.. 24127 

(AP000615) ESTs AU075609 (C63344 } , C71850 (E04 64 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
W Gene No. 

Start 
I s y Name 
; " Start 

U GI 

« Exons 
"'4 GI Descrip. 



■ gp 



6931 
14559 
20315 

OJ990501_31.9917.C6.o4 , 
20922 

101153_1.R1084 
20922. .21151, 21470.. 21658 

l 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501 31. 9917. C6 



24127 
AAT/GAP 
21658 
661 



□ 



Seq. No. 


6931 






Seq. ID 


OJ990501 


Gene No. 


14559 






Strand 




Start 


20315 






End 


24127 


Name 


OJ990501 31. 


9917. C6. 


o4 .gs 


Method 


GENSCAN 


Start 


22588 






End 


23254 


GI 


none 






Score 


.45 


Exons 


22588. .22596 


, 22766. 


.22923, 


23164. .23254 


Seq. No. 


6931 






Seq. ID 


OJ990501 


Gene No. 


14560 






Strand 




Start 


28290 






End 


34445 


Name 


OJ990501 31. 


9917. C6. 


06 .gs 


Method 


GENSCAN 


Start 


28290 






End 


31955 


GI 


none 






Score 


.99 


Exons 


28290. .31955 










Seq. No. 


6931 






Seq. ID 


OJ990501 


Gene No. 


14560 






Strand 




Start 


28290 






End 


34445 



7182 



Name 

Start 

GI 

Exons 

GI Descrip. 



Method AAT/NAP 
End 33939 
Score 6770 
30237. .30604, 30797 31152, 
32082. .32545, 32876.-33939 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



OJ990501_31.9917.C6.o4.np 

28293 

6498441 . 

28293. .28574, 28 668 .. 30065, 
31327. .31461, 31645 32018 , 





Seq. No. 


6931 


Seq. ID 


OJ990501_31.9917.C6 




Gene No. 


14560 


Strand 






Start 


28290 


End 


34445 




Name 


OJ990501 31.9917.C6.o7.gs 


Method 


GENSCAN 






32019 


End 


34445 




GI 


none 


Score 


.92 




Exons 


32019. .34445 








Seq. No. 


6931 


Seq. ID 


OJ990501_31. 9917.C6 




Gene No. 


14561 


... Strand 






Start 


34675 


End . 


34730 




Name 


OJ990501 31-.9917.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


6707 


End 


10488 v 






none 


Score 


55 


.S XL 


Exons 


6707.. 6787, 6735.. 6785, 6741 


..6800, 6743.-6796, 6882..6956, 






6883.. 6957, 6883.-6972, 6899 


..6979, 9669. .9941, 9670. .9942, 






9671. .10063, 9676.-9957, 9947. .10063, 


10015. .10215, 






10051. .10146, 10053. .10202, 


10198. .10488, 10203. .10265, 


I y 
i j 




10223. .10483 , 






Lil 


Seq. No. 


6931 


Seq. ID 


OJ990501_31. 9917. C6 




Gene No. 


14561 


Strand 








34675 


End 


34730 


i cr 


Name 


OJ990501 31.9917.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9658 


End 


10443 




GI 


none 


Score 


230 


'' h 4 


Exons 


9658.. 9957, 9677.. 10039, 10021 .. 10131 , 


1010.3. .10132, 


1. JL 




10123. .10443, 10128. .10253, 


10223.. 10420 


j ^ 
c? 


Seq. No. 


6931 


Seq. ID 


OJ990501_31.9917.C6 


!; 


ucllc LNvJ . 


14561 


Strand 






Start 


34675 


End 


34730 




Name 


OJ990.501 31.9917.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


9662 


End 


10386 




GI 


none 


Score 


69 




Exons 


9662..9793, 9667.. 9792, 9850 


..9924, 9928. .9957, 9929. .10024 






10084. .1038 6, 10128. .10181, 


10226. .10372 




Seq. No. 


6931 


Seq. ID 


OJ990501_31.9917.C6 




Gene No. 


14561 


Strand 






Start 


34675 


End 


34730 




Name 


OJ990501 31.9917.C6.o5.tm 


Method 


TBLASTX: Maize 




Start 


28263 


End 


28433 




GI 


none 


Score 


125 




Exons 


■28263.-28433, 28264.-28428 








Seq. No. 


6931 


Seq. ID 


OJ990501_31.9917.C6 




Gene No. 


14561 


Strand 





7183 



Start 


34675 




End 


34730 


Name 


OJ990501 31. 9917. C6. 


o7 . tw 


Method 


TBLASTX : Wheat 


Start 


28302 




End 


28904 


GI 


none 




Score 


83 


Exons 


28302. .28427, 28306. 


.28428, 


28620. .28904, 28621.. 28899 


Seq. No. 


6931 




Seq. ID 


OJ990501__31.9917 




14561 




Strand 




Start 


34675 




End 


34730 


Name 


OJ990501 31. 9917. C6. 


o4 . tw 


Method 


TBLASTX: Wheat 


Start 


28905 




End 


29286 


GI 


none 




Score 


172 


Exons 


28905. .29285, 28936. 


.29184, 


29230. .29286 


Seq. No. 


6931 




Seq. ID 


OJ990S01 31 9917 




14561 








Start 


34675 




End 


34730 


Name 


OJ990501 31. 9917. C6. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


29100 




End 


29423 


GI 


none 




Score 


192 


Exons 


29100. .29423, 29113. 


.29394 






Seq. No. 


6931 




Seq. ID 


OJ990501_31.9917 




14561 




Strand 




Start 


34675 




End 


34730 


Name 


OJ990501 31. 9917. C6. 


o8.tw 


Method 


TBLASTX: Wheat 


Start 


29616 




End 


29928 


GI 


none 




Score 


68 


Exons 


29616. .29876, 29752. 


.29928 






Seq. No. 


6931 




Seq. ID 


OJ990501_31.9917 


Gene No. 


14561 




Strand 




Start 


34675 




End 


34730 


Name 


OJ990501 31. 9917. C6. 


o3 . ts 


Method 


TBLASTX : Soybean 


Start 


29676 




End 


30242 


GI 


5666795 




Score 


68 


Exons 


29676. .29876, 29931. 


.30068, 


30144 . .30242 


GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 


Seq. No. 


6931 




Seq. ID 


OJ990501_31.9917 


Gene No. 


14561 




Strand 




Start 


34675 




End 


34730 


Name 


OJ990501 31. 9917. C6. 


o5 . tw 


Method 


TBLASTX: Wheat 


Start 


29931 




End 


30389' 


GI 


none 




Score 


92 


Exons 


29931. .30071, 29932. 


.30069, 


30127. .30300, 3014 1 .. 3038 9, 




30141. .30365 








Seq. No. 


6931 




Seq. ID 


OJ990501_31.9917 




14561 




Strand 




Start 


34675 




End 


34730 


Name 


OJ990501 31. 9917. C6. 


o2.ts 


Method 


TBLASTX : Soybean 


Start 


30990 




End 


31361 


GI 


none 




Score 


90 


Exons 


30990. .31361, 31201. 


.31344 






Seq. No. 


6931 




Seq. ID 


OJ990501_31.9917 



7184 






Ranp No. 


14561 




Strand 








Start 


34675 




End 


34730 






Name 


OJ990501 31. 9917. C6 


.o2.tw 


Method 


TBLASTX : Wheat 






Start 


31015 




End 


31439 






GI 


none 




Score 


328 






Exons 


31015. .31434, 31020 


. .31439 










Seq. No. 


6931 




Seq. -ID 


' OJ990501_31.9917 


.C6 




dpnp No. 


14561 




Strand 








Start 


34675 




End 


34730 






Name 


OJ990501 31. 9917. C6 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


31113 




End 


31497 






GI 


none 




Score 


221 






Exons 


31113. .31496, 31132 


. .31497 










Seq. No. 


6931 




Seq. ID 


OJ990501_31. 9917 


.C6 




Gene No. 


14561 




Strand 








Start 


34675 




End 


34730 






Name 


OJ990501 31. 9917. C6 


.o2 . tm 


Method 


TBLASTX: Maize 






Start 


31524 




End 


31880 






GI 


none 




Score 


116 






Exons 


31524. .31829, 31524 


. .31880, 


31534. .31845 




; ;s. 


Seq. No. 


6931 




Seq. ID 


OJ990501_31.9917 


.C6 


. =fc 


Cpnp No 


14561 




Strand 








Start 


34675 




End 


34730 




h \ - 


Name 


OJ990501 31. 9917. C6 


. ol . tw 


Method 


TBLASTX: Wheat 




\ y 


Start 


31548 




End 


32010 






GI 


none 




Score 


400 




• ; I 


Exons 


31548. .32009, 31549 


. .32010 








;. ~H 


Seq. No. 


6931 




Seq. ID 


OJ990501_31.9917 


.C6 


r y 


Gene No . 


14561 




Strand 








Start 


34675 




End 


34730 






Name 


OJ990501 31. 9917. C6 


.o4 . ts 


Method 


TBLASTX : Soybean 




J l . jj 


Start 


31605 




End 


31970 






GI 


none 




Score 


117 




]- X 
i «| 


Exons 


31605. .31739, 31746 


. .31970 










Seq. No. 


6931 




Seq. ID 


OJ990501_31. 9917 


.C6 






14561 




Strand 








Start 


34675 




End 


34730 ' 






Name 


OJ990501 31. 9917. C6 


.o3. tw 


Method 


TBLASTX: Wheat 






Start 


32175 




End 


32661 






GI 


none 




Score 


172 






Exons 


32175. .32660, 32179 


. .32466, 


32488.. 32661 






Seq. No. 


6931 




Seq. ID 


OJ990501_31. 9917 


.C6 




Gene No. 


14561 




Strand 








Start 


34675 




End 


34730 






Name 


OJ990501_31.9917.C6 


. 06. tw 


Method 


TBLASTX: Wheat 






Start 


33399 




End 


33791 






GI 


none 




Score 


89 






Exons 


33399.-33656, 33433 


. .33672, 


33639. .33737, 3364 0 .. 33720, 








33744. .33791 












Seq. No. 


6931 




Seq. ID 


OJ990501_31. 9917 


.C6 



7185 



(tpnp Wo 


14561 


Strand 




Start 


34675 


End 


34730 


Name 


OJ990501 31. 9917. C6. 06. tm 


Method 


TBLASTX : Maize 


Start 


33501 


End 


3378.6 


GI 


none 


Score 


103 


Exons 


33501. .33749, 33502.. 33786 






Seq. No. 


6931 


Seq. ID 


OJ990501_31.9917.C6 


Gene No. 


14561 


Strand 




Start 


34675 


End 


34730 


Name 


OJ990501 31.9917.C6.o6.np 


Method 


AAT/NAP 


Start 


34675 


End 


34730 


GI 


5042454 


Score 


77 


Exons 


34675. .34730 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


6932 


Seq. ID 


OJ990501_31.9917.C7 


Gene No. 


14562 


Strand 


+ 


Start 


1 


End 


1517 


Name 


OJ990501 31. 9917.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1349 


GI 


5922623 


Score 


147 


Exons 


1..59, 228. .303, 1285. .1349 






GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi| 6016856 |dbj | BAA85199.il 


(AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


6932 


Seq. ID 


■OJ990501_31.9917.C7 


Gene No. 


14562 


Strand 


+ 


Start 


1 


End 


1517 


Name 


OJ990501 31. 9917.C7.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


1517 


GI 


5922623 


Score 


154 


Exons 


1..59, 228. .303, 1480. .1517 







GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

hypothetical protein 



gi|6016856|dbj | BAA85199.il 
[Oryza sativa] 



(AP000570) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6932 Seq. ID 

14562 Strand 

1 End 

OJ990501_31. 9917.C7.o3.np Method 

1 End 

6063554 Score 
1..49, 906. .1078 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 

correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990501_31.9917.C7 
+ 

1517 
AAT/NAP 
1078 
88 



6932 

14563 

7894 

OJ990501_31. 9917.C7.o4.np 

7894 

5103837 



Seq. ID 'OJ990501_31.9917.C7 
Strand + 
End 97 45 

Method AAT/NAP 
End 9642 
Score 588 

7894. .8070, 8657. .8860, 9033. .9122, 9234. .9301, 9405. .9642 
(AC007591) Simalar to gi 14377403 Polypeptide Deformylase from 



7186 



Chlamydia pneumoniae genome gb|AE001687. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6932 Seq. ID 

14563 Strand 
7894 End 
OJ990501_31. 9917.C7.o2.gp Method 
8586 End 
uC-osflcypl54h05bl Score 
8586. .8860, 9033.. 9176 

, 5103837/gb|AAD39667.1|AC007591_32 4.0e-32 (AC007591) Simalar to 
gi_4377403 Polypeptide Deformylase from Chlamydia pneumoniae 
genome gb_AE001687. [Arabidopsis thaliana]' 



OJ990501_31.9917.C7 
+ 

9745 
AAT/GAP 
9176 
668 



OJ990501_31.9917.C7 
+ 

9745 
AAT/GAP 
9745 
622 



6932 Seq. ID 

14563 Strand 
7894 End 
OJ990501_31 . 9917 . C7 . o3 . gp Method 
9249 End 
uC-osf Icypl54h05al Score 
9249. .9301, 9410. .9745 

* 5103837/ gb|AAD39667.1|AC007591__32 4.0e-19 (AC007591) Simalar to 
gi_4377403 Polypeptide Deformylase from Chlamydia pneumoniae 
genome gb_AE001687. [Arabidopsis thaliana] 1 

6932 Seq. ID OJ990501_31 . 9917 . C7 

14564 Strand + 
12046 End 13583 
OJ990501_31 . 9917 . C7 . o4 . gp Method AAT/GAP 
12046 End , 12562 
67948_1.R1084 Score 954 
12046.. 12562 

, 3269297/emb|CAA19730.1| 4.0e-13 (AL030978) putative protein 
[Arabidopsis thaliana] 1 



Q 
O 



Seq. No. 


6932 


Seq. ID 


OJ990501_31.9917 


.C7 


Gene No. 


14564 


Strand 


+ 




Start 


12046 


End 


13583 




Name 


OJ990501 31.9917.C7.o3.gs 


Method 


GENSCAN 




Start 


12317 


End 


13323 




GI 


none 


Score 


.98 




Exons 


12317. .12796, 13162.. 13323 








Seq. No. 


6932 


Seq. ID 


OJ990501_31.9917 


.C7 


Gene No. 


14564 


Strand 


+ 




Start 


12046 


End 


13583 




Name 


OJ990501 31.9917.C7.o5.np 


Method 


AAT/NAP 




Start 


12677 


End 


13299 




GI 


5305395 


Score 


144 




Exons 


12677. .12796, 13162 .. 13299 








GI Descrip. 


(AF072331) dynein light chain 


5 [Schistosoma japonicum] 




Seq. No. 


6932 


Seq. ID 


OJ990501_31. 9917 


.C7 


Gene No. 


14564 


Strand 


+ 




Start 


12046 


End 


13583 ■ 




Name 


OJ990501 31.9917.C7.o5.gp 


Method 


AAT/GAP 




Start 


13138 


End 


13583 




GI 


3766591 


Score 


758 





7187 



Exons 13138. . 13583 

GI Descrip. 3269297/emb | CAA19730 . 1 | 4.0e-13 (AL030978) putative protein 
• [Arabidopsis thaliana] 



'.3 



: 

I'll 

■I 



□ 
□ 



Seq. No. 


6932 








Seq. ID 


OJ990501_31.9917 


.C7 


Gene No. 


14565 








Strand 


+ 




Start 


15761 








End 


15860 




Name 


OJ990501 31. 


9917. 


C7 .06. 


np 


Method 


AAT/NAP 




Start 


15761 








End 


15860 




GI 


6815109 








Score 


76 




Li AUllO 


15761. .15860 












GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 










Seq. ID 


OJ990501_31.9917 


.C7 


Gene No. 


1 L Rfifi 








Strand 






Start 


1 DfJQI 








End 


11901 




Name 




9917. 


C7.o2. 


gs 


Method 


GENSCAN 




Start 


1 fifiQI _ 








End' 


11901 




GI 


none 








Score 


.72 






10691. .10708 


, 10995. .11080, 


11751. .11901 




Seq. No. 










Seq. ID 


OJ990501_31.9917 


.C7 


Gene No. 


1 4 ^£7 
X H D O / 








Strand 






Start 


10ZD3 








End 


18507 




Name 




9917 


C7 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


P 671 _ 
Ou / l 








End 


9269 




GI 


none 








Score 


290 




Exons 


8671. .8865, 


8672. 


.8863, 


9031 


..9123, 9032.. 9121, 9032.. 9133, 




90^ 91 2^ 


9234 


. 9269 










Seq. No. 


6Q19 








Seq. ID 


OJ990501_31.9917 


-C7 


Gene No. 


1 4 S67 








Strand 






Start 


18269 

X O £. \J J 








End 


18507 




Name 




9917. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


8680 








End 


9299 




GI 


none 








Score 


236 




Exons 


8680 886S 


8681. 


.8863, 


9032 


..9127, 9033.. 9125, 9234.. 9299 


Seq. No. 










Seq. ID 


OJ990501_31.9917 


.C7 


Gene No. 


14567 








Strand 






Start 


18269 








End 


18507 




Name 


OJ990501 31. 


9917. 


C7.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


8689 








End 


9089 




GI 


none 








Score 


201 




Exons 


8689. .8865, 


8690. 


.8863, 


9033 


. .9089 






Seq. No. 


6932 








Seq. ID 


OJ990501_31.9917 


.C7 


Gene No. 


14567 








Strand 






Start 


18269 








End 


18507 




Name 


OJ990501 31. 


9917. 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


9477 








End 


9645 




GI 


none 








Score 


212 




Exons 


9477. .9626, 


9478. 


.9645, 


9481 


. .9630 






Seq. No. 


6932 








Seq. ID 


OJ990501_31.9917 


.C7 


Gene No. 


14567 








Strand 






Start 


18269 








End 


18507 





7188 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



seq. no. 

\ LJ Gene No. 

□ Start 
\jl Name 
, = » Start 

< ^ Exons 

IE 

1)3 Seq. No. 

! *j Gene No. 

lt 2 Start • 

: a Name 

^ Start 

□ GI 

j|3 Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



OJ990501_31 . 9917 . C7 . o2 . tm Method 
12311 End 
none Score 



TBLASTX: Maize 

12643 

48 



12311. .12337, 12313. .12342, 12337 .. 124 11, 12338 .. 124 12, 
12449. .12499, 12455 .. 124 90, 12511 .. 12573, 12518 .. 12574 , 
12590. .12643 



6932 

14567 

18269 

OJ990501_31.9917.C7.o3.tm 

13140 

none 



Seq. ID OJ990501_31.9917.C7 
Strand 

End 18507 

Method TBLASTX: Maize ' 

End 13299 

Score 192 



13140. .13268, 13141. .13299, 13177.. 13293 



Seq. ID OJ990501_31.9917.C7 
Strand 

End 18507 

Method TBLASTX : Soybean 

End 13299 

Score 193 



6932 
14567 
18269 

OJ990501_31.9917.C7.o3.ts 
13153 
4302625 
13153. .13299, 13158.. 13292 

2811014/sp_O02414_DYLl_ANTCR 1.0e-10 DYNEIN LIGHT CHAIN LC6, 
FLAGELLAR OUTER ARM >gi_2208914_dbj_BAA20525_ (AB004830) outer 
arm dynein LC6 [Anthocidaris crassispina] 



6932 

14567 

18269 

OJ990501_31.9917.C7.ol.tc 

13156 

none 



Seq. ID OJ990501_31. 9917.C7 
Strand 

End 18507 

Method TBLASTX : Cress 

End 13322 

Score 214 



13156. .13302, 13160. .13264, 13161 13322 , 13161. .13256 



Seq. ID OJ990501_31.9917.C7 
Strand 

18507 
AAT/GAP 
18507 
415 



6932 
14567 
18269 

OJ990501_31.9917.C7.o6.gp 
18269 

17629JL.R1084 
18269. .18507 

, 3269297/emb|CAA19730.1| 4.0e-13 (AL030978). putative protein 
[Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



6933 

14568 

343 

OJ990501_31.9917.C8.ol.gs 

343 

none 



Seq. ID OJ990501_31.9917.C8 

Strand ■+ 

End 5455 

Method GEN SCAN 

End 5455 

Score .71 



343. .410, 868. .1099, 1195. .1422, 2771. .2895, 3113. .3686, 
4261. .4511, 5125. .5259, 5431. .5455 



6933 

14568 

343 

OJ990501 31.9917.C8.ol.gp 



Seq. ID OJ990501_31. 9917.C8 

Strand + 

End 5455 

Method AAT/GAP 



7189 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

□ 

.;f Seq. No. 
^ Gene No. 
rU Start 
i;3 Name 
iTs Start 

; s ; GI 

!!r: Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



a 
□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



855 End 
17629_1.R1084 Score 
855. .1048 

•3269297/emb|CAA19730.1L 4.0e-13 
[Arabidopsis thaliana] 1 



1048 
349 



(AL030978) putative protein 



OJ990501_31.9917.C8 
+ 

5455 
AAT/GAP 
1696 
1056 



31. 9917. C8 



6933 Seq. ID 

14568 Strand 

343 End 

OJ990501_31 . 9917 . C8 . o2 . gp Method 

1009 End 

none Score 
1009. .1099, 1195.. 1696 

6933 Seq. ID 

14568 Strand 

343 End 

OJ990501_31 . 9917 . C8 . o2 . np Method 

2541 End 

5103839 Score 
2541. .2593, 3218. .3686, 4261. .4533 

(AC007591) Is a member of the PF 101177 Aspartate-glutamate 
racemase family. EST gb|T43554 comes from this gene. 
[Arabidopsis thaliana] 



OJ990501_ 
+ 

5455 
AAT/NAP 
4533 
524 



6933 

14568 

343 

OJ990501_31.9917.C8.o3.gp 

4963 

none 

4963. .5397 

6933 

14569 

6932 

OJ990501_31 . 9917 . C8 . ol . tc 

862 

none 

862. .1080, 863. .1084, 863. 
1192. .1410, 1197. .1490 



Seq. ID OJ990501_31.9917.C8 

Strand + 

End 5455 

Method AAT/GAP 

End 5397 

Score 793 



Seq. ID OJ990501_31.9917.C8 



Strand 
End 

Method 
End 
Score 
1084, 970. 



7959 

TBLASTX: Cress 

1491 

258 

1104, 1192. .1491, 



6933 
14569 
6932 

OJ990501_31 . 9917 . C8 . ol . tw 
862 
none 

862. .999, 863. .1003, 863. .1012 

6933 
14569 
6932 

OJ990501_31.9917.C8.ol.tm 
862 
none 



Seq. ID OJ990501_31.9917.C8 



Strand 
End 

Method 
End 
Score 



7959 

TBLASTX: Wheat 

1012 

216 



Seq. ID OJ990501_31.9917.C8 
Strand 
End " 
Method 
End 
Score 



7959 

TBLASTX: Maize 

1497 

327 



862. .1077, 863. .1084, 863. .1084, 865. .1104, 1192. .1497, 



7190 



1192. .1491, 1194. .1493 



;.ia 

ru 

LJ 



Us* 



i" **: 



Secj. No. 


6933 






Seq. ID 


OJ990501_31.9917.C8 


Gene No. 


14569 






Strand 




Start 


6932 






End 


7959 


Name 


OJ990501 31 


.9917.C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


862 






End 


1281 


GI 


none 






Score 


242 


Exons 


862. .1080, : 


863. .1084, 8 


63. .1084, 864.. 


1.100, 1192 . . 1281, 




1192. . 1275, 


1197. .1277 








Seq. No. 


6933 






Seq. ID 


OJ990501_31.9917.C8 


Gene No. 


14569 






Strand 




Start 


6932 






End 


7959 


Name 


OJ990501 31 


. 9917. C8 .o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3588 






End 


4518 


GI 


none 






Score 


69 


Exons 


3588. .3683, 


4255. .4518, 


4258. 


.4371, 4260.. 4517 


Seq. No. 


6933 






Seq- ID 


OJ990501_31. 9917.C8 


Gene No. 


14569 






Strand 




Start 


6932 






End 


7959 


Name 


OJ990501 31 


.9917.C8.o3. 


np 


Method 


AAT/NAP 


Start 


6932 






End 


7941 


GI 


5803246 






Score 


273 


Exons 


6932. .7013, 


7619. .7941 








GI Descrip. 


(AP000399) : 


ESTs AU077984 (C62969) ,D4164 


8{S4289), AU063584 (C62969) 




correspond to a region 


of the predicted gene; similar to 




putative Ser/Thr protein kinase (AC003105) [Oryza sativa] 


Seq. No. 


6933 






Seq. ID 


OJ990501_31.9917.C8 


Gene No. 


14569 






Strand 




Start 


6932 






End 


7959 


Name 


OJ990501 31 


. 9917.C8.o2. 


ts 


Method 


TBLASTX: Soybean 


Start - 


6950 






End 


7932 


GI 


none 






Score 


65 


Exons 


6950. .7006, 


7672. .7791, 


7693. 


.7764, 7694. .7765, 7771. .7803, 




7801. .7932, 


7838. .7930 








Seq. No. 


6933 






Seq. ID 


OJ990501_31.9917.C8 


Gene No. 


14569 






Strand 




Start 


6932 






End 


7959 


Name 


OJ990501 31 


.9917.C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6962 






End 


7959 


GI 


none 






Score 


318 


Exons . 


6962. .7006, 


7672. .7959, 


7673. 


.7924 




Seq. No. 


6933 






Seq. ID 


OJ990501_31.9917.C8 


Gene No. 


14569 






Strand 




Start 


6932 






End 


7959 


Name 


OJ990501 31 


.9917.C8.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


7678 






End 


7932 


GI 


none 






Score 


51 


Exons 


7678. .7764, 


7694. .7765, 


7705. 


.7791, 7771.. 7803, 7837.. 7932, 




7838. .7930 










Seq. No. 


6933 






Seq. ID 


OJ990501_31.9917.C8 



7191 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



14570 Strand 

10296 End 

OJ990501_31 . 9917 . C8 . o3 . tm Method 

10296 End 

none Score 



10783 

TBLASTX: Maize 

10774 

64 



10296. .10391, 10313. .10384, 10385 10432 , 10439 .. 10597 , 
10442. .10564, 10676.. 10774 



Seq. No. 6933 

Gene No. 14570 Strand 

Start 10296 End 

Name OJ990501_31 . 9917 . C8 . o2 . tw Method 

Start 10490 End 

GI none Score 

Exons 10490. .10597, 10588 .. 10776, 10589.. 10783 



Seq. ID OJ990501_31.9917.C8 



10783 

TBLASTX: Wheat 
10783 
81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6934 

14571 

1979 

OJ990501_31 . 9917 . C9 . ol . gp 
1979 

uC-osflcypl54c08al. 
1979. .2141 

, 5701799/emb|CAB52175.1 



Seq. ID 
Strand 
-End 
Method 
End 
Score 



OJ990501 
+ 

2141 
. AAT/GAP 
2141 
272 



31- 9917. C9 



3.0e-29 (AJ245408) putative syntaxin 



protein [Arabidopsis thaliana] ' 

6934 Seq. ID 

14572 Strand 
3744 End 
OJ990501_31. 9917. C9. ol.gs Method 
3744 End 
none Score 
3744. .3818, 4627. .4680 

6935 Seq. ID 

14573 Strand 
240 End 
OJ990501_30.9919.Cl.ol.np Method 
240 End 
4914442 Score 
240. .529 

(AL050351) putative protein [Arabidopsis thaliana] 



OJ990501_31.9917.C9 

4680 
GENSCAN 
4680 
.8 



OJ990501_30.9919.C1 
+ 

529 

AAT/NAP 
529 
115 



Seq. No. 


6935 






Seq. ID 


OJ990501_30.9919 


.CI 


Gene No. 


14573 






Strand 


+ 




Start 


240 






End 


529 




Name 


OJ990501 


30. 9919. CI 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


242 






End 


510 




GI 


none 






Score 


49 




Exons 


242. .295, 


260. .346, 


362. .502, 


373. .510, 


453. .506 




Seq. 'No. 


6936 






Seq. ID 


OJ990501_30.9919 


.C2 


Gene No. 


14574 






Strand 


+ 




Start 


195 






End 


515 




Name 


OJ990501 


30. 9919. C2 


.ol.gs 


Method 


GENSCAN 




Start 


195 






End 


515 




GI 


none 






Score 


.75 





7192 



Exons 



195. .515 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6936 

14575 

5977 

OJ990501_30 

5977 

6729489 

5977. .6030, 

(AL132966) 

thaliana] 



Seq. ID OJ990501_30.9919.C2 
Strand + 
End 9960 
Method AAT/NAP 
End 9960 
Score 737 
6804.. 8134/ 8233.. 8811, 9872.. 9960 
receptor lectin kinase-like protein [Arabidopsis 



9919.C2.ol.np 



as* 

ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6936 Seq. ID 

14575 ' Strand 

5977 End 

OJ990501_30 . 9919 .C2 . o4 . gs Method 

6708 End 

none Score 

6708. .8134, 8380. .8697, 8820. .8931 



OJ990501_30. 9919.C2 
+ 

9960 
GENSCAN 
8931 
.98 



6936 
14576 
10812 

OJ990501_30.9919.C2.o2.np 
10812 
2827715 

10812. .10901, 14453. .14622, 14720 .. 15261, 15507.. 15601 
(AL021684) receptor protein kinase - like protein [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_ 
+ 

15636 
AAT/NAP 
15601 
268 



30. 9919, C2 



Q Seq. No. 

i s [J Gene No. 

[J* Start 

^ Name 

iaJ Start 

H GI 

M Exons 

l] GI Descrip. 



6936 Seq. ID 

14576 Strand 

10812 End 

OJ990501_30. 9919.C2.o3.np Method 

14413 End 

6729489 Score 



OJ990501_30. 9919.C2 
+ 

15636 
AAT/NAP 
15636 
501 



14413. .14622, 14720 15244 , 15451. .15636 
(AL132966) receptor lectin kinase-like protein 
thaliana] 



[Arabidopsis 



sJ Seq. No. 6936 

Gene No. 14577 

Start 742 

Name OJ990501_30 . 9919.C2 .o2 . gs 

Start 742 

GI none 
Exons 



Seq. ID OJ990501_30.9919.C2 
Strand 

End 2397 

Method GENSCAN 

End 2397 

Score . 64 



742. .916, 1022. .1363, 1433. .1617, 1720. .1787, 1827. .2126, 
2163. .2397 



Seq. No. 6936 

Gene No. 14578 

Start 2560 

Name OJ990501_30 . 9919 . C2 . o3 . tw 

Start 1273 

GI none 
Exons 



Seq. ID OJ990501_30. 9919.C2 
Strand 

End 3195 

Method TBLASTX : Wheat 

End 1650 

Score 62 



1273. .1428, 1274. .1429, 1510. .1650 



7193 




Seq. No. 


6936 










Seq. ID 


OJ990501_30. 9919. 


C2 


Gene No . 


14578 










Strand 






Start 


2560 










End ' 


3195 




Name 


OJ990501 30 


. 9919. 


C2.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


2434 










End 


2742 




GI 


none 










Score 


183 




Exons 


2434. 


.2742 














Seq. No. 


^ 6936 










Seq. ID 


OJ990501_30. 9919. 


C2 


Gene No . 


14578 










Strand 






Start 


2560 










End 


3195 




Name 


OJ990501 30 


. 9919. 


C2.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


2479 










End 


2889 




GI 


none 










Score 


70 




Exons 


2479. 


.2754, 


2785. 


.2889 










Seq. No. 


6936 










Seq. ID 


OJ990501_30. 9919. 


C2 


Gene No . 


14578 










Strand 






Start 


2560 










End 


3195 




Name 


OJ990501 30 


. 9919. 


C2 .ql . 


tw 


Method. 


TBLASTX: Wheat 




Start 


2542 










End 


2889 




GI 


none 










Score 


105 




Exons 


2542. 


.2754, 


2773. 


.2889 










Seq. No. 


6936 










Seq. ID 


OJ990501_30. 9919. 


C2 


No . 


14578 










Strand 






Start 


2560 










End 


3195 




Name 


OJ990501 30 


.9919. 


C2.o3. 


gs 


Method 


GEN SCAN 




Start 


2560 










End 


3195 




GI 


none 










Score 


.9 




Exons 


2560. 


.3195 














Seq. No. 


6936 










Seq. ID 


OJ990501_30. 9919. 


C2 


Gene No. 


14579 










Strand 






Start 


6681 










End 


7484 




Name 


OJ990501 30 


.9919. 


C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


6681 










End 


7484 




GI 


none 










Score 


54 




Exons 


6681. 


.6836, 


6848. 


. 6889, 


6921. 


.7076, 6938. .7075, 7167. .7223 




7175. 


.7264, 


7236. 


.7283, 


7404. 


.7484 






Seq. No. 


6936 










Seq. ID 


OJ990501_30.9919. 


C2 


Gene No . 


14579 










Strand 






Start 


6681 










End 


7484 




Name 


OJ990501 30 


.9919. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6863 










End 


7176 




GI 


none 










Score 


225 




Exons 


6863. 


.7129, 


6927. 


.7175, 


6945. 


.7175, 7045. .7176 




Seq. No. 


6936 










Seq. ID 


OJ990501_30.9919. 


C2 


Gene No. 


14580 










Strand 






Start 


7758 










End 


15278 




Name 


OJ990501 30 


.9919. 


C2.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7758 










End 


15260 




GI 


none 










Score 


109 




Exons 


7758. 


.7961, 


7944. 


.8102, 


8230. 


.8388, 8231. .8422, 8410. .8541 




8414., 


.8551, 


8552. 


.8737, 


8573.- 


.8782, 14432. .14590, 14717. 


. 1 



7194 



14718. .14909, 14897. .15028, 14901 15038 , 15060. .15260 





Seq. No. 


6936 ■ 




Seq. ID 


OJ990501_30.9919.C2 




Gene No. 


14580 




Strand 






Start 


7758 




End 


15278 




Name 


OJ990501 30. 9919. C2 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


7794 




End 


14527 




GI 


none 




Score 


103 




Exons 


7794. .7907, 7811. .7906, 7941 


..8039, 7949. .8038, 7990. .8040, 






14429. .14527, 14437 


. .14526 








Seq. No. 


6936 




Seq. ID 


OJ990501_30. 9919.C2 




Gene No. 


14580 




Strand 






Start 


7758 




End • 


15278 




Name 


OJ990501 30. 9919. C2 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


7872 




End 


14990 




GI 


none 




Score 


53 




Exons 


7872.-7928, 7944. .8138, 8227 


..8388, 822 


I8..8392, 8414. .8503, 






8414. .8470, 14432.. 


14638, 14714. .14905, 


14715. .14879, 






14901. .14990, 14901 


. .14957 








Seq. No. 


6936 




Seq. ID 


OJ99.0501_30.9919.C2 






14580 




Strand 




a 


Start 


7758 




End 


15278 


%J 


Name 


OJ990501 30. 9919. C2 


. ol . tm 


Method 


TBLASTX: Maize 


L ! s 


Start 


8040 




End 


15278 


ru 


GI 


none 




Score 


88 


a. 


Exons 


8040.. 8135, 8230.. 8391, 8231 


..8392, 8270. .8392, 8414. .8569, 


KJ 




8579.. 8812, 14528.. 


14623, 14717. .14884, 


14718. .14879, 


t . : 
; : ; 




14901. .15056, 15066 


. .15278, 


15068. .15220 


'a c? 
i |J 


Seq. No. 


6936 




Seq. ID 


OJ990501_30.9919.C2 




Gene No. 


14580 




Strand 






Start 


7758 




End 


15278 


: ; 
h~ 


Name 


OJ990501 30. 9919. C2 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


8230 




End 


15032 


I 


GI 


none 




Score 


130 • 


S3, 


Exons 


8230.. 8370, 8231.. 8380, 8413 


..8541, 8414. .8545, 14717 .. 14 857 , 


□ 




14718. .14867, 14900 


. .15028, 


14901. .15032 




Seq. No. 


6936 




Seq. ID 


OJ990501_30.9919.C2 




Gene No. 


14580 




Strand 






Start 


7758 ■ 




End 


15278 




Name 


OJ990501 30. 9919. C2 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


11197 




End 


11346 




GI 


none 




Score 


162 




Exons 


11197. .11346, 11199 


. .11345 








Seq. No. 


6936 




• Seq. ID 


OJ990501_30.9919.C2 




Gene No. 


14581 




Strand 






Start 


17639 




End 


18595 




Name 


OJ990501 30. 9919. C2 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


17639 




End 


18595 




GI 


none 




Score 


50 




Exons 


17639. .17731, 17648 


. .17737, 


17661. .17738, 17 696 .. 177 64 , 






17769. .17894, 17774 


. .17911, 


17781. .17888, 17798 .. 17884 , 






17803. .17892, 17805 


. .17894, 


17806. .17907, 17807 .. 17887 , 



7195 



17808. 


.17951, 


17810. 


.17887, 


17811. 


.17918, 


17921. 


.18019, 


17921. 


.18019, 


17928. 


.18083, 


17928. 


.18041, 


17 940. 


.18041, 


17942. 


.18016, 


17943. 


.18047, 


17949. 


.18032, 


17950. 


.18006, 


17950. 


.18006, 


18072. 


.18194, 


18082. 


.18204, 


18083. 


.18211, 


18084. 


.18242, 


18089. 


.18238, 


18091. 


.18204, 


18092. 


.18232, 


18092. 


.18223, 


18092. 


.18256, 


18096. 


.18272, 


18098. 


.18250, 


18098. 


.18247, 


18118. 


.18156, 


18168. 


.18278, 


18185. 


.18277, 


18239. 


.18331, 


18239. 


.18331, 


18266. 


.18343, 


18268. 


.18432, 


18269. 


.18412, 


18272. 


.18418, 


18273. 


.18419, 


18275. 


.18421, 


18278. 


.18433, 


18280. 


.18441, 


18280. 


.18426, 


18283. 


.18423, 


18312. 


.18422, 


18312. 


.18434, 


18316. 


.18423, 


18322. 


.18441, 


18328. 


.18588, 


18360. 


.18398, 


18474. 


.18575, 


18475. 


.18576, 


18475. 


.18588, 


18481. 


.18567, 


18494. 


.18595, 


18495. 


.18578 



Seq. No. 6937 

Gene No. 14582 

Start 2527 

Name OJ990501_30 . 9919.C3.ol .gs 

Start 2527 

GI none 
Exons 



Seq. ID OJ990501_30.9919.C3 
Strand + 

18835 
GEN SCAN 
18824 
.51 



End 

Method 
End 
Score 

2527. .2535, 2786.-4233, 4331. .5109, 6077. .6226, 6419. .6660, 
6911. .7704, 8416. .9398, 9525. .9649, 9971. .10158, 1098 9 .. 11160, 
11198. .11401, 11455. .11557, 13785 .. 14026, 164 19 .. 16572 , 
17011. .17083, 17551.. 18824 



: ! f1 


Seq. • No. 


6937 




Seq. ID 


OJ990501 


_30.9919.C3 


r! = 


Gene No. 


14582 




Strand 


+ 




■ ~F 


.Start 


2527 




End 


18835 




Q 


Name 


OJ990501 30 


.9919.C3.ol.np 


Method 


AAT/NAP 




i . • 


Start ' 


2892 




End 


5070 






GI 


6729489 




Score 


661 






Exons . 


2892. .4233, 


4331. .5070 








i y 


GI Descrip. 


(AL132966) 


receptor lectin 


kinase-like 


protein 


[Arabidopsis 


C3 




thaliana] 










H 


Seq. No. 


6937 




Seq. ID 


OJ990501 


_30.9919..C3 




Gene No. 


14582 




Strand 


+ 




t 


Start 


2527 




End 


18835 






Name 


OJ990501 30 


.9919.C3.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


3077 




End 


18325 






GI 


none 




Score 


120 






Exons 


3077. .3229, 


3112.. 3228, 3302.. 3376, 331 


6. .3411, 


3389. .3430, 






3548. .3625, 


17615. .17938, 


17656. .17937, 


18005. . 


18082, 



18022. .18078, 18080 .. 18142, 18179. .18325 



Seq. No. 


6937 








Seq. ID 


OJ990501_30.9919 


.C3 


Gene No. 


14582 








Strand 


+ 




Start 


2527 








End 


18835 




Name 


OJ990501 30. 


9919 


.C3.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


3086 








End 


18025 




GI 


none 








Score 


200 




Exons 


3086. .3328, 


3092 


. .3328, 


17773 


. .18024, 


17795. .18025 




Seq. No. 


6937 








Seq. ID 


OJ990501 30.9919 


.C3 


Gene No. 


14582 








Strand 


+ 




Start 


2527 








End 


18835 




Name 


OJ990501 30. 


9919 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 





7196 



Start 
GI 

Exons 



3386 End 18835 

none Score 57 

3386.-3436, 3464.. 3664, 3857. .4042, 4043. .4201, 4328. 
4329. .4490, 4508. .4639, 4512. .4640, 4656. .4856, 4673. 
18269. .18370, 18542 .. 18727, 18728.. 18835 



,4435, 
,4834, 



Seq. No. 6937 

Gene No. 14582 

Start 2527 

Name OJ990501_30 . 9919 . C3 . o2 . tm 

Start 3914 

GI none 
Exons 



Seq. ID OJ990501_30.9919.C3 



Strand 
End 

Method 

End 

Score 



+ 

18835 

TBLASTX: Maize 

18811 

82 



3914. .4000, 4040. .4213, 4329. .4481, 4524. .4664, 4677. .4859, 
18584. .18685, 18725.. 18811 



Seq. ID OJ990501_30.9919.C3 
Strand 
End 

Method 
End 
Score 

3971. .4027, 4043. .4246, 4326. .4490, 4328. .4438, 4512. .4601, 
4S28..4569, 18656 .. 18712 , 18728.. 18835 



Seq. No. 6937 

Gene No. 14582 

Start 2527 

Name OJ990501_30 . 9919 . C3 . ol . ts 

Start 3'971 

GI none 
Exons 



+ 

18835 

TBLASTX : Soybean 

18835 ' 

54 



Seq. No. 


6937 




Seq. ID 


OJ9905.01_30.9919.C3 


Gene No. 


14582 




Strand 


+ 


Start 


2527 




End 


18835 


Name 


OJ990501 30. 


9919.C3.o6.tw 


Method 


TBLASTX: Wheat 


Start 


4329 




End 


4643 " 


GI 


none 




Score 


144 


Exons 


4329. .4481, 


4512.. 4643, 4523 


. .4639 




Seq. No. 


6937 




Seq. ID 


OJ990501_30.9919.C3 


Gene No. 


14582 




Strand 


+ 


Start 


2527 




End 


18835 


Name 


OJ990501 30. 


9919.C3.o4.tw 


Method 


TBLASTX: Wheat 


Start 


6848 




End 


7234 


GI 


none 




Score 


350 


Exons 


6848. .7234, 


6859. .7230, .6908 


. .7231 




Seq. No. 


6937 




Seq. ID 


OJ990501_30. 9919.C3 


Gene No. 


14582 




Strand 


+ 


Start 


2527' 




End 


18835 


Name 


OJ990501 30. 


9919.C3.o2.np 


Method 


AAT/NAP 


Start 


6854 




End 


13644 


GI 


6539553 




Score 


6390 


Exons 


6854. .10436, 


13328. .13644 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 



(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 6937 Seq. ID OJ990501_30 . 9919 . C3 

Gene No. 14582 Strand + 

Start 2527 End 18835 

Name OJ990501_30 . 9919 . C3 . o3 . tm Method TBLASTX :Maize 

Start 6983 End 7296 



7197 




GI 


none 








Score 


n 

04 u 


Exons 


CQQO 7 9 Q/l 


£Qft Q 

oyo y 


7 9 Q1 

. . / z y x / 


7m r 

/ UX D . 


79Q£ 

. / z y o 




oeq. no. 


D^j / 








oeq. xu 


PiTQQnROI QQ1 Q P^ 

cuyyuoux ou.yyxy.co 


Gene No. 


14582 








Strand 


+ 


Start 


2527 








End 


18835 


Name 


Uuj?U Jill jU . 


y y j. y 


P^ r> 1 
. CO .OX. 


f- m 


Method 


TBLASTX: Maize 


otart 


/ / yo 








End 


8116 




none 








Score 


259 


Exons 


77 ft Pi ,/! Q 

/ / yo . . o u*i y , 


/OUZ 


ft 1 1 £ 
. . O X X o, 


7ftfl"3 
/ O UO . 


.8114, 7822. .8115 


beq. jno . 


D!?j / 








Seq. ID 


OJ990501_30.9919.C3 


Gene No. 


14582 








Strand 


+ 


Start 


2527 








End 


18835 


Name 


ujyyuoux ou. 


y y i y 


P^ r»7 


is 


Method 


TBLASTX: Soybean 


Of -i t»4- 

otart 


Q 1 A A 
O X *i fi 








End 


8530 


pt 

VjX 


none 








Score 


88 


Exons 


Q1 A A Q9QQ 

O Xfl ft . . OZ y y , 


ft 9ft 9 


ft r 








beq. jno. 










Seq. ID 


OJ990501_30.9919.C3 


Gene No. 


14582 








Strand 


+ 


Start 


2527. . 








End 


18835 


Name 


ujyyuoux ju. 


QQ1 Q 

y y x y 


P*} 




Method 


TBLASTX : Wheat 


otart 


oz4 y 








End 


8587 


PT 
bX 


none 








Score 


261 


Exons 


oz4 y . . ooo / / 


O JO 1 


. . O D DO 








beq. No. 


/TOOT 

oyo / 








Seq. ID 


OJ990501_30.9919.C3 


Gene No. 


14582 








Strand 


+ 


Start 


2527 








End 


18835 


Name 


p tqqh r ni 
ujyyuoui ju. 


QQ1 Q 

y y i y 


P*5 /•> c: 


tm 


Method 


TBLASTX: Maize 


otart 


ojIo 








End 


8752 


pt 


none 








Score 


293 


Exons 


QOi Q Q 7 R 9 


OJJJ 


Q"7 9 7 








beq . no . 










Seq. ID 


OJ990501_30.9919.C3 


Gene No. 


14582 








Strand 


+ 


Start 


2527 


/ 






End 


18835 


Name 


uo y y u o u x ju . 


QQ1 Q 

y y x y 


no ^ c. 
• CO . Oj . 


4- o 


Method 


TBLASTX : Soybean 


Cf a v>+- 
OtdlL 


ODHV 








End 


8938 


PT 


none 








Score 


192 


Exons 


pun pi c/i 


ft R4 ft 
O Oft 0 


R71 ft 
. . O /lo, 


pccc 
oODO. 


.8749, 8765.-8938, 8773. .8811 


beq . no . 


oyo / 








Seq. ID 


OJ990501_30.9919.C3 


Gene No. 


14582 








Strand 


+ 


Start 


2527 








End 


18835 


Name 


uuyyuoux ju. 


y y x y 


P"3 
. CO .OX. 




Method 


TBLASTX: Wheat 


b tar t 


QCQQ 
OJOtJ 








End 


9343 


PT 


none 








Score 


8 98 


Exons 


pcpp Q*5/l 9 
ojoo . . yJ*l 0 / 


ft RQ£ 

OJ5D 


QH7 R 
. . yu / 0 / 


on q r 
yu y d . 


.9343 




beq. no. 


oyo / 








Seq. ID 


OJ990501 30. 9919. C3 


Gene No. 


14582 " 








Strand 


+ 


Start 


2527 








End 


18835 


Name 


OJ990501 30. 


9919 


,C3.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


9263 








End 


9727 


GI 


5509260 








. Score 


346 



7198 




Exons 


9263. . 9727, 


9481. 


. 9582 f 9664 . 


. 9708 




GI Descrip. 


— 










Seq. No. 


6937 






Seq. ID 


OJ990501_30 . 9919 


Gene No. 


14582 






Strand 


+ 


Start 


2527 






End 


18835 


Name 


OJ990501 30 


.9919. 


C3.o2. tc 


Method 


TBLASTX: Cress 


Start 


9356 






End 


9616 


GI 


none 






Score 


269 


Exons 


9356. .9616, 


9358. 


.9435 









Seq. No. 


6937 






Seq. ID 


ojy yuoui ou . yy iy 




Gene No. 


14582 






Strand 


+ 




Start 


2527 






End 


18835 




Name 


OJ990501_30. 


9919. 


C3.o2.tw 


Method 


TBLASTX : Wheat 




Start 


9398 






End 


9943 




GI 


none 






Score 


282 




Exons 


9398. .9742, 


9734. 


. 9943 








Seq. No. 


6937 






Seq. ID 


OJ990501 oO.yyiy 




Gene No. 


14582 






Strand 


+ 




Start- 


2527 . 






End 


18835 




Name 


OJ990501_30. 


9919. 


C3.o4 .tm 


Method 


TBLASTX: Maize 




Start 


9398 






End 


9844 


,' ^ 


GI 


none 






Score 


327 




Exons 


9398 . . 9844, 


9533 . 


.9688, 9676. 


.9759 




rll 


Seq. No. 


6937 






Seq. ID 


OJ990501_30. 9919 




Gene No. 


14582 






Strand 


+ 




Start 


2527 






End 


18835 




Name 


OJ990501 30. 


9919. 


C3.o4.ts 


Method 


TBLASTX : Soybean 




Start 


9796 






End 


10123 


i y 


GI 


none 






Score 


283 




Exons 


9796. .9996, 


9797. 


.10123 








Seq. No. 


6937 






Seq. ID 


OJ990501_30.9919 




Gene No. 


14582 






Strand 


+ 


U & 


Start 


2527 






End 


18835 




Name 


OJ990501 30. 


9919. 


C3.o6.tm 


Method 


TBLASTX : Maize 


; £ 


Start 


9952 






End 


10290 




GI 


none 






Score 


123 




Exons 


9952. .10140, 


9953 


..10123, 10014. .10136, 


10140. .10289, 



10141. .10290 



Seq. No. 6937 
Gene No. 14582 
Start 2527 

Name OJ990501_30 . 9919 . C3 . o3 . tw 

Start 10146 
GI none 
Exons 10146. 

10236. 

13325. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,10217, 10147. .10221, 10148 .. 10219, 10236 
,10436, 10237. .10437, 10237 . .10437, 13320 
,13513, 13326. .13478, 



OJ990501_30. 9919.C3 
+ 

18835 

TBLASTX: Wheat 
13513 
101 

10430, 
13475, 

13373. ; 13513 



Seq. No. 
Gene No. 
Start 



6937 

14582 

2527 



Seq. ID OJ990501_30.9919.C3 
Strand + 
End 18835 



7199 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990501_30.9919.C3.o6.ts Method ■ TBLASTX : Soybean 

10153 End 10433 

none Score 87 

10153. .10266, 10179. .10259, 10285 .. 10431, 10290. .10433 



Seq. ID OJ990501_30.9919.C3 

Strand + 

End 18835 

Method AAT/NAP 

End 18436 

Score 310 



6937 
14582 
2527 

OJ990501_30.9919.C3.o3:np 
17558 
126151 
17558. .18436 

LECTIN PRECURSOR (AGGLUTININ) (SBA) gi | 2828 98 | pir | | S27365 lectin 
precursor - soybean gi 1170006 (K00821) lectin prepeptide 
[Glycine max] 



Seq. ID. OJ9.90501_30.9919.C4 
Strand + 

789 

AAT/NAP 
696 
405 



6938 
14583 
1 

OJ990501_30.9919.C4 .ol.np 
1 

1418331 
1..71, 103. .696 

(X95909) receptor like protein kinase [Arabidopsis thaliana] 



End 

Method 

End 

Score 



6938 

14583 

1 

OJ990501_30.9919.C4.ol.tc 

103 

none 



Seq. ID OJ990501_30.9919.C4 

Strand + 

End 789 

Method TBLASTX : Cress 

End 669 

Score 213 



103. .297, 115. .279, 297. .428, 301. .429, 445. .669 



6938 

14583 

1 

OJ990501_30 . 9919 . C4 . ol . tm 

103 

none 



Seq. ID OJ990501_30.9919.C4 

Strand + 

End 789 

Method TBLASTX : : Mai ze 

End 699 •' 

Score 178 



103. .282, 159. .281, 301. .429, 312. .440, 466.-699, 466. .651, 
468. .686 



Seq. No. 6938 

Gene No. 14583 

Start 1 

Name OJ990501_30 . 9919 . C4 . ol . tw 

Start 118 

GI none 

Exons 118.. 270, 312.. 428, 313.. 432 

Seq. No. 6938 
Gene No. * 14583 

Start 1 

Name OJ990501_30 . 9919 . C4 . ol . gs 

Start 120 

GI none 

Exons 120.. 789 



Seq. ID OJ990501_30.9919.C4 

Strand + 

End 78 9 

Method TBLASTX : Wheat 

End 432 

Score 143 



Seq. ID OJ990501_30.9919.C4 

Strand + 

End 789 

Method GENSCAN 

End T8 9 

Score .57 



7200 







6938 




Seq. ID 


OJ990501 30. 9919. C4 




Gene No. 


14583 




Strand 


+ ~~ 




Start 


1 




End 


789 




Name 


OJ990501 30. 9919. C4 . 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


123 




End 


543 




GI 


none 




Score 


187 




Exons 


123. .284, 127. .294, 


312. .422, 313. .423, 


439. .540, 466. .543 




Seq. No. 


6939 




Seq. ID 


OJ990501_30.9919.C5 




fjpne* No 


14584 




Strand 


+ 




Start 


883 




End 


9889 




Name 


OJ990501 30. 9919. C5. 


ol .gs 


Method 


GENSCAN 




Start 


883 




End 


9889 




GI 


none 




Score 


. 62 




Exons 


883. .903, 1113. .1247 


, 3632.. 


3826, 5114. 


.5435, 5457. .5559, 






5916.. 5962, 6256.. 6794, 9092 


. .9889 






Seq. No. 


6939 




Seq. ID 


OJ990501_30. 9919.C5 




Gene No . 


14585 




Strand 


+ 




Start 


9831 




End 


14574 




Name 


OJ990501 30. 9919. C5 . 


ol -np 


Method 


AAT/NAP 




Start 


9831 




End 


14571 




GI 


4680179 




Score 


5632 


: 1 


Exons 


9831.. 9876, 10153 .. 11142 , 11170 . .-14571 




*- 1 : 


GI Descrip. 


(AF111709) polyprote 


in [Oryza sativa subsp. indica] 




O C ^ . LN \J ■ 


6939 




Seq. ID 


OJ990501_30.9919.C5 


S3 


Gene No. 


14585 




Strand 


+ 




Start 


9831 




End 


14574 


i.y 


Name 


OJ990501 30. 9919. C5. 


o2 . gs 


Method 


GENSCAN 




Start 


10153 




End 


14574 




GI 


none 




Score 


.55 




Exons 


10153. .11082, 11149. 


.11248, 


11297. .14574 


1*3 
: - i 


Sea No. 


6939 




Seq. ID 


OJ990501_30.9919.C5 




Gene No. 


14585 




Strand 


+ 




Start 


9831 




End 


14574 




Name 


OJ990501 30. 9919. C5. 


o9.tw 


Method 


TBLASTX: Wheat 


; a 
; J 


Start 


10314 




End 


10512 


= «% 


GI 


none 




Score 


189 


as* 


Exons 


10314. .10511, 10324. 


.10512, 


10330. .10512 




Sea. No. 


6939 




Seq. ID 


OJ990501_30.9919.C5 




Gene No. 


14585 




Strand 


+ 




Start 


9831 




End 


14574 




Name 


OJ990501 30. 9919. C5. 


06. tm 


Method 


TBLASTX: Maize 




Start 


10564 




End 


10869 




GI 


none 




Score 


237 




Exons 


10564. .10869 










Seq. No. 


6939 




Seq. ID 


OJ990501_30.9919.C5 




Gene No. 


14585 




Strand 


+ 




Start 


9831 




End 


14574 




Name 


OJ990501 30. 9919. C5. 


o7 . tw 


Method 


TBLASTX: Wheat - 




Start 


10564 




End 


10914 




GI 


none 




Score 


312 



7201 




Exons 10564.. 10914 



Seq. No. 


6939 




Seq. ID 


OJ990501_30. 9919, 


.C5 


Gene No. 


1 A C Q C * 

14DOD 




Strand 


T 




Start 


Q O O 1 




End 


1 A C, "7 A 




Name 


ojyyuoui_30 . yyiy . Co 


. 08 . tw 


Method 


i dLAo i a : wnea t 




Start 


1 1 ft A O 

1124 o 




End 


lloul 




GI 


none 




Score 


ZO-3 




Exons 


1124 o . . 1 1 bUl , llooo 


1 1 C O ft 

. . 1 15J2 








Seq. No. 


6939 




Seq. ID 


OJ990501_30.991'9. 


.C5 


Gene No. 


1 A C Q C 

14 3o3 




Strand 


+ 




Start 


yooi 




End 


1 A A 




Name 


ojyyuoui ou.yyiy.co 


. o / . tm 


Metnoa 


i dLAdIa : Maize 




Start 


llbUo 




End 


1 -i *7 ft Q 

ii / yy 




GI 


none 




Score 


1 QQ 

loo 




Exons 


llbUo . . 1 1 / yo, 11d4o 


. . ii / yy 








Seq. No. 


6939 




Seq. ID 


OJ990501_30.9919. 


.C5 


Gene no. 


1 A Ci Q C 

14 3o3 




Strand 


+ 




Start 


no o i 

yb oi 




End 


14574 




Name 


. ojyyuoui oo.yyiy.co 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


I 1 TOO 

II /33 




End 


12216 




GI 


none 




Score 


535 




Exons 


1 "1 "7 O O "1 ft 1 T O 1 1 T O >1 

11733 .. 12173, .11734 


. . 12216, 


11770. . 12213 




Seq. No. 


6939 




Seq. ID 


OJ990501_30. 9919. 


.C5 


Gene No. 


14oo3 




Strand 


+ 




Start 


ft O O 1 

9831 




■ 'End 


14574 




Name 


/"VTftftftCftl Oft ftftl ft /-> C 

OJ990501 30. 9919. C5 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


1 T "7 1 ft 

11770 




End 


12084 




GI 


none 




Score 


198 




Exons 


1 1 T T ft 1 ft ft O >1 

11770 . . 12084 










Seq. No. 


6939 




Seq. ID 


OJ990501_30.9919, 


.C5 


Gene No. 


14 DO 3 




Strand 


+ 




Start 


yooi 




End 


14574 




Name 


ATflftrtCAl Oft ft ("lift. C 

ojyyooui jo.yyiy.co 


. o4 . tm 


Method 


TBLASTX: Maize 




btart 


"1 "1 T G G 

ii / yy 




End 


12246 




bl 


none 




Score 


373 




Exons 


1 1 **7 ft. ft. 1 ft ft ^ 7 1 1 0 ft O 

ii / y y . . 1204 1 , iioOo 


1 ft ft A C 

. . 1224b 








Seq. No. 


6939 




Seq. ID' 


OJ990501_30.9919, 


,C5 


Gene No. 


14585 




Strand 


+ 




btart 


QQ O 1 

yboi 




End 


14574 




Name 


/">TftftftCft1 Oft ftftl ft /"*• C 

OJ990501_30. 9919. Co 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


1 ft 1 C T 

12157 




End 


12552 




GI 


none 




Score 


57 




Exons 


lZ 13 / . . 1218 y , IZlDf 


1 ft 1 Q ft 

. . i2ioy , 


12193. .12246, 12195 12236, 






"1 ft O ft 1 "1 ft C C ft 1 ft O ft ft 

12301 .. 12552 , 12309 


. . 12542 








Seq. No. 


6939 




Seq. ID 


OJ990501_30.9919. 


.C5 


Gene No. 


14585 




Strand 


+ 




Start 


9831 




End 


14574 




Name 


OJ990501 30. 9919. C5 


. o5.tm 


Method 


TBLASTX: Maize 




Start 


12301 




End 


12633 




GI 


none 




Score 


303 





7202 




Exons 


12301. .12633, 12354, 


. .12632 








Seq. No. 


6939 




Seq. ID 


OJ990501J30. 9919, 


,C5 


Gene No . 


14585 




Strand 


+ 




Start 


9831 




End 


14574 




Name 


OJ990501 30. 9919. C5. 


, o5.tw 


Method 


TBLASTX: Wheat 




Start 


12304 




End 


12567 




GI 


none 




Score 


367 




Exons 


12304. .12567, 12306. 


. .12566 








Seq. No. 


6939 




Seq. ID 


OJ990501_30. 9919, 


.C5 


Gene No. 


14585 




Strand 


+ 




Start 


9831 




End 


14574 




Name 


OJ990501 30. 9919. C5 . 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12568 




End 


12993 




GI 


none 




Score 


598 




Exons 


12568. .12993, 12570. 


. .12986, 


12643, .12993 





Seq. No. 6939 Seq. ID 

Gene No. 14585 Strand 

Start 9831 ' End 

Name OJ99050,1_30 . 991 9 . C5 . o3 . t s Method 

Start 12574 End 

GI none Score 

Exons 12574.. 12822 



OJ990501_30.9919.C5 
+ 

14574 

TBLASTX : Soybean 

12822 

207 



i.3 



Seq. No. 6939 Seq. ID 

Gene No. 14585 Strand 

Start 9831 End 

Name OJ990501_30 . 991 9 . C5 . o2 . tm Method 

Start 12640 End 

GI none Score 

Exons 12640. .12993, 12645.. 12986 

Seq. No. 6939 ; Seq. ID 

Gene No. 14585' Strand 

Start 9831 End 

Name OJ990501_30 . 991 9 . C5 . o2 . tw Method 

Start * 13021 End 

GI none Score 

Exons 13021. .13560, 13203.. 13538 



Seq. No. 6939 

Gene No. 14585 

Start 9831 

Name OJ990501_30 . 9919 . C5 . o2 . ts 

Start 13348 

GI none 

Exons 13348. .13608, 13359.. 13607 

Seq. No. 6939 

Gene No. 14585 

Start 9831 

Name OJ990501_30 . 9919 . C5 . o3 . tm 

Start 13406 

GI none 
Exons 



OJ990501_30.9919.C5 
+ 

14574 

TBLASTX: Maize 

12993 

463 



OJ990501_30.9919.C5 
+ 

14574 

TBLASTX: Wheat 
13560 . 
617 



Seq. ID OJ990501_30.9919.C5 

Strand + 

End 14574 

Method TBLASTX : Soybean 

End 13608 

Score 292 



Seq. ID OJ990501_30.9919.C5 



Strand 
End 

Method 

End 

Score 



+ 

14574 

TBLASTX: Maize 

13698 

156 



13406. .13693, 13407 13694 , 13407 .. 13694 , 13408.. 13698 



7203 



Pii 



Seq. No. 


6939 


Seq. ID 


OJ990501_30.9919 


.C5 


Gene No. 


14585 


Strand 


+ 








End 


14574 




Name 


PTQQfi^m "30 QQ1 Q P ^ ^1 f m 

ujyyuoui ju. yyi^.Lj.oi. tw 


Method 


TBLASTX: Wheat 




btart 


IjOD / 


End 


14193 




f T 

bl 


none 


Score 


709 




Exons 


IjjD / . • 1^ li? J/ lJOZO . . 14U /Z, 


14133. .14192 




beq. no. 


oy oy 


Seq. ID 


OJ990501_30.9919 


pr 


Gene No. 


14585 


Strand 


+ 




Start 


9831 


End 


14574 




Name 


riTQQnRfll "30 QQ1 Q PR ol l-m 


Method 


TBLASTX: Maize 




Cf ^-+- 

otart 


lj / 4 D 


End 


14331 




PT 
bl 


none 


Score 


225 




Exons 


i o 1 4 o . . i jyui , i j / ft / . . i ozf Uo / 


13905. .14069, 13906 .. 14331 , 






1 4 UZ b . . 14 .31 U , l4ljJ. . 14 J JU 








-Seq. No. 


6939 


Seq. ID 


OJ990501_30.9919 


.C5 


"Gene No. 


14585 


V • Strand 


+ 




CM i v+- 

b tarn 


y o ji 


End 


14574 




Name 


ujyyuoui ou . y y i y . bo . oo . uw 


Method 


TBLASTX: Wheat 




btart: 


i4i iy j 


End 


14526 




C T 

bl 


none 


Score 


313 




Exons 


i yi i A A AH A A A"\ QkA 1 yl CO^ 
14 iyj . . 14 4 / 4 , 14iy4 . . 140ZD 








Seq. No. 


by 4 U 


Seq. ID 


OJ990501 30.9919 


-C6 


bene No. 


14 job 


Strand 


+ 






1 


End 


10875 




Name 


OJ990501 30.9919. C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


9562 




PT 
bl 


5295955 


Score 


334 




Exons 


1..26, 915. .984, 1524. .1637 


, 2323. .2816, 2957. .3071, 4701. .5027, 




9454. .9562 








GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 








Seq. No. 


6940 


Seq. ID 


OJ990501_30. 9919 


.C6 


Gene No. - 


14586 


Strand 


+ 




btart 


1 


End 


10875 




Name 


OJ990501 30.9919.C6.ol.gs 


Method 


GEN SCAN 




btart 


150 


End 


2144 




P T 
bl 


none 


Score 


.46 




Exons 


150. .184, 896. .1052, 1460. . 


1578, 2063. 


.2144 




Seq. No. 


6940 


Seq. ID 


OJ990501_30.9919 


.C6 


Gene No. 


14586 


Strand 


+ 




otaru 


1 


End 


10875 




Name 


OJ990501 30.9919.C6.o3.gs 


Method 


GENSCAN 




btart 


7093 


End 


10841 




GI 


none 


Score 


.63 




Exons 


7093.. 7102, 8422.. 9910, 10343.. 10841 






Seq. No. 


6940 


Seq. ID 


OJ990501_30.9919 


,C6 


Gene No. 


14586 


Strand 


+ 




Start 


1 


End 


10875 




Name 


OJ990501 30.9919.C6.ol.gp 


Method 


AAT/GAP 





7204 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start/'' 

GI 

Exons 

Seq. No. 
Gene No. 



10317 
2428447 - 
10317. .10785 



End 
Score 



10785 
835 



□ 

O Start 
fn Name 
Start 

;4 gi 

' BS f Exons 

k2 Seq. No. 

j-jj Gene No. 

Start 

^ Name 

H Start 

s '"4 GI 

j=£ Exons 

Seq. No. 
^ Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6940 
14586 
1 

OJ990501_30.9919.C6.o3.np 
10439 
729930 
10439. .10875 

NONSEED LECTIN PRECURSOR gi 1 309675 (L11745) lectin [Pisum 
sativum] 



Seq. ID OJ990501_30.9919.C6 
Strand + 

10875 
AAT/NAP 
10875 
78 



End 

Method 

End 

Score 



6940 

14587 

2299 

OJ990501_30. 9919.C6.o2.gs 

2299 

none 



Seq. ID OJ990501_30. 9919.C6 
Strand 

End 5104 

Method GENSCAN 

End 5104 

Score .41 



2299. .2373, 2428.-2722, 3384. .3712, 4919. .5104 



Seq. ID OJ990501_30.9919.C6 
Strand 

End 9911 

Method TBLASTX : Cress 

End 9878 

Score 140 



Seq. ID OJ990501_30. 9919.C6 
Strand 

End 9911 

Method TBLASTX : Maize 

End 9911 

Score 112 



6940 
14588 
9534 

OJ990501_30.9919.C6.ol.tc 
9534 
none 

9534.. 9719, 9708.. 9878 

6940 
14588 
9534 

OJ990501_30. 9919.C6.ol.tm 
9570 
none 

9570.. 9683, 9587.. 9682, 9717.. 9836, 9725.. 9814, 9813.. 9911, 
9819. .9911 



Seq. ID OJ990501_30.9919.C6 
Strand 

End 9911 

Method TBLASTX : Soybean 

End 9875 

Score 105 



6940 
14588 
9534 

OJ990501_30.9919.C6.ol.ts 
9597 
none 

9597. .9725, 9720. .9875 

6941 
14589 
69 

OJ990501_30.9919.C7.ol.gs 
69 

none 

69. .541, 650. .1114, 1273. .1313, 3109. .3220, 3226. .3411, 
3828. .4026, 4264. .4504, 4673. .6066, 6292. .6457, 6557. .6697, 
7757. .7995, 8188. .8290, 8342. .8624, 8656.-8678, 8860. .9119, 
9324.. 10315, 10408.. 11077 



Seq. ID OJ990501_30.9919.C7 

Strand + 

End 11391 

Method GENSCAN 

End 11077 

Score .5 



7205 



Seq. No. - 6941 n • Seq. ID 

Gene No. 14589 Strand 

Start 69 End 

Name OJ990501_30 . 9919 . C7 . ol . tc Method 

Start 165 End 

GI none Score 
Exons 



OJ990501_30.9919.C7 
+ 

11391 

TBLASTX: Cress 

10957 

106 



165. .350, 339. .509, 645. .824, 648.-839, 827. .958, 831. .959, 
990. .1199, 1006. .1035, 9603. .9698, 9951. .10124, 10113 .. 10283, 
10405. .10563, 10406. .10585, 10406 .. 10570, 10585 .. 107 16, 
10589. .10717, 10748. .10957 



Seq. No. 6941 Seq. ID 

Gene No. 14589 Strand 

Start 69 End 

Name OJ990501_30 . 9919 . C7 . ol . np Method 

Start 195 End 

GI 6729489 Score 

Exons 195.. 541, 650.. 1361 

GI Descrip. (AL132966) receptor lectin kinase-like protein [Arabidopsis 
thaliana] 



OJ990501_30.9919.C7 
+ 

11391 
AAT/NAP 
1361 
650 



Seq. No. 6941 

Gene No. 14589 

Start 69 

Name OJ990501_30 . 9919 . C7 . 08 . tm 

Start 201 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

201. .314, 218. .313, 339. .446, 359. .451, 359. .445, 9975. .10088, 
9992.. 10087, 10113 .. 102.20, 10120 .. 10215 , 10133.. 10219 



OJ990501_30. 9919.C7 
+ 

11391 

TBLASTX: Maize 

10220 

107 



Seq. No. 6941 Seq. ID 

Gene No. 14589 Strand 

Start 69 End 

Name OJ990501_30 . 9919 . C7 . ol . ts Method 

Start 279 End 

GI none Score 
Exons 



OJ990501_30.9919.C7 
+ 

11391 

TBLASTX : Soybean 

10678 

53 



279. .335, 351. .554, 645. .809, 728. .805, 831. .920, 843. .914, 
10053. .10109, 10125.. 10316, 10405.. 10563, 10406 .. 10567, 
10589. .10678 



Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6941 

14589 

69 

OJ990501_30. 9919.C7.o6.tw 

378 

none 



Seq. ID OJ990501_30.9919.C7 



Strand 
End 

Method 

End 

Score 



+ 

11391 

TBLASTX: Wheat 

10633 

85 



378. .527, 648.-875, 10152 10301 , 10406. .10633 



6941 
14589 
69 

OJ990501_30. 9919.C7 .o5.tm 
453 
none 

453.. 572, 648.. 809, 687.. 809, 
10221. .10316, 10405. .10566, 10406 .. 10567, 10439 .. 10567 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_30. 9919.C7 
+ 

11391 

TBLASTX: Maize 
10987 
90 



831. .986, 996. .1226, 996. .1223, 



7206 



10589. .10717, 10600. .10779, 10754 .. 10987 , 10760.. 10933 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



Seq. ID OJ990501_30. 9919.C7 

Strand + 

End 11391 

Method AAT/NAP 

End 8545 

Score 2315 



6941 
14589 
69 

OJ990501_30. 9919.C7.o2.np 
4153 
6466937 
4153. .4844, 4881. .8545 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



6941 

14589 

69 

OJ990501_30. 9919.C7.o6.tm 

4840 

none 



Seq. ID OJ990501_30.9919.C7 

Strand + 

End 11391 

Method TBLASTX: Maize 

End 5691 

Score 122 



4840. .4974, 5053. .5295, 5386. .5466, 5587. .5691 



Seq. No. 6941 

Gene No. 14589 

Start 69 

□ Name OJ990501_30 . 9919 . C7 . ol . tw 

ij3 Start 5680 

rf| GI none 

Exons 5680.. 6162, 5784.. 6158 

H Seq. No. 6941 

Gene No. 14589 

,g Start 69 

; jj Name OJ990501_30 . 9919 . C7 . o5 . ts 

Start 5716 

!~ GI none 

ss?s Exons 5716.. 6030 



* Seq. No. 6941 

i Gene No. 14589 

Start 69 

Name OJ990501_30 . 9919 . C7 . o3 . tm 

Start 5743 

GI none 

Exons 5743.. 6216, 5784.. 6206 

Seq. No. 6941 

Gene No. 14589 

Start 69 

Name OJ990501_30 . 9919 . C7 . o3 . ts 

Start 6139 

GI none 

Exons 6139.. 6498, 6307.. 6480 

Seq. No. 6941 

Gene No. 14589 

Start . 69 

Name OJ990501_30 . 9919 . C7 . o7 . tm 

Start 6219 



Seq. ID OJ990501_30.9919.C7 

Strand + 

End 11391 

Method TBLASTX : Wheat 

End 6162 

Score 366 



Seq. ID OJ990501_30.9919.C7 

Strand + 

End 11391 

Method TBLASTX : Soybean 

End 6030 

Score 208 



Seq. ID OJ990501_30.9919.C7 

Strand + 

End 11391 

Method TBLASTX: Maize 

End 6216 

Score 582 



Seq. ID OJ990501_30. 9919.C7 

Strand + 

End 11391 

Method TBLASTX : Soybean 

End 64 98 

Score 282 



Seq. ID OJ990501_30.9919.C7 

Strand + 

End 11391 

Method TBLASTX: Maize 

End 64 41 



7207 






GI 


none 










Score 


80 






Exons 


6219. , 


,6386, 


6249 


. .6425, 


6265. 


.6441 








Seq. No. 


6941 










Seq. ID 


OJ990501_30.9919 


,C7 




UCllC V*\J ■ 


14589 










Strand 


+ 






Start 


69 










End 


11391 






Name 


OJ990501 30. 


,9919 


.C7.o4. 


tw 


Method 


TBLASTX: Wheat 






Start 


; 6265 










End 


6612 






GI 


none 










Score 


302 






Exons 


6265. . 


.6612 
















Seq. No. 


6941 










Seq. ID 


OJ990501_30.9919 


.C7 




OCUC LNU • 


14589 










J Li aiiu 


-j- 






Start 


69 










End 


11391 






Name 


OJ990501 30. 


,9919 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


6444 










End 


7065 






GI 


none 










Score 


564 






Exons 


6444 . , 


,6932, 


6445 


. .6936, 


6943. 


.7065 








Seq. No. 


6941 










Seq. ID. 


OJ990501_30.9919 


.C7 




UCl 1C IN U . 


14589 










Strand 


+ 






Start 


69 










End • 


11391 






Name 


OJ990501 30. 


,9919 


,C7.o4. 


ts 


Method 


TBLASTX: Soybean 






Start 


6522 










End 


6765 




l :z 


GI 


none 










Score 


222 




:'• rs 

L ! : 


Exons 


6522. , 


,6671, 


6523 


. .6765, 


6526. 


.6720'" 






ry 


Seq. No. 


6941 










Seq. ID 


OJ990501_30.9919 


.C7 




bene ino . 


14589 










Strand 


+ 






Start 


69 










End 


11391 






Name 


OJ990501 30, 


,9919 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




i y 


Start 


6919 










End 


7353 




•5 


GI 


none 










Score 


331 




1. — i 


Exons 


6919. . 


,6942, 


6954 


. .7268, 


6955. 


.7353, 6991.. 7353 






Seq. No. 


6941 










Seq. ID 


OJ990501_30.9919 


.C7 


USs 


(^flfie Mo 


14589 










Strand 


+ 




"x ™ 


Start 


69 










End 


11391 






Name 


OJ990501 30. 


.9919 


,C7.ol. 


tm 


Methoci 


TBLASTX: Maize 






Start 


7189 










End 


7825 






GI 


none 










Score 


734 






Exons 


7189. . 


,7824, 


7191 


. .7823, 


7366. 


.7824, 7571.. 7825 






Seq. No. 


6941 










Seq. ID 


OJ990501_30.9919 


.C7 






14589 










Strand 


+ 






Start 


69 










End 


11391 






Name 


OJ990501 30. 


,9919.C7.o2. 


ts 


Method 


TBLASTX: Soybean 






Start 


7213 










End 


7596 






GI 


none 










Score 


309 






Exons 


7213. . 


,7596, 


7326 


. .7592 












Seq. No. 


6941 










Seq. ID 


OJ990501_30.9919 


.C7 




Gene No. 


14589 










Strand 


+ 






Start 


69 










End 


11391 






Name 


OJ990501 30. 


,9919 


.C7.p5. 


tw 


Method 


TBLASTX: Wheat 






Start 


7444 










End 


7824 






GI 


none 










Score 


300 





7208 





Exons 


7444. .7824, 


7539. 


.7823 






Seq. No. 


6941 




Seq. ID 


OJ990501_30.9919.C7 




bene no . 


X H DO 7? 




Strand 


+ 




Start 


69 




End 


11391 




Name 


OJ990501 30 


.9919. 


C7.o4.tm Method 


TBLASTX: Maize 




Start 


7870 




End 


8441 




GI 


none 




Score 


505 




Exons 


7870. .8436, 


7873. 


.7956, 7953. .8177, 8298.. 8441 




Seq. No. 


6941 




Seq. ID 


OJ990501_30. 9919.C7 




bene jno . 


1 A CO Q 

J. H D o y 




Strand 


+ 




Start 


69 




End 


11391 




Name 


OJ990501 30 


.9919. 


C7.o3.tw Method 


TBLASTX: Wheat 




Start 


7891 




End 


8193 




GI 


none 




Score 


310 




Exons 


7891. .8193, 


7924. 


.8172, 7995.. 8177 






Seq. No. 


6941 




Seq. ID 


OJ990501 30. 9919. C7 




Gene No. 


14589 




Strand 


+ 




Start 


69 




End 


11391 




Name 




.9919. 


C7.o4.np Method 


AAT/NAP 




Start 


8886 




End 


11391 


I.J 


GI 


6729489 




Score 


619 




Exons 


8886. .9020, 


9.054. 


.10315, 10408. .11019, 


11296. . 11391 


ff\ 


GI Descrip. 


(AL132966) 


receptor lectin kinase-like 


protein [Arabidopsis 






thaliana] 








w 


Seq. No. 


6941 




Seq. ID 


OJ990501_30. 9919.C7 




Gene No. 


14589 




Strand 


+ 






69 




End 


11391 




Name 


OJ990501 30 


.9919. 


C7.o3.np Method 


AAT/NAP 




Start 


8907 




End 


10981 


„ ^ 


GI 


1418331 




Score 


621 


iiieJ 


Exons 


8907. .9879, 


9937. 


.10315, 10408. .10981 




" hS 


GI Descrip. 


(X95909) receptor like protein kinase 


[Arabidopsis thaliana] 


It is 
: ^ 


Seq. No. 


6942 




Seq. ID 


OJ990501__30. 9919.C8 


'is 


Gene No. 


14590 




Strand 


+ 


1" ""i 
i c s& 


Start 


152 




End 


16334 


f " £ 


Name 


OJ990501 30 


.9919. 


C8.ol.gs Method 


GEN SCAN 




Start 


152 




End 


16173 




GI 


none 




Score 


.48 



Exons 



152.. 278, 429.. 610, 1259.. 1310, 1509.. 1663, 2796.. 2890, 
3061. .3244, 4442. .4744, 4891. .5095, 5256.-5275, 5314. .5440, 
5872. .6033, 6092. .6379, 6646. .6906, 7789.-7964, 9072. .9199, 
9807. .9874, 9941. .10082, 10320 .. 104 84 , 12036 12093, 
12116. .12172, 12398. .12471, 15633 .. 15835, 16007.. 16173 



Seq. No. 6942 Seq. ID 

Gene No. 14590 Strand 

Start 152 End 

Name OJ990501_30 . 9919 . C8 . o4 . np Method 

Start 10114 End 

GI 5668816 Score 

Exons 10114. .10206, 10331 10484 , 11097 

11683. .11774, 11854. .11989, 12086 



OJ990501J30.9919.C8 
+ 

16334 
AAT/NAP 
15044 
303 

11191, 11537. . 11596, 
12176-, 15022.. 15044 



7209 



GI Descrip. (AC007519) F16N3.15 [Arabiciopsis thaliana] 



Seq. No. 


6942 


Seq. ID 


OJ990501_ 


30. 


9919 


.C8 


Gene No. 


14590 


Strand 


+ 








Start 


152 


End 


16334 








Name 


OJ990501 30.9919.C8.ol.gp 


Method 


AAT/GAP 








Start 


15761 


End 


16334 








GI 


2428744 


Score 


767 








Exons 


15761. .15835, 16007. .16334 












Seq. No. 


6942 


Seq. ID 


OJ990501_ 


_30. 


9919 


.C8 


Gene No. 


14591 


Strand 










Start 


1 


End 


951 








Name 


OJ990501 30.9919.C8.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


951 








GI 


6069653 


Score 


1001 








Exons 


1.-709, 744. .951 












GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 








Seq. No. 


6942 


Seq. ID 


OJ990501_ 


30. 


9919 


.C8 


Gene No. 


14592 


Strand 










Start 


1988 


End 


4254 








Name 


OJ990501 30.9919.C8.o2.np 


Method 


AAT/NAP 








Start 


1988 


End 


4254 








GI 


4680186 


Score 


183 








Exons 


1988.. 2055, 2637.. 2868, 4214 


. .4254 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


6942 


Seq. * ID 


OJ990501_ 


30. 


9919 


.C8 


Gene No. 


14593 


Strand 










Start 


9032 


End 


9316 








Name 


OJ990501 30.9919.C8.o3.np 


Method 


AAT/NAP 








Start 


9032 


End 


9316 








GI 


4914442 


Score 


118 








Exons 


9032.. 9316 












GI Descrip. 


(AL050351) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


6942 


Seq. ID 


OJ990501_ 


30. 


9919 


.C8 


Gene No. 


14594 


Strand 










Start 


17709 


End 


17802 








Name 


OJ990501 30.9919.C8.o2.gs 


Method 


GENSCAN 








Start 


17709 • 


End 


17802 








GI 


none 


Score 


.99 








Exons 


17709. .17802 












Seq. No. 


6943 


Seq. ID 


OJ990531_ 


39. 


9919 


.CI 


Gene No. 


14595 


Strand 


+ 








Start 


98 


End 


197 








Name 


OJ990531 39.9919.Cl.ol.gs 


Method 


GENSCAN 








Start 


98 


End 


197 








GI 


none 


Score 


.98 








Exons 


98. .197 












Seq. No. 


6944 


Seq. ID 


OJ990531_ 


39. 


9919 


.C3 


Gene No. 


14596 


Strand 


+ 








Start 


153 


End 


431 








Name 


OJ990531 39.9919.C3.ol.gs 


Method 


GENSCAN 









7210 



Start 
GI 

Exons 



153 
none 
153. .431 



End 
Score 



431 
.4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



U 

! g Seq. No. 
Gene No. 
Start 
Name 
]2 Start 

Exons 



6945 Seq. ID OJ990531_39 . 9919 . C4 

14597 Strand + 

1 End 813 

OJ990531_39. 9919. C4.ol. rip Method AAT/NAP 

1 End 810 

2499488 Score .560 

1..98, 192. .295, 411. .576, 685. .810 

PYROPHOSPHATE — FRUCTOSE 6-PHOSPHATE 1 -PHOSPHOTRANSFERASE ALPHA 
SUBUNIT (PFP) (6-PHOSPHOFRUCTOKINASE (PYROPHOSPHATE) ) 
(PYROPHOSPHATE-DEPENDENT 6-PHOSPHOFRUCTOSE-l-KINASE) (PPI-PFK) 
gi | 483547 | emb | CAA83682 | (Z32849) pyrophosphate-dependent 
phosphof ructokinase alpha subunit [Ricinus communis] 



6945 Seq. ID 

14597 Strand 
1 End *■' 
OJ990531_39.9919.C4.ol.gs Method 
33 End 
none Score 
33.-98, 192. .295, 411. .576, 685. .813 

6945 Seq. ID 

14598 Strand 
929 End 
OJ990531_39.9919.C4.ol.tm Method 
1 End 
none Score 
1..96, 2. .97, 2. .103, 3. .98, 187. .294, 
192. .296, 405. .578, 406. .591, 411. .576 
684. .797 



OJ990531_39.9919.C4 
+ 

813 

GENSCAN 

813 

.95 



OJ990531_39.9919.C4 
+ 

1045 

TBLASTX: Maize 

798 

107 

191. .295, 191. .295, 
, 680. .796, 682. .798, 



6945 

14598 

929 

OJ990531_39.9919.C4.ol.ts 
1 

none 



Seq. ID OJ990531_39.9919.C4 

Strand + 

End 1045 

Method TBLASTX : Soybean 

End 7 92 

Score 91 



1..90, 2. .82, 2. .94, 3. .98, 191. .292, 191. .295, 192. .296, 
406. .591, 411. .587, 678. .791, 682. .792 



Seq. No. 


6945 




Seq. ID 


OJ990531_39.9919 


.C4 


Gene No. 


14598 




Strand 


+ 




Start 


929 




End 


1045 




Name 


OJ990531 39. 9919. C4 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


191 




End 


550 




GI 


none 




Score 


168 




Exons 


191. .295, 192. .338, 


406. .549, 


414. .548, 


416. .550 




Seq. No. 


6945 




Seq. ID 


OJ990531_39.9919 


.C4 


Gene No. 


14598 




Strand 


+ 




Start 


929 




End 


1045 




Name 


OJ990531 39. 9919. C4 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


451 




End 


922 





7211 



GI 

Exons 



none 



Score 



201 



451. .591, 456..S78, 514. .600, 682. .786, 682. .762, 684. .776, 
893.. 922 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6945 

14598 

929 

OJ990531_39.9919.C4.o2.tw 

683 

none 



Seq. ID OJ990531_39.99i9.C4 

Strand + 

End 1045 

Method TBLASTX : Wheat 

End 903 

Score 149 



683. .796, 684. .797, 684. .797, 685. .798, 834. .902, 844. .903 



6945 
14598 
929 

OJ990531_39 . 991 9 . C4 . ol . gp 
929 

LIB3433-037-P1-K1-D6 
929. .1045 

'455458/gb|L28995 | RIC3H3M 9.0e-58 Oryza ' sativa 

3-hydroxy-3-methylglutaryi coenzyme A reductase gene,- complete 
cds' 



Seq. ID OJ990531_39. 9919.C4 

Strand + 

End 1045 

Method AAT/GAP 

End 1045 

Score ' 141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6946 
14599 
* 3711 

OJ990531_39 . 9919 . C5 . o2 . np 
3711 
-3150407 
3711. .3825, 4916.. 5195, 6479. 



Seq. ID OJ990531_39. 9919.C5 

Strand + 

End 6503 

Method AAT/NAP 

End 6503 

Score 205 
. 6503 



(AC004165) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990531_39. 9919.C5 
Strand 

End 5820 

Method AAT/NAP 

End 3980 

Score 1315 



6946 
14600 
1 

OJ990531_39 . 9919 .C5.ol.np 
1 

6466937 
1..110, 1218. .3980 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



6946 

14600 

1 

OJ990531_39 . 9919 .C5.ol.tw 
75 

none 



Seq. ID OJ990531_39. 9919.C5 
Strand 

End 5820 

Method TBLASTX: Wheat 

End 2533 

Score 70 



75. .137, 2052. .2390, 2056. .2382, 2136. .2390, 2399.-2533 



6946 

14600 

1 

OJ990531_39. 9919 . C5 . ol . gs 

1191 

none 



Seq. ID OJ990531_39.9919,.C5 
Strand 

End 5820 

Method GENSCAN 

End 4387 

Score . 65 



1191. .1795, 1889. .2070, 2233. .2337, 2382. .2734, 2888.-4387 



7212 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6946 

14600 

1 

OJ990531_39. 

1252 

none 

1252. .1440, 

6946 

14600 

1 

OJ990531_39. 

1446 

none 

1446. .1979, 

6946 

14600 

1 

OJ990531_39. 

1449 

none 

1449. .1694, 

6946 

14600 

1 

OJ990531_39. 

1602 

none 

1602. .2003, 

6946 

14600 

1 

OJ990531_39. 

1716 

none 

1716. .2069, 

6946 
14600 

1. 

OJ990531_39. 

19.98 

none 

1998. .2402, 

6946 

14600 

1 

OJ990531_39. 

2088 

none 

2088. .2381 



9919.C5.o3.tm 
1263. .1445 

9919.C5.ol.tm 
1458.. 1976, 1474. 

9919.C5.o2.ts 
1534.. 1668, 1539. 

9919.C5.o2.tw 
1602.. 2003 

9919.C5.ol.ts 
1717. .2067 

9919.C5.o2.tm 
1999.. 2394, 2094. 

9919.C5.o2.tc 



Seq. ID OJ990531_39.9919.C5 
Strand 

End 5820 

Method TBLASTX : Maize 

End 1445 

Score 87 



Seq. ID OJ990531_39.9919.C5 
Strand 

5820 

TBLASTX: Maize 
1983 
178 



End 

Method 
End 
Score 
.1983 



Seq. ID OJ990531_39.9919.C5 
Strand 

5820' 

TBLASTX: Soybean 
1694 
81 



End 

Method 
End 
Score 
.1676 



Seq. ID OJ990531_39.9919.C5 
Strand 

End 5820 

Method TBLASTX : Wheat 

End 2003 

Score 90 



Seq. ID OJ990531_39.9919.C5 

Strand - - 

End 5820 

Method TBLASTX : Soybean 

End 2069 

Score 141 



Seq. ID OJ990531_39.9919.C5 
Strand 

End 5820 

Method TBLASTX : Mai ze 

End 2473 - 

Score ' 193 
.2402, 2393. .2473 

Seq. ID OJ990531_39.9919.C5 
Strand 

End 5820 

Method TBLASTX : Cress 

End 2381 

Score 182 



7213 




Seq. No. 


6946 


Seq. ID 


OJ990531_39.9919.C5 






O Li al 1U 




Start 


1 


End 


5820 


Name 


OJ990531 39.9919.C5.o4.ts 


Method 


TBLASTX: Soybean 


Start 


2180 


End 


2387 


GI 


none 


Score 


183 


Exons 


2180. .2386, 2184. .2387 






Seq. No. 


6946 


Seq. ID 


OJ990531_39.9919.C5 


Gene No. 


14600 


Strand 


- 


Start 


1 


End 


5820 


Name 


OJ990531 39.9919.C5.o3.np 


Method 


AAT/NAP ■ 


Start 


3459 


End 


5820 


GI 


5922634 


Score 


131 


Exons 


3459.-3488, 5722. .5820 






GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi| 6016867 |dbj | BAA85210.il 


(AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


6946 


Seq. ID 


OJ990531_39.9919.C5 






Strand 




Start 


1 


End 


5820 


Name 


OJ990531 39.9919.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


4956 


End 


5111 


GI 


none 


' Score 


203 


Exons 


4956. .5111, 4958. .5110 






Seq. No. 


6946 


Seq. ID 


OJ990531_39.9919.C5 




14600 


Strand 




Start 


1 


End 


5820 


Name 


OJ990531 39.9919.C5.o3.ts 


Method 


TBLASTX: Soybean 


Start 


4956 


End 


5143 


GI 


none 


Score 


189 


Exons 


4956. .5141, 4958. .5143 






Seq. No. 


6947 


Seq. ID 


OJ990531_39.9919.C6 


Vj C11C IN ■ 


14601 


Strand 


+ 


Start 


634 


• End 


6123 


Name 


OJ990531 39.9919.C6.ol.gs 


Method 


GENSCAN 


Start 


634 


End 


4390 


GI 


none 


Score 


.56 


Exons 


634.. 1065, 1865.. 1919, 2192 


..2312, 3325.. 4256, 4317.. 4390 


Seq. No. 


6947 


Seq. ID 


OJ990531_39.9919.C6 


Gene No. 


14601 


Strand 


+ 


Start 


634 


End 


6123 


Name 


OJ990531 39-9919. C6.ol.np 


Method 


AAT/NAP 


Start 


721 


End ■ 


6123 


GI 


2262173 


Score 


1276 


Exons 


721. .880, 3354. .4256, 6056. 


.6123 




GI Descrip. 


(AC002329) putative thioredoxin reductase [Arabidopsis thaliana] 


Seq. No. 


6947 


Seq. ID 


OJ990531_39.9919.C6 


Gene No. 


14601 


Strand 


+ 


Start 


634 


End 


6123 


Name 


OJ990531 39.9919.C6.ol.gp 


Method 


AAT/GAP 


Start 


3198 


End 


3771 



7214 



GI 11446_1.R1084 Score 1036 

Exons 3198.. 3771 

GI Descrip. ' 5830788/emb | CAB54874 . 1 | 2.0e-47 (AL117188) thioredoxin 
reductase (NADPH) 2 [Arabidopsis thaliana] ' 



Seq. No. 


6947 




Seq. ID 


OJ990531_39.9919.C6 


Gene No. 


14602 




Strand 


+ 


Start 


15593 




End 


17098 


Name 


OJ990531 39. 


9919.C6.o5.np 


Method 


AAT/NAP 


Start 


15593 




End 


17098 


GI 


1091678 




Score 


292 


Exons 


15593. .16486 


, 16778. .16874, 


17061. .17098 


GI Descrip. 


activator-like transposable 


element [Pennisetum glaucum] 


Seq. No. 


6947 




Seq. ID 


OJ990531_39.9919.C6 


Gene No. 


14603 




Strand 




Start 


6353 




End 


11082 


Name 


OJ990531 39. 


9919.C6.o2.gp 


Method 


AAT/GAP 


Start 


5707 




End 


6451 


GI 


. none 




Score 


737 


Exons 


5707. .5732, 


6026. .6451 






Seq. No. 


6947 




Seq. ID 


OJ990531_39.9919.C6 


Gene No. 


14603 




Strand 




Start 


6353 




End 


11082 


Name 


OJ990531 39. 


9919.C6.o2.gs 


Method 


GENSCAN 


Start 


6353 




End 


11082 


GI 


none 




Score 


.77 


Exons 


6353. . 6469, 


7047. .7363, 7432. .7508, 8031. .8305, 8844. .9728 




9898. .10018, 


10271. .10362, 


10580. .10681, 10948. .11082 


Seq. No. 


6947 




Seq. ID 


OJ990531_39.9919.C6 


Gene No. 


14603 




Strand 




Start 


6353 




End 


11082 


Name 


OJ990531 39. 


9919.C6.o2.np 


Method 


AAT/NAP 


Start 


7370 




End 


9715 


GI 


3193321 




Score 


66 


Exons 


7370. .7419, 


9534. .9715 






GI Descrip. 


(AF069299) No definition line found [Arabidopsis thaliana] 


Seq. No. 


6947 




Seq. ID 


OJ990531_39.9919.C6 


Gene No. 


14604 




Strand 




Start 


18017 




End 


18181 


Name 


OJ990531 39. 


9919.C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


3328 




End 


3643 


GI 


none 




Score 


492 


Exons 


3328. .3639, 


3329. .3643 







Seq. No. 6947 

Gene No. 14604 

Start 18017 

Name OJ990531_39. 9919 . C6 . ol . tc 

Start 3359 

GI none 
Exons 



Seq. ID OJ990531_39.9919.C6 



Strand 
End 

Method 

End 

Score 



18181 

TBLASTX: Cress 

6132 

420 



3359. .3733, 3361. .3639, 3728. .4258, 3742. .3966, 3875.-4252, 
4030. .4257, 6054. .6125, 6055. .6132 



7215 




□ 



Seq. No. 


6947 








Seq. ID 


OJ990531 39.9919 


. C6 


Gene No. 


14604 . 








Strand 






Start 


18017 








End 


18181 




Name 


OJ990531 39 


.9919. 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3359 








End 


3661 




GI 


none 








Score 


450 




Exons 


3359. .3661, 


3361. 


.3642 










Seq. No. 


6947 








Seq. ID 


OJ990531_39. 9919 


. C6 


Gene No. 


14604 








Strand 






Start 


18017 








End 


18181 




Name 


OJ990531 39 


. 9919. 


C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3712 








End 


3973 




GI 


none 








Score 


361 




Exons 


3712. .3966, 


3728. 


.3973 










Seq. No. 


6947 








Seq. ID 


OJ990531 39.9919 


-C6 


Gene No. 


14604 








Strand 






Start 


18017 








End 


18181 




Name 


OJ990531_39 


.9919. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3742 








End 


6187 




GI 


none 








Score 


754 




Exons 


3742. .3966, 


3743. 


.4258, 


3881 


.'.4255, 4033.. 4257, 6053.. 6133, 




6054 . . 6164, 


6055. 


.6165, 


6149 


. .6187 






Seq. No. 


6947 








Seq. ID 


OJ990531_39.9919 


-C6 


Gene No. 


14604 








Strand 






Start 


18017 








End 


18181 




Name 


OJ990531 39 


.9919. 


C6.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


4025 








End 


6132 




GI 


none 








Score 


337 




Exons 


4025. .4258, 


4025. 


. 4252, 


4027 


..4257, 6054. .6128, 6055. .6132 


Seq. No. 


6947 








Seq. ID 


OJ990531_39.9919 


.C6 


Gene No. 


14604. 








Strand 






Start 


18017 .;. 








End 


18181 




Name 


OJ990531_39 


. 9919. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


9333 








End 


9716 




GI 


none 








Score 


71 




Exons 


9333. . 9506, 


9516. 


.9716, 


9577 


. .9714 






Seq. No. 


6947 








Seq. ID 


OJ990531_39.9919 


.C6 


Gene No. 


14604 








Strand 






Start 


18017 








End 


18181 




Name 


OJ990531 39 


.9919. 


C6.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


10524 








End 


10952 




GI 


none 








Score 


148 




Exons 


10524. .10823, 10899.. 10952 








Seq. No. 


6947 








Seq. ID 


OJ990531_39.9919 


.C6 


Gene No. 


14604 








Strand 






Start 


18017 








End 


18181 




Name 


OJ990531 39 


.9919. 


C6.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


15402 








End 


16628 




GI 


none 








Score 


243 




Exons 


15402. .15650, 15428 1564 9, 


16277. .16474, 16279 .. 164 70, 





16575. .16628 



7216 




Seq. No. 


6947 




Seq. ID 


OJ990531_39.9919 


.C6 


Honp No 


14604 




Strand 






Start 


18017 




End 


18181 




Name 


OJ990531 39. 9919. C6 


o3. tm 


Method 


TBLASTX: Maize 




Start 


15702 




End 


16276 




GI 


none 




Score 


146 




Exons 


15702. .15845, 15705 


.15812, 


15833. .16141, 15841. .16056, 






16091. .16276, 16166 


. 16276 








Sea No . 


6947 




Seq. ID 


QJ990531_39. 9919 


.C6 


Gene No. 


14604 




Strand 






Start 


18017 




End 


18181 




Name 


OJ990531 39. 9919. C6 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


16246 




End 


16459 




GI 


' none 




Score 


236 




Exons 


16246. .16458, 16256 


.16459 








Seq. No.. 


6947 




Seq. ID 


OJ990531_39. 9919 


-C6 


Gene No. 


14604 




Strand 






Start 


18017 




End 


18181 




Name 


OJ990531 39. 9919. C6 


o4 .gs 


Method 


GENSCAN 




Start 


18017 




End 


18181 




GI 


none 




Score 


.74 




Exons 


18017. .18181 










Sea No 


6948 




Seq. ID 


OJ990531_39.9919 


.C7 


Gene No. 


14605 




Strand 


+ 




Start 


922 




End 


4971 




Name 


OJ990531 39. 9919. C7 


ol . gs 


Method 


GENSCAN 




Start 


922 




End 


4971 




GI 


none 




Score 


.62 




Exons 


922. .1058, 1174. .1370, 2155 


..2248, 4761. .4834, 4955. .4971 


Seq. No. 


6948 




Seq.. ID 


OJ990531_39.9919 


.C7 


Gene No . 


14606 




Strand 


+ 




Start 


12322 




End 


16201 




Name 


OJ990531 39. 9919. C7 


o3.gs 


Method 


GENSCAN 




Start 


12322 




End 


16201 




GI 


none 




Score 


.62 




Exons 


12322. .12394, 12948 


.13003, 


14895. .14991, 15034 .. 15270, 






15282. .15370, 15791 


.15855, 


16045. .16201 




Seq. No. 


6948 




Seq. ID 


OJ990531_39.9919 


.C7 


Gene No. 


14607 




Strand 


+ 




Start ■ 


28522 




End 


30607 




Name 


OJ990531 39. 9919. CI. 


o3 . np 


Method 


AAT/NAP 




Start 


28522 




End 


30607 




GI 


6554473 




Score 


536 




Exons 


28522. .28728, 28856. 


.29085, 


29901. .29976, 300 65 .. 30308 , 





30516. .30607 

GI Descrip. (AC012394) putative RNA-binding protein [Arabidopsis thaliana] 
gi I 6642681 1 gb | AAF20261.il AC015450_22 (AC0154 50) putative 
RNA-binding protein [Arabidopsis thaliana] 

Seq. No. 6948 Seq. ID OJ990531_39 . 9919 . C7 

Gene No. • 14608 Strand 



7217 



Start 5034 End 5337 

Name OJ990531_39 . 9919.C7 . ol . gp Method AAT/GAP 

Start 5034 End 5337 

GI uC-osflcypl27gl0al Score 561 

Exons 5034.. 5337 

GI Descrip. 1 417 6420/dbj I BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. No. 6948 Seq. ID 

Gene No. 14609 Strand 

Start 5673 End 

Name OJ990531_39 . 9919 . C7 . o2 . gp Method 

Start 5673 End 

GI 2800496 Score 

Exons 5673.. 6189 



OJ990531_39.9919.C7 

9219 
AAT/GAP 
6189 
843 



Seq. No. 


6948 


Seq. ID 


OJ990531_39.9919.C7 


Gene No. 


14609 


Strand 




Start 


5673 


End 


9219 


Name 


OJ990531 39.9919.C7.o2.gs 


Method 


GEN SCAN 


Start 


6027 


End 


9219 


GI 


none 


Score 


.48 


Exons 


6027. .7141, 7434. .7488, 7894. 


.8222, 9027. .9219 


Seq. No. 


6948 


Seq. ID 


OJ990531_39.9919.C7 


Gene No. 


14609 


Strand 




Start 


5673 


End 


9219 


Name 


OJ990531 39.9919.C7.ol.np 


Method 


AAT/NAP 


Start 


6083 


End 


7708 


GI 


2827558 


Score 


566 


Exons 


6083.. 6956, 7626.. 7708 






GI Descrip. 


(AL021635) putative DNA binding protein [Arabidopsis thaliana] 





Seq. No. 


6948 


Seq. ID 


OJ990531_ 


39. 9919. C7 


Q 


Gene No. 


14609 


Strand 






5 


Start 


5673 


End 


9219 




JL 


Name 


OJ990531 39.9919.C7.o3.gp 


Method 


AAT/GAP 






Start 


7410 


End 


7663 




< 1 
's s? 


GI 


1631453 


Score 


464 




! ; tsS 

.3 K. 


Exons 


7410. .7663 










Seq. No. 


6948 


Seq. ID 


OJ990531_ 


39. 9919. C7 




Gene No. 


14610 


Strand 








Start 


21039 


End 


25660 






Name 


OJ990531 39.9919.C7.o2.np 


Method 


AAT/NAP 






Start 


21039 


End 


25458 






GI 


1346301 


Score 


2301 






Exons 


21039. .21278, 21507 .. 21853, 


22467. .22648, 24716. 


.25458 




GI Descrip. 


3-HYDROXY-3-METHYLGLUTARYL- 


COENZYME A 


REDUCTASE 


(HMG-COA 



REDUCTASE) gi | 107 1805 | pir || S4 6314 hydroxymethylglutaryl CoA 
reductase - rice gi | 455459 (L28995) 3-hydroxy-3-methylglutaryl 
coenzyme A reductase [Oryza sativa] 



Seq. No. 6948 

Gene No. 14610 

Start 21039 

Name OJ990531 39 . 9919 . C7 . o4 . gp 



Seq. ID OJ990531_39.9919.C7 
Strand 

End 25660 

Method AAT/GAP 



7218 




Start 25248 End 25660 

GI 2428129 Score 721 

Exons 25248. .25660 

GI Descrip. 455458/gb | L28995 | RIC3H3M 9.0e-58 Oryza sativa 

3-hydroxy-3-methylglutaryl coenzyme A reductase gene, complete 
cds 



Seq. No. 


6948 




Seq. ID 


OJ990531_39.9919 


.C7 


Gene No. 


14611 




Strand 






Start 


31942 




End 


35380 




Name 


OJ990531 39. 9919. C7 . 


. oti tw 


Method 


TBLASTX: Wheat 




Start 


6465 




End 


6726 




GI 


none 




Score 


85 




Exons 


6465. .6533, 6519. .6713, 6526 .. 6717 ,. 6673 .. 6726 




Seq. No. 


6948 




Seq. ID 


OJ990531_39.9919 


.C7 


Gene No. 


14611 




Strand 






Start 


31942 




End 


35380 




Name 


OJ990531 39. 9919. CI. 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


6466 




End 


6717 




GI 


none 




Score 


46 




Exons 


6466.-6522, 6495..6713; 6543. .6713, 6583. .6717 




Seq. No. 


6948 




Seq. ID 


OJ990531_39.9919 


■ C7 


Gene No. 


14611 




Strand 






o tcti u 


31942 




End 


35380 




Name 


OJ990531 39. 9919. CI, 


,o4 . tc 


Method 


TBLASTX: Cress 




Start 


6516 




End 


6713 




GI 


none 




Score 


191 




Exons 


6516. .6713 










Seq. No. 


6948 




Seq. ID 


OJ990531_39.9919 


.C7 


Gene No. 


14611 




Strand 






Start 


31942 




End 


35380 




Name 


OJ990531 39. 9919. C7, 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


6519 




End 


6714 , 




GI 


none 




Score 


73 




Exons 


65191. 6713, 6661.. 6714 








Seq. No. 


6948 




Seq. ID 


OJ990531_39.9919 


.C7 


Gene No. 


14611 




Strand 






Start 


31942 




End 


• 35380 




Name 


OJ990531 39. 9919. C7 . 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


. 21037 




End 


25062 




GI 


none 




Score 


181 




Exons 


21037. .21279, 21049, 


. .21279, 


21054. .21281, 21482. .21607, 






21498. .21854, 21499. 


. .21606, 


21504. .21857, 21505 .. 21858 , 






22436. .22504, 22479, 


. .22520, 


22492. .22650, 22517 .. 22651 , 






24715. .25062, 24800, 


. .25051, 


24916. .25059 




Seq. No. 


6948 




Seq. ID 


OJ990531_39.9919 


.C7 


Gene No. 


14611 




Strand 






Start 


31942 




End 


35380 




Name 


OJ990531 39. 9919. C7. 


, ol . tm 


Method 


TBLASTX: Maize 




Start 


21049 




End 


25062 




GI 


none 




Score 


185 




Exons 


21049. .21279, 21054. 


.21281, 


21504. .21857, 21504 .. 21857 , 





7219 



21505. .21858, 22406 22651, 22436 2264 8 , 224 65 22650, 
24715. .25062, 24716. .25051, 24907 .. 250.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
O Gene No. 

^1 start 
Name 

III! Start 
If GI 
L"3 Exons 



6948 

14611 

31942 

OJ990531_39.9919.C7.ol.tc 
21054 
none 
21054. 
21505. 
24715. 



.21281, 21058. 
.21858, 22406. 
.25047, 24715. 



.21279, 
.22651, 
.25062, 



6948 

14611 

31942 

OJ990531_39.9919.C7.o2.ts 

28536 

none 

28536. .28634, 28536 .. 28616, 
28843. .28887, 28856 .. 28891, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21504 

22436 



OJ990531 39. 9919. C7 



35380 

TBLASTX: Cress 
25062 . 
154 

218.54, 21504. .21857, 
22606, 22465. .22650, 



24716. .25051 



Seq. ID 
Strand 
End 

Method 

End 

Score 
28558. .28728, 
28871. .28957, 



OJ990531 39. 9919. C7 



35380 

TBLASTX : Soybean 
28957 
74 

28677. .28733, 
28888. .28956 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531 39. 9919. C7 



6948 
14611 
31942 

OJ990531_39.9919.C7.o2.tc 
28545 
none 

28545. .28616, 28555.-28734, 28677 .. 28754 , 28855 .. 28 974 , 
28856. .28984 



35380 

TBLASTX: Cress 

28984 

241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6948 Seq. ID 

14611 Strand 

31942 End 

OJ990531_39 . 9919 . C7 . o3 . tm Method 

28572 End 

none Score 



OJ990531_39.9919.C7 
35380 

TBLASTX: Maize 

28954 

232 



28572. .28619, 28573 .. 28734 , 28677 .. 28754 , 28855.-28 953, 
28856.-28954 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



6948 
14611 
31942 - 

OJ990531_39.9919.C7.o4.tm 

29609 

none 

29609. .29656, 29611. 
30050. .30301, 30053. 
30515. .30712, 30516, 
30716. .30760, 30735. 
30739. .30819, 30740. 
31556. .31591, 31589. 
31613. .31645, 31614. 
31747. .31791, 31758. 

6948 
14611 



.29661, 
.30304, 
.30641, 
.30809, 
.30823, 
.31615, 
.31730, 
.31820, 



Seq. ID OJ990531_39. 9919.C7 
Strand 

End 35380 

Method TBLASTX: Maize 

End 31931 

Score 83 
29928.-29972, 29930 .. 29977, 
30511. .30639, 30515 .. 30634 , 
30517. .30642, 30714 30737, 
30738. .30818, 30739 .. 30819, 
31554. .31589, 31556 .. 31591, 
31590. .31619, 31603. .31689, 
31712. .31771, 31745. .31792, 
31771. .31818, 31917.. 31931 

Seq. ID OJ990531_39.9919.C7 
Strand 



7220 



Start 31942 End 35380 

Name OJ990531_39. 9919.C7 . o5 .gp Method AAT/GAP ■ 

Start 31879 End 32344 

GI 55842_1.R1084 Score - 896 

Exons 31879, .32344 

GI Descrip. 1 455458/gb | L28995 | RIC3H3M 9.0e-58 Oryza sativa 

3-hydroxy-3-methylglutaryl coenzyme A reductase gene, complete 
cds 1 



Seq. No. 6948 

Gene No. 14 611 

Start 31942 

Name OJ990531_39 . 9919 . C7 . o5 . gs 

Start 31942 

GI none 

Exons 31942. .32073, 34404 .. 34510, 
35163. .35380 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531_39.9919.C7 

35380 
GENS CAN 
35380 
.71 



34797. .34882, 34 972 .. 3504 6, 



Seq. No. 6948 Seq. ID 

Gene No. 14 611 Strand 

Start 31942 End 

Name OJ990531_39. 9919 . C7 . o6.gp Method 

Start 33128 End 

GI LIB3433-031-P1-K1-C1. Score 

Exons 33128. .33275, 33475 .. 33562, 
GI Descrip. . 



OJ990531_39.,9919.C7 

35380 
AAT/GAP 
33881 
612 



33646. .33743, 33856.. 33881 
, 5630087/gb|AAD45832.1|AC004876_5 6.0e-10 (AC004876) similar to 
predicted proteins AAB54240 (PID : g2088822 ) and S67138 
(PID:g2132925) [Homo sapiens]' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6948 Seq. ID 

14611 Strand 

31942 End 

OJ990531_39 . 9919 . C7 . o4 . np Method 

33177 End 

6572073 Score 



OJ990531_39.9919.C7 

35380 
AAT/NAP 
35308 
739 



33177. .33275, 33475. 
34047. .34218, 34404. 
35163. .35308 



.33562, 33646.-33743, 33856 .. 33968, 
.34510, 34797. .34882, 34 972 . . 3504 6, 



i;3 GI Descrip. (AL133452) putative protein [Arabidopsis thaliana] 



Seq. No. 6948 
Gene No. 14 611 

Start 31942 

Name OJ990531_39 . 991 9 . C7 . o3 . tc 

Start 33201 

GI none 

Exons 33201. .33278, 33472 .. 33561, 33476 

33648.-33752, 33856 .. 33936, 33860 
34094.'. 34216, 34401 .. 34511, 34405 
34965. .35045 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 39. 9919. C7 



35380 

TBLASTX: Cress 
35045 
89 

33559, 33645. .33737, 
33937, 34063. .34218, 
34512, 34798..34899, 



Seq. No. 6948 Seq. ID 

Gene No. 14611 Strand 

Start -31942 End 

Name OJ990531_39 . 9919 . C7 . o2 . tm Method 

Start 33687 End 

GI none Score 



OJ990531_39.9919.C7 
35380 

TBLASTX: Maize 

34512 

105 



7221 



Exons 



33687. .33752, 33856 .. 33954 , 33860 33943, 34054 34218, 
34060. .34218, 34062 34220, 34094 .. 34219, 34 401 .. 34511, 
34402.. 34512 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6948 Seq. ID 

14611 Strand 

31942 End 

OJ990531_39 . 9919 . C7 . o3 . ts Method 

33856 End 

none Score 



OJ990531_39.9919.C7 
35380 

TBLASTX: Soybean 

34218 

94 



33856.-33945, 33860 33940, 34060 .. 34218 , 34094.. 34216 



6948 Seq. ID 

14611 Strand 

31942 End 

OJ990531_39 . 9919 . C7 . o5 . tm Method 

34798 End 

none Score 



OJ990531_39.9919.C7 
35380 

TBLASTX : Maize 

35034 

75 



34798.-34899, 34798.-34899, 34835 34 969, 34 962 35033, 
34969. .35034 



Seq. No. 

Gene No. 
q Start 
^ Name 
:f Start 

'U Exons 



GI Descrip. 



t at 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 
End 
Score 
517. .590, 



OJ990531 39. 9919. C9 



9801 
AAT/NAP 
4262 
1443 
696.. .789,' 



6949 
14612 
1 

OJ990531_39.9919.C9.ol.np 
1 

2499488 

1..100, 204. .248, 339. .449, 
1473. .1526, 1769. .1852, 1973. 
3254. .3426, 4173. .4262 

PYROPHOSPHATE- -FRUCTOSE 6-PHOSPHATE 1- PHOSPHOTRANSFERASE ALPHA 
SUBUNIT (PFP) (6-PHOSPHOFRUCTOKINASE (PYROPHOSPHATE)) 
(PYROPHOSPHATE- DEPENDENT 6-PHOSPHOFRUCTOSE-l-KINASE) (PPI-PFK) 
gi | 483547 | emb | CAA83682 | ( Z3284 9) pyrophosphate-dependent 
phosphofructokinase alpha subunit [Ricinus communis] 



.2040, 21291.2317, 



876. . 
2922, 



956, 
.3034, 



6949 

14612 

1 

OJ990531_39.9919.C9.ol.ts 
44 

none 



Seq. ID OJ990531_39.9919.C9 
Strand 

End 9801 

Method TBLASTX : Soybean 

End 4263 

Score 65 



44. .103, 48. .104, 201. .251, 217. .255, 330. .449, 340. .453, 
343. .450, 344. .451, 517. .591, 681. .779, 691. .789, 692. .790, 
873. .959, 874. .969, 1473. .1529, 1766. .1855, 1767. .1853, 
1970.. 2041, 2113. .2292, 2127. .2318, 2128. .2319, 2130;. 2333, 
2914. .3036, 2915. .3037, 2920. .3063, 3238. .3429, 3254. .3427, 
4173. .4262, 4174. .4263 



Seq. No. 6949 

Gene No. 14612 

Start 1 

Name OJ990531_39 . 9919 . C9 . ol . gs 

Start 44 

GI none 
Exons 



Seq. ID OJ990531_39.9919.C9 
Strand 

End 9801 

Method GENSCAN 

End 9752 

Score .65 



44. .100, 204. .248, 339. .449, 517. .590, 696. .789, 1473. .1526, 
1769. .1852, 1973. .2040, 2129. .2317, 2922. .3034, 3254. .3371, 



7222 



3875. .4553, 6137. .6229, 6398. .6448, 6593. .6659, 6758.-6956, 
7049. .7100, 7162. .7281, 8506. .8598, 9023. .9100, 9169. .9214, 
9306.. 9358, 9529.. 9568, 9667.. 9752 



■*3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 



6949 

14612 

1 

OJ990531_39.99 
44 

none 

44. .103, 48. .1 
330. .449, 337. 
514. .591, 517. 
852. .968, 873. 
1758.. 1853, 17 
1972. .2046, 21 
2898.. 3035, 29 
3238.-3429, 32 



Seq. I 
Strand 
End 

19.C9.ol.tm Method 
End 
Score 

01, 201. .251, 203. .274 
.450, 339. .455, 340. .4 
.591, 691. .789, 692. .7 
.959, 1473.. 1529, 1474 
59. .1857, 1766. .1855, 
10. .2316, 2127. .2318, 
14. .3036, 2915. .3037, 
73. .3449, 4173. .4262, 



D OJ990531_39. 9919.C9 
9801 

TBLASTX: Maize 
4263 
77 

, 204. .239, 208. .252, 
50, 341. .451, 435.-575, 
90, 705. .791, 713. .790, 
..1533, 1758. .1853, 
1970. .2041, 1971. .2042, 
2127. .2318, 2128. .2319, 
2921. .3037, 3226..3429, 
4174 . .4263 



6949 Seq. ID 

14612 Strand 
1 End 
OJ990531_39. 9919 . C9 . ol . gp Method 
84 9 End 
LIB3434-047-P1-K1-G6 Score 

849. .956, 1473. .1526, 1769. .1852, 1973 



OJ990531_39.9919.C9 

9801 
AAT/GAP 
2223 
635 

,.2040, 2129. .2223 



, 2499488/sp|Q41140|PFPA_RICCO 8.0e-60 PYROPHOSPHATE- -FRUCTOSE 
6-PHOSPHATE 1- PHOSPHOTRANSFERASE ALPHA SUBUNIT (PFP) 
(6-PHOSPHOFRUCTOKINASE (PYROPHOSPHATE) ) ( PYROPHOSPHATE-DEPENDENT 
6-PHOSPHOFRUCTOSE-l-KINASE) (PPI-PFK) >gi_4 8 354 7_emb_CAA8 3682_ 
(Z3284 9) pyrophosphate-dependent phosphof ructokinase alpha 
subunit [Ricinus communis] 1 



6949 

14612 

1 

OJ990531_39.9919.C9.ol.tc 

876 
none 



Seq. ID OJ990531_39.9919.C9 
Strand 

End 9801 

Method TBLASTX : Cress 

End 3040 

Score 38 



876. .938, 930. .959, 1766. .1855, 1970. .2053, 2127. .2318, 
2920.. 3036, 3017.. 3040 



6949 

14612 

1 

OJ990531_39 . 991 9 . C9 . ol . tw 

2218 

none 



Seq. ID OJ990531_39.9919.C9 
Strand 

End 9801 

Method TBLASTX : Wheat 

End 3366 

Score 158 



2218.-2319, 2218. .2307, 2220. .2318, 2895. .3035, 2914. .3036, 
2920. .3036, 2921. .3037, 2927. .3037, 3238. .3366, 3254. .3364 



6949 

14612 

1 

OJ990531_39. 9919 . C9 . o2 . gp 
2229 

65692 1.R1084 



Seq. ID OJ990531_39.9919.C9 
Strand 

End 9801 

Method AAT/GAP 

End 4255 

Score 785 



7223 



Exons 2229.. 2315, 2919.. 3034, 3254.. 3426, 4173.. 4255 

GI Descrip. '3790102 3.0e-51 (AF095521) pyrophosphate-dependent 

phosphofructokinase alpha subunit [Citrus X paradisi] • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6949 

14612 

1 

OJ990531_39.9919.C9.o2.tm 

5947 

none 

5947.. 6060, 5950.. 6075, 6134. 
6395.. 6448, 6396.. 6446, 6590. 

6949 

14612 

1 

OJ990531_39.9919.C9.o2.np 

5965 

6642669 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 39. 9919. C9 



9801 

TBLASTX: Maize 
6707 
159 

6232, 6135.. 6230, 6160. 
6685, 6593.. 6682, 6594. 



.6231, 
. 6707 



Seq. ID OJ990531_39.9919.C9 



Strand 
End 

Method 

End 

Score 



9801 
AAT/NAP 
9801 
576 



5965. .6057, 6137. .6229, 6398. .6448, 6593. .6909, 7149. .7266, 
8486.-8598, 9169. .9214, 9262. .9358, 9529. .9568, 9667. .9801 



GI Descrip. (AC015450) putative DNA-binding protein [Arabidopsis thaliana] 



Seq. No. 6949 

Gene No. ,14612 

Start 1 

Name OJ990531_39 . 9919 . C9 . o2 . ts 

Start 5971. 

GI none 
Exons 



Seq. ID OJ990531_39. 9919.C9 
Strand 
End 

Method 
End 
Score 



9801 

TBLASTX: Soybean 

6224 

86 



5971.. 6075, 5972.. 6058, 6134.. 6223, 6134.. 6223, 6135.. 6224 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6949 
14612 
1 

OJ990531_39.9919.C9.o3.tm 
7156 



OJ990531 39. 9919. C9 



none 
7156. 
9170. 
9666. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

7224, 7157.. 7279, 8497.. 8601, 8503.. 8598, 9163 
9214, 9305.. 9361, 9309.. 9365, 9520.. 9570, 9664 
9788 



9801 

TBLASTX: Maize 

9788 

97 



,9213, 
,9732, 



Seq. No. 6949 

Gene No. ' :"14612 

Start 1 

Name OJ990531_39. 9919.C9.o3. ts 

Start 9163 

GI none 

Exons 9163.. 9216, 9170.. 9214, 9305. 
9666. .9794 



Seq. ID OJ990531_39. 9919.C9 
Strand 

End 9801 

Method TBLASTX : Soybean 

End 9794 

Score 52 

.9361, 9306.. 9359, 9520.. 9570, 



Seq. No. 6950 Seq. ID 

Gene No. 14613 Strand 

Start 102 End 

Name OJ990531_39 . 9919 . C10 . ol . gs Method 

Start 102 End 

GI none Score 

Exons , 102.. 210, 678.. 770 



OJ990531_39. 9919. C10 
+ 

770 

GENSCAN 

770 

.68 



7224 






Seq. No. 


6951 Seq. ID 


OJ990531_39. 9919.C11 




Gene No. 


14614 Strand 


+ 




Start 


594 End 


9868 






OJ990531 39.9919.Cll.ol.gs Method 


GENSCAN 




Start 


594 End 


9700 




GI 


none Score 


.56 




Exons 


594. .974, 1332. .1393, 1665. .1779, 1914 


..2037, 2222.. 2302, 






2740.. 3081, 3180.. 3346, 3428. .3660, 3785. .4047, 4066. .4258, 






4722. .6174, 7827. .8018, 8121. .8694, 8788.-8952, 9390. .9489, 






.9567. .9700 






Con Mo 


6951 Seq. ID 


OJ990531__39. 9919.C11 




Gene No. 


14614 Strand 


+ 




Start 


594 End 


9868 




Name 


OJ990531 39.9919.Cll.ol.gp Method 


AAT/GAP 




Start 


6047 End 


6429 




GI 


none Score 


736 




Exons 


6047. . 6429 






Seq. No. 


6951 Seq. ID 


OJ990531_39.9919.C11 




Gene No. 


14614 Strand 


+ 




Start 


594 End 


9868 


u 


Name 


OJ990531 39.9919.Cll.o2.gp Method 


AAT/GAP 


Q 


Start 


7729 End 


8269 




GI 


71940 1.R1084 Score 


830 






7729. .8018, 8121. .8269 




i y 


GI Descrip. 


, 4512664/gb|AAD21718.1| 4 . 0e-32 (AC006931) putative ribose 






phosphate pyrophosphokinase [Arabidopsis thaliana] 


i.J 




>gi 4544471 gb AAD22378.1 AC006580 10 


(AC006580) putative ribose 






phosphate pyrophosphokinase [Arabidopsis thaliana] 


ry 




>gi 4902472 emb CAB43553.1 (AJ012407) 


phosphoribosyl 






diphosphate synthase [Arabidopsis thaliana] 1 


:- ^ 
! « J 


Seq. No. 


6951 Seq. ID 


OJ990531 39.9919.C11 


U 3 
*J 


Gene No. 


14614 . Strand 


+ 


j:£ 


Start 


594 End 


9868 


w 


Name 


OJ990531 39.9919.Cll.ol.np Method 


AAT/NAP 




Start 


7903 End 


9697 




GI 


4902879 Score 


1180 




Exons 


7903. .8018, 8121. .8532, 8626. .8694, 8824. .8952, 9390. .9489, 






9570.. 9697 






GI Descrip. 


(AJ006943) phosphoribosyl pyrophosphate synthase isozyme 4 






[Spinacia oleracea] 






Seq. No. 


6951 Seq. ID 


OJ990531_39. 9919.C11 




Gene No. 


14614 Strand 


+ 




Start 


594 End 


9868 




Name 


OJ990531 39.9919.Cll.o3.gp Method 


AAT/GAP 




Start 


8341 End 


9868 




GI 


38739 1.R1084 Score 


1260 




Exons 


8341. .8532, 8626. .8694, 8824. .8952, 9390. .9490, 9567. .9868 




GI Descrip. 


, 4902879/emb|CAB43602. 1 | 1.0e-24 (AJ006943) phosphoribosyl 






pyrophosphate synthase isozyme 4 [Spinacia oleracea] ' 




Seq. No. 


6951 Seq. ID 


OJ990531_39. 9919.C11 




Gene No. 


14615 Strand 


+ 



7225 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



13415 End 25235 

OJ990531_39. 9919. Cll. o2.np Method AAT/NAP 

13415 End 25235 

6815109 Score 81 

13415. .13532, 16427 16671, 18077 .. 18401, 25134. .25235 

(AP001081) hypothetical protein [Oryza sativa] 



6951 

14615 

13415 

OJ990531_39.9919.Cll.o4.gs 

17969 

none 



Seq. ID OJ990531_39.9919.C11 

Strand + 

End 25235 

Method GENSCAN 

End 22689 

Score . 62 



17969. .18147, 18 187 18400, 18910 .. 18 998 , 20264 .. 20390, 
22515. .22595, 22654. .22689 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6951 

14616 

13433 

OJ990531_39. 9919 . Cll . o3 . gs 

13433 

none 



Seq. ID OJ990531_39. 9919. Cll 

Strand ■ - 

End 17037 

Method ■• GENSCAN 

End 17037 

Score .5 



13433. . 13606, 15356 .. 15399, 167 16 .. 16959, 17020.. 17037 



6951 

14617 

24002 

OJ990531_39. 9919. Cll. o3.tc 

793 

none 



Seq. ID OJ990531_39. 9919. Cll 
Strand 

End 24194 

Method TBLASTX : Cress 

End 1107 

Score 143 



793. .936, 822. .935, 987. .1106, 988. .1107 



6951 

14617 

24.002 

OJ990531_39. 9919. Cll. o2.tm 

1999 

none 



Seq. ID OJ990531_39. 9919. Cll 
Strand 

End 24194 ■ . 

Method TBLASTX : Maize 

End 3293 

Score 64 



1999. .2040, 2165. .2308, 2193. .2303, 2219. .2305, 2724. .3059, 
2728.-2982, 2739. .3068, 2740. .3084, 3019. .3081, 3171. .3293, 
3179. .3292 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6951 

14617 

24002 

OJ990531_39. 9919. Cll. o2.ts 

3195 

none 



Seq. ID OJ990531_39. 9919. Cll 
Strand 

End 24194 

Method TBLASTX : Soybean 

End 3788 

Score 115 



3195.. 3335, 3269.. 3346, 3428.. 3787, 3429.. 3788 



6951 

14617 

24002 

OJ990531_39. 9919. Cll. o5.tm 

3901 

none 



Seq. ID OJ990531_39. 9919. Cll 
Strand 

End 24194 

Method TBLASTX : Mai ze 

End 4972 

Score 128 



3901. .4200, 3936. .4055, 3937. .4215, 4162. .4260, 4206. .4259, 



7226 



4712. .4972, 4719. .4970, 4720. .4971 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6951 

14617 

24002 

OJ990531_39, 

4089 

none 

4089. .4184, 
4712. .4954, 

6951 

14617 

24002 

OJ990531_39, 

4708 

none 

4708. .4932, 



9919.Cll.ol.tw 



4090. .4203, 4091. 
4720. .4956 



9919.Cll.o5.tc 



4709. .4942 



Seq. ID OJ990531_39. 9919.C11 
Strand 

End 24194 

Method TBLASTX : Wheat 

End 4956 

Score 128 

.4195, 4201. .4260, 4201. .4254, 



Seq. ID OJ990531_39.9919.C11 
Strand 

End 24194 

Method TBLASTX : Cress 

End 4 942 

Score 201 



6951 
14617 
24002 

OJ990531_39.9919.Cll.o3.ts 
4712 
none 

4712. .4894, 4726. .4890, 4894. .5073, 4904. .5068 



Seq. ID OJ990531_39.9919.C11 
Strand 

24194 

TBLASTX : Soybean 
5073 
169 



End 

Method 

End 

Score 



6951 
14617 
24002 

OJ990531_39.9919.Cll.o4.tm 
5099 
none 

5099. .5401, 5100. .5414, 5101. .5415, 5119. .5415 



Seq. ID OJ990531_39. 9919.C11 
Strand 

End 24194 

Method TBLASTX : Maize 

End 5415 

Score 416 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



6951 

14617 

24002 , 

OJ990531_39. 

5416 

none 

5416. .5550, 
5555. .5701 



Seq. ID OJ990531_39.9919.C11 
Strand 

End 24194 

Method TBLASTX : Mai ze 

End 5701 

Score 73 

5418. .5543, 5483. .5551, 5503. .5700, 5554. .5700, 



9919.Cll.o6.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6951 

14617 

24002 

OJ990531_39. 

5612 

none 

5612. .5737, 



9919.Cll.o2.tc 



5746. .6135, 5747. 



Seq. ID OJ990531_39.9919.C11 
Strand 

End 24194 

Method TBLASTX : Cress 

End 6139 

Score 88 
.6139 



Seq. No. 
Gene No. 
Start 
Name 
Start 



6951 

14617 

24002 

OJ990531_39. 
5830 



9919.Cll.o3.tm 



Seq. ID OJ990531_39. 9919.C11 
Strand 

•End 24194 

Method TBLASTX : Maize 

End 6420 



7227 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



=f Seq. No. 

in Gene No. 

*LJ Start 

a ^ Name 

s 1 Start 

*y GI 

=?? Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9919-Cll.ol.tm 



none 

5830.. 6183, 5831.. 6187, 6331. 



6951 

14617 

24002 

OJ990531_39. 

7798 

none 

7798. .7824, 
8074. .8187, 
8626. .8697, 
9387. .9473, 
9567. .9719, 
9791. .9874, 



Score 475 
.6357, 6376.. 6420 



7799. 
8086. 
8820. 
9388. 
9568. 
9810. 



.7825, 7882'. 

.8535, 8121. 

.8948, 8824. 

.9489, 9539. 

.9702, 9687. 
.9875 



6951 

14617 

24002 

OJ990531_39.9919.Cll.ol.ts 

7888 
none 

7888.. 8019, 7927.. 8019, 8119. 
8631. .8696, 8823.-8867, 8824. 

6951 

14617 

24002 

OJ990531_39.9919.Cll.ol.tc 

7918 

none 

7918. .8019, 
8634. .8696 



7930.. 8019, 8068. 



6951 

14617 

24002 

OJ990531_39.9919.Cll.o4 .tc 

9417 

none 

9417.. 9491, 9550.. 9699, 9568. 

6951 

14617 

24002 

OJ990531_39.9919.Cll.o4.ts 

9426 

none 

9426.. 9479, 9583.. 9720, 9584. 

6951 

14617 

24002 

OJ990531_39.9919.Cll.o5.gs 

24002 

none 

24002. .24021, 24132. .24194 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8019, 7884 
.8486, 8470 
.8952, 8827 
.9700, 9565 
.9791, 9688 



OJ990531 39.9919.C11 



24194 

TBLASTX: Maize 
9875 
39 

,8015, 7927. .8019, 

,8532, 8625.-8693, 

,8955, 9387..9488, 

,9699, 9567.. 9701, 

,9795, 9698.. 9793, 



Seq. ID OJ990531_39.9919.C11 
Strand 

End 24194 

Method TBLASTX: Soybean 

End 88 67 

Score 103 

.8535, 8127.. 8540, 8626.. 8697, 
.8865 

Seq. ID OJ990531_39. 9919.C11 
Strand 

End 24194 

Method TBLASTX: Cress 

End 8697 

Score 129 

.8487, 8115. .8486, 8623. .8697, 



Seq. ID OJ990531_39.9919.C11 
Strand 

End 24194 

Method TBLASTX: Cress 

End 9703 

Score 94 



,9702, 9569.. 9703 



Seq. ID OJ990531_39.9919.C11 
Strand 

24194 

TBLASTX : Soybean 
9720 
85 



End 

Method 
End 
Score 
.9700 



Seq. ID OJ990531_39.9919.C11 
Strand 

End 24194 

Method GEN SCAN 

End 24194 

Score .48 



7228 



Seq. No. 


6952 


Seq. ID 


OJ990531_39. 9919.C12 


Gene No. 


14618 


Strand 




O Lai U 


1 


End 


638 


Name 


OJ990531 39. 9919X12. ol.np 


Method 


AAT/NAP 


Start 


1 


End 


638 


GI 


2498930 


Score 


738 


Exons 


1..394, 562. .638 






GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS TRUL AT I ON 


PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 




6953 


Seq. ID 


OJ990421_32.9919.C2 


Gene No. 


14619 


Strand 


+ 


Start 


395 


End 


501 


Name 


OJ990421 32.9919.C2.ol.gs 


Method 




Start 


395 


End 


•J V X 


GI 


none 


Score 




Exons 


395. .501 






Seq. No. 


6954 


Seq. ID 


OJ990421_32.9919.C3 


Gene No. 


14620 - 


Strand 


+ 




611 


End 


2020 


Name 


OJ990421 32.9919.C3.ol.gp 


Method 


AAT /GAP 


Start 


611 


End 




GI 


uC-osflcyp033a04bl 


Score 


659 


Exons 


611.. 992 






GI Descrip. 


• 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 






DNA, chromosome 1, clone : P0711E10 ' 




Con "KTr^k 
jctj. IN U * 


6954 


Seq. ID 


OJ990421_32.9919.C3 


Gene No. 


14620 


Strand 


+ 


Start 


611 


End 


2020 


Name 


OJ990421 32.9919.C3.ol.gs 


Method 


GEN SCAN 


Start 


735 


End 


2020 


GI 


none 


Score 


.4 


Exons 


735.. 796, 1876.. 2020 






Can KTo 


6954 


Seq. ID 


OJ990421_32.9919.C3 


Gene No. 


14621 


Strand 


+ 


Start 


10554 


End 


11756 


Name 


OJ990421 32.9919.C3.o4.gs 


Method 


GEN SCAN 


Start 


10554 


End 


11756 


GI 


none 


Score 


.66 


Exons 


10554. .10802, 11164. .11217, 


11566. .11756 


Seq. No. 


6954 


Seq. ID 


OJ990421_32.9919.C3 




14622 


Strand 




Start 


544 


End 


2488 


Name 


OJ990421 32.9919.C3.ol.np 


Method 


AAT/NAP 


Start 


544 


End 


2488 


GI 


4680186 


Score 


238 


Exons 


544. .760/ 2452. .2488 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


6954 


Seq. ID 


OJ990421_32.9919.C3 


Gene No. 


14623 


Strand 




Start 


2513 


End 


3917 



7229 



Name 
Start 
GI ' 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990421_32.9919.C3.o2.gs 

2513 

none 

2513.. 2721, 3167.. 3917 

6954 

14624 

4969 

OJ990421_32.9919.C3.o3.gs 

4969 

none 



Method 

End 

Score 



GENSCAN 

3917 

.55 



Seq. ID OJ990421_32.9919..C3 
Strand 

End 7064 

Method GENSCAN 

End 706.4 

Score .47 



4969. .5005, 5592. .5655, 5679. .5729, 5874. .6054, 7017. .7064 



6955 
14625 
2671 

OJ990421_32.9919.C4.ol.np 
2671 
5042448 
2671.. 3232, 3272.. 3567 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. ID OJ990421_32. 9919.C4 

Strand + 

End 3567 

Method AAT/NAP 

End 3567 

Score 1320 



6955 
14626 
3821 

OJ990421_32.9919.C4.o2.np 
3821 
4680179 
3821. .8121. 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990421_32.9919.C4 

Strand + 

End 8121 

Method AAT/NAP 

End 8121 

Score 7236 



6955 

14627 

10249 

OJ990421_32.9919.C4.ol.gp 
10249 

52923 1.R1084 



Seq. ID OJ990421_32. 9919.C4 

Strand + 

End 19653 

Method AAT/GAP 

End 13287 

Score 1017 



10249. .10668, 13043 .. 13124 , 13215.. 13287 

'5823554/gb|AAD53184 .1|AF180920_l 4.0e-10 (AF180920) cyclin 
ania-6a [Homo sapiens] 1 



Seq. No. 


6955 




Seq. ID 


OJ990421_32.9919 


.C4 


Gene No. 


14627 




Strand 


+ 




Start 


10249 




End 


19653 




Name 


OJ990421 32. 9919. C4. 


o3 .np 


Method 


AAT/NAP 




Start 


13056 




End 


16253 




GI 


2739368 




Score 


832 




Exons 


13056. .13126, 13217. 


.13355, 


13541. .13707, 15252. .15533, 






15597. .15961, 16177. 


.16253 








GI Descrip. 


(AC002505) putative 


cyclin 


[Arabidopsis thaliana] 




Seq. No. 


6955 




Seq. ID 


OJ990421_32. 9919 


.C4 


Gene No. 


14627 




Strand 


+ 




Start 


10249 




End 


19653 




Name 


OJ990421 32. 9919. C4. 


o2.gp 


Method 


AAT/GAP 




Start 


15476 




End 


15889 





7230 




GI 


286346 


Score 


595 




Exons 


15476. .15513, 15592. .15889 








Seq. No. 


6955 


Seq. ID 


OJ990421_32. 9919. 


C4 


Gene No. 


14627 


Strand 


+ 




Start 


10249 


End . 


19653 




Name 


vU J J V T ^ 1 — ' . -? X -? . • — ' » kJ 


Method 


AAT/GAP 




Start 


15829 


End 


16497 




GI 


55290 1.R1084 


Score 


735 




Exons 


15829. .15967, 16052 16093, 


16171.. 16497 




GI Descrip. 


'2739368 2.0e-54 (AC002505) 


cyclin-like protein [Arabidops 




thaliana] 1 








Seq. No. 


6955 


Seq. ID 


OJ990421_32.9919. 


C4 


Gene No. 


14 627 


Strand 


+ 




Start 


10249 


End 


19653 




Name 


OJ990421 32.9919.C4.o4.np 


Method . 


AAT/NAP 




Start 


16167 


End 


19653 




GI 


4680180 


Score 


1096 




Exons 


16167. .16197, 18504. .19653 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


6955 


Seq. ID 


OJ990421_32.9919. 


C4 


Gene No. 


14628 


Strand 


+" 




Cfarf 

o Lai u 


21316 


End 


26354 




Name 


OJ990421 32.9919.C4.o9.np 


Method 


AAT/NAP 




Start 


21316 


End 


26354 




GI 


4680186 


Score 


384 




Exons 


21316. .21336, 25262 25318 , 


26154. .26354 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


indica] 




Seq. No. 


6955 


Seq. ID 


OJ990421_32.9919. 


C4 




14629 


Strand 






Start 


139 


End 


930 




Name 


OJ990421 32.9919.C4.ol.gs 


Method 


GEN SCAN 




Start 


139 


End 


930 




GI 


none 


Score 


-91 




Exons 


139. .476, 870. .930 








Seq. No. 


6955 


Seq. ID 


OJ990421_32. 9919. 


C4 


vJ CI1C LVKJ * 


14630 


Strand 






Start 


21181 


End 


26799 




Name 


OJ990421 32.9919.C4.o8.tw 


Method 


TBLASTX: Wheat 




Start 


4087 


End 


4447 




GI 


none ' 


Score 


291 




Exons 


4087. .4188, 4088. .4447, 4213 


. .4437 






Seq. No. 


6955 


Seq. ID 


OJ990421_32. 9919. 


C4 


flpnp Mn 


14630 


Strand 






Start 


21181 


End 


26799 




Name 


OJ990421 32.9919.C4.o9.tm 


Method 


TBLASTX: Maize 




Start 


4328 


End 


4660 




GI 


none 


Score 


202 




Exons 


4328. .4660, 4328. .4612, 4345 


. .4515 






Seq. No. 


6955 


Seq. ID 


OJ990421_32.9919. 


C4 


Gene No. 


14630 


Strand 







7231 





Start 


21181 








End 


26799 






Name 


OJ990421 32 


.9919 


.C4.o9. 


tw 


Method 


TBLASTX: Wheat 






Start 


4967 








End 


5383 






GI 


none. 








Score 


136 






Exons 


4967. .5137, 


5017 


. .5115, 


5201. 


.5383, 5227..5382 






Seq. No. 


6955 








Seq. ID 


OJ990421 32 9919 


.C4 




f^pnp No 


14630 








Strand 








Start 


21181 








End 


26799 






Name 


OJ990421 32 


.9919 


,C4.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


5546 








End 


6028 






GI 


none 








Score 


550 






Exons 


5546. .6028, 


5650 


. .5985, 


5657. 


. 6019 








Seq. No. 


6955 








Seq. ID 


OJ990421 32.9919 


.C4 






14630 








Strand 








Start 


21181 








End 


26799 






Name 


OJ990421 32 


.9919 


.C4.o6. 


tm 


Method 


TBLASTX: Maize 






Start 


5558 








End 


5847 






GI 


none 








Score 


322 






Exons 


5558. .5845, 


5656 


. .5847 












Seq. No. 


6955 








Seq. ID 


OJ990421 32 9919 


.C4 






14630 








Strand 








Start 


21181 








End 


26799 






Name 


OJ990421 32 


.9919 


,C4.o4. 


tm 


Method 


TBLASTX: Maize 






Start 


5915 








End 


6415 




i & 


' GI 


none 








Score 


161 




lid 


Exons 


5915. .6094, 


6080 


. .6415, 


6166. 


.6297 






iTi 


Seq. No. 


6955 








Seq. ID 


OJ990421_32.9919 


.C4 




\J d 1 G Li W . 


14630 








Strand 






n i 


Start 


21181 








End 


26799 




is 


Name 


OJ990421 32 


.9919 


.C4.ql. 


ts 


Method 


TBLASTX : Soybean 






Start 


5969 








End 


6364 






GI 


none 








Score 


57 






Exons 


5969. .6001, 


5969 


. .6013, 


6005. 


.6364, 6005.. 6085, 6109.. 6363 




Seq. No. 


6955 








Seq. ID 


OJ990421_32.9919 


-C4 


! SR 
EcJ 


Genp No 


14630 








Strand 






™s 


Start 


21181 








End 


26799 




; ™ 


Name 


OJ990421 32 


.9919 


.C4.o5. 


tw 


Method 


TBLASTX: Wheat 






Start 


6077 








End 


6379 






GI 


none 








Score 


400 






Exons 


6077. .6379, 


6078 


. .6179, 


6109. 


.6378 








Seq. No. 


6955 








Seq. ID 


OJ990421_32.9919 


.C4 




Gonp No 

VJ d 1 ^ LV <J . 


14630 








Strand 








Start 


21181 








End 


26799 






Name 


OJ990421 32 


.9919 


,C4 .o2 . 


tw 


Method 


TBLASTX: Wheat 






Start 


6380 








End 


6889 






GI 


none 








Score 


629 






Exons 


6380. . 6889, 


6412 


. .6723, 


6458. 


.6805 








Seq. No. 


6955 








. Seq. ID 


OJ990421_32.9919 


.C4 




Gene No. 


14630 








Strand 








Start 


21181 








cEnd 


26799 





7232 






Name 


OJ990421 32. 


9919. 


C4 .o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


6386 








End 


6631 




GI 


none 








Score 


202 




Exons 


6386. .6631 














Seq. No. 


6955 








Seq. ID 


OJ990421_32.9919.C4 




cpnp No . 


14630 








Strand 






Start 


.21181 








End 


26799 




Name 


OJ990421 32. 


9919. 


C4.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6452 








End ■ 


6817 




GI 


none 








Score 


488 




Exons 


6452. .6805, 


6454. 


.6720, 


6506. 


.6817 






Seq. No. 


6955 








Seq. ID 


OJ990421_32.9919.C4 




ftpnp No 


14630 








Strand 






Start 


21181 








End 


26799 




. Name 


OJ990421 32. 


9919. 


C4 .o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


6893 








End 


7371 




GI 


none 








Score 


297 




Exons 


6893. .7195, 


6926. 


.7186, 


7117. 


.7200, 7197. .7370, 7198. .7371 




Seq. No. 


6955 








Seq. ID 


OJ990421_32.9919.C4 






14630 








Strand 






Start 


21181 








End 


26799 


{ s=r 


. Name 


OJ990421 32. 


9919. 


C4.o2. 


ts 


Method 


TBLASTX : Soybean 


*3 sl 


Start 


7186 








End 


7419 


| 3 ft 


GI 


none 








Score 


274 


i y 


Exons 


7186. .7419, 


7197. 


.7418 








C3 


Seq. No. 


6955 








Seq. ID 


OJ990421_32.9919.C4 






14630 








Strand 






Start 


21181 








End 


26799 


! br 


Name 


OJ990421 32. 


9919. 


C4 .05. 


tm 


Method 


TBLASTX: Maize 


Start 


7218 








End 


7509 


r=1 


GI 


none 








Score 


387 


m 


Exons 


7218. .7505, 


7219. 


.7509 










Seq. No. 


6955 








Seq. ID 


OJ990421_32.9919.C4 


'3 ST 


Gene No. 


14630 








Strand 






Start 


21181 








End 


26799 




Name 


OJ990421 32. 


9919. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7378 








End 


19287 




GI 


none 








Score 


716 



Exons 7378.. 8004, 7380.. 8003, 18946. . 19125, 19159.. 19287 



Seq. No. 


6955 








Seq. ID 


OJ990421_32.9919. 


C4 


Gene No. 


14630 








Strand 






Start 


21181 








End 


26799 




Name 


OJ990421 32. 


9919 


C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7558 








End 


8126 




GI 


none 








Score 


223 




Exons 


7558. .7719, 


7566 


.7712, 


7717. 


.8121, 7719. .8126 




Seq. No. 


6955 








Seq. ID 


OJ990421_32.9919. 


C4 


Gene No. 


14630 








Strand 






Start 


21181 








End 


26799 




Name 


OJ990421 32. 


9919. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 





7233 






Start 


10502 




End ■ 


16076 






GI 


none 




Score 


244 






Exons 


10502. .10669, 10507 


. . 10668, 


13018. .13110, 13044. .13094, 








13044. .13124, 13045 


. .13110, 


13212. .13361, 13214. .13342, 








13514 . .13669, 13514 


. . 13666, 


13667. .13705, 13667 .. 13705, 








15220. .15513, 15244 


. .15513, 


15249. .15518, 15257 .. 15514 , 








15589. .15795, 15589 


. .15756, 


15591. .15776, 15791 .. 15907 , 








15812. .15904, 15841 


. .15906, 


15922. .15969, 16044.. 16076 






Seq. No. 


6955 




Seq. ID 


OJ990421_32.9919. 


C4 




Gene No. 


14630 




Strand 








Start 


21181 




End 


26799 






Name 


OJ990421 32. 9919. C4 


.ol.tc 


Method 


TBLASTX: Cress 






Start 


10516 




End 


13361 






GI 


none . 




Score 


220 






Exons 


10516. .10668, 10517 


. .10669, 


13049. .13099, 13050. .13094, 








13214. .13342, 13218 


. .13361 










Seq. No. 


6955 




Seq. ID 


OJ990421_32.9919. 


C4 




Gene No. 


14630 




Strand 








Start 


21181 




End 


26799 






Name 


OJ990421 32. 9919. C4 


,o3. ts 


Method 


TBLASTX : Soybean 






Start 


10516 




End 


13237 






GI 


none 




Score 


244 






Exons 


10516. .10680, 10517 


. .10678, 


13040. .13099, 13041. .13094, 




w 




w 13193.. 13237 










ry 


Seq. No. 


6955 




Seq. ID 


OJ990421_32.9919. 


C4 




Gene No. 


14630 




Strand 








Start 


21181 




End 


26799 






Name 


OJ990421 32. 9919. C4 


.o5.ts 


Method 


TBLASTX : Soybean 






Start 


13562 




End 


15357 




ru 


GI 


none 




Score 


176 






Exons 


13562. .13669, 13562 


. .13663, 


13667. .13699, 1524 1 .. 15312 , 








15249. .15320, 15313 


. .15357 










Seq. No. 


6955 




Seq. ID 


OJ990421_32.9919. 


C4 




Gene No. 


14630 




Strand 






: ™H 


Start 


21181 




End 


26799 




i :s t 


Name 


OJ990421 32. 9919. C4 


. 06 . tw 


Method 


TBLASTX: Wheat 




'! 33" 


Start 


18530 




End . 


18912 




f 3 


GI 


none 




Score . 


270 






Exons 


18530. .18817, 18538 


. .18816, 


18807. .18911, 18808. .18912 






Seq. No. 


6955 




Seq. ID 


OJ990421_32.9919. 


C4 




Gene No. 


14630 




Strand 








Start 


21181 




End 


26799 






Name 


OJ990421 32. 9919. C4 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


18530 




• End 


18817 






GI 


none 




Score 


315 






Exons 


18530. .18817, 18547 


. .18816 










Seq. No. 


6955 




Seq. ID 


OJ990421_32.9919. 


C4 




Gene No. 


14630 




Strand 








Start 


21181 




End 


26799 






Name 


OJ990421 32. 9919. C4 


.olO.tw 


Method 


TBLASTX: Wheat 






Start 


19288 




End 


19644 





7234 



GI ■ 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 128 

19288. .19488, 19516 .. 19644 , 19518 . ..19643 



6955 

14630 

21181 

OJ990421_32.9919.C4.ol0.tm 

19342 

none 

19342. .19524, 19525.. 19608 



Seq. ID OJ990421_32.9919.C4 
Strand 

End 26799 

Method TBLASTX : Mai ze 

End 19608 

Score 142 



.'Sis! 

rfi 



; Li 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6955 Seq. ID 

14630 Strand 

21181 End 

OJ990421_32. 9919.C4 .o5.np Method 

21181 End 

6721561 Score 

21181. .21946, 22029 



OJ990421_32.9919.C4 

26799 
AAT/NAP 
22508 
1153 



22087, 22157. .22354, 22440.. 22508 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421 32. 9919. C4 



6955 
14630 
21181 

OJ990421_32.9919.C4.o6.np 
21536 
6721558 

21536. .21769, 22421 .. 22545, 23247. .23346 
(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] ■ 



26799 
AAT/NAP 
23346 
272 



Seq. No. 


6955 


•Seq. ID 


OJ990421_32.9919. 


C4 


Gene No. 


14630 


Strand 






Start 


21181 


End 


26799 




Name 


OJ990421 32.9919.C4.o7.np 


Method 


AAT/NAP 




Start 


22569 


End 


25891 




GI 


6721512 


Score 


81 




Exons 


22569. .22619, 24054 .. 24157 , 


24185. .24276, 25798. .25891 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


6955 


Seq. ID 


OJ990421_32.9919. 


C4 


Gene No. 


14 630 


Strand 






Start 


21181 


End 


26799 




Name 


OJ990421 32.9919.C4.o8.np 


Method 


AAT/NAP 




Start 


24825 


End 


26556 




GI 


4726116 


Score 


280 




Exons 


24825. .25214, 26536.. 26556 








GI Descrip. 


(AC006436) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


6955 


Seq. ID 


OJ990421_32.9919. 


C4 


Gene No. 


14630 


Strand 






Start 


21181 


End 


26799 




Name 


OJ990421 32.9919.C4.o7.tw 


Method 


TBLASTX: Wheat 





7235 



Start 


24831 




End 


25209 




GI 


none 




Score 


103' 




Exons 


24831. .25208, 24864 


. .25208, 


24937.. 25209 




Seq. No. 


6955 




Seq. ID 


OJ990421_32.9919 


.C4 


belle L\\J • 






Strand 






Start 


21181 




End 


26799 




Name 


OJ990421 32. 9919. C4 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


24939 




End 


25205 




GI 


none 




Score 


59 




Exons 


24939. .25004, 24942 


. .25007, 


25044. .25205, 25045. .25197 




Seq. No. 


6955 




Seq. ID 


OJ990421_32.9919 


-C4 








Strand 






Start 


21181 




End 


26799 




Name 


OJ990421 32. 9919. C4 


. o4 . gs 


Method 


GEN SCAN 




Start 


25430 




End 


26799 




GI 


none 




Score 


.48 * 




Exons 


25430. .25467, 26734 


. .26799 








Seq. No. 


6955 




Seq. ID 


.OJ990421_32.9919 


.C4 


Gene No. 


14630 




Strand 






Start 


21181 




End 


26799 




Name 


OJ990421 32. 9919. C4 


. o4 . gp 


Method 


AAT/GAP 




Start 


25907 




End 


26287 





GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No.- 
rLJ Start 
i5 Name 

Start 

\* GI 

Exons 
I 5 * GI Descrip. 



Score 



646 



uC-osflcyp033a04bl 
25907. .26287 

'6016845/dbj IAP000570.1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



6956 
14631 
1 

OJ990421_32.9919.C5.o2.np 
1 

5091513 

1..33, 2319. .3115, 3859.-4469 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ990421_32.9919.C5 

Strand + 

End 4469 

Method AAT/NAP 

End 4469 

Score 1571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990421_32. 9919.C5 

Strand + 

End 4 4 69 

Method AAT/GAP 

End 1591 

Score 412 



6956 
14631 
1 

OJ990421_32.9919.C5.ol.gp 
656 

72524_1.R1084 
656. .688, 1276. .1591 

'5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



6956 
14632 
245 

OJ990421_32.9919.C5.ol.np 
245 

2213632 
245. .704 

(AC000103) F21J9.24 [Arabidopsis thaliana] 



Seq. ID OJ990421_32.9919.C5 
Strand 

End 752 

Method AAT/NAP 

End 704 

Score 468 



7236 




Qorr No 

tj C . l 1 ! W • 


6956 


Seq. ID 


OJ990421 32 9919 


C5 


Gene No. 


14 632 


Strand 






Start 


245 


End 


752 




Name 


OJ990421 32.9919.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


246 


End 


591 




GI 


none 


Score 


218 




Exons 


246. .590, 268. .591 










6956 


Seq. ID 


OJ990421 32 9919 


C5 


Gene No. 


14632 


Strand 






Start 


245 


End 


752 




Name 


OJ990421 32.9919.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


324 


End 


752 




GI 


none 


Score 


214 




Exons 


324. .752, 340. .744 








Seq. No. 


6957 


Seq. ID 


OJ990421_32. 9919. 


C6 


Gene No . 


14633 


Strand 


+ 




Start 


1 


End 


4282 




Name 


OJ990421 32.9919.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4282 




GI 


5091513 * ■ 


Score 


2251 




Exons 


1..1725, 1888. .2078, 2674. .2798, 2833. 


.3112, 4005. .4282 




GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




O C V_J • 111 KJ . 


6957 


Seq. ID 


OJ990421 32 9919 


C6 


Gene No. 


14633 


Strand 






Start 


1 


End 


4282 




Name 


OJ990421 32.9919.C6.ol.gs 


Method 


GENSCAN 




Start 


73 


End 


2865 




GI 


none 


Score 


•43 




Exons 


73.. 1926, 1981.. 2203, 2507.. 


2865 






Seq. No. 


6958 


Seq. ID 


OJ990421_32.9919. 


C7 


Gene No. 


14634 


Strand 


+ 




Start 


1 


End 


5393 




Name 


OJ990421 32.9919.C7.ol.np 


.Method 


AAT/NAP . 




Start . 


1 


End 


4285 




GI 


6016874 


Score 


468 




Exons 


1..44, 351. .510, 898. .1064, 


1263.. 1616, 2076.. 2290, 4264 




GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D2507 6 (R3116) correspond 


to 




region of the predicted gene 


. ; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






Sea No 


6958 


Seq. ID 


/ OJ990421_32.9919. 


C7 


Gene No. 


14634 


Strand 






Start 


1 


End 


5393 




Name 


OJ990421 32.9919.C7.ol.gs 


Method 


GENSCAN 




Start 


21 


End 


1522 




GI 


none r 


Score 


.92 




Exons 


21. .510, 1065. .1522 








Seq. No. 


6958 


Seq. ID 


OJ990421_32.9919. 


C7 


Gene No. 


14634 


Strand 


+ 




Start 


1 


End 


5393 




Name 


OJ990421 32.9919.C7.o2.gs 


Method 


GENSCAN 





7237 



Start 


4008 




End 


5393 


GI 


none 




Score 


.76 


Exons 


4008. .4051, 4228. 


.4306, 5229 


. .5328, 


5371. .5393 


Seq. No. 


6958 




Seq. ID OJ990421 


Gene No. 


14635 




Strand 


+ 


Start 


6250 




End 


16495 


Name 


OJ990421 32.9919. 


C7.ol.gp 


Method 


AAT/GAP 


Start 


6165 




End 


7291 


GI 


42382 1.R1084 




Score 


946 


Exons 


6165.. 6496, 7129. 


.7291 






GI Descrip. 


'3928088 3.0e-23 


(AC005770) 


putative 


peroxidase 



32. 9919. C7 



[Arabidopsis 



thaliana] 1 



Seq. No. 


6958 


Seq. ID 


OJ990421_32. 9919 


.C7 


Gene No. 


14635 


Strand 


+ 




Start 


6250 


End 


16495 




Name 


OJ990421 32.9919.C7.o3.gs 


Method 


GENSCAN 




Start 


6250 


End 


6575 




GI 


none 


Score... 


.95 




Exons 


6250.. 6496, 6559.. 6575' 








Seq. No. 


6958 


Seq. ID 


OJ990421_32.9919 


.C7 


Gene No. 


14635 


Strand 


+ . 




Start 


6250 


End 


16495 




Name 


OJ990421 32.9919.C7.o2.np 


Method 


AAT/NAP 




Start 


6271 


End 


9930 




GI 


575605 


Score 


656 




Exons 


6271.. 6496, 7129.. 7483, 9340 


..9473, 9655. .9930 




(~L T Hocrr "i ri 
VJ-L Uc ouJ *-\r ' 


( T}A J f\ fci^. \ ral""! ^m' p nornvi Haco 

\ L?** \J-*J j L>Cl i LLJll-Lw pel UAXUClOt? 


isozyme 


40K precursor [Nicotiana 




tabacum] 








Seq. No. 


6958 


Seq. ID 


OJ990421_32. 9919 


-C7 


Gene No. 


14635 


Strand 


+ 




Start 


6250 


End 


16495 




Name 


OJ990421 32.9919.C7.o4.gs 


Method 


GENSCAN 




Start 


7123. 


End 


16495 




GI . 


none 


Score 


.67 




Exons 


7123. .7483, 9340. .9464, 9634 


..9914, 11944. .12011, 12920 


. .12974, 




13209, .13336, 13603 .. 13745, 


14027. .14859, 14896. . 15195, 






15384. .15695, 15814 .. 16081, 


16160. .16495 




Seq. No. 


6958 


Seq. ID 


OJ990421 32.9919 


.C7 


Gene No. 


14636 


Strand 


+ 




Start 


18346 


End 


19558 




Name 


OJ990421 32.9919.C7.o6.gs 


Method 


GENSCAN 




Start 


18346 


End 


19558 




GI 


none 


Score 


.71 




Exons 


18346. .18384, 19136. .19558 








Seq. No. 


6958 


Seq. ID 


OJ990421_32.9919 


.C7 


Gene No. 


14637 


Strand 


+ 




Start 


28665 


End 


29046 




Name 


OJ990421 32.9919.C7.o2.gp 


Method 


AAT/GAP 




Start 


28665 


End 


29046 




GI 


uC-osflcyp033a04bl 


Score 


659 




Exons 


28665.. 29046 









7238 



GI Descrip. ' 1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 6958 Seq. ID 

Gene No. 14 638 Strand 

Start 17040 End 

Name OJ990421_32. 9919.C7 .oS.gs Method 

Start . 17040 End 

GI none Score 

Exons 17040. .17397, 17656.. 17810 



OJ990421_32.9919.C7 

17810 
GENSCAN 
17810 
.51 



Seq. No. 6958 

Gene No. 14639 

Start 20216 

Name OJ990421_32. 9919.C7 .o7 .gs 

Start 20216 

GI none 

Exons 20216. .20479, 21151 214 40, 
22196. .22561, 22670.. 23271 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_32. 9919.C7 

23271 
GENSCAN 
23271 
.67 



21442. .21635, 21750 .. 21884 , 



Seq. No. 


6958 




Seq. ID 


OJ990421_32. 9919. 


C7 


Gene No. 


14640 




Strand 






Start 


23447 




End 


30561 




Name 


OJ990421 32. 9919. CI. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


44 




End 


245 




GI 


none 




Score 


243 




Exons 


44 . .244, 45.-245 










Seq. No. 


6958 




Seq. ID 


OJ990421_32. 9919. 


C7 


Gene No. 


14640 




Strand 






Start 


23447 




End 


30561 




Name 


OJ990421 32. 9919. CI. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


252 




End 


568 




GI 


none 




Score 


80 




Exons 


252. .332, 342. .566, 


342. .560, 


347. .568 






Seq. No. 


6958 




Seq. ID 


OJ990421_32. 9919. 


C7 


Gene No. 


14640 




Strand 






Start 


23447 




End 


30561 




Name 


OJ990421 32. 9919. CI. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


765 




End 


1087 




GI 


none 




Score 


237 




Exons 


765. .1013, 786. .929, 


812. . 973 


, 1010. .1C 


187, 1018. .1062 





Seq. No. 


6958 








Seq. ID 


OJ990421_32. 9919. 


.CI 


Gene No. 


14640 








Strand 






Start 


23447 








End 


30561 




Name 


OJ990421 32. 


,9919 


.C7.o6, 


. tm 


Method 


TBLASTX: Maize 




Start 


1306 








End 


1552 




GI 


none 








Score 


243 




Exons 


1306. .1548, 


1310 


. .1552 










Seq. No. 


6958 








Seq. ID 


OJ990421_32. 9919. 


.CI 


Gene No. 


14640 








Strand 






Start 


23447 








End 


30561 




Name 


OJ990421 32. 


9919 


.C7.o2, 


.tm 


Method 


TBLASTX: Maize 




Start 


6352 








End 


9933 ' 





7239 




GI none Score 138 

Exons 6352. .6495,- 6371. .6496, 7120. .7167, 7171. .7371,- 7173. .7370, 

7396. .7512, 9658. .9933, 9745. .9930 





Spa No 


6958 




Seq. ID 


OJ990421_32.9919.C7 






14 640 




Strand 






Start 


23447 




End 


30561 




Name 


OJ990421 32 


9919 CI ol tc 


Method 


TBLASTX: Cress 




Start 


6371 " _ 




End 


9936 




GI 


none 




Score 


131 






6371 6496 


6385 6492 7066 


..7314, 7128. .7307, 7333. .7512 






9664. .9816, 


9826. .9936 








Sea No 


6958 




Seq. ID 


OJ990421_32.991?.C7 






14640 




Strand 






Start 


23447 




End 


30561 




Name 


OJ990421 32 


9919 CI ol t<5 


Method 


TBLASTX : Soybean 




Start 


6371 ~ 




End 


9936 




GI 


none 




Score 


131 




Exons 


6371. .6496, 


7066. .7308, 7128 


..7301, 7333. .7512, 9670. .9831, 






9832..9936 










O C V-^ . ViKJ 9 


6958 

U J JO 




Seq. ID 


OJ990421__32. 9919.C7 




f!or\0 No 


1 4 640 




Strand 




o 


S1"3 rt - 
O Lai t 


9^447 




End " 


30561 


i. E 






QQ1 Q CI o? tw 


Method 


TBLASTX: Wheat 


a est 




71 ?n — 




End 


7407 




GI 


none 




Score 


58 


1 Ls 

.:c~ 

i- c 


Exons 


7120. .7188, 


7128. .7187, 7164 


..7307, 7171. .7308, 7333. .7407 


7"] 


S*=»rr No 


6958 




Seq. ID 


OJ990421_32.9919.C7 




\-J 1 1 vJ LNU . 


14640 




Strand 






Start 


23447 




End 


30561 




Name 


OJ990421 32. 


9919.C7.o6.ts 


Method 


TBLASTX : Soybean 




Start 


19975 




End 


20224 




GI 


none 




Score 


52 




Exons 


19975. .20016, 19980 .. 20162, 


20053. .20160, 20159.. 20224 


ssst 


Spa No 


6958 




Seq. ID 


OJ990421_32.9919.C7 


it 


Cpnp No 


14640 




Strand 




: Sjj 
. gjS 


Start 


23447 




End 


30561 




Name 


OJ990421 32. 


9919.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


20001 




End 


20407 




GI 


none 




Score 


72 




Exons 


20001. .20165, 20035. .20163, 


20165. .20407 




Spa No 


6958 




Seq. ID 


OJ990421_32.9919.C7 




Hptip No 


14640 




Strand 






Start 


23447 




End 


30561 




Name 


OJ990421 32. 


9919.C7.o4.ts 


Method 


TBLASTX: Soybean 




Start 


20767 




End 


21048 




GI 


none 




Score 


65 




Exons 


20767. .20853 


, 20776. .21048 








Seq. No. 


6958 




Seq. ID 


OJ990421_32.9919.C7 




Gene No. 


14640 




Strand 






Start 


23447 




End 


30561 



7240 



Name 

Start 

GI 

Exons 



OJ990421_32 . 9919 .C7 . 08 . tm Method 

20797 End 

none • Score 

20797.. 21129 



TBLASTX: Maize 

21129 

190 



Seq. No. 


6958 






Seq. ID 


OJ990421_32.9919 


.C7 


Gene No. 


14640 






Strand 






Start 


23447 






End 


30561 ' 




Name 


OJ990421 32. 9919. C7 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


21455 






End . 


21829 




GI 


none 






Score 


78 




Exons 


21455. 


.21670, 21504 


. .21671, 


21692. .21829, 21696.. 21827 




Seq. No. 


6958 . 






Seq. ID 


OJ990421_32.9919 


.C7 


Gene No. 


14640 






Strand 






Start 


23447 






End 


30561 




Name 


OJ990421 32. 9919. C7 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


21993 






End 


22449 




GI 


none 






Score 


92 




Exons 


21993. 


.22124, 22010 


. .22129, 


22168. .22449, 22343.. 22411 





Seq. No. 


6958 




Seq. ID 


OJ990421_32.9919 


.C7 


Gene No. 


14640 




Strand 






Start 


23447 




End. 


30561 




Name 


OJ990421 32. 9919. C7. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


22138 




End 


22596 




GI 


none 




Score 


71 




Exons 


22138. .22596, 22139. 


.22288, 


22207. .22587, 22343.. 22594 




Seq. No. 


6958 




Seq. ID 


OJ990421_32.9919 


.C7 


Gene No. 


14640 




Strand 






Start 


23447 




End 


30561 




Name 


OJ990421 32. 9919. C7. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


22144 




End 


22464 




GI 


none 




Score 


189 




Exons 


22144. .22464 










Seq. No. 


6958 




Seq. ID 


OJ990421_32.9919 


.C7 


Gene No. 


14640 




Strand 






Start 


23447 




End 


30561 




Name 


OJ990421 32. 9919. C7. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


22465 




End 


22869 




GI 


none 




Score 


245 




Exons 


22465. .22809, 22465. 


.22818, 


22667. .22810, 22813 .. 22869, 






22837. .22869 










Seq. No. 


6958 




Seq. ID 


OJ990421_32.9919 


.C7 


Gene No. 


14640 




Strand 






Start 


23447 




End 


30561 




Name 


OJ990421 32. 9919. C7. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


22597 




End 


22815 • 




GI 


none 




Score 


155 




Exons 


22597. .22815, 22598. 


.22810 








Seq. No. 


6958 




Seq. ID 


OJ990421_32.9919 


.C7 


Gene No. 


14640 




Strand 






Start 


23447 




End 


30561 





7241 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990421_32. 9919 . C7 . o5 . ts 

22666 

none 

22666. .22800, 22807.. 23031 

6958 

14640 

23447 

OJ990421_32.9919.C7.o8.gs 

23447 

none 

23447. .24052, 24314 25030, 
26089. .26589, 27325.. 27675 

6958 

14640 

23447 

OJ990421_32.9919.C7.o7.ts 

23450 

none 

23450. .23779 



Method TBLASTX : Soybean 
End 23031 
Score 140 



Seq. ID OJ990421_32. 9919.C7 
Strand 

End 30561 

Method GENSCAN 

End 27675 

Score .55 
25412. .25594, 25720 .. 26037 , 



Seq. ID OJ990421_32. 9919.C7 
Strand 

End 30561 

Method TBLASTX : Soybean 

End 23779 

Score 191 



Seq. No. 
Gene No. 
Start 
! =f Name 
Cn Start 

I'll GI 
Q Exons 

;",5 GI Descrip. 

^ Seq. No. 

! LJ Gene No. 

» Start 

r *i Name 

H Start 

ll GI 

' ss= Exons 
. =t 

Q Seq. No. 
i'i Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6958 Seq. ID 

14640 Strand 

23447 End 

OJ990421_32 . 9919 . C7 . o5 . np Method 

27293 End 

5852180 Score 



OJ990421_32. 9919.C7 

30561 
AAT/NAP 
30561 
470 



27293. .27741, 27793 .. 27911, 28895 .. 28960, 30522. .30561 
(AL117265) zhbOOOlO.l [Oryza sativa] 



6959 Seq. ID 

14641 Strand 

183 End 

OJ99042 1_32 . 9919 . C8 . ol . gs Method 

183 End 

none Score 

183. .227, 290. .367 



6959 

14642 

1 

OJ990421_32 . 9919 . C8 . ol . np 
1 

6093743 



OJ990421_32. 9919/C8 
+ 

367 

GENSCAN 

367 

.89 



OJ990421 32. 9919. C8 



Seq. ID _ 
Strand 

End 7143 
Method AAT/NAP 
End 2832 
Score 138 
1..33, 683.. 939, 1055.. 1172, 2806.. 2832 

PECTINESTERASE PRECURSOR (PECTIN METHYLESTERASE) (PE) gi 1533256 
(L27101) pectinesterase [Petunia inflata] 



Seq. No. 6959 

Gene No. 14642 

Start 1 

Name OJ990421_32 . 9919 . C8 . o2 . gs 

Start 559 

GI none 

Exons 559.. 681, 724.. 867, 1161., 
5826. .7131 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_32.9919.C8 

7143 
GENSCAN 
7131 
.54 



.1544, 1656. .1689, 2648. .2880, 



7242 






6959 








Seq. ID 


OJ990421 32 . 9919.C8 


Gene No. 


14642 








Strand 




Start 


1 








End 


7143 


Name 


OJ990421 32. 


9919 


C8.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


1314 








End 


1610 


GI 


none 








Score 


209 


Exons 


1314 . .1610 












Seq. No. 


6959 








Seq. ID 


OJ990421_32.9919.C8 


Gene No. 


14642 








Strand 




Start 


1 








End 


7143 


Name 


OJ990421 32. 


9919 


C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1317 








End 


1623 


GI 


none . 








Score 


63 


Exons 


1317.. 1403, 


1320 


.1436, 


1416. 


.1613, 1444. .1623, 1483. .1614 



Seq. No. 6959 

Gene No. 14642 

Start 1 

Name OJ990421_32 . 9919 . C8 . ol . gp - 

Start 2435 

GI 15861_1.R1084 

Exons 2435.. 2880, 5826.. 6233 

GI Descrip. '3738309 2.0e-72 (AC005309) 
thaliana] * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_32.9919.C8 

7143 
AAT/GAP 
6233 
1557 



unknown protein [Arabidopsis 



rjj Seq. No. 

rg Gene No. 

j'l Start 

Name 

^ Start 

ru gi 

i 3 Exons 

I'l GI Descrip. 

, ; Seq. No. 

l sA Gene No. 

O Start 

I" 3 Name 

i»5 Start 

"'~ .GI 

Exons 



6959 
14642 
1 

OJ990421_32.9919.C8.o2.np 
2629 
3738309 
2629. .2880, 5826.-6824 

(AC005309) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990421_32.9919.C8 
Strand 

End 7143 

Method AAT/NAP 

End 6824 

Score 1120 



6959 Seq. ID 

14642 Strand 

1 End 

OJ990421_32.9919.C8.o2.tw Method 

2635 End 

none Score 



OJ990421_32.9919.C8 
7143 

TBLASTX: Wheat 

2882 

275 



2635. .2880, 2636. .2881, 2639. .2881, 2733.. 2882 



Seq. No. 6959 
Gene No. 14642 
Start 1 

Name OJ990421_32 . 9919 . C8 . ol . tc 

Start 2638 
GI none 

Exons 2638.. 2817, 2693.. 2812, 2785. 

5847. .6050, 5848. .6015, 5919. 
6087. .6155, 6165. .6317, 6324. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 32. 9919. C8 



7143 

TBLASTX: Cress 
6398 
102 

2904, 2849.. 2905, 5829.. 5855, 
6038, 6051. .6080, 6082. .6315, 
6398, 6325.. 6390 



Seq. No. 
Gene No. 
Start 



6959 

1*4642 

1 



Seq. ID 

Strand 

End 



OJ990421 32. 9919. C8 



7143 



7243 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990421_32.9919.C8 .o2.ts Method 
2638 End 
none Score 



TBLASTX: Soybean 

5909 

172 



2638. .2880, 2639. .2881, 2647. .2883, 5818. .5907, 5826. .5909 



6959 

14642 

1 

OJ990421_32 . 991 9 . C8 . o3 . tm 

2638 

none 

2638. .2877, 2639. .2878 



Seq. ID OJ990421_32.9919.C8 
Strand 

End 7143 

Method TBLASTX : Maize 

End 2878 

Score 239 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 

Seq. No. 

Gerie No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6959 

14642 

1 

OJ990421_32.9919.C8 .ol.tm 

5826 

none 

5826.. 6503, 5833.. 6492 

6959 

14642 

1 

OJ990421_32.9919.C8.ol.tw 

5829 

none 



Seq. ID OJ990421_32. 9919.C8 
Strand 

End 7143 

Method TBLASTX : Maize 

End 6503 

Score 754 



Seq. ID OJ990421_32. 9919.C8 
Strand 

End 7143 

Method TBLASTX : Wheat 

End 6212 

Score 51 



5829. .5870, 5829. .6209, 5830. .6210, 5919. .6212 



6959 

14642 

1 

OJ990421_32.9919.C8.ol.ts 

5910 

none 



Seq. ID OJ990421_32. 9919.C8 
Strand 

End 7143 
Method TBLASTX : Soybean 
End 6833 
Score 61 

5910. .5972, 5958. .6032, 5961 6023, 6024 .. 6155, 6061. .6162, 
6147. .6329, 6172. .6315, 6262. .6534, 6333. .6533, 6705. .6833 



6959 

14642 

1 

OJ990421_32.9919.C8.o4.tm 

6696 

none 

6696. .6866, 6697. .6867 



Seq. ID OJ990421_32.9919.C8 
Strand 

End 7143 

Method TBLASTX: Maize 

End 6867 

Score 171 



Seq. No. 6959 

Gene No. 14642 

Start 1 

Name OJ990421_32 . 9919 . C8 . o2 . gp 

Start 6764 

GI LIB3477-002-P1-K1-F10 

Exons 6764.. 7143 

GI Descrip. * 2739368 2 . Oe-54 (AC002505) cyclin-like protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990421_32. 9919.C8 
Strand 

End 7143 

Method AAT/GAP 

End 7143 

Score . 740 



Seq. No. 



6960 



Seq. ID OJ990421_32. 9919. C10 



7244 






Gene No. 


14643 


Strand 


+ 






Start 


1 


End 


1334 






Name 


OJ990421 32.9919.C10.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1334 






GI 


5852180 


Score 


396 






Exons 


1..429, 1141. .1334 










GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


6960 


Seq. ID 


OJ990421_32. 9919. 


C10 




Gene No . 


14644 


Strand 








Start 


172 


End 


377 






Name 


OJ990421 32.9919.C10.ol.gs 


Method 


GENSCAN 






Start 


172 


End 


377 






GI 


none 


Score 


.61 






Exons 


172. .377 










Seq. No. 


6961 


Seq. ID 


OJ990421_32.. 9919. 


C13 




Gene No . 


14645 


Strand 


+ 






Start 


214 


End 


278 






Name 


OJ990421 32.9919.C13.ol.gs 


Method 


GENSCAN 






Start 


214 


End 


278 






GI 


none 


Score 


.7 






Exons 


214. .278 










Seq. No. 


6961 


Seq. ID 


OJ990421_32. 9919. 


C13 




Gene No. 


14646 


Strand 


+ 






Start 


346 


End 


450 




! J e 


Name 


OJ990421 32.9919.C13.o2.np 


Method 


AAT/NAP 






Start 


346 


End 


450 ..- 






GI 


6721561 


Score 


68 






Exons 


346. .450 










GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region 


of the 






predicted gene.; hypothetical protein 


[Oryza sativa] 





gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


6961 


Seq. ID 


OJ990421_ 


_32.9919 


.C13 


Gene No. 


14647 


Strand 








Start • 


224 


End 


698 






Name 


OJ990421 32.9919.C13.ol.np 


• Method 


■AAT/NAP 






Start 


224 


End 


698 






GI 


4680183 


Score 


125 






Exons 


224. .313, 654. .698 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


6962 


Seq. ID 


OJ990421_ 


_32.9919 


.C14 


Gene No. 


14648 


Strand 


+ 






Start 


84 


End 


691 






Name 


OJ990421 32.9919.C14.ol.np 


Method 


AAT/NAP 






Start 


' 84 


End 


691 






GI 


106322 


Score 


453 






Exons 


84. .691 










GI Descrip. 


hypothetical, protein (L1H 3 


1 region) - 


human 






Seq. No. 


6963 


Seq. ID 


OJ990421_ 


32.9919 


.C15 


Gene No. 


14649 


Strand 









7245 



□ 



Q 



Start 


9 


End 


285 








Name 


OJ990421 32.9919.C15.ol.gs 


Method 


GENS CAN 








Start 


9 


End 


285 








GI 


none 


Score 


.47 








Exons 


9. .136, 169. .285 












Seq. No. 


6964 


Seq. ID 


OJ990421_ 


_29. 


9923 


.CI 


Cpnp No 


14650 


Strand 










Start * ' 


62 


End 


221 








Name 


OJ990421 29.9923.Cl.ol.gs 


Method 


GENSCAN 








Start 


62 


End 


221 








GI 


none 


Score 


.9 








Exons 


62. .221 












Seq. No. 


6965 


Seq. ID 


OJ990421 


_29. 


9923 


.C2 




14651 


Strand 










Start 


223 


End 


516 








Name 


OJ990421 29.9923.C2.ol.gp 


Method 


AAT/GAP 








Start 


223 


End 


516 








GI 


none 


Score 


548 








Exons 


223. .516 












Seq. No. 


6966 


Seq. ID 


OJ990421_ 


_29. 


9923 


.C3 




14652 


Strand 










Start 


101 


End 


587 








Name 


OJ990421 29.9923. C3.ol.gs 


Method 


GENSCAN . 








Start 


101 


End 


587 








GI 


none 


Score 


.9 








Exons 


101. .289, 465. .587 












Seq. No. 


6967 


Seq. ID 


OJ990421_ 


_29. 


9923 


.C5 


Gene No. 


14653 


Strand 


+ 








Start 


1 


End 


2976 








Name 


OJ990421 29.9923.C5.o4.np 


Method 


AAT/NAP 








Start 


1 


End 


2976 








GI 


5902445 


Score 


1069 








Exons 


1..64, 1803. .2976 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


6967 


Seq. ID 


OJ990421_ 


_29. 


9923 


.C5 


Gene No. 


14653 


Strand 


+ 








Start 


1 


End 


2976 








Name 


OJ990421 29.9923.C5.ol.np 


Method 


•AAT/NAP 








Start 


221 


End 


303 








GI 


6630699 


Score 


83 








Exons 


221. .303 












GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 









gi| 6721536 | dbj |BAA8 9566.1| 
[Oryza sativa] 

Seq. No. 6967 

Gene No. 14 653 

Start 1 

Name OJ990421_29. 9923 . C5 . o2 . np 

Start 430 

GI 6539570 

Exons 430.. 666 



(AP001073) hypothetical protein 



Seq. ID 

Strand' 

End 

Method 

End 

Score 



OJ990421_29, 
+ 

2976 
AAT/NAP 
666 
186 



9923. C5 



7246 



GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 



Seq. No. 6967 Seq. ID 

Gene No. 14 654 Strand 

Start 6818 End 

Name OJ990421_29 . 9923 . C5 . ol . gp Method 

Start 6818 End 

GI uC-osflcyp033a04bl Score 

Exons 6818.. 7199 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



OJ990421_29. 9923.C5 
+ 

7199 
AAT/GAP 
7199 
663 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6967 
14655 
1 

OJ990421_29.9923.C5.o3.np 
1 

6721512 



3017 
AAT/NAP 
3017 
78 

1..35, 1182. .1283, 1311. .1402, 2979. .3017 
(AP001072) hypothetical protein [Oryza sativa]' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 29. 9923. C5 



6967 
14656 
4739 

OJ990421_29.9923.C5.o5.np 
4739 
5852180 



11649 
AAT/NAP 
11649 
592 

4739. .4775, 5485. .5897, 5949. .6067, 7048. .7104, 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 29. 9923. C5 



11615. .11649 



6967 Seq. ID OJ990421_29 . 9923 .C5 

14656 Strand 

4739 End 11649 

OJ990421_29 . 9923 . C5 . o2 . gp Method AAT/GAP 

8196 End 8764 

4879016 Score 864 

8196.. 8764 

604 17 5 7 /gb | AC011806 . 1 | AGO 118 06 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



9880.. 9938, 10009 



Seq. No. 6967 
Gene No. 14656 
Start 4739 

Name OJ990421_29 . 9923 . C5 . 06 . np 

Start 9052 
GI 6721561 
Exons 9052.. 9799, 

GI Descrip. (AP001073) EST 

predicted gene 

gi|6815086|dbj 

corresponds to 

protein [Oryza 

Seq. No. 6967 
Gene No. 14656 
Start 4739 



Seq. ID OJ990421_29. 9923.C5 
Strand 

End 11649 

Method AAT/NAP 

End 107 62 

Score 906 

..10191, 10693.. 10762 



AU082058 (C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C12976) 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. ID' 

Strand 

End 



OJ990421 29. 9923. C5 



11649 



7247 




Name 


OJ990421 29.9923.C5.o3. 


gp 


Method 


AAT/GAP 






Start 


9500 




End 


10035 






GI 


none 




Score 


691 






Exons 


9500.. 9799, 9880.. 9938, 


10009 


. .10035 








Seq. No. 


6967 




Seq. ID 


OJ990421 


_29.9923 


.C5 


Gene No. 


14656 




Strand 








Start 


4739 




End 


11649 






Name 


OJ990421 29.9923.C5.o7. 


np 


Method 


AAT/NAP 






Start 


10469 




End 


11221 






GI 


6907089 




Score 


283 






Exons 


10469. .11221 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


6967 




Seq. ID 


OJ990421 


_29.9923 


.C5 




14 657 




Strand 








Start 


11861 




End 


13750 






Name 


OJ990421 29.9923.C5.ol. 


■j-rn 

UiLL 


Method 


TBLASTX: 


Maize 




Start 


1856 




End 


2160 






GI 


none 




Score 


204 






Exons 


1856. .2083, 1873. .2085, 




.2160, 2088.. 2159 






Seq. No. 


6967 




Seq. ID 


OJ990421 


_29. 9923 


.C5 




14 657 




Strand 








Start 


11861 




End 


13750 






Name 


OJ990421 29.9923.C5.o2. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


1856 




End 


2238 






GI 


none 




Score 


178 






Exons 


1856. .2083, 1864. .2052, 


2085. 


.2237, 2086.. 2238 






Seq. No. 


6967 




Seq. ID 


OJ990421 


_29. 9923 


.C5 


Gene No. 


14657 




Strand 








Start 


118 61 




End 


13750 






Name 


OJ990421 29.9923.C5.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


2362 




End 


2967 






GI 


none 




Score 


275 






Exons 


2362. .2766, 2376. .2444, 


2511. 


.2618, 2659.. 2811, 


2836. .2967, 




2844..2966 












Seq. No. 


6967 




Seq. ID 


OJ990421 


_29.9923 


.C5 


Gene No. 


14657 




Strand 








Start 


11861 




End 


13750 






Name 


OJ990421 29.9923.C5.o8. 


np 


Method 


AAT/NAP 






Start 


11861 




End 


13750 






GI 


6721512 




Score 


70 






Exons 


11861. .12016, 12044. .12135, 13728.. 13750 






GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


6968 




Seq. ID 


OJ990421 


_29.9923 


.C6 




14658 




Strand 








Start 


2127 




End 


3114 






Name 


OJ990421 29.9923.C6.ol. 


gs 


Method 


GENSCAN 






Start 


2127 




End' 


3114 






GI 


none 




Score 


.58 






Exons 


2127. .2462, 2784. .2821, 


2930. 


.3114 








Seq. No. 


6969 




Seq. ID 


OJ990421 


_29.9923 


.C7 



7248 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14659 Strand 
884 End 
OJ990421_29.9923.C7.ol.gs Method 
884 End 
none Score 
884. .910, 956. .1083, 1248. .1565 



+ 

1565 
GENSCAN 
1565 
.81 



Seq. ID OJ990421_29.9923.C8 

Strand + 

End 1995 

Method GENSCAN 

End 1995 

Score .55 



6970 
14660 
77 

OJ990421_29.9923.C8.ol.gs 
77 

none 

77. .214, 1927. .1995 

6970 
14661 
7274 

OJ990421_29.9923.C8.ol.np 
7274 
6539570 

7274.. 7463, 7639.-7736, 9.511. 
(AP000836) hypothetical protein [Oryza sativa] 



Seq. ID OJ990421_29.9923.C8 

Strand + 

End 9599 

Method AAT/NAP 

End 9599 

Score 158 
.9599 



6970 

14662 

5639 

OJ990421_29.9923.C8.,o2.gs 

5639 

none 

5639.. 5969, 6785.. 6870 

6970 

14663 

7310 

OJ990421_29.9923.C8.o3.gs 

7310 

none 

7310. .7442, 7635. .7690 



Seq. ID- OJ990421_29.9923.C8 
Strand 

End 6870 

Method GENSCAN 

End 6870 

Score .66 



Seq. ID OJ990421_29.9923.C8 
Strand 

End 7690 

Method GENSCAN 

End 7690 

Score .68 



6971 
14664 
67 

OJ990421_29.9923.Cll.ol.gp 
67 

5816518 
67. .172 

4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID OJ990421_29.9923.C11 

Strand + 

End 172 

Method AAT/GAP 

End 172 

Score 154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6971 

14665 

1828 

OJ990421_29.9923.Cll.ol.gs 

1828 

none 

1828.. 1961, 2097.. 2226 



Seq. ID OJ990421_29.9923.C11 

Strand + 

End 2226 

Method GENSCAN 

End 2226 

Score .41 



7249 





6971 








Seq. ID 


OJ990421 


29'. 


9923 


.Cll 


Gene No. 


,14666 








Strand 


+ 








Start 


8147 








End 


9154 








Name 


OJ990421 29. 


9923. 


Cll.o3 


gs 


Method 


GEN SCAN 








Start 


8147 








End 


9154 








GI 


none 








Score 


. 64 








Exons 


8147. .8198, 


9051. 


.9154 
















6971 








Seq. ID 


OJ990421 


29. 


9923 


.Cll 


Gene No. 


14667 








Strand 


+ 








Start 


14891 








End 


15421 








Name 


OJ990421 29. 


9923. 


Cll.o5. 


gs 


Method 


GENSCAN 








Start 


14891 








End 


15421 








GI 


none 








Score 


.72 








Exons 


14891. .15421 
















Seq. No. 


6971 








Seq. ID 


OJ990421 


29. 


9923 


.Cll 


Gene No. 


14668 








Strand 


+ 








Start 


16120 








End 


16720 








Name 


OJ990421 29. 


9923. 


Cll.06 


gs 


Method 


GENSCAN 








Start 


16120 








End 


16720 








GI 


none 








Score 


.56 








Exons 


16120. .16247 


, 16307. .16470, 


16566. .16720 








Seq. No. 


6971 








Seq. ID 


OJ990421 


_29. 


9923 


.Cll 


Cpnp No 


14669 








Strand 










Start 


1632 








End 


6787 








Name 


OJ990421 29. 


9923. 


Cll.ol 


np 


Method 


AAT/NAP 








Start 


1632 








End 


5213 








GI 


5091513 








Score 


1550 








Exons 


1632. .1823, 


2586. 


.2725, 


2851 


..3954, 4691. .5213 








GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


6971 








Seq. ID 


OJ990421 


_29. 


9923 


.Cll 


f2pnA NO 


14669 








Strand 










Start 


1632 








End 


6787 








Name 


OJ990421 29. 


9923. 


Cll.o2 


gs 


Method 


GENSCAN 








Start 


2342 








End 


6787 








GI 


none 








Score 


.6 








Exons 


2342. .2560, 


2565. 


.2625, 


2664 


..2754, 2779. .3613, 


3653. .3935, 




4887. .5124, 


5803. 


.5880, 


6727 


. .6787 










Seq. No. 


6971 








Seq. ID 


OJ990421 


_29. 


9923 


.Cll 


Gene No. 


14669 








Strand 










Start 


1632 








End 


6787 








Name 


OJ990421 29. 


9923. 


Cll.o2. 


gp 


Method 


AAT/GAP 








Start 


6449 








End 


6556 








GI 


5816518 








Score 


155 









Exons 6449.. 6556 

GI Descrip.- 4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 6971 Seq. ID 

Gene No. 14670 Strand 

Start 12467 End 

Name OJ990421_29 . 9923 . Cll . o4 . gs Method 



OJ990421_29. 9923. Cll 

13629 
GENSCAN 



7250 






Start 


12467 


End 


13629 




GI 


none 


Score 


.47 




Exons 


124 67. .12588, 13194. .13341, 


13579. .13629 




Seq. No. 


6971 


Seq. ID 


OJ990421_29. 9923-C11 




Gene No . 


14671 


Strand 






Start 


17841 


End 


18071 




Name 


OJ990421 29. 9923.Cll.o7.gs 


.Method 


GEN SCAN 




Start 


17841 


End 


18071 




GI 


none 


Score 


.8 




Exons 


17841. .18006, 18034. .18071 








Seq. No. 


6972 


Seq. ID 


OJ990421_29. 9923.C12 




Gene No. 


14672 


Strand 


+ 




Start 


358 


End 


639 




Name 


OJ990421 29.9923.C12.ol.gs 


Method 


GEN SCAN 




Start 


358 


End 


639 




GI 


none 


Score 


.8 




. Exons 


358. .639 








Seq. No. 


6972 


Seq. ID 


OJ990421_29.9923.C12 




Gene No. 


14673 


Strand 


+ 


,e is. 


Start 


1614 


End 


7082 


Name 


OJ990421 29.9923.C12.o2.gs 


Method 


GEN SCAN 


; ^ 

EC? 


Start 


1614 


End 


7082 




GI 


none 


Score 


.48 


Hi 


Exons 


1614. .1733, 1780. .1836, 2094 


..2178, 4367. .4464, 4470. .4703, 






4900. .4948, 6784. .7082 






; - t 


Seq. No. 


6972 


Seq. ID 


OJ990421_29.9923.C12 


^ j 


Gene No. 


14673 


Strand 


+ 




Start 


1614 


End 


7082 




Name 


OJ990421 29.9923.C12.ol.np 


Method 


AAT/NAP 




Start 


1849 


End 


5745 


□ 


GI 


6063554 


Score 


460 




Exons 


1849. .1883, 3991. .4268, 4386 


..4608, 4925. .4952, 5571. .5745 


jasr 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 


•'fee? 




correspond to a region of the predicted gene.; hypothetical 


■s e$ 




protein [Oryza sativa] 






J 


Seq. No. 


6972 


- Seq. ID 


OJ990421_29. 9923.C12 




Gene No. 


14673 


Strand 


+ 




Start 


1614 


End 


7082 




Name 


OJ990421 29.9923.C12.ol.gp 


Method 


AAT/GAP 




Start 


5155 


End 


5585 




GI 


2428185 


Score 


748 




Exons 


5155. .5585 








GI Descrip. 


5852170/emb|AL117265.1 IOST17804 1.0e-177 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :t 17804 




Seq. No. 


6972 


Seq. ID 


OJ990421_29. 9923.C12 




Gene No. 


14673 


Strand 


+ 




Start 


1614 


End 


7082 




Name 


OJ990421 29.9923.C12.o2.np 


Method 


AAT/NAP 




Start 


5196 


End 


6733 




GI 


5032266 


Score 


137 




Exons 


5196.. 5228, 6413.. 6733 







7251 



GI Descrip. 



(AF147265) similar to Arabidopsis thaliana putative En/Spm 
transposon protein (GB: AC005396) 



Seq. No. 


6972 


Seq. ID 


OJ990421_29.9923.C12 


Gene No. 


14673 


Strand 


+ 


Start 


1614 


End 


7082 


Name 


OJ990421 29.9923.C12.o2.gp 


Method 


AAT/GAP 


Start 


6134 


End 


6446 


GI 


61605 3.R1084 


Score 


444 


Exons 


6134.. 6446 






GI Descrip. 


, 1402920/emb |CAA66965| 2.0e-20 (X98321) 


peroxidase [Arabidop; 




f ha 1 i Ana 1 1 






Seq. No. 


6972 


Seq. ID 


OJ990421_29. 9923.C12 


Gene No. 


14674 


Strand - 


+ 


Start 


8208 


End 


11330 


Name 


OJ990421 29.9923.C12.ol.ts 


Method 


TBLASTX: Soybean 


Start 


6433 • 


End 


6757 


GI 


none 


Score 


82 


Exons 


6433. .6474, 6474. .6710, 6479. 


.6757, 6487:. 6699 


Seq. No. 


6972 


Seq. ID 


OJ990421_29. 9923.C12 


Gene No. 


14674 


Strand 


+ 


Start 


8208 


End 


11330 


Name 


OJ990421 29.9923.C12.o3.gs 


Method 


GENSCAN 


Start 


8208 


End 


11330 


GI 


none 


Score 


.64 


Exons 


8208.. 8285, 9161. .9265, 9286. 


.9501, 9546. .9767, 10761. .11330 


Seq. No. 


6973 


Seq. ID 


OJ990421_29.. 9923. C13 


Gene No. 


14675 


Strand 


+ 


Start 


2592 


End 


15757 


Name 


OJ990421 29.9923.C13.o4.np 


Method 


AAT/NAP 


Start 


2592 


End 


15757 


GI 


5902444 


Score 


973 


Exons 


2592.. 2748, 13232 13396, 13814 15338 , 


15588. .15757 


GI Descrip. 


• (AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


6973 


Seq. ID 


OJ990421_29. 9923. C13 


Gene No. 


14675 


Strand 


+ 


Start 


2592 


End 


15757 


Name 


OJ990421 29.9923.C13.o3.np 


Method 


AAT/NAP 


Start 


3492 


End 


11080 


GI 


6691191 


Score 


573 


Exons 


3492.. 3547, 7061.. 7739, 11053 


. .11080 




GI Descrip. 


(AC007534) F7F22.15 [Arabidopsis thaliana] 


Seq. No. 


6973 


Seq. ID 


OJ990421_29. 9923.C13 


Gene No. 


14675 


Strand 


+ 


Start 


2592 


End 


15757 


Name 


OJ990421 29.9923.C13.o5.np 


Method 


AAT/NAP 


Start 


13669 


End 


15355 


GI 


6498441 


Score 


503 


Exons 


13669. .14637, 14905. .15355 






GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



7252 



Seq. No. 


6973 








Seq. ID 


OJ990421 


29 . 9923 .C13 


Gene No. 


14676 








Strand 






Start 


2028 








End 


5635 




Name 


OJ990421" 29. 


9923 


C13.ol 


np 


Method 


AAT/NAP 




Start 


2028 








End 


5635 




GI 


4539452 








Score 


1469 




Exons 


2028. .4275, 


5538 


.5635 










GI Descrip. 


(AL04 9500) putative phosphoribosylanthranilate 


transferase 




[Arabidopsis 


thaliana] 










Seq. No. 


6973 








Seq. ID 


OJ990421 


_29.9923.C13 


Gene No. 


14 677 








Strand 






Start 


6493 








End 


8398 




Name 


OJ990421 29. 


9923 


C13.o2 


gs 


Method 


"GENSCAN 




Start 


6493 








End 


8398 




GI 


none 








Score 


.49 




Exons 


6493. .6615, 


6697 


.6791, 


6969. 


.7122, 7634.. 7747, 


8312 . . 8398 


Seq. No. 


6973 








Seq. ID 


OJ990421 


_29. 9923. C13 


Gene No. 


14678 








Strand 






Start 


± 4 *± U / 








End 


16535 




Name 


OJ990421 29. 


9923 


C13 . ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1983 








End 


2898 




GI 


none 








Score 


65 




Exons 


1983. .2102, 


2094 


. 2591, 


2098. 


.2244, 2430.. 2489, 


2598. .2672, 




2599.-2688, 


2688 


.2897, 


2689. 


.2736, 2773.. 2898 




Seq. No. 


6973 








Seq. ID 


OJ990421 


_29.9923.C13 


Gene No . 


J. *± u / o 








Strand 






Start 


14407 








End 


16535 




Name 


OJ990421 29. 


9923 


.C13.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2025 








End 


2768 




GI 


none 








Score 


84 




Exons 


2025. .2102, 


2094 


. .2591, 


2098. 


.2244, 2433. .2573, 


2598 . .2660, 




2605. .2658, 


2688 


. . 2768, 


2689. 


.2730 






Seq. No. 


6973 








Seq. ID 


OJ990421 


_29.9923.C13 


Gene No. 


1 4 678 

J. 1 \J / o 








Strand 






Start 


14407 








End 


16535 




Name 


OJ990421 29. 


9923 


.C13.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2145 








End 


2672 




GI 


none 








Score 


120 




Exons 


2145. .2591, 


2148 


. .2489, 


2598. 


.2672 






Seq. No. 


6973 








Seq. ID 


OJ990421 


_29. 9923. €13 


Gene No . 


14678 








Strand 






Start 


14407 








End 


16535 




Name 


OJ990421 29. 


9923 


C13.o2 


tc 


Method 


TBLASTX: 


Cress 


Start 


2742 








End 


3350 




GI 


none 








Score 


50 




Exons 


2742. .2822, 


2785 


.2823, 


2832. 


.2999, 2836.. 3000, 


3030. .3173, 




3030. .3188, 


3034 


.3189, 


3201. 


.3350 






Seq. No. 


6973 








Seq. ID 


OJ990421 


_29.9923.C13 


Gene No. 


14678 








Strand 






Start 


14407 








End 


16535 





7253 



Name 

Start 

GI 

Exons 



OJ990421_29.9923.C13.o2.tm 

2770 

none 

2770. .3000, 2775. .3002, 2805. 
3030. .3143, 3034. .3141 



Method TBLASTX: Maize 
End 3143 
Score 127 

.3020, 3022. .3141, 3030. .3140, 



Seq. No. 6973 

Gene No. 14678 

Start 14407 

Name OJ990421_29 . 9923 . C13 . o2 . tw 

Start 2800 

GI none 

Exons 2800.. 3000, 2804.. 2965, 2805. 
3034. .3180 



Seq. ID OJ990421_29.9923.C13 
Strand 

End 16535 

Method TBLASTX : Wheat 

End 3180 

Score 125 

.2999, 3030. .3173, 3030. .3179, 



Seq. No. 6973 

Gene No. 14678 

Start 14407 

Name OJ990421_29 . 9923 . C13 . o3 . ts 

Start 2919 

GI none 

Exons 2919.. 3002, 2935.. 3000, 3030. 



Seq. ID OJ990421_29.9923.C13 
Strand 

End 16535 

Method TBLASTX : Soybean 

End 3203 

Score 60 

.3179, 3030.. 3203, 3034.. 3189 



ry 



Seq. No. 6973 

Gene No. 14678 

Start 14407 

Name • OJ990421_29 . 9923 .C13 . o3 . tm 

Start 3796 

GI none 

Exons 3796.. 3843, 3853.. 3906, 3856. 

4093. .4158, 4097. .4159, 4160. 



Seq. ID OJ990421_29. 9923.C13 
Strand 

End 16535 

Method TBLASTX : Mai ze 

End 4204 

Score 4 4 

.3906, 3910.. 4098, 3919.. 4065, 
.4204 



"•4 



Seq. No. 6973 

Gene No. 14 67 8 

Start 14407 

Name OJ990421_29 . 9923 . C13 . o4 . ts 

Start 3940 

GI none 

Exons 3940.. 4098, 3941.. 4015, 4093. 
4162. .4239 



Seq. ID OJ990421_29.9923.C13 
Strand 

End 16535 

Method TBLASTX : Soybean 

End 4239 ' 

Score 51 

.4158, 4094. .4159, 4160. .4237, 



Seq. No. 6973 

Gene No. 14678 

Start 14407 

Name OJ990421_29 . 9923 . C13 . o3 . tc 

Start 4021 

GI none 

Exons 4021.. 4098, 4093.. 4158, 4094, 
4161. .4271, 4162. .4275 



Seq. ID OJ990421_29.9923.C13 
Strand 

End 16535 

Method TBLASTX : Cress 

End 4275 

Score 61 

.4159, 4157. .4270, 4160. .4270, 



Seq. No. 6973 

Gene No. 14678 

Start 14407 

Name OJ990421_29 . 9923 . C13 . ol . tw 

Start 7282 

GI none 

Exons 7282.. 7686, 7285.. 7656 



Seq. ID OJ990421_29.9923.C13 
Strand 

End 16535 

Method TBLASTX : Wheat 

End 7 68 6 

Score 396 



7254 



Seq. No. 


6973 


Seq. ID 


OJ990421 29.9923 


.C13 


Gene No. 


14678 


Strand 






Start 


14407 


End- 


16535 




Name 


OJ990421 29. 9923.C13.o2. ts 


Method 


TBLASTX : Soybean 




Start 


7282 


End 


7704 




GI 


none 


Score 


391 




Exons 


7282. .7704, 7378. .7695 








Seq. No.. 


6973 


Seq. ID 


OJ990421_29.9923 


.C13 


Gene No . 


14678 


Strand 






Start 


14407 


End 


16535 




Name 


OJ990421 29. 9923.C13.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


13816 


End 


14208 




GI 


none 


Score 


56 




Exons 


13816. . 13860, 138 61. .13974, 


13863. .13922, 13948 .. 14208 , 






13980. . 14153 








Seq. No. 


6973 


Seq. ID 


OJ990421_29.9923 


.C13 


Gene No. 


14678 


Strand 






Start 


14407 


End 


16535 




Name 


OJ990421 29.9923.C13.o4.tm 


Method 


TBLASTX: Maize 




Start 


13834 


End 


14094 




GI 


none 


Score 


192 




Exons 


13834. .14094 








Seq. No. 


6973 


Seq. ID 


OJ990421_29.9923 


.C13 


Gene No. 


14678 


Strand 






Start 


14407 


End 


16535 




Name 


OJ990421 29.9923.C13.o6.np 


Method 


AAT/NAP 




Start 


14407 


End 


16469 




GI 


6721561 


Score 


68 




Exons 


14407. .14429, 16383. .16469 








GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region 


of 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi| 6815086 | dbj |BAA90372.1| 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region of the predicted gene.; hypothetica 




protein [Oryza sativa] 








Seq. No. 


6973 


Seq. ID 


OJ990421_29.9923 


-C13 


Gene No . 


14678 


Strand 






Start 


14407 


End 


16535 




Name 


OJ990421 29.9923.C13.o3.tw 


Method 


TBLASTX: Wheat 




Start 


14842 


End 


16535 




GI 


none 


Score 


141 




Exons 


14842. .15024, 14850 .. 15023, 


15061. .15297, 15066. .15248, 






15097. .15276, 16410.. 16535 








Seq. No. 


6973 


Seq. ID 


OJ990421_29.9923 


.C13 


Gene No. 


14678 


Strand 






Start 


14407 


End 


16535 




Name 


OJ990421 29.9923.C13.o5.tw 


Method 


TBLASTX: Wheat 




Start 


15413 


End 


15619 




GI 


none 


Score 


178 




Exons 


15413. .15619, 15427. .15579 








Seq. No. 


6974 


Seq. ID 


OJ990421_29.9923 


-C14 



7255 



Gene No. 


14679 


Strand 


+ 






OLai L 


1 


End 


8091 






Name 


OJ990421 29.9923.C14.o3.np 


Method 


AAT/NAP 






Start 


1 


End 


8091 






GI 


4680183 


Score 


173 






Exons 


1.-25, 7411. .7481, 8002. .8091 










GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


6974 


Seq. ID 


OJ990421_ 


29.9923 


.C14 


Gene No. 


14680 


Strand 


+ 






C +- -j 

blail 


8783 


End 


13007 






Name 


OJ990421 29.9923.C14.o2.gs 


Method 


GENSCAN 






Start 


8783 


End 


13007 






GI 


none 


Score 


.75 






Exons 


8783.-8933, 9069.. 9224, 9251. 


.9800, 10325.. 10672 


:, 10793 


. .10907, 




11608. .11936, 11941. .12091, 12882.. 13007 






Seq. No. 


Ml A * ' 

O? / 4 


Seq. ID 


OJ990421_ 


29. 9923 


.C14 


Gene No. 


14 DOU ■ 


Strand 


+ 






o u ai l. 


O / O J 


End 


13007 






Name 


OJ990421 29.9923.C14.o4.np 


Method 


AAT/NAP 






Start. 


10268 


End 


12171 






GI 




Score 


1424 






Exons 


109fift i nQQO 10RQ9 19171 










GI Descrip. 




[Oryza sativa] 






Seq. No. 




Seq. ID 


OJ990421_ 


29.9923 


.C14 


Gene No. 


1 d fift 1 


Strand 








btart 


1 Q 


End 


7969 






Name 


OJ990421 29.9923.C14.ol.gs 


Method 


GENSCAN 






Start 


19 


End 


7969 






GI 


none 


Score 


.82 






Exons 


19. .136, 280. .538, 1123. .1574 


, 1890.. 


1957, 2194. 


.5279, 






5412. .5546, 5729.-5744, 5811. 


.6018, 6146. .6737, 


7865. .7969 


Seq. No. 


6974 


Seq. ID 


OJ990421_ 


29. 9923 


.C14 


Gene No. 


14681 


Strand 










19 


End 


7969 






Name 


OJ990421 29.9923.C14.ol.np 


Method 


AAT/NAP 






Start 


988 


End 


5546 






GI 


4680179 


Score 


7397 






Exons 


988. .5546 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa , 


subsp. indica] 




Seq. No. 


6974 


Seq. ID 


OJ990421_ 


29. 9923 


.C14 


Gene No. 


14681 


Strand 








Start 


19 


End 


7969 






Name 


OJ990421 29.9923.C14.o2.np 


Method 


AAT/NAP 






Start 


5807 


End - 


6671 






GI 


5042448 


Score 


1235 






Exons 


5807. .6671 











GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



6974 

14682 

10286 



Seq. ID OJ990421_29. 9923.C14 
Strand 

End 18008 



7256 




Name 


OJ990421 29. 


9923 


.C14 .06 


.tw 


Method 


TBLASTX: Wheat 




Start 


1033 








End 


1365 




GI 


none 








Score 


58 




Exons 


1033. .1365, 


1151 


. .1273, 


1258. 


.1338 






Seq. No. 


6974 








Seq. ID 


OJ990421_29. 9923 


.C14 


Ronp No 


14682 








Strand 






Start 


10286 








End 


18008 




Name 


OJ990421 29. 


9923 


.C14.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1213 








End 


1808 




GI 


none 








Score 


259 




Exons 


1213. .1638, 


1238 


. .1639, 


1647. 


.1808, 1654. .1800 




Seq. No. 


6974 








Seq. ID 


OJ990421_29.9923 


.C14 


Gene No. ' 


14682 








Strand 






Start 


10286 








End 


18008 




Name 


OJ990421 29. 


9923 


.C14.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1366 








End 


11643 




GI 


none 








Score 


189 




Exons 


1366. .1635, 


1367 


. . 1639, 


1641. 


.1841, 1641. .1988, 1642. .1986, 




11488. .11643 












Seq. No'. 


6974 








Seq. ID 


OJ990421_29.9923 


.C14 


fipnp No 


14 682 








Strand 






Start 


10286 








End 


18008 




Name 


OJ990421 29. 


9923 


.C14.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1857 








End 


2147 




GI 


none 








Score 


241 . 




Exons 


18S7 2147 


1861 


. .2133 










Seq. No. 


6974 








Seq. ID 


OJ990421_29.9923 


.C14 


Gene No . 


14682 








Strand 






Start 


10286 








End 


18008 




Name 


OJ990421 29. 


9923 


.C14.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1947 








End 


2207 




GI 


none 








Score 


142 




Exons 


1947. .2207, 


1948 


. .2202 










Seq. No. 


6974 








Seq. ID 


OJ990421_29.9923 


.C14 


Gene No. 


14682 








Strand 






Start 


10286 








End 


18008 




Name 


OJ990421 29. 


9923 


.C14.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1995 








End 


11317 




GI 


none 








Score 


224 




Exons 


1995. .2474, 


1996 


. .2250, 


2028. 


.2441, 11201. .11317 




Seq. No. 


6974 








Seq. ID 


OJ990421_29.9923 


.C14 


Gene No . 


14682 








Strand 






Start 


10286 








End 


18008 




Name 


OJ990421 29. 


9923 


.C14.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2478 








End 


2987 




GI 


none 








Score 


361 




Exons 


2478. .2987, 


2569 


. .2985 










Seq. No. 


6974 








Seq. ID 


OJ990421_29.9923 


.C14 


Gene No. 


14682 








Strand 






Start 


10286 








End 


18008 





7257 




Name 


OJ990421 29. 


9923 


.C14.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2557 








End 


2916 


GI 


none 








Score 


262 


Exons 


2557. .2862, 


2562 


. .2915, 


2569. 


.2916 




Seq. No. 


6974 








Seq. ID 


OJ990421_29. 9923.C14 


Gene No . 


14682 








Strand 




Start 


10286 








End 


18008 


Name 


OJ990421 29. 


9923 


.C14 .o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


2736 








End 


2981 


GI 


none 








Score 


79 


Exons 


2736. .2981, 


2737 


. .2976 








Seq. No. 


6974 








Seq. ID 


OJ990421_29. 9923.C14 


Gene No . 


14682 








Strand 




Start 


10286 








End 


18008 


Name 


OJ990421 29. 


9923 


.C14 .o5 


. tm 


Method 


TBLASTX: Maize 


Start 


2916 








End 


3269 


GI 


none 








Score 


110 


Exons 


2916. .3269, ' 


2917 


. .3201 








Seq. No. 


6974 








Seq. ID 


OJ990421_29. 9923.C14 


Gene No . 


14682 








Strand 




Start 


10286 








End 


18008 


Name 


OJ990421 29. 


9923 


.C14.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


2988 








End 


8726 


GI 


none 








Score 


214 


Exons 


2988. .3269, 


2989 


. .3270, 


3132. 


.3290, 3200.. 3289, 8634.-8726 


Seq. No. 


6974 








Seq. .ID 


OJ990421_29.9923.C14 


Gene No. 


14682 








Strand 




Start 


10286 








End . 


18008 


Name 


OJ990421 29. 


9923 


.C14.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3003 








End 


3398 


GI 


none 








Score 


130 


Exons 


3003. .3362, 


3004 


. .3261, 


3132. 


.3362, 3313.. 3366, 3366.. 3398, 




3367. .3396 












Seq. No. 


6974 








Seq. ID 


OJ990421_29.9923.C14 


Gene No . 


14682 








Strand 




Start 


10286 








End 


18008 


Name 


OJ990421 29. 


9923 


.C14.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


3315 








End 


3752 


GI 


none 








Score 


345 


Exons 


3315. .3752 












Seq. No. 


6974 








Seq. ID 


OJ990421_2 9. 9923.C14 


Gene No . 


14682 








Strand 




Start 


10286 








End 


18008 


Name 


OJ990421 29. 


9923 


.C14.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


3339 








End 


3821 


GI 


none 








Score 


259 


Exons 


3339. .3821, 


3382 


.'.3717 








Seq. No. 


6974 








Seq. ID 


OJ990421_29. 9923.C14 


Gene No. 


14682 








Strand 




Start 


. 10286 








End 


18008. 



7258 



Name 

Start 

GI 

Exons 



0 J99042 1_2 9 . 9923 . C14 . o9 . tw Method TBLASTX : Wheat 
3975 End 4397 

none Score 106 

3975. .4145, 3985. .4140, 4206. .4397, 4232. .4348, 4252. .4350, 
4254; .4364 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



6974 

14682 

10286 

OJ990421_29.9923.C14.o7.tm 

4743 

none 



Seq. ID OJ990421_29.9923.C14 
Strand 

End 18008 

Method TBLASTX : Mai ze 

End 5039 

Score 4 6 



4743.. 5039, 4755.. 4811, 4852.. 5022 



Seq. No, 

Gene No, 

Start 

Name 

■Start 

Gjl . 

Exons 



6974 

14682 

10286 

OJ990421_29.9923.C14.o7.tw 

4920- 

none 



Seq. ID OJ990421_29.9923.C14 
Strand 

End 18008 

Method TBLASTX : Wheat 

End 5280 

Score 65 



4920. .5066, 4920. .5279, 4921. .5154, 5179. .5280 



Seq. ID OJ990421_29.'9923.C14 
Strand 

End 18008 

Method TBLASTX: Wheat 

End 10685 

Score 113 

102721 .10373, 10328. . 10363, 1041 6 .. 10685, 10451.. 10492 



Seq. No. 6974 

Gene^No. 14 682 

Start 10286 

Name OJ990421_29. 9923.C14 .ol0. tw 

Start 10272 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6974 

14682 

10286 

OJ990421_29.9923.C14.o5.np 

10286 

5042463 



Seq. ID OJ990421_29.9923.C14 
Strand 

End 18008 

Method AAT/NAP 

End 14205 

Score 163 



10286. .10330, 12815. .12929, 1298 1 .. 13115, 13779.. 14205 
(AC007789) unknown protein [Oryza sativa] 



Seq. No. 6974 

Gene No. 14 682 

Start 10286 

Name OJ990421_29 . 9923 . C14 . 06 . tm 

Start 11055 

GI none 
Exons 



Seq. ID OJ990421_29.9923.C14 
Strand 

End 18008 

Method TBLASTX : Maize 

..End 11359 

Score 137 



11055. .11207, 11072. .11203, 11201 .. 11359, 11206.. 11346 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6974 

14682 

10286 

OJ990421_29.9923.C14.o8.tw 

11644 

none 



Seq. ID OJ990421_29.9923.C14 
Strand 

End 18008 

Method TBLASTX : Wheat 

End 12162 

Score 250 



11644. .12006, 11703. .11810, 12031.. 12162 



Seq. No. 
Gene No. 



6974 
14682 



Seq. ID OJ990421_29.9923.C14 
Strand 



7259 



Start 
Name 
Start 
GI 

Exons 



10286 End 

OJ990421_29 . 9923 . C14 . 08 . tm Method 

11776 End 

none Score 
11776. .12039 



18008 

TBLASTX: Maize 

12039 

185 



ru 

Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6974 Seq. ID 

14 682 Strand 
10286 End 18008 

OJ990421_29 . 9923 . C14 . o7 . np Method AAT/NAP 
13506 End 18008 

6907089 Score 279 

13506. .13555, 14144 .. 14187, 16973 .. 17637 , 17925 
(AP001129) hypothetical protein [Oryza sativa] 



OJ990421 29.9923.C14 



18008 



6974 Seq. ID 

14682 Strand 
10286 End 
OJ990421_29 . 9923 . C14 . o3 . gs Method 
14354 End 
none Score 

14354. .145.31, 14 940. . 15122, 

16225. .16574, 16836.. 17598 



OJ990421_29.9923.C14 

18008 
GENSCAN 
17598 
.73 

15380. .15531, 15733. .15984, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421 29.9923.C14 



18008 
AAT/NAP 
17343 
446 



6974 
14682 
10286 

OJ990421_29.9923.C14.o6.np 
15248 
6721561 

15248. .16009, 16082 .. 16140, 16225 .. 16418, 17275.. 
(AP001073) EST AU082058 (C12976) corresponds to a 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



.17343 
region 



of the 



e? 


Seq. No. 


6975 






Seq. ID 


OJ990421 


^3 


Gene No. 


14683 






Strand 


+ 


cf 
& 


Start 


53 






End 


789 


J 


Name 


OJ990421 29.9923.C16. 


.ol. 


.gs 


Method 


GENSCAN 




Start 


53 






End 


789 




GI 


none 






Score 


.44 




Exons 


53. .116, 770. .789 












Seq. No. 


6976 






Seq. ID 


OJ990421 




Gene No. 


14684 






Strand 






Start 


453 






End 


836 




Name 


OJ990421 29.9923.C17, 


,ol. 


■ gp 


Method 


AAT/GAP 




Start 


453 






End 


836 




GI 


LIB3432-059-P1-K1-D8 






Score 


526 




Exons 


453. .836 











GI Descrip. 



Seq. No. 
Gene No. 



'5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ■ 



6977 
14685 



Seq. ID OJ990421_29.9923.C18 
Strand + 



7260 



Start 
Name 
Start 
GI 

Exons 



413 End 554 

OJ990421_2 9 . 9923 . C18 . ol . gs Method GENSCAN 

413 ' End 554 

none Score .73 
413. .554 



Seq. No. 6978 

Gene No. 14686 

Start 560 

Name OJ990421_29 . 9923 .C20 . ol . gs 

Start 560 

GI none 

Exons 560 . . 651 



Seq. ID OJ990421__29.9923.C20 

Strand + 

End 651 

Method GENSCAN 

End 651 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

□ Seq. No. 

Gene No. 
:IS Start 

Name 
* y Start 
Q GI 
! ; J Exons 

Seq. No. 

! y Gene No. 

* & Start 

£j Name 

^ Start 

U GI 

[ » Exons 

j ;3 Seq. No. 
Q Gene No. 

Start 

Name 

Start 

GI 

Exons 



6979 
14687 
1 

OJ990501_21.9922.Cl.ol.np 
1 

4514635 
1. .589 

(AB021175) root cap protein' 1 [Zea mays] 



Seq. ID OJ990501_21.9922.C1 
Strand 

701 

AAT/NAP 
589 
730 



End 

Method 

End 

Score 



6979 

14687 

1 

OJ990501_21.9922.Cl.ol.tc 
9 

none 



Seq. ID OJ990501_21.9922.C1 
Strand 

End 701 

Method TBLASTX : Cress 

End 575 

Score 93 



9. .179, 28. .183, 255. .422, 277. .420, 504. .524, 531. .575 



6979 

14687 

1 

OJ990501_21.9922.Cl.o2.ts 
9 

none 

9. .194, 28. .186 

6979 

14687 

1 

OJ990501_21.9922.Cl.ol.gs 

15 

none 
15. .589 



Seq. ID OJ990501_21.9922.C1 
Strand 

End 701 

Method TBLASTX : Soybean 

End 194 

Score 86 



Seq. ID OJ990501_21.9922.C1 
Strand 

End 701 . 

Method GENSCAN 

End 589 

Score 1 



Seq. No. 6979 

Gene No. 14687 

Start 1 

Name OJ990501_21 . 9922 . CI . ol . ts 

Start 315 

GI none 

Exons 315.. 524, 337.. 492, 525.. 575 



Seq. ID OJ990501_21.9922.C1 
Strand 

End 701 

Method TBLASTX : Soybean 

End 575 

Score 92 



Seq. No. 
Gene No. 



6979 
14687 



Seq. ID OJ990501_21.9922.C1 
Strand 



7261 



Li, 



Start 


1 


End 


701 


Name 


OJ990501 21.9922.Cl.ol.gp 


Method 


AAT/GAP 


Start 


410 


End 


589 


GI 


uC-osrocyp015e08bl 


Score 


358 


Exons 


410. .589 






GI Descrip. 


, 5902181/gb|AAD01211.2| 1 . 0e- 


30 (AF005050) aspartyl 




aminopeptidase [Homo sapiens] 


i 




Seq. No. 


6979 


Seq. ID 


OJ990501_21.9922.Ci 


fianp No 


14687 


Strand 


- 


Start 


1 


End 


701 


Name 


OJ990501 21.9922.Cl.ol.tm 


Lit; L11UU 




Start 


417 


End 


597 


GI 


none 


Score 


88 


Exons 


417. .596, 418. .492, 544. .597 






Seq. No.. 


6979 


Seq. ID 


OJ990501_21.9922.C1 


Gene No . 


14687 


Strand 


- 


Start 


1 


End 


701 


Name 


OJ990501 21.9922.Cl.ol.tw 


Method 


TBLASTX: Wheat 


Start 


456 


End 


701 


GI 


none 


Score 


45 


Exons 


456. .599, 457. .492, 544. .600, 


678. .701 




Seq. No. 


6980 


Seq. ID 


OJ990501_21.9922.C2 


Gene No. 


14688 


Strand 


+ 


Start 


183 


End 


10340 


Name 


OJ990501 21.9922.C2.ol.gs 


Method 


GENS CAN 


Start 


183 


End 


10340 


GI 


none 


Score 


.79 


Exons 


183. .652, 929. .1068, 1122. .1233, 3382.. 


3561, 5022.. 5102, 




5638.-5759, 6615. .7471, 8404. 


.8645, 8855. .8948, 9054. .9224, 




9520.. 9697, 9733.. 10340 






Seq. No. 


6980 


Seq. ID 


OJ990501_21.9922.C2 


Gene No. 


14688 


Strand 


+ 


Start 


183 


End 


10340. 


Name 


OJ990501 21.9922.C2.ol.gp 


Method 


AAT/GAP 


Start 


977 


End 


3790 


GI 


33042 1.R1084 


Score 


1131 


Exons 


977. .1069, 2540. .2591, 3021.. 


3060, 3141 


...3225, 3382.. 3790 


GI Descrip. 


1 60068 92/gb|AAF00667. 1 |AC008153_19 2 . Oe 


;-57 (AC008153) unknown 




protein [Arabidopsis thaliana] 1 




Seq. No. 


6980 


Seq. ID 


OJ990501_21.9922.C2 


Gene No. 


14688 


Strand 


+ 


Start 


183 


End 


10340 


Name 


OJ990501 21.9922.C2.ol.np 


Method 


AAT/NAP 


Start 


2494 


End 


3562 


GI 


6006892 


Score 


449 


Exons 


2494.. 2591, 3021.. 3060, 3141. 


.3225, 3382.. 3562 


GI Descrip. 


(AC008153) unknown protein [Arabidopsis 


i thaliana] 


Seq. No. 


6980 


Seq. ID 


OJ990501_21. 9922 .C2 


Gene No. 


14688 


Strand 


+ 


Start 


183 


End 


10340 


Name 


OJ990501 21.9922.C2.o2.np 


Method 


AAT/NAP 



7262 



Start 6752 End 9254 

GI 3342242 Score 1854 

Exons 6752.. 7471, 8158. .8320, 8408.. 8645, 8855.. 8948, 9054.. 9254 

GI Descrip. (AF030421) cell wall invertase; beta-f ructof uranosidase; 
fructosidase [Triticum aestivum] 



Seq. No. 6980 Seq. ID 

Gene No. 14689 Strand 

Start 15584 End 

Name OJ990501_21 . 9922 . C2 . o3.. gs Method 

Start 15584 End 

GI none Score 

Exons 15584. .16067, 16080.. 17074 



OJ990501_21.9922.C2 
+ 

17074 
GENSCAN 
17074 
.99 



Seq. No. 6980 Seq. ID 

■Gene No. 14690 Strand 

Start 11308 End 

Name OJ990501_21 . 9922 . C2 . o2 . gs Method 

Start 11308 End 

GI none Score 

Exons 11308. .11636, 11966.. 12056 



OJ990501_21.9922.C2 

12056 
GENSCAN 
12056 
.64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990501_21. 9922.C2 



6980 
14691 
15657 

OJ990501_21.9922.C2.o3.np 
15657 
4678208 
15657.. 17179 

(AC007134) putative sugar transporter [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



17179 
AAT/NAP 
17179 
1461 



r! 5 



Seq. No. 6980 
Gene No. 14 692 

Start 17962 

Name OJ990501_21 . 9922 . C2 . o5 . tm 

Start 2540 
GI none 

Exons 2540.. 2590, 2541.. 2591, 2560. 

3130. .3228, 3137. .3229, 3382, 
3780. .3818 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2607, 
.3564, 



OJ990501 21. 9922. C2 



18304 

TBLASTX: Maize 
3818 
71 

3003. .3059, 3020. .3058, 
3383. .3565, 3619. .3675, 



Seq. No. 6980 

Gene No. 14692 

Start 17962 

Name OJ990501_21 . 9922 . C2 . o4 . ts 

Start 2541 

GI none 

Exons 2541. .2591, 
3383. .3568, 



3003.. 3059, 3020, 
3391. .3564 



Seq. ID OJ990501_21.9922.C2 
Strand 

End 18304 

Method TBLASTX : Soybean 

End 35 68 

Score 72 

.3055, 3130.. 3225, 3137.. 3229, 



Seq. No. 6980 

Gene No. 14692 

Start 17962 

Name OJ990501_21 . 9922 . C2 . 06 . tc 

Start 2-541 

GI none 

Exons 2541.. 2591, 3003.. 3092, 3130. 



Seq. ID OJ990501_21.9922.C2 
Strand 

End 18304 

Method TBLASTX: Cress 

End 3568 

Score 73 

.3228, 3137.. 3229, 3398.. 3442, 



7263 



3439.-3564, 3440.. 3568 



Seq. No. 


6980 










Seq. ID 


OJ990501_21.9922.C2 


Gene No. 


14692 










Strand 




Start 


17962 










End 


18304 


Name 


OJ990501 21. 


9922. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5588 










End 


9247 


GI 


none 










Score 


44 


Exons 


5588. , 


,5632, 


5648 . 


. 5758, 


5649. 


.5756, 5650.. 5757, 6613.. 7476, 




6614. , 


,7471, 


6825. 


.7472, 


7330. 


.7473, 8 


151.. 8318, 8152.. 8319, 




8400. . 


,8528, 


8401 . 


. 8529, 


8402. 


.8545, 8 


526. .8720, 8527. .8628 




8596. . 


,8655, 


8847 . 


.8933, 


8855. 


.8926, 9053.. 9136, 9054.. 9137 




9080. , 


,9247, 


9081 . 


. 9230 








Seq. No. 


6980 










Seq. ID 


OJ990501_21.9922.C2 


Gene No. 


14692 










Strand 




Start 


17962 










End 


18304 


Name . 


OJ990501 21. 


9922. 


C2.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5588 










End 


9247 


GI 


none 










Score 


44 


Exons 


5588 . . 


.5632, 


5648 . 


.5758, 


5649. 


.5756, 5650.. 5757, 6613.. 7476 




6614. . 


.7471, 


7330. 


.7473, 


8151. 


.8318, 8152. .8319, 8400. .8528 




8401. . 


,8529, 


8526. 


. 8720, 


8527. 


.8628, 8 


596. .8655, 8847. .8933 




' 8855., 


,8926, 


9053. 


. 9136, 


9054. 


.9137, 9080.. 9247, 9081.. 9230 


Seq. No. 


6980 










Seq. ID 


OJ990501_21.-9922.C2 


Gene No. 


14692 










Strand 




Start 


17962 










End 


18304 


Name 


OJ990501 21. 


9922. 


C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5693 










End 


9230- 


GI 


none 










Score 


93 


Exons 


5693. , 


,5758, 


6608. 


. 6727, 


6610. 


.6948, 6614.. 6946, 6956.. 7201 




6974. . 


.7159, 


7220. 


.7246, 


7253. 


.7306, 7261. .7467, 7337. .7468, 




8152. . 


.8256, 


8160. 


. 8255, 


8401. 


.8469, 8476. .8610, 8508. .8591 




8587. , 


.8655, 


9053. 


. 9121, 


9054 . 


.9230 




Seq. No. 


6980 










Seq. ID 


OJ990501_21.9922.C2 


Gene No. 


14692 










Strand 




Start 


17962 










End 


18304 


Name 


OJ990501 21. 


9922. 


C2.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5717 










End - 


6838 


GI 


none 










-'Score 


60 


Exons 


5717. . 


,5758, 


6610. 


. 6684, 


6614 . 


.6685, 6679... 6837, 6680.. 6838 


Seq. No. 


6980 










Seq. ID 


OJ990501_21.9922.C2 


Gene No. 


14692 










Strand 




Start 


17962 










End 


18304 


Name 


OJ990501 21. 


9922. 


C2.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


9887 










End 


10316 


GI 


none 










Score 


259 


Exons 


9887. . 


10042, 


9888 


. .10316 






Seq. No. 


6980 










Seq. ID 


OJ990501_21.9922.C2 


Gene No. 


14692 










Strand 




Start 


17962 










End 


18304 


Name 


OJ990501 21. 


9922. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


15719 










End 


16610 



7264 




GI 


none 




Score 


68 




Exons 


15719. .15796, 15719. 


.16030, 


15798. .16028, 16058 .. 16393, 






16059. .16394, 16397. 


.16609, 


16398. .16610 




Seq. No. 


6980 




Seq. ID 


OJ990501 21.9922 


.C2 


f^pnp No. 


14692 




Strand 






Start 


17962 




End 


18304 




Name 


OJ990501 21. 9922. C2. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


15719 




End 


15940 




GI 


. none 




Score 


257 




Exons 


15719. .15940 










Seq. No. 


6980 




Seq. ID 


OJ990501_21. 9922 


.C2 


Cpne No . 


14692 




Strand 






Start 


17962 




End 


18304 




Name 


OJ990501 21. 9922. C2. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


15731 




End 


17053 




GI 


none 




Score 


391 




Exons 


15731. .16378, 15798. 


.16379, 


16385. . 17053, 16386. .17039 




Seq. No. 


6980 




Seq. ID 


OJ990501_21.9922 


.C2 


fianp No 


14692 




Strand 






Start 


17962 




End 


18304 




Name 


OJ990501 21. 9922. C2. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


. 16214 




End 


16672 




GI 


none 




Score 


143 




Exons 


16214. .16672, 16239. 


.16442, 


16403. .16555, 16512.. 16625 




Seq. No. 


6980 




Seq. ID 


OJ990501_21.9922 


.C2 


W d 1 & I* \J • 


14692 




Strand 






Start 


17962 




End 


18304 




Name 


OJ990501 21. 9922. C2. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


16398 




End 


16682 




GI 


none 




Score 


198 




Exons 


16398. .16682, 16400. 


.16681 








Seq.- No. 


6980 




Seq. ID 


OJ990501_21.9922 


.C2 


Qpnp No 


14692 




Strand 






Start 


17962 




End 


18304 




Name 


OJ990501 21. 9922. C2. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


16610 




End 


17053 




GI 


none 




Score 


393 




Exons 


16610. .17053, 16611. 


.17039 








Seq. No. 


6980 




Seq. ID 


OJ990501_21.9922 


.C2 


Gene No . 


14692 




Strand 






Start 


17962 




End 


18304 




Name 


OJ990501 21. 9922. C2. 


o5. tc 


Method 


TBLASTX: Cress 




Start 


16794 




End 


17039 




GI 


none 




Score 


152 




Exons 


16794. .17039, 16796. 


.17038 








Seq. No. 


6980 




Seq. iD 


OJ990501_21.9922 


.C2 


Gene No. 


14692 




Strand 






Start 


17962 




End 


18304 




Name 


OJ990501 21. 9922. C2. 


o2.gp 


Method 


AAT/GAP 




Start 


17741 




End ■ 


18152 





7265 




GI 4716889 Score 502 

Exons 17741.. 18152 

GI Descrip. 2529662 8.0e-16- (AC002535) putative small nuclear 

ribonucleoprotein, Sm D2 [Arabidopsis thaliana] >gi_3738278 
(AC005309) putative small nuclear ribonucleoprotein, Sm D2 
[Arabidopsis thaliana] 



Seq. No. 


6980 




Seq. ID 


OJ990501 


_21.9922 


.C2 


Gene No. 


14692 




Strand 








Start 


17962 




End 


18304 






Name 


OJ990501 21. 9922. C2. 


o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


17959 




End 


18278 






GI 


none 




Score 


202 






Exons 


17959. .18075, 17960. 


. 18079, 


17960. .18079, 17961 


. . 18080, 






17961. .18080, 18135. 


. 18278, 


18168. .18275 






Seq. No. 


6980 




Seq. ID 


OJ990501 


_21.9922 


.C2 


Gene No. 


14692 




Strand 








Start 


17962 




End 


18304 






Name 


OJ990501 21. 9922. C2. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


17959 




End 


18276 






GI 


none 




Score 


202 






Exons 


17959. .18075, 17960. 


.18079,' 


17961. .18080, 17962 


. . 18081/ 






18168. .18275, 18169. 


.18276 










Seq. No. 


6980 




Seq. ID 


OJ990501 


_21.9922 


.C2 


Gene No. 


14692 




Strand 








Start 


17962 




End 


18304 






Name 


OJ990501 21. 9922. C2. 


o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


17960 




End 


18282 






GI 


none 




Score 


174 






Exons 


17960. .18079, 17962. 


.18075, 


18147. .18278, 18168 


. .18275, 






18169. .18279, 18169. 


.18282 










Seq. No. 


6980 




Seq. ID 


OJ990501 


_21.9922 


.C2 


Gene No. 


14692 




Strand 




- 




Start 


17962 




End 


18304 






Name 


OJ990501 21. 9922. C2; 


o3 . tc 


Method 


TBLASTX : 


Cress 




Start 


17962 




End 


1830.4 






GI 


none 




Score 


167 






Exons 


17962. .18075, 17963. 


.18079, 


17970. .18080, 18135 


. . 18278, 






18168. .18275, 18169. 


.18279, 


18170. .18304 






Seq. No. 


6980 




Seq. ID 


OJ990501 


_21.9922 


.C2 


Gene No. 


14692 




Strand 








Start 


- 17962 




End 


18304 






Name 


OJ990501 21. 9922. C2. 


o4 .gs 


Method 


GENS CAN 






Start 


17962 




End 


18275 






GI 


none 




Score 


.99 






Exons 


17962. .18078, 18171. 


.18275 










Seq. No. 


6980 




Seq. ID 


OJ990501 


__21.9922 


.C2 


Gene No. 


14692 




Strand 








Start 


17962 




End 


18304 






Name 


OJ990501 21. 9922. C2. 


o4 . np 


Method 


AAT/NAP 






Start 


17965 




End 


18275 






GI 


3738278 




Score 


303 







7266 



Exons 

GI • Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17965. .18078, 18171 .. 18275 

(AC005309) putative small nuclear ribonucleoprotein D2 
[Arabidopsis thaliana] 



Seq. ID OJ990501_21. 9922.C3 

Strand + 

End 2301 

Method AAT/NAP 

End 2301 

Score 251 



6981 
14693 
1 

OJ990501_21 . 9922 . C3 . ol . np 
1 

3548810 

1..152, 262. .656, 2251. .2301 

(AC005313) putative chloroplast nucleoid DNA binding protein 
[Arabidopsis thaliana] 



Seq. No. 6981 Seq. ID 

Gene No. 14 694 Strand 

Start 3257 End 

Name OJ990501_21 . 9922 . C3 . ol . ts Method 

Start 267 End 

GI none . Score 
Exons 



OJ990501_21. 9922.C3 
+ 

8512 

TBLASTX: Soybean 

653 

68 



267.. 305, 315.. 422, 453.. 530, 591.. 653 



Seq. No. 
Ii3 Gene No. 
ij Start 
pFi Name 
jlii Start 

Exons 

;j Seq. No. 

i=fi Gene No. 

; ' Start 

^ Name 

O Start 

'"•-4 GI ' 

Exons 



6981 Seq. ID 

14694 Strand 

3257 End 

OJ990501_21 . 9922 .C3.ol . tc Method 

270 End 

none Score 

270. .305, 315. .422, 456. .653 

6981 Seq. ID 

14694 Strand 

3257 End 
OJ990501_21.9922.C3.o4.tm Method 

270 End 

none Score 

270. .305, 315. .422, 435. .644, 473. .643 



OJ990501_21.9922.C3 
+ 

8512 

TBLASTX: Cress 

653 

48 



OJ990501_21. 9922.C3 
+ 

8512 

TBLASTX: Maize 

644 

51 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6981 

14694 

3257 

OJ990501_21.9922.C3.o2.np 

2787 

3135269 



Seq. ID OJ990501_21.9922.C3 

Strand + 

End 8512 

Method AAT/NAP 

End 8512 

Score 316 



2787. .2854, 3247. .3563, 3647. .3898, 4558. .4796, 4988. .5180, 
5423.. 6191, 6295.. 6364, 6462.. 6511, 6610.. 6708, 8196.. 8229, 
8448. .8512 

(AC003058) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990501_21.9922.C3 

Strand + 

End 8512 

Method GENSCAN 

End 8485 

Score . 68 

.4809, 5004. .5180, 5426. .5643, 



6981 
14694 
3257 

OJ990501_21. 9922.C3.o2.gs 
3257 
none 

3257. .3477, 3647. .3887, 4508. 
5878.. 6190, 6270.. 6343, 6462.. 6524, 6620.. .6708, 7030.. 7677, 



7267 



8411. .8485 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6981 

14694 

3257 

OJ990501_21.9922.C3.o3.tm 

5423 

none 



Seq. ID OJ990501_21.9922.C3 

Strand + 

End 8512 

Method TBLASTX : Mai ze 

End 5675 

Score 130 



5423. .5509, 5424. .5657, 5425. .5514, 5430. .5516, 5505. .5675, 
5513. .5674 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6981 

14694 

3257 

OJ990501_21.9922.C3.o2.tm 

6084 

none 



Seq. ID OJ990501_21.9922.C3 

Strand + 

End 8512 

Method TBLASTX : Mai ze 

End 6747 

Score 62 



6084. .6158, 6087. .6146, 6146. .6190, 6147. .6188, 6258.-6365, 
6268.-6366, 6459. .6524, 6462. .6527, 6618. .6746, 6619. .6711, 
6619. .6747 



Seq. No. 6981 Seq. ID 

Gene No. 14694 Strand 

Start 3257 End 

Name OJ990501_21 . 9922 . C3 . ol . tm Method 

Start 7256 End 

GI none Score 
Exons 



OJ990501_21.9922.C3 
+ 

8512 

TBLASTX: Maize 

8488 - 

100 



7256. .7393, 7258. .7377, 7262. .7393, 7275. .7400, 7398. .7679, 
7403. .7675, 7409. .7696, 7420. .7680, 8411. .8488, 8411. .8488 



V 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6982 

14695 

1 

OJ990501_21.9922.C4.ol.np 
1 

3135269 



Seq. ID OJ990501_21. 9922.C4 

Strand + 

End 5700 

Method AAT/NAP 

End . 204 9 

Score 163 



1..42, 595. .675, 1062. .1403, 1471. .1734, 1772. .2049 
(AC003058) unknown protein [Arabidopsis thaliana] 



6982 

14695 

1 

OJ990501_21.9922.C4.ol.gs 

393 

none 



Seq. ID OJ990501_21.9922.C4 



Strand 
End 

Method 

End 

Score 



+ 

5700 
GENSCAN 
2049 
.87 



393.. 540, 624.. 681, 1062.. 1260, 1353.. 1418, 1565.. 2049 



Seq. No. 6982 Seq. ID 

Gene No. 14 695 Strand 

Start 1 End 

Name OJ990501_21 . 9922 . C4 . o2 . np Method * 

Start 1626 End 

GI 3695059 Score 

Exons 1626.. 1672, 2896.. 3068, 3153.. 3709, 5274.. 5292 
GI Descrip. (AF064787) rac GTPase activating protein 1 [Lotus japonicus] 



OJ990501_21.9922.C4 
+ 

5700 
AAT/NAP 
5292 
713 



Seq. " No. 



6982 



Seq. ID OJ990501_21.9922.C4 



7268 



Gene No. 14695 Strand + 

Start 1 End 5700 

Name OJ990501_21 . 9922 .C4 .ol .gp Method AAT/GAP 

Start 1648 End 1998 

GI 21137_1.R1084 Score 639 

Exons 1648.. 1998 

GI Descrip. ' 5902181/gb | AAD01211 . 2| 1.0e-30 (AF005050) aspartyl 
aminopeptidase [Homo sapiens] ' 



Seq. No. 6982 Seq. ID 

Gene No. 14 695 Strand 

Start 1 End 

Name OJ990501_21 . 9922 . C4 . o2 . gs Method 

Start 2872 End 

GI none Score 

Exons 2872.. 3068, 3153.. 3732 



OJ990501_21.9922.C4 
+ 

5700 
GEN SCAN 
3732 
.92 





Seq. No. 


6982 






Seq. ID 


OJ990501_21.9922.C4 




Gene No. 


14695 






Strand 


+ 




Start 


- 1 






End 


■5700 




Name 


OJ990501 21 


.9922.C4.o3. 


gs 


Method 


GENSCAN 




Start 


4020 






End 


5700 




GI 


none 






Score 


.6 


□ 


Exons 


4020. .4065, 


4272. .4721, 


5197. 


.5268, 5362.. 5471, 5665. .5700 




Seq. No. 


6982 






Seq. ID 


OJ990501_21.9922.C4 


r 1 1 


Gene No. 


14696 






Strand 


+ 




Start 


8553 






End 


10565 




Name 


OJ990501 21 


.9922.C4.o5. 


gs 


Method 


GENSCAN 


! ; E 


Start 


8553 






End 


10565 




GI 


none 






Score 


.55 


;" i s 


Exons 


8553. .8962, 


9046. .9158, 


9304. 


.9551, 9627.. 9752, 10548.. 10565 


: i=? 


Seq. No. 


6982 






Seq. ID 


OJ990501_21.9922.C4 


» 

LJ 


Gene No. 


14697 






Strand 




''"4 


Start 


7776 






End 


8129 




Name 


OJ990501 21 


.9922.C4.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


615 






End 


1715 




GI 


none 






Score 


85 




Exons 


615. .680, 622. .678, 1061. .1249, 1095.. 


1250, 1120. .1254, 


a 




1135. .1257, 


1362. .1442, 


1363. 


.1422, 1564. .1617, 1564. .1653, 



1668. .1715 



Seq. No. 6982 Seq. ID 

Gene No. 14697 Strand 

Start 777 6 End 

Name OJ990501_21 . 9922 . C4 . o3 . tm Method 

Start 1863 End 

GI none Score 

Exons 1863.. 2048, 1930.. 2049 

Seq. No. 6982 Seq. ID 

Gene No. 14 697 Strand 

Start 7776 End 

Name OJ990501_21 . 9922 .C4 .ol . tm Method 

Start 2943 End 

GI none Score 



OJ990501_21.9922.C4 
8129 

TBLASTX: Maize 

2049 

187 



OJ990501_21.9922.C4 
8129 

TBLASTX: Maize 

3711 

140 



7269 






Exons 


2943. .3068, 2944. .3045, 3150 


..3227, 3151.'. 3360, 


3273. .3449, 






3360. .3710, 3361. .3711 












Seq. No. 


6982 


Seq. ID 


OJ990501 


21. 9922 


.C4 




G6ne No . 


14697 


Strand 










Start 


7776 


End 


8129 








Name 


OJ990501 21.9922.C4.ol.ts 


Method 


TBLASTX : 


Soybean 






Start 


3147- 


End 


3609 








GI 


none 


Score 


239 








Exons 


3147.. 3356, 3151.. 3357, 3363 


..3479, 3364.. 3609 








Seq. No. 


6982 


Seq. ID 


OJ990501 


_21.9922 


.C4 




Gene No. 


14697 


Strand 










Start 


7776 


End 


8129 








Name 


OJ990501 21.9922.C4.ol.tc 


Method 


TBLASTX : 


Cress 






Start 


3160 


End 


3636 








GI 


none 


Score 


247 








Exons 


3160.. 3360, 3162.. 3227, 3273 


..3359, 3360. .3623, 


3361. .3636 




Seq. No. 


6982 


Seq. ID 


OJ990501 


21. 9922 


.C4 




Gene No. 


14697 


Strand 










Start 


7776 


End 


8129 








Name 


. OJ990501 21.9922.C4.ol.tw 


Method 


TBLASTX: 


Wheat 






Start 


3412 


End 


3711 








GI 


none 


Score 


282 






: z£ 


Exons 


3412. .3711, 3543. .3710 










! u 


Seq. No. 


6982 


Seq. ID 


OJ990501 


21. 9922 


.C4 




Gene No . 


14697 


Strand 








. S 


Start 


7776 


End 


8129 






, Li 


Name 


OJ990501 21.9922.C4.o4.gs 


Method 


GENSCAN 






! 


Start 


7776 


End 


8129 






; i £ 
y 


GI 


none 


Score 


.98 








Exons 


7776. .8129 










: =f 

:J ' 


Seq. No. 


6983 


Seq. ID 


OJ990501 


_21.9922 


.C5 




Gene No. 


14698 


Strand 


+ 






. £i 


Start 


11822 


End 


25444 






sJ 


Name 


OJ990501 21.9922.C5.o2.gs 


Method 


GENSCAN 






1 

cr 


Start 


11822. 


End 


25444 








GI 


none 


Score 


.58 








Exons 


11822. .12207, 12280. .12413, 


12532. .12688, 13728 


. .13995, 








158141 .16975, 17328. .17521, 


17553. .17690, 17781 


. .17837, 








18072. .18113, 22075. .22947, 


23087. .23296, 23983 


. .24090, 








24476.-24568, 24662. .24772, 


24868. .24900, 24978 


. .25028, 








25346. .25444 












Seq. No. 


6983 


Seq. ID 


OJ990501 


_21.9922 


.C5 




Qene No. 


14698 


Strand 


+ 








Start 


11822 


End 


25444 








Name 


OJ990501 21. 9922.C5.o3.gp 


Method 


AAT/GAP 








Start 


21709 


End 


21974 








GI 


4878182 


Score 


532 








Exons 


21709.. 21974 












Seq. No. 


6983 


Seq. ID 


OJ990501 


_21.9922 


.C5 




Gene No. 


14698 


Strand 


+ 







7270 



Start 
Name 
Start 
GI 

Exons 



11822 

OJ990501_21.9922.C5.o4 .gp 
23097 
4880863 
23097 
24476 



End 

Method 

End 

Score 



25444 
AAT/GAP 
24549 
892 



23296, 23983. .24090, 24181 .. 24222 , 24301 24396, 
24549 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6983 Seq. ID 

14699 Strand 
26722 End 
OJ990501_21 . 9922 .C5 . o3 . gs Method 

26722 . End 
none Score 



OJ990501_21.9922.C5 
+ 

31940 
GEN SCAN 
31940 
.58 



26722.-26968, 2718 6 .. 27321, 27743 .. 27784 , 288 15 .. 28899, 
29205. .29337, 29424 .. 29605, 29892 .. 30004 , 30221 .. 30287 , 
30585. .30676, 30810 .. 31004 , 31835.. 31940 



6983 

14699 

26722 

OJ990501_21.9922.C5.o3.np 

26869 

4101591 



Seq. ID OJ990501_21.9922.C5 

Strand + 

End 31940 

Method AAT/NAP 

End 30103 

Score 839 



26869.-26968, 27186 .. 27321 , 27785 .. 28057 , 28392 .. 28539, 
28660. .28899, 29205 .. 29337 ~ 29424 .. 29605, 29892. .30103 



GI Descrip. (AF005051) aspartyl aminopeptidase [Mus musculus] 



6983 Seq. ID 

14699 Strand 

26722 End 

OJ990501_21 . 9922 . C5 . o5 . gp Method 

29288 End 

2801262 Score 



OJ990501_21. 9922.C5 
+ 

31940 
AAT/GAP 
29851 
376 



29288.-29337, 29424 .. 29603, 29829.. 29851 
5902181/gb|AAD01211.2| 1.0e-30 (AF005050) aspartyl 
aminopeptidase [Homo sapiens] 



r I Seq. No. 6983 

)~ Gene No. 14700 

□ Start 34663 

Q Name OJ990501_21 . 9922 .C5 . 06 . gp 

Start 34663 

GI LIB3432-052-P1-K1-G9 

Exons 34663. .34715, 34750.. 35118 

GI Descrip. ' 4263696/gb | AAD15382 | 4 . Oe- 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_ 
+ 

35118 
AAT/GAP 
35118 . 
580 



21. 9922. C5 



18 (AC006223) hypothetical protein 



Seq. No. 6983 Seq. ID 

Gene No. 14701 Strand 

Start 43420 End 

Name OJ990501_21 . 9922 . C5 . 08 . gp Method 

Start 43361 End 

GI uC-osrocyp015e08bl Score 

Exons 43361. .43690, 43796.. 43975 

GI Descrip. 1 5902181/gb | AAD01211 . 2 | 1.0e-30 (AF005050) aspartyl 
aminopeptidase [Homo sapiens] 1 



OJ990501_21.9922.C5 
+ 

44838 
AAT/GAP 
43975 
984 



7271 



Seq. No. 


6983 


Seq. ID 


OJ990501 


21 . 9922 


.C5 


Gene No. 


14701 


Strand 


+ 






Start 


43420 


End' 


44838 






Name 


OJ990501 21. 9922.C5.olO.np 


Method 


AAT/NAP 






Start 


43411 


End 


44592 






GI 


4514637 


Score 


716 






Exons 


43411. .43675, 437 96. .4 4592 










GI Descrip. 


(AB021176) root cap protein 


2 [Zea mays] 






Seq. No. 


6983 


Seq. ID 


.OJ990501_ 


21. 9922 


.C5 


Gene No. 


14701 


Strand 


+ 






Start 


43420 


End 


44838 






Name 


OJ990501 21. 9922.C5.o7 .gs 


Method 


GENSCAN 






Start 


43420 ~ 


End 


44838 






GI 


none 


Score 


.72 






Exons 


43420. .43690, 43796. .44042, 


*44052. .44496, 44818. 


.44838 




Seq. No. 


6983 


Seq. ID 


OJ990501_ 


21 . 9922 


.C5 


Gene No. 


14701 


Strand 


+ 






Start 


43420 


End 


44838 






Name 


OJ990501 21.9922.C5.o9.gp 


Method 


AAT/GAP 






Start ■ 


44297 


End 


44714 






GI 


23112 1.R1084 


Score 


832 






Exons 


442977. 44714 










GI DescriD. 


' 4514 635/dbj | BAA75476.il 3 J 


Oe-23 (AB021175) root 


, cap proteii 




TZea mavsl 1 










Sea. No. 


6983 


Seq. ID 


OJ990501_ 


21.9922 


.C5 


Gene No. 


14702 


Strand 


+ 






Start 


47561 


End 


50982 






Name 


OJ990501 21.9922.C5.oll.np 


Method 


AAT/NAP 






Start 


47551 ~~ 


End 


49558 






GI 


4514637 


Score 


699 






Exons 


47 551.. 477 35, 477 92.-47858, 


47955.-48624, 49447. 


.49558 




GI Descrip. 


(AB021176) root cap protein 


2 [Zea mays] 






Seq. No. 


6983 


Seq. ID 


OJ990501_ 


21.9922 


.C5 


Gene No. 


14702 


Strand 


+ 






Start 


47561 


End 


50982 






Name 


OJ990501 21.9922.C5.o8.gs 


Method 


GENSCAN 






Start 


47561 ~ 


End 


4867.5 






GI 


none 


Score 


1 






Exons 


47561. .47858, 47948. .48675 










Seq. No. 


6983 


Seq. ID 


OJ990501_ 


21.9922 


.C5 


Gene No. 


14702 


Strand 


+ 






Start 


47561 


End 


50982 






Name 


OJ990501 21. 9922.C5.ol3.np 


Method 


AAT/NAP 






Start 


48050 


End 


50982 






GI 


6523547 


Score 


317 






<^J *Y \/ 1 <L 


48050. .48671, 4 9614 .. 4 9862, 


50102. .50211, 50308. 


.50360, 






50770. .50982 










GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 










Seq. No. 


6983 


Seq. ID 


OJ990501_ 


21.9922 


.C5 


Gene No. 


14702 


Strand 


+ 







7272 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47561 End 50982 

OJ990501_2 1 . 9922 . C5 . ol2 . np Method AAT/NAP 

49137 End 49237 

5777617 Score 68 
49137. .49237 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



6983 

14703 

52468 

OJ990501_21.9922.C5.ol0.gs 

52468 

none 

52468. .52622, 52745 52795, 
54974. .55119, 57058. .57150 



Seq. ID OJ990501_21.9922.C5 

Strand + 

End 58880 

Method GEN SCAN 

End 57150 

Score . 65 
52903. .53029, 53373 53508 , 



n 



Seq. No. 6983 
Gene No. 14703 
Start 524 68 

Name OJ990501_21 . 9922 . C5 . ol5 . np 

Start 52492 
GI 6598633 

Exons 52492. .52674, 52757 .. 527 95, 

54982. .55119, 55533 55938 , 
57802. .58017, 58544 58698 , 



Seq. ID 
Strand 
End 58880 
Method • AAT/NAP 
End 58880 
Score 414 
54364. .54452, 54541 
56307. .56450, 56622 
58855. .58880 



OJ990501_21.9922.C5 
+ 



,54700, 
.56767, 



ff\ GI Descrip. (AC006919) hypothetical protein [Arabidopsis thaliana] 



;4 Seq. No. 

H Gene No. 

;=y Start 

*: 3 Name 

m Start 

Exons 



|«s Seq. No. 
:.i Gene No. 
^ Start 

Name 
^ Start 

GI • 
Exons 



6983 Seq. ID 

14704 Strand 

227 End 

OJ990501_21 . 9922 .C5.ol.gs Method 

227 End 

none Score 
227. .260, 1112. .1183, 4897, 
8281. .8656 

6983 

14704 " Strand 

227 End 

OJ990501_21 . 9922 .C5.ol.gp Method 

2079 End 

3763448 Score 
2079. .2264, 2345.. 2433, 2531.. 2594, 2723.. 2824 



OJ990501_21.9922.C5 

8787 
GENS CAN 
8656 
.63 

,5101, 6156. .6204, 7459.-7547, 



Seq. ID OJ990501_21.9922.C5 



8787 
AAT/GAP 
2824 
722 



OJ990501 21. 9922. C5 



Seq. No. 6983 Seq. ID 

Gene No. 14704 Strand 

Start 227 End 8787 

Name OJ990501_21 . 9922 .C5 . ol . np Method AAT/NAP 

Start 5544 - End 8787 

GI 131136 Score 657 

Exons 5544.. 6149, 8747.. 8787 

GI Descrip. PHOTOSYSTEM I P700 CHLOROPHYLL A APOPROTEIN Al 

gi I 72671 1 pir | IA1RZP7 photosystem I P700 apoprotein Al - rice 
chloroplast gi 1 11982 | emb | CAA33996 | (X15901) PSI P700 apoprotein 
Al [Oryza sativa] gi I 226605 | prf | 1 1603356AB photosystem I P700 
apoprotein Al [Oryza sativa] 



7273 



# • 



Seq. No. 


6983 


Seq. ID 


OJ990501 


_21. 


9922.C5 


Gene No. 


14704 


Strand 








Start 


227 


End 


8787 






Name 


OJ990501 21.9922.C5.o2.gp 


Method 


AAT/GAP 






Start 


6385 


End 


6837 






GI 


572451 


Score 


893 






Exons 


6385. .6837 










Seq. No. 


6983 


Seq. ID 


OJ990501 


_21. 


9922. C5 


Gene No. 


14704 


Strand 








Start 


227 


End 


8787 






Name 


OJ990501 21.9922.C5.o2.np 


Method 


AAT/NAP 






Start 


7092 


End 


8655 






GI 


6523547 


Score 


108 






Exons 


7092.. 7108, 7349.. 7412, 8337 


. .8655 








GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ- 


HRGP 


[Volvox 




carteri f. nagariensis] 










Seq. No. 


6983 


Seq. ID 


OJ990501 


_21. 


9922. C5 


Gene No. 


14705 


Strand 








Start 


30531 


End 


42960 






Name 


OJ990501 21.9922.C5.o4.np 


Method 


AAT/NAP 






Start 


' 30531 J " v 


End 


35093 






GI- 


6815062 


Score 


210 






Exons 


30531. .30642, 30868 30997, 


35051. .35093 







GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
!||! F16P2 genomic sequence;mudrA like protein (AC004561) [Oryza 

= : ^ sativa] 



Q 

,= 53. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6983 

14705 

30531 

OJ990501_21.9922.C5.o5.np 

30531 

6815062 



OJ990501 21. 9922. C5 



Seq. ID _ 
Strand 

End 42960 
Method AAT/NAP 
End 35346 
Score 214 
30531. .30642, 30868 31007, 35257.. 35346 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence;mudrA like protein (AC004561) [Oryza 
sativa] 



6983 Seq. ID 

14705 Strand 

30531 End 

OJ990501_21 . 9922 . C5 . o4 . gs Method 

32669 End 

none Score 
32669. .32902, 32972 .. 33040, 
34391. .34446, 34879. .36098 

6983 

14705 Strand 

30531 End 

OJ990501_21. 9922.C5.o6.np Method 

33595 End 

4263696 Score 

33595. .33672, 33858 .. 33959, 347 61 3574 6, 36893. .36985 
(AC006223) hypothetical protein [Arabidopsis thaliana] 



OJ990501_21.9922.C5 

42960 
GENS CAN 
36098 
.49 

33266. .33386, 33581. .33761, 



Seq. ID OJ990501_21.9922.C5 



42960 
AAT/NAP 
36985 
550 



7274 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 
□ Name 
5,3 Start 

jiiji Exons 

'■^ Seq. No. 

^=y Gene No. 

Q Start 

r\\ Name 

: w Start 

! L GI 

| ! =f Exons 

'-4 GI Descrip. 

rj 



6983 
14705 
30531 

OJ990501_21 . 9922 . C5 . o7 . np 
35164 
6523547 

35164. .35751, 36924. .37117 
(AJ242540) hydroxyproline-r 
carteri f. nagariensis] 

6983 
14705 
30531 

OJ990501_21. 9922.C5.o8.np 
36894 
4514635 

36894. .37645, 37742. .38006 
(AB021175) root cap protein 

6983 
14705 
30531 

■QJ990501_21.9922.C5.o5.gs 
36924 
none 

36924. .37645, 37742. .37994 

6983 
14705 
30531 

OJ990501_21.9922.C5.o7.gp 
37466 

uC-osrocyp015e08bl 
37466. .37645, 41859 .. 42105, 42889.. 42960 
'5902181/gb|AAD01211.2| 1.0e-30 (AF005050) 
aminopeptidase [Homo sapiens] ■ 



Seq. ID 


OJ990501 


Strand 




End 


42960 


Method 


AAT/NAP 


End 


37117 


Score 


352 


l glycoprotein DZ- 


Seq. ID 


OJ990501 


Strand 




End 


42960 


Method 


AAT/NAP 


End 


38006- 


Score 


955 


[Zea mays] 


Seq. ID 


OJ990501 


Strand 




End 


42960 


Method 


GENSCAN 


End 


37994 


Score 


.99 


Seq. ID 


OJ990501 


Strand 




End 


42960 


Method 


AAT/GAP 


End 


42960 


Score 


628 



21. 9922. C5 



21. 9922. C5 



aspartyl 



Seq. No. 


6983 




Seq. ID 


OJ990501 


Gene No. 


14705 




Strand 




Start 


30531 




End 


42960 


Name 


OJ990501 -21. 9922. C5, 


. o9.np 


Method 


AAT/NAP 


Start 


41001 




End 


42131 


GI 


4514635 




Score 


940 


Exons 


41001. .41746, 41859. 


. .42131 






GI Descrip. 


(AB021175) root cap 


protein 


1 [Zea mays] 


Seq. No. 


6983 




Seq. ID 


OJ990501 


Gene No. 


14705 




Strand 




Start 


30531 




End 


42960 


Name 


OJ990501 21. 9922. C5, 


, 06 . gs 


Method 


GENSCAN 


Start 


41025 




End 


42118 


GI 


none 




Score 


.73 


Exons 


41025. .41746, 41890, 


. .42118 






Seq. No. 


6983 




Seq. ID 


OJ990501 


Gene No. 


14706 




Strand 





7275 



Start 


49841 


End 


51598 




Name 


OJ990501 21.9922.C5.ol0.tm 


Method 


TBLASTX: Maize 




Start 


4838 


End 


5135 




GI 


none 


Score 


78 




Exons 


4838. .4972, 4897. .4974, 4974 


..5036, 4977. .5036, 5034. .5084 




5050.. 5085, 5067.. 5135, 5090 


. .5134 






Seq. No. 


6983 


Seq. ID 


OJ990501_21.9922 


.C5 


Gene No. 


14706 


Strand 






Start. 


49841 


End 


51598 




Name 


OJ990501 21.9922.C5.o3.tc 


Method 


TBLASTX: Cress 




Start 


5709 


End 


6153 




GI 


none 


Score 


112 




Exons 


5709.. 5801, 5811.. 5885, 5952 


..6152, 5953.. 6153 




Seq. No. 


6983 


Seq. ID 


OJ990501_21.9922 


.C5 


Gene No. 


14706 


Strand 






Start 


49841 


End 


51598 




Name 


OJ990501 21.9922.C5.o3.ts 


Method 


TBLASTX: Soybean 




Start 


5709 


End 


6153 




GI" 


none 


Score 


116 




Exons 


5709.. 5801, 5805.. 5885, 5929 


. .6153, 5952,;;,. 6152 




Seq. No. 


6983 


Seq. ID 


OJ990501_21.9922 


.C5 


Gene No. 


14706. 


Strand 






Start 


49841 


End 


51598 




Name 


OJ990501 21.9922.C5.o7.tm 


Method 


TBLASTX: Maize 




Start 


5709 


End 


6153 




GI 


none 


Score 


116 




Exons 


5709.. 5801, 5805.. 5885, 5952 


..6152, 5953.. 6153 




Seq. No. 


6983 


Seq. ID 


OJ990501_21.9922 


.C5 


Gene No. 


14706 


Strand 






Start 


49841 


End 


51598 




Name 


OJ990501 21.9922.C5.o6.tc 


Method 


TBLASTX: Cress 




Start 


17912 


End 


18677 




GI 


none 


Score 


39 




Exons 


17912. .17974, 18071 18121, 


18243. .18305, 18390 .. 18500, 






• 18573.. 18677 








Seq. No. 


6983 


Seq. ID 


OJ990501_21.9922 


.C5 


Gene No. 


14706 


Strand 






Start 


4 9841 


End' 


51598 




Name 


OJ990501 21.9922.C5.o2.tc 


Method 


TBLASTX: Cress 




Start 


26911 


End 


28037 




GI 


none 


Score 


104 




Exons 


26911. .26991, 27182 .. 27340, 


27184. .27339, 27772 .. 27933, 






27776. .28018, 27777 28019, 


27786. .28037 




Seq. No. 


6983 


Seq. ID 


OJ990501_21.9922 


.C5 


Gene No. 


14706 


Strand 






Start 


49841 


End 


51598 




Name 


OJ990501 21.9922.C5.o7.ts 


Method 


TBLASTX : Soybean 




Start 


26911 


End 


27326 




GI 


none 


Score 


95 




Exons 


26911. .27006, 27015 .. 27089, 


27182. .27322, 27184 .. 27318 , 





27240. .27326 



7276 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
5 ^ Name 
3 f Start 
;3 GI 
all Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6983 . Seq. ID 

14706 Strand 

49841 End 

OJ990501_2 1 . 9922 . C5 . o4 . tm Method 

27259 End 

none Score 



OJ990501_21. 9922.C5 
51598 

TBLASTX: Maize 

29276 

78 



27259.-27339, 27260 27343, 277 62 .. 27 97 4 , 27776.-27 964, 
27972. .28058, 28393 .. 28455, 28519 .. 28545, 28 650 .. 28901, 
28657. .28902, 29193.. 29276 



6983 Seq. ID 

14706 Strand 

49841 End 

OJ990501_21. 9922.C5.ol.ts Method 

27785 End 

none Score 



OJ990501_21. 9922.C5 
51598 

TBLASTX: Soybean 

28458 

366 



27785. .28057, 2778 6 .. 28079, 28393.. 28458 



6983 

14706 

49841 

OJ990501_21. 9922.C5.o4.ts 
28644 
none 
28644. 
29411. 
29891. 



.28790, 28657. .28902, 
.29611, 29426. .29605, 
.30004, 29892. .30017, 



6983 

14706 

49841 

OJ990501_21. 
28777 
none 
28777, 
29384, 



9922.C5.o4.tc 



.28902, 29202. .29267, 
.29584, 29423. .29569, 



Seq. ID OJ990501_21.9922.C5 
Strand' 

End 51598 

Method TBLASTX : Soybean 

End 31936 

Score 224 
28869. .28901, 29193 .. 2927 6, 
29503. .29628, 2988 9 .. 30002 , 
31766. .31936, 31767.. 31925 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990501 21. 9922. C5 



51598 

TBLASTX: Cress 
29945 
110 

29204. .29257, 29332.-2 9448, 
29503. .29583, 29576 /. 2 9611, 



29892. .29945 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6983 

14706 

49841 

OJ990501_21 . 9922 . C5 . o5 . tm 

29429 

none 



Seq. ID OJ990501_21.9922.C5 
Strand 

End v/ -51598 
Method TBLASTX: Maize 
End 29968 
Score 291 



29429. .29611, 29432 .. 29611 , 29887 .. 29916, 2 988 9.-29966, 
29890. .29967, 29891 .. 29968, 298 92.-29966, 29903.. 29968 



6983 

14706 

49841 

OJ990501_21 . 9922 . C5 . o2 . tw 

29492 

none 

29492- .29611, 294 95 .. 29611, 
31766. .31936, 31767 .. 31925, 
31831. .31938, 31868. .31936 



Seq. ID 
Strand 
End 

Method 
End 
Score 

29888 

31767 



OJ990501 21. 9922. C5 



51598 

TBLASTX: Wheat 
31938 
171 

30004, 29892. .30017, 
31937, 31768. .31926, 



7277 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6983 Seq. ID 

14706 Strand 

49841 End 

OJ990501_21 . 9922 . C5 . 08 . tm Method 

32738 End 

none Score 



OJ990501_21.9922.C5 
51598 

TBLASTX: Maize 

33676 

121 



32738.-32893, 32738.-32893, 32740 .. 32904 , 32742 .. 32903, 
32957. .33037, 32966 33040, 32979 33041, 332 63 . . 33385-, 
33268. .33390, 33273.-33386, 33578.-33676, 33580.. 33675 



6983 

14706 

49841 

OJ990501 

33894 

none 



Seq. ID ,OJ990501_21.9922.C5 



21.9922.C5.o2.tm 



Strand 
End 

Method 

End 

Score 



51598 

TBLASTX: Maize 

35186 

158 



33894..339S6, 34742 .. 35110, 347 61 .. 3518 6, 34774.. 35151 



Seq. No. . 6983 Seq. ID 

Gene No. 14706 * Strand 

Start 49841 End 

Name OJ990501_21 . 9922 . C5 . o2 . ts Method 

Start 34953 End 

GI none ■ Score 

Exons 34953. .35300, 34953 .. '35297 



OJ990501_21.9922.C5 
51598 

TBLASTX: Soybean 

35300 

105 



J Seq. No. 6983 

J Gene No. 14706 

^ Start 49841 

Ti Name OJ990501_21 . 9922 . C5 . o9 . tm 

M Start 36954 

GI none 

3. Exons 36954. .37157, 36976 .. 37155, 

J 44284. .44487, 44292 .. 444 65, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



41070. .41258, 41133 
48436. .48624, 48493 



OJ990501_21.9922.C5 
51598 

TBLASTX: Maize 

48624 

107 

41258, 
48612 



Seq. No. 6983 
Gene No. 14706 
Start . 49841 

Name OJ990501_21. 9922.C5.ol.tc 

Start 37035 
GI none 
Exons 37035. 

37560. 

41412. 

43642. 

44205. 

48115. 



.37235, 37036. 

.37580, 37587. 

.41579, 41434. 

.43677, 43810. 

.44357, 44206. 

.48282, 48298. 



.37239, 
.37631, 
.41577, 
,43854, 
;44406, 
,48558, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_21.9922.C5 
51598 

TBLASTX: Cress 

48558 

96 



37311. .37478, 37333 .. 374 76, 

41136. .41396, 41218 .. 4 1337, 

41661. .41681, 41688. .41732, 

43861. .43881, 43963 .. 4 4 130, 

47962. .48006, 48013 .. 4 8036, 
48357. .48515 



Seq. No. 6983 Seq. ID 

Gene No. 14706 Strand 

Start 49841 End 

Name OJ990501_21 . 9922 . C5 . 06 . ts Method 

Start 37065 End 

GI none Score 

Exons 37065. .37250, 37084 .. 37242, 41166 

44199. .44357, 48298 .. 48540, 48369 



OJ990501 21. 9922. C5 



51598 

TBLASTX : Soybean 
48540 
86 * 

41396, 44191. .44376, 
48509 



7278 



Seq. No. 6983 
Gene No. 14706 
Start * 49841 

Name OJ990501_2 1 . 9922 . C5 . o5 . ts 

Start 37371 

GI none 

Exons 37371. .37580, 37393. . 37548, 37581 

41475. .41582, 41482 4164 9, 41682 
43861. .44070, 43893 .. 44060, 47962 
48013. .48153 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990501 21. 9922. C5 



51598 

TBLASTX : Soybean 
48153 
96 

37631, 41472. .41681, 
41732, 43810. .43860, 
48039, 48012. .48152, 



Seq. No. 6983 Seq. ID 

Gene No. 14706 Strand 

Start 4 9841 End 

Name OJ990501_2 1 . 9922 .C5.ol.tm Method 

Start 37473 End 

GI none Score 

Exons 37473. .37652, 37474 .. 37548 , 37 600 .. 37653, 37743 

41574. .41744, 41575 .. 41649, 4 1701 .. 4 1745, 41860 

41894. .41935, 43618 .. 43689, 43797 .. 43841, 43798 



OJ990501 21. 9922. C5 



51598 

TBLASTX: Maize 
48120 
84 



.37814, 
,41895, 
,43968, 



43893. .43967, .47738. .47857, 4794 9 .. 4 8119, 47950. .48120 



Seq. No. 6983 
Gene No. 14706 
Start 49841 

Name OJ990501_21 . 9922 .C5.ol.tw 

Start 37512 
GI none 

Exons 37512. 1 . 37655, 37513 .. 37548 , 

37735. .37815, 41613 .. 41753, 
41827. .41895, 41853 .. 41903, 
43609. .43698, 43611 .. 43697, 
43893. .43928, 47777.-47878, 
47946. .48080 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990501 21. 9922. C5 



51598 

TBLASTX: Wheat 
48081 
49 

37600. .37656, 37734 .. 37823, 
41614. .41649, 4 1701 .. 4 1754 , 
41894. .41944, 41896 .. 4 1928 , 
43788. .43841, 43789 43929, 
47782. .47865, 47929 .. 48081, 



Seq. No. 6983 

Gene No. 14706 

Start 49841 

Name OJ990501_21. 9922.C5 .o9.gs 

Start 49841 

GI none 

Exons 4 9841 50053, 50065 .. 50358 , 
51284. .51506 



.Seq. ID 
Strand 
End 

Method 

End 

Score 



OJ990501_21.9922.C5 

51598 
GEN SCAN 
51506 
.71 



50430. .50695, 50750 .. 51001, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6983 

14706 

49841 

OJ990501_21.9922.C5.ol4.np 

50050 

2832660 



Seq. ID OJ990501_21.9922.C5 
Strand 

End 51598 

Method AAT/NAP 

End 51598 

Score 426 



50050. .50358, 50430 .. 50962 , 51498. .51598 

(AL021710) lipase-like protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



6983 

14707 

56172 



Seq. ID 

Strand 

End 



OJ990501 21. 9922. C5 



56415 



7279 




Name 


OJ990501 21.9922.C5.o6.tm 


Method 


TBLASTX: Maize 


Start 


56172 


End 


56415 


GI 


none 


Score 


218 


Exons 


56172. .56414, 56173 .. 56376, 


56182. .56415, 56186. .56413 


Seq. No. 


6983 


Seq. ID 


OJ990501_21.9922.C5 


Gene No. 


14708 


Strand 




Start 


56684 


End 


57709 


Name 


OJ990501 21.9922.C5.o5.tc 


Method 


TBLASTX: Cress 


Start 


56684 


End 


57709 


GI 


none 


Score 


90 


Exons 


56684 . .56791, 57362 .. 57451, 


57533. .57709 


Seq. No. 


6983 


Seq. ID 


OJ990501_21.9922.C5 


Gene No . 


14709 


Strand 




Start 


57827 


End 


58636 ■ 


Name 


OJ990501 21. 9922.C5.o3.tm 


Method 


TBLASTX: Maize 


Start 


57827 


End 


58636 


GI 


none 


Score 


179 


Exons 


57827. ..58042, 57828 .. 58043, 


57828. .58043, 57829 .. 58044 , 




57836. .58054, 58115 .. 58174 , 


58117. .58179, 58 120 .. 58 179, 




58122. .58184, 58528 .. 58632, 


58529. .58636, 58541. .58636 


Seq. No. 


6984 


Seq. ID 


OJ990501_21. 9922.C6 


Gene No. 


14710 . 


Strand 


+ 


Start 


630 


End 


3642 


Name 


OJ990501 21. 9922.C6.ol.gs 


Method 


GENS CAN 


Start 


630 


End 


3464 


GI 


none 


Score 


.7 


Exons 


630. .810, 886. .1249, 1321. .1437, 1748. 


.1829, 1940. .2034, 




2167.. 2241, 2428. .2790, 2865 


..2940, 3039. .3202, 3345. .3464 


Seq. No. 


6984 


Seq. ID 


OJ990501_21.9922.C6 


Gene No. 


14710 


Strand 


+ 


Start 


630 


End 


3642 


Name 


OJ990501 21.9922.C6.ol.np 


Method 


AAT/NAP 


Start 


1044 


End 


3489 


GI 


6006718 


Score 


792 


Exons 


1044.. 1271, 1358.. 1437, 1583 


..1651, 1748. .1863, 1943. .2034, 




2167.. 2241, 2428.. 2790, 2865 


..2940, 3039. .3202, 3345. .3489 


GI Descrip. 


(AF109376) tRNA isopentenyl 


transferase [Arabidopsis thaliana] 


Seq. No. 


6984 


Seq. ID 


OJ9'90501_21.9922.C6 


Gene No. 


14710 


Strand 


+ 


Start 


630 


End 


3642 


Name 


OJ990501 21.9922.C6.ol.gp 


Method 


AAT/GAP 


Start 


2526 


End 


3642 


GI 


70833 1.R1084 


Score 


1447 


Exons 


2526.. 2790, 2865.. 2940, 3039 


..3202, 334S..3642 


GI Descrip. 


'6006718/gb|AAF00582.1|AF109376 1 4 . 0e- 


-26 (AF109376) tRNA 




isopentenyl transferase [Arabidopsis thaliana] ' 


Seq. No. 


6984 


Seq. ID 


OJ990501_21. 9922.C6 


Gene No. 


14711 


Strand 


+ 


Start 


4891 


End 


5550 


Name 


OJ990501 21.9922.C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


287 


End 


813 



7280 




GI 


none 










Score 


95 


Exons 


287. . 


385, 303.. 392, 437 


. .535, 


466. .537, 


468.. 539, 627.. 683, 




636. . 


683, 644.. 793, 675 


. .800, 


700. .813 




Seq. No. 


6984 










Seq. ID 


OJ990501_21.9922.C6 


Gene No. 


14711 










Strand 


+ 


Start 


4891 










End 


5550 


Name 


OJ990501 21 


. 9922 . 


Co . oJ . 


ts 


Method 


TBLASTX : Soybean 


Start 


1108 










End 


1454 


GI 


none 










Score 


85 


Exons 


1108. 


.1191, 


1109. 


.1180, 


1186. 


.1272, 1187.. 1276, 1356.. 1454, 




1357. 


.1449 












Seq. No. 


6984 










Seq. ID 


OJ990501_21.9922.C6 


Gene No. 


14711 










Strand 


+ 


Start 


4891 










End 


5550 


Name 


OJ990501 21 


A ft O O 

. 9922 . 


Co . Ol . 


tm 


Method 


TBLASTX: Maize 


Start 


2413 










End 


2783 


GI 


none 










Score 


378 


Exons 


2413. 


.2673, 


2418. 


.2672, 


2425. 


.2673, 2632.. 2781, 2685.-2783 


Seq. No. 


6984 










Seq. ID . 


OJ990501_21.9922.C6 


Gene No. 


14711 










Strand 


+ 


Start 


4891 










End 


5550 


Name 


OJ990501 21 


. 9922 . 


C6 . o2 . 


ts 


Method 


TBLASTX: Soybean 


Start 


2413 










End 


2653 


GI 


none 










Score 


262 


Exons 


2413. 


.2643, 


2420. 


.2653, 


2421. 


.2642, 2425. .2643 


Seq. No. 


6984 










Seq. ID 


OJ990501_21.9922.C6 


Gene No. 


14711 










Strand 


+ 


Start 


4891 










End 


5550 


Name 


OJ990501 21 


. 9922 . 


C6 . o2 . 


gs 


Method 


GENSCAN 


Start 


4891 










End 


5550 


GI 


none 










Score 


.99 


Exons 


4891. 


.5550 












Seq. No. 


6984 










Seq. ID 


OJ990501_21.9922.C6 


Gene No. 


14711 










Strand 


+ 


Start 


4891 










End 


5550 


Name 


OJ990501 21 


. 9922 . 


C6 . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


4971 










End 


5178 


GI 


none 










Score 


285 


Exons 


4971. 


.5132, 


4975. 


.5178 








Seq. No. 


6984 










Seq. ID 


OJ990501_21.9922.C6 


Gene No. 


14711 










Strand 


+ 


Start 


4891 










End 


5550 


Name 


OJ990501 21 


.9922. 


C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4977 










End 


5469 


GI 


none 










Score 


116 


Exons 


- 4977. 


.5060, 


4978. 


.5058, 


5061. 


.5135, 5062.. 5178, 5182.. 5274, 




5380. 


.5469 












Seq. No. 


6984 










Seq. ID 


OJ990501_21.9922.C6 


Gene No. 


14711 










Strand 




Start 


4891 










End 


5550 



7281 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990501_21.9922.C6.ol.ts 

4977 

none 

4977. .5039, 4978. .5049, 5047. 



Method TBLASTX : Soybean 
End 5274 
Score ,120 

.5178, 5061.. 5135, 5182.. 5274 



6984 Seq. ID 

14711 Strand 

4891 End 

OJ990501_21.9922.C6.o2.np Method 

4987 End 

4581145 Score 
4987. .5547 

(AC006919) putative AP2 domain transcription factor [Arabidopsis 
thaliana] 



OJ990501_21.9922.C6 
+ 

5550 
AAT/NAP 
554 7 
300 



6985 

14712 

4513 

OJ990501_21.9922.C7.ol.gp 

4320 - 

none 

4320. .4721 



Seq. ID OJ990501_21. 9922.C7 
Strand 

End 5172 

Method AAT/GAP 

End 4721 

Score 695 



Seq. No. 
Gene No. 
Start 
Name 
Start 

! =y Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



a GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6985 Seq. ID 

14712 Strand 

4513 End 

OJ990501_21 . 9922 . C7 . o2 . gs Method 

4513 End 

none Score 

4513.. 4670, 5028.. 5172 



OJ990501_21.9922.C7 

5172 
GENSCAN 
5172 
.75 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.11484, 11704 



6986 
14713 
1 

OJ990421_26.9922.Cl.ol.np 
1 

1184075 

1..619, 1685. .1919, 11312 
12916. .13379, 13425. .14131 

(U42444) Cf-2.1 [Lycopersicon pimpinelli folium] 

gi 1 1587673 Iprf | | 2207203A Cf-2 gene [Lycopersicon esculentum] 



OJ990421_26.9922.C1 
+ 

14131 
AAT/NAP 
14131 
1458 

12113, 12189. .12627, 



6986 
14714 
8277 

OJ990421_26.9922.Cl.ol.tc 
2 

none 

2. .226, 5. .226, 8. .226, 8. .214 
191. .439, 218. .943, 242. .1015, 
326. .1087, 407. .952, 413. .601, 
458. .1156, 557. .1303, 563.. 108 
758. .1303, 772. .879, 776. .1153 
1181. .1303, 1249. .1311, 1352.. 
1670. .1864, 1670. .1861, 1670.. 
1679. .1861, 1679. .1861, 1679.. 
1705.. 1932, 1738.. 1878, 11140. 



Seq. ID OJ990421_26. 9922. CI 
Strand 

End 13872 
Method TBLASTX: Cress 
End" 13851 
Score 131 

, 20. .217, 35. .217, 35. .226, 
245. .796, 260. .466, 269.-664, 
413. .1153, 421. .723, 421. .651, 
4, 602;. 937, 614. .1300, 752. .814, 
, 830. .1300, 965. .1156, 976. .1083, 
1480, 1352. .1474, 1670. .1861, 
1864, 1679. .1861, 1679. .1861, 
1861, 1679. .1852, 1679. .1786, 
.11178, 11269. . 11685, 



7282 



11272. 
11278. 
11284. 
11701. 
11710. 
11794. 
12133. 
12148. 
12324. 
12325. 
12364. 
12589. 
12706. 
13519. 
13543. 
13543. 
13684. 



.11535 
.11487 
.11694 
.12006 
.12120 
.12129 
.12552 
.12261 
.12554 
.12768 
.12912 
.13239 
.12768 
.13797 
.13734 
.13797 
.13797 



11275. 


.11535, 


11275. 


. 11685, 


11275. 


.11685, 


11278. 


.11676, 


11278. 


.11466, 


11278. 


.11694, 


11572. 


.11694, 


11575. 


.11685, 


11701. 


.11973, 


11704. 


.11853, 


11710. 


.12117, 


11710. 


.12048, 


11713. 


.12120, 


11718. 


.11912, 


11722. 


.12120, 


11808. 


.11921, 


11854. 


.12129, 


11866. 


.12129, 


12142. 


.12264, 


12145. 


.12267, 


12145. 


.12624, 


12172. 


.12267, 


12229. 


.12984, 


12324. 


.12626, 


12325. 


.12936, 


12325. 


.13056, 


12325. 


.12423, 


12325. 


.12699, 


12328. 


.12855, 


12361. 


.13119, 


12388. 


.12504, 


12445. 


.13206, 


12445. 


.12987, 


12589. 


.13140, 


12676. 


.13257, 


12679. 


.13215, 


12805. 


.13200, 


13519. 


.13797, 


13519. 


.13794, 


13534. 


.13800, 


13534. 


.13797, 


13534. 


.13797, 


13543. 


.13602-, 


13543. 


.13848, 


13543. 


.13851, 


13602. 


.13733, 


13615. 


.13848, 


13635. 


.13796, 



Seq. No. 6986 

Gene No. 14714 

Start 8277 

Name 0 J9 9 0 4 2 1_2 6 . 9 92 2 . C 1 

Start 2 

GI none 

Exons 2.. 217, 2.. 226, 8.. 

218.'. 346, 245. .508, 
413. .1084, 419. .103 
533.. 937, 605.. 1009 
821. .1228, 863. .976 
1352. .1477, 1664. .1 
1679. .1861, 1679. .1 
1712. .1837, 11257.. 
11269. .11616, 11278 
11701. .12048, 11704 
11737. .12129, 11742 
11892. .11993, 11899 
12148. .12267, 12148 
12325. .12708, 12325 
12328. .12990, 12334 
12436. .12840, 12543 
12673. .13245, 12676 
12916. .13203, 13021 
13222. .13350, 13519 
13534. .13797, 13543 
13545. .13796, 13549 
13630. .13869 



,ol. ts 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 26. 9922. CI 



13872 

TBLASTX : Soybean 
13869 
141 

217, 8. .145, 23. .226, 68. .874, 70. .216, 

269. .931, 326. .724, 407. .796, 410. .535, 
9, 421. .546, 461. .871,. 479. .1168, 487. .579, 
, 640. .729, 677. .1084, 749. .1219, 770. .1300, 
, 890.. 1300, 1013.. 1300, 1352.. 1453, 
861, 1667.. 1864, 1667.. 1792, 1679.. 1861, 
861, 1681.. 1932, 1685.. 1861, 1694.. 1861, 
11520, 11260. .11694, 11263 .. 11640 , 
11688, 11374. .11700, 11563 .. 12120, 
11835, 11722. .12129, 
11903, 11785. .12129, 
12056, 12130. .12249, 
12482, 12325. .12627, 
12834, 12327. .12482, . 
12447, 12364. .12774, 12382 .. 12 627, 
12632, 12580. . 12987, 12652 .. 13059, 
13254, 12796. .13203, 
13239, 13216.. 13365, 
13725, 13531. .13656, 
13797, 13543. .13845, 
13797, 13576. .13701, 



.12120, 11713. 

.11930, 11742. 

.12012, 11973. 

.12198, 12324, 

.12555, 12325, 



..13071, 12748. 

..13215, 13084, 

..13797, 13519, 

..13797, 13543, 

..13797, 13558. 



Seq. No. 6986 

Gene No. 14714 

Start 8277 

Name OJ990421_26 . 9922 . CI . o2 . tm 

Start 5 

GI none 
Exons 



OJ990421 26. 9922. CI 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5. .226, 5. .226, 8. .199, 35. .226, 218. .850, 242. .919, 326. .991, 
413. .1063, 424. .579, 557. .1159, 686. .1219, 956. .1228, 
11506. .11685, 11701. .11841, 11701 .. 11850, 11704 11814 , 
12010. .12129, 12025. .12129, 12142 .. 12207, 12148 12537 , 



13872 

TBLASTX: Maize 

13161 

14 0' 



7283 



12148. .12267, 12229 .. 12894 , 12325 12966, 124 45 .. 13110, 
12589. .13161 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6986 
14714 
8277 

OJ990421_26.9922.Cl.ol.tw 
8 

none 



Seq. ID OJ990421_26.9922.C1 
Strand 

13872 

TBLASTX: Wheat 
13872 
124 



End 

Method 
End 
Score 

8. .217, 55. .144, 191. .436, 407. .652, 773. .1009, 965. .1228, 
1607. .1861, 1609. .2007, 1621. .1995, 1922. .2008, 11287 .. 114 69, 
11866. .12120, 11920. .12120, 12334 .. 12555, 12676 .. 12912, 
12868. .13131, 13471. .13872, 13473. .13871 



6986 

14714 

8277 

OJ990421_26.9922.Cl.ol.tm 

1253 

none 



OJ990421 26. 9922. CI 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1253. .1474, 1259. .1501, 1542. .1580, 1607. .1828, 1621. .1827, 
11272. .11424, 11347. .11502, 11857.. 12003, 13162 .. 13416, 
13180. .13419, 13471. .13692, 13485 .. 13691, 13549 .. 13671, 
13669. .13782 



13872 

TBLASTX: Maize 

13782 

125 



Seq. No. 


6986 


Seq. ID 


OJ990421_26.9922. 


CI 


Gene No. 


14714 


Strand 






Start 


8277 


End 


13872 




Name 


OJ990421 26.9922.Cl.o2.gs 


Method 


GENS CAN 




Start 


8277 


End 


10380 




GI 


none 


Score 


.44 




Exons 


8277.. 8656, 10320.. 10380 








Seq. No. 


6987 


Seq. ID 


OJ990421_26.9922. 


C2 


Gene No. 


14715 


Strand 


+ 




Start 


885 


End 


2404 




Name 


OJ990421 26.9922.C2.ol.gs 


Method 


GENSCAN 




Start 


885 


End 


2404 




GI 


none 


Score 


.77 




Exons 


885. .968, 1057. .1177, 1555.. 


1718, 2012 


. .2166, 2266. .2404 




Seq. No. 


6987 


Seq. ID 


OJ990421_26.9922. 


C2 


Gene No. 


14715 


Strand 


+ 




Start 


885 


End 


2404 




Name 


OJ990421 26.9922.C2._o3.np 


Method 


AAT/NAP 




Start 


1017 


End 


2298 




GI 


5922620 


Score 


381 




Exons 


1017.. 1211, 1555.. 1640, 1871 


. .2298 






GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 



Seq. No. 
Gene No. 
Start 



predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



6987 

14716 

1 



Seq. ID 

Strand 

End 



OJ990421 26. 9922. C2 



752 



7284 



Name OJ990421_26. 9922 .C2 .ol .np Method AAT/NAP 

Start 1 End 752 

GI 6539570 Score 167 

Exons 1.-24, 218.. 311, 549.. 752 

GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 





Seq. No. 


6987 


Seq. ID 


OJ990421 




Gene No. 


14717 


Strand 






Start 


879 


End 


956 




Name 


OJ990421 26.9922.C2.o2.np 


Method 


AAT/NAP 




Start 


879 


End 


956 




GI 


6630699 


Score 


88 




Exons 


879. .956 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gil 6721536 |dbj IBAA89566.il ( 


AP001073) 


hypotheti 






[Oryza sativa] 








Seq. No. 


6987 


Seq. ID 


OJ990421 




Gene No . 


14718 


Strand 






Start 


2928 


End 


3893 




Name 


OJ990421 26.9922.C2.o2.gs 


Method 


GENSCAN 




Start 


2928 


End 


3893 




GI 


none 


Score 


.79 


J 


Exons 


2928.. 3022, 3066.. 3237, 3537 


..3634, 3866. .3893 


ft 


Seq. No. 


6987 


Seq. ID 


OJ990421 




Gene No. 


14718 


Strand 




jj 


Start 


2928 


End 


3893 




Name 


OJ990421 26.9922.C2.o4.np 


Method 


AAT/NAP 




Start 


3184 


End 


3715 




GI 


5042454 


Score 


184 




Exons 


3184. .3244, 3547. .3715 






y 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


6988 


Seq. ID 


OJ990421 




Gene No. 


14719 


Strand 


+ 


X 


Start 


1435 


End 


2514 




Name 


OJ990421 26.9922.C3.ol.gs 


Method 


GENSCAN 




Start 


1435 


End 


2514 




GI 


none 


Score 


.46 


3 


Exons 


1435. .1484, 1733. .1866, 1941 


..2013, 2457. .2514 




Seq. No. 


6988 


Seq. ID 


OJ990421 




Gene No. 


14720 


Strand 






Start 


454 


End 


977 




Name 


OJ990421 26.9922.C3.ol.np 


Method 


AAT/NAP 




Start 


454 


End 


977 




GI 


6539570 


Score 


146 




Exons 


454.. 536, 774.. 977 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


6988 


Seq. ID 


OJ990421 




Gene No. 


14721 


Strand 






Start 


1104 


End 


2448 




Name 


OJ990421 26.9922.C3.o2.np 


Method 


AAT/NAP 




Start 


1104 


End 


2448 




GI 


6630699 


Score 


75 



7285 



Exons 1104.. 1175, 2398.-2448 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi| 6721536 I dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6989 

14722 

122 

OJ99042 1_2 6 . 9922 . C4 . ol . gs 

122 

none 



Seq. ID OJ990421_26.9922.C4 



Strand 
End 

Method 

End 

Score 



+ 

6023 
GENS CAN 
6023 
.74 



122. .212, 1638. .1767, 2645. .5705, 5992. .6023 



6989 Seq. ID 

14722 Strand 
122 End 
OJ99042 1_2 6 . 9922 . C4 . ol . np Method 
2414 End 
1184075 Score 
2414. .2477, 2874. .3489, 3625. .6023 
(U42444) Cf-2.1 [Lycopersicon pimpinellif olium] 
gi | 1587673 | prf | I2207203A Cf-2 gene [Lycopersicon esculentum] 



OJ990421 
+ 

6023 
AAT/NAP 
6023 
1452 



26. 9922. C4 



hJ Seq. No. 
Kj Gene No. 
r n Start 
r\i Name 

Start 
H GI 

Exons 



J.-f 



■ st =i 



6989 
14723 
7035 
OJ9904 
2984 
none 
2984. . 
3089. . 
3470. . 
3512. . 
3518. . 
3662. . 
3953. . 
4052. . 
4129. . 
4541. . 
4859. . 
4862. . 
4912. . 
5093. . 
5147. . 
5258. . 
5399. . 
5693. . 



21 26.9922.C4.ol.tc 



3010, 
3286, 
3937, 
3853, 
3928, 
3937, 
4720, 
4792, 
4506, 
4795, 
5047, 
5038, 
5064, 
5239, 
5233, 
5395, 
5545, 
5998, 



3074. 
3089. 
3497. 
3512. 
3521. 
3835. 
3956. 
4055. 
4169. 
4547. 
4859. 
4862. 
4921. 
5125. 
5150. 
5258. 
5417. 
5708. , 



3349 
3505 
3937 
3928 
3736 
3927 
4507 
4576 
4801 
4735 
5029 
5014 
5016 
5232 
5239 
5377 
5554 
5815 



3077. 
3104. 
3509. 
3512. 
3535. 
3929. 
3956. 
4097. 
4273. 
4711. 
4862. 
4862. 
5045. 
5130. 
5150. 
5261. 
5675. 



Seq. I 

Strand 
End 

Method 

End 

Score 
.3340 
.3532 
.3937 
.3856 
.3645 
.4309 
.4375 
.4663 
.4506 
.4866 
.5047 
.5050 
.5098 
.5225 
.5233 
.5380 
.5896 



D OJ990421 26.9922.C4 



8295 

TBLASTX: Cress 
5998 
47 

3080. .3427, 
3200. .3514, 



3512, 
3518. 
3544. 



4744. 
4862, 



,3736 
.3937 
,3720 



3929. .4312 
3964. .4074 
4109. .4795 
4274. .4801 



,4938 
,5047 



4901. .5047 
5048. .5089 
5147. .5233 
5246. .5335 
5341. .5394 
5684. .5896 



3089. 
3395. 
3512. 
3518. 
3602. 
3929, 
3973. 
4114. 
4456. 
4852. 
4862. 
4901. 
5048. 
5147. 
5258. 
5399. 
5693. 



.3520, 
.3526, 
.3802, 
.3925, 
.3937, 
.4654, 
.4362, 
.4290, 
.4866, 
.5052, 
.5029, 
.5047, 
.5086, 
.5233, 
.5395, 
.5554, 
.5875, 



Seq. No. 6989 

Gene No. 14723 

Start 7035 

Name OJ990421_26 . 9922 . C4 . ol . ts 

Start 3032 

GI none 

Exons 3032.. 3508, 3080.. 3514, 3083. 

3512.. 3937, 3512.. 3928, 3512. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 26. 9922. C4 



8295 

TBLASTX : Soybean 
5875 
155 

3460, 3242.. 3535, 3404.. 3544, 
3856, 3512.. 3937, 3514.. 3711, 



3515.. 3856, 3521.. 3643, 3521.. 3643, 3530.. 3928, 3542.. 3937, 



7286 



ru 





3550. 


.3738, 


3593. 


.3937, 


3698. 


.3937, 3779.. 4585, 




3929. 


.4291, 


3956. 


.4246, 


3964. 


.4290, 3980.. 4642, 




4100. 


.4507, 


4114. 


.4290, 


4123. 


.4290, 4124. .4795, 




4190. 


.4795, 


4244. 


.4648, 


4316. 


.4726, 4388.-4795, 




4546 . 


.4800; 


4556 . 


. 4801, 


4567 . 


.4794, 4574. .4687, 




4699. 


.4881, 


4718. 


.4795, 


4855. 


.5010, 4859. .5047, 




4862. 


.5068, 


4862. 


.5029, 


4862. 


.5047, 4916. .5047, 




5036. 


.5086, 


5045. 


.5092, 


.5113.. 


^5268, 5128:. -5247, 




5258. 


.5395, 


5261. 


.5380, 


527 6^ 


&S392;'*5'$99.>5533, 




5408. 


.5536, 


5681. 


.5875, 


5693 5' 


;5815 




Seq. No. 


6989 










Seq. ID 


OJ990421 


Gene No. 


14723 










Strand 




Start 


7035 










End 


8295 


Name 


OJ990421 26. 


9922. 


C4.ol. 


tm 


Method 


TBLASTX: 


Start 


3212 










End 


6529 


GI 


none 










Score 


71 


Exons 


3212. 


.3322, 


3458. 


.3532, 


3512. 


.3604, 3737.. 3886, 




4091. 


.4258, 


4301. 


.4468, 


4596. 


.4637, 4892. .5041, 




4973. 


.5086, 


5195. 


.5392, 


5342. 


.5653, 5344. .5649, 




5679. 


.5843, 


5686. 


.5820, 


6347. 


.6529, 634 


8. . 6491 


Seq. No. 


6989 










Seq. ID 


OJ990421 


Gene No. 


14723 










Strand 




Start . 


7035 










End 


8295 


Name 


OJ990421 26. 


9922 . 


C4 . ol . 


tw 


Method 


TBLASTX: 


Start 


3458 










End 


6491 


GI 


none 










Score 


48 


Exons 


3458. 


.3523, 


3512. 


.3712, 


4163. 


.4435, 4484.. 4798, 




4696. 


.4938, 


4862. 


.5038, 


5603. 


.5653, 5604.. 5660, 




5680. 


.6036, 


6326. 


.6490, 


6348. 


.6491 




Seq. No. 


6989 










Seq. ID 


OJ990421 


Gene No. 


14723 










Strand 




Start 


7035 










End 


8295 


Name 


OJ990421 26. 


9922. 


C4 .o2. 


gs 


Method 


GEN SCAN 


Start 


7035 










End 


8295 


GI 


none 










Score 


.82 


Exons 


7035. 


.7275, 


8180. 


.8295 








Seq. No. 


6990 










Seq. ID 


OJ990421 


Gene No . 


14724 










Strand 


+ 


Start 


2253 










End 


2458 


Name 


OJ990421 26. 


9922. 


C6.o2. 


gs 


Method 


GENSCAN 


Start 


2253 










End 


2458 


GI 


none 










Score 


.73 


Exons 


2253. 


.2257, 


2290. 


.2329, 


2393. 


.2458 




Seq. No. 


6990 










Seq. ID 


OJ990421 


Gene No. 


14725 










Strand 




Start 


350 










End 


964 


Name 


OJ990421 26. 


9922. 


C6.ol. 


gs 


Method 


GENSCAN 


Start 


350 










End 


964 


GI 


none 










Score 


.65 


Exons 


350. . 


649, 659..964 








Seq. No. 


6990 










Seq. ID 


OJ990421 



3928 
4037 
4172 
4532 
4676 
4862 
4934 
^5147 
5402 



.3993, 
.4435, 
.4582, 
.4798, 
.5020, 
.5047, 
.5086, 
.5416, 
.5539, 



.4101, 
.5047, 



7287 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



i-5 s 
"13 



1472.6 
7873 

OJ990421_26, 
4052 
none 

4052. .4327, 
4076. .4486, 
4505. .4645, 
4718. .4 924, 
4918. .5220, 
4947. .5111, 
5035. .5160, 
5524. .5562, 
5780. .5974, 
10427. .10480 
10665. .10769 
11276. .11461 
11279. .11461 
11462. .11680 
11484. .11633 
11681. .11974 
11697. .11795 
11703. .11939 
11838. .12371 
11924. .12334 
12216. .12383 
12360. .12602 
12569. .12913 
12578. .12994 
12651. .12878 
12795. .12956 
13004. .13387 



9922.C6.ol.ts 



Strand 
End 

Method 
End 



13714 
- TBLASTX: Soybean 
13402 









Score 


127 






4055. .4318, 


4058 


. .4492, 


4061. . 


4438, 


4070. .4414, 


4100. .4492, 


4306 


. .4629, 


4361. . 


4648, 


4499. .4639, 


4 604. .4-657,; 


4715 


. .4918, 


4715. . 


4948, 


4715. .4900/ 


4799. .4918, 


4820 


. .4918, 


4 912. . 


5172, 


4918. .5211, ^ 


4936. .5175, 


4936 


. .5181, 


4936. . 


5181, 


4944. .5180, 


4953. .5120, 


4954 


. .5181, 


5010. . 


5198, 


5011. .5199, 


5089. .5211, 


5314 


. .5562, 


5425. . 


5559, 


5437. .5709, 


5556. .5693, 


5569 


. .5700, 


5608. . 


5745, 


5750. .5986, 


5834. .6046, 


6167 


. .6187, 


9740. . 


9841, 


9751. .9840, 


, 10484. 


.10654, 


10488. . 


10643, 


10661. 


.10804, 


, 10829. 


.10960, 


10869. . 


10946, 


11216. 


.11461, 


, 11279. 


.11467, 


11279. . 


11461, 


11279. 


.11461, 


, 11279. 


.11575, 


11279. . 


11398, 


11462. 


.11680, 


, 11462. 


.11668, 


11462. . 


11680, 


11471. 


.11632, 


, 11489. 


.11689, 


11499. . 


11654., 


11499. 


.11693, 


, 11693. 


.12025, 


11693. . 


11788, 


11696. 


.12382, 


, 11700. 


.11816, 


11702. . 


12046, 


11703. 


.11960, 


, 11708. 


.12460, 


11711. . 


12118, 


11783. 


.12190, 


, 11858. 


.12262, 


11864. . 


12526, 


11921. 


.12727, 


, 11999. 


.12406, 


12071. . 


12487, 


12215. 


.12604, 


, 12216. 


.12530, 


12216. . 


12392, 


12260. 


.12550, 


, 12476. 


.12577, 


12513. . 


12578, 


12569. 


.12997, 


, 12575. 


.12772, 


12578. . 


13135, 


12578. 


.12961, 


, 12578. 


.12994, 


12579. . 


12725, 


12650. 


.12997, 


, 12695. 


.12799, 


12698. . 


12820, 


12768. 


.12956, 


, 12795. 


.12950, 


12855. . 


12971, 


12863. 


.12985, 


, 13010. 


.13402, 


13013. . 


13276, 


13058. 


.13396 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6990 

14726 

7873 

OJ990421_26. 

4055 

none 

4055. .4318, 
4076. .4246, 
4343. .4498, 
4502. .4660, 
4718. .4897, 
4793. .4858, 
4918. .5199, 
4953. .4973, 
5074. .5181, 
5314. .5397, 
5428. .5547, 
5590. .5739, 
9562. .9642, 
10487. .10669 
10821. .10958 
11276. .11422 
11280. .11456 
11420. .11464 



9922.C6.ol.tc 



4058.. 4414, 4067 
4076.. 4492, 4190 
4405. .4641,- 4436 
4502.. 4648, 4511 
4718.. 4924, 4763 
4915.. 5091, 4915 
4921.. 5196, 4936 
4956.. 5120, 4963 
5314.. 5403, 5314 
5349.. 5390, 5419 
5428.. 5736, 5443 
5590:. 5739, 5590 
9745.. 9840, 9746 
, 10670. .10828, 
, 11201. .11251, 
, 11279. .11461, 
, 11285. .11461, 
, 11448. .11660, 



Seq. ID OJ990421 
Strand 

End 13714 
Method TBLASTX 
' End 13396 

Score 146 
..4327, 4076. .4483, 
. .4492, 4283. .4483, 
. .4525, 4445,.. 4660, 
..4558, 4535. .4639, 
..4921, 4769. .4918, 
..5181, 4918. .5193, 
..5193, 4936. .5196, 
..5199, 4990. .5043, 
..5397, 5314. .5397, 
..5562, 5425.-5547, 
..5559, 5563. .5721, 
..5712, 5599.-5736, 
. .9841, 9950. .10012, 
10671. .10838, 10793 
11276. .11428, 11276 
11279. .11461, 11279 
11351. .11404, 11405 
11459. .12004, 11462 



26. 9922. C6 



Cress 



4076 
4292 
4499 
4715 
4787 
4918 
4945 
5053 
5314 
5425 
5563 
5855. . 

10427 
.10957 
.11455 
.11464 
.11461 
.11689 



4486, 

4405, 

4630, 

4975, 

4921, * 

5130, 

5199, 

5199, 

5400, 

5571, 

5748, 

6055, 

. . 10462, 



7288 





11462. 


.11506 


, 11462. 


.11680, 


11462. 


.11629, 


11480. 


.11680, 




11480. 


.11680 


, 11489. 


.11707, 


11490. 


.11594, 


11510. 


.11680, 




11588. 


.11683 


, 11627. 


.12478, 


11681. 


.12415, 


11690. 


.12286, 




11693. 


.11833 


, 11711. 


.12346, 


11711. 


.11863, 


11712. 


.11939, 




11712. 


.11987 


, 11732. 


.11908, 


11739. 


.11909, 


11783. 


.12550, 




11795. 


.11986 


, 11858. 


.12577, 


11858. 


.12148, 


11865. 


.12227, 




11955. 


.12278 


, 11984. 


.12529, 


11999. 


.12292, 


12062. 


.12364, 




12081. 


.12392 


, 12083. 


.12274, 


1212-9. 


.12365, 


12134. 


.12604, 




12134. 


'.12436 


, 12155: 


.12346," 


12194. 


.12550/ 


12197. 


.12511, ' 




12210. 


'.12509 


, 12236. 


.12415, 


12278. 


.12778, 


12288. 


.12515, 




12296. 


.12409 


, 12335. 


.12529, 


12338. 


.12553, 


12341. 


.12550, 




12569. 


. 12994 


, 12569. 


. 12985, 


12575 . 


. 12820, 


12578 . 


. 12997, 




12578. 


.12994 


, 12578. 


.12985, 


12578. 


.12871, 


12629. 


.12988, 




12635. 


.12853 


, 12650. 


.12943, 


12660. 


.12944, 


12704. 


.12994, 




12795. 


.12980 


, 12795. 


.12986, 


12815. 


.13063, 


12857. 


.12997, 




13004. 


.13108 


, 13004. 


.13306, 


13004. 


.13108, 


13013. 


.13396, 




13091. 


.13288 


, 13091. 


.13141, 


13169. 


.13327, 


13169. 


.13324 


Seq. No. 


6990 ■ 








Seq. 


ID OJ990421 


26.9922. 


Gene No. 


14726 








Strand 






Start 


7873 








End 


13714 




Name 


OJ990421 26. 


9922. C6. 


ol . tw 


Method TBLASTX : Wheat 


Start 


4055 








End 


12832 




GI 


none 








Score 83 






Exons 


4055. . 


4195, 


4067.. 4267, 4511 


. .4657 


, 4921.- 


.5040, 


4936. .51 



5074. .5199, 5776.-5838, 5777. .5821, 584 9 .. 6193, '5851 .. 6153, 
5864. .6190, 6593. .6649, 6713. .6796, 11204 .. 114 61, 11228 114 61 , 
11465. .11680, 11690. .11830, 11711 .. 12022, 11711 .. 11902 , 
11999. .12262, 12089 .. 12406, 12578.. 12832 



lf z Seq. No. 

J ^ Gene No . 

« Start 

Q Name 

<Ij Start 

r I Exons 

w s 



6990 

14726 

7873 

OJ9904 

4067 

none 

4067. . 

4508. . 

4769. . 

4945. . 

5291. . 

5852. . 

11279. 

11690. 

11783. 

12062. 

12185. 

12332. 

12578. 

12764. 

13004. 



21 26.9922.C6.ol.tm 



4327, 

4732, 

4924, 

5142, 

5398, 

6046, 

.11440 

.11800 

.11971 

.12445 

.12526 

.12550 

.12952 

.12988 

.13108 



4085 
4508 
4769 
5002 
5316 



,4222, 4085. 
,4657, 4520. 



Seq. ID OJ990421_2 
Strand 

End 13714 
Method TBLASTX: Ma 
End 13108 
Score 128 
4267, 4256.. 4486, 
4630, 4677.. 4739, 
4966, 4921.. 5070, 4936.. 5112, 
5181, 5074.. 5193, 5095.. 5214, 
5402, 5317.. 5403, 5376.. 5546, 
5855. .6055, 11213 .. 11680, 11214. .1168 
, 11459. .11680, 11459. .11587, 11660.. 

11825, 11711. .11872, 11753.. 
12232, 11915. .12304, 11930.. 
12256, 12113. .12526, 12113.. 
12371, 12257. .12535, 12287.. 
12568, 12488. .12547, 12569.. 
12883, 12744. .12986, 12746.. 
12976, 12833. .12985, 12998.. 



11700. 
11822. 
12071. 
12249. 
12344. 
12578. 
12794. 



6. 9922.C6 



lze 



508. .4633, 
715. .4921, 
945. .5211, 
146. .5211, 
428. .5721, 
4, 

12085, 
12163, 
12109, 
12520, 
12469, 
12667, 
12988, 
13099, 



Seq. No. 6990 Seq. ID 

Gene No. 14726 Strand 

Start 7873 End 

Name OJ99042 1_2 6 . 9922 . C6 . o2 . ts Method 

Start 7626 .End 



OJ990421_26.9922.C6 
13714 

TBLASTX : Soybean 
7839 



7289 



GI 


none 


Score 


100 


Exons 


7626. .7685, 7627. .7689, 7628 


.'.7684, 7679. .7780, 7688. .7780, 




7693. .7782, 7771. .7830, 7773 


..7835, 7786. .7839 


Seq. No. 


6990 


Seq. ID 


OJ990421_2 6. 9922 .C6 


Gene No. 


14726 


Strand 




Start 


7873 


End 


13714 


Name 


* OJ990421 26. 9922.C6.o3.tm. 


Method 


TBLASTX: Maize _ .. 


Start 


7692 


End 


'7894 


GI 


none 


Score 


209 


Exons 


7692.. 7841, 7693, .7839, 7697 


. .7894 




Seq. No. 


6990 


Seq. ID 


OJ990421_26. 9922/C6 


Gene No. 


14726 


Strand 




Start - 


7873 


End 


13714 


Name 


OJ990421 26.9922.C6.o4.gs 


Method 


GENSCAN 


Start 


7873 


End 


13714 


GI 


none 


Score 


.82 


Exons 


7873. .7947, 8238. .8398, 8530 


..8683, 8797. .8868, 9625.-9839, 




10426.. 13714 






Seq. No. 


6990 


Seq. ID 


OJ990421_26. 9922.C6 


Gene No . 


14726 


Strand 




Start 


7873 


End 


13714 


Name 


OJ990421 26.9922.C6.ol.np 


Method 


AAT/NAP 


Start 


8276 


' End 


13711 


GI 


2827715 


Score 


1286 


Exons 


8276. .8304, 9546. .9839, 10426 114 12 , 


11488. .11659, 




11729. .12233, 12306 .. 12529, 


12677. .13057, 13274 .. 13414, 




13496. .13711 






GI Descrip. 


(AL021684) receptor protein 


kinase - like protein [Arabidopsis 




thaliana] 






Seq. No. 


6990 


Seq. ID 


OJ990421_26.9922.C6 


Gene No. 


14726 


Strand 




Start 


7873 


End 


13714 


Name 


OJ990421 26.9922.C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


9757 


End 


10988 


GI 


none 


Score 


61 


Exons 


9757. .9840, 10427 104 62 , 10466.. 10666 


, 10488. . 10667, 




10673. .10822, 10674 .. 10805, 


10862. .10987, 10869.. 10988 


Seq. No. 


6990 


Seq. ID ' 


OJ990421_26. 9922.C6 


Gene No. 


14726 


Strand 




Start - 


7873 


End 


13714 


Name 


OJ990421 26.9922.C6.o2.tw 


Method 


TBLASTX: Wheat 


Start 


10427 


End 


10822 


GI 


none 


Score 


66 


Exons 


10427. .10822, 10496.. 10600 






Seq. No. 


6991 


Seq. ID 


OJ990421_26. 9922.C7 


Gene No. 


14727 


Strand 


+ 


Start 


4544 


End 


6583 


Name 


OJ990421 26.9922.C7.o2.gs 


Method 


GENSCAN 


Start 


4544 


End 


6583 


GI 


none 


Score 


.48 


Exons 


4544. .4651, 6153. .6245, 6455 


. .6583 





7290 






Seq. No. 


6991 




Seq. ID 


OJ990421_26.9922 


.C7 




Gene No. 


14728 




Strand 


+ 






Start 


9073 




End 


13775 






Name 


OJ990421 26. 9922. C7 


. o3.gs 


Method 


GENSCAN 






Start 


9073 




End 


13775 






GI 


none 




Score 


.63 






Exons 


9073.. 9222, 10383.. 


10.636, 10647. .10795, 


11974. .12203, 








12502. .12613, 12714 


. .12982, 


13153. '.13168, 13192.. 13775 






Seq. No. 


6991 




Seq. ID 


OJ990421_26.9922 


. C / 




Gene No. 


14729 




Strand 








Start 


14032 




End 


16152 






Name 


OJ990421 26. 9922. C7 


. o2. tm 


Method 


TBLASTX : Maize 






Start 


14017 




End 


14340 






GI 


none 




Score 


86 






Exons 


14017. .14340, 14189 


. .14338 










Seq. No. 


6991 




Seq. ID 


OJ990421_26.9922 


.C7 




Gene No. 


14729 




Strand 








Start 


14032 




End 


16152 






Name 


OJ990421 26. 9922. C7 


.ol.np 


Method 


AAT/NAP 




3 ES. 


Start 


14032 




End 


16152 






GI 


6967112 




Score 


428 




b3 


Exons 


14032. .14724, 16129 


. .16152 








t : a 


GI Descrip.' 


(AL138652) putative protein 


[Arabidopsis thaliana] 




y 

. 


Seq. No. 


6991 




Seq. ID 


OJ990421_26.9922 


. C / 




Gene No. 


14729 




Strand 






. Li 


Start 


14032 




End 


16152 






Name 


OJ990421 26. 9922. C7 


. ol . tw 


Method 


TBLASTX: Wheat 




1 LI 


Start 


14266 




End 


14683 






GI 


none 




Score 


508 




[ SET 


Exons 


14266. .14682, 14267 


. .14683 










Seq. No. 


6991 




Seq. ID 


OJ990421_26.9922 


.C7 




Gene No. 


14729 




Strand 






;3 


Start 


14032 




End 


16152 




■■ sS 


Name 


OJ990421 26. 9922. C7 


.ol. tm 


Method 


TBLASTX: Maize 






Start 


14342 




End 


14725 






GI 


none 




Score 


68 






Exons 


14342. .14575, 14344 


. .14721, 


14358. .14525, 14414 .. 14722, 








14612. .14725 












Seq. No. 


6991 




Seq. ID 


OJ990421_26.9922 


. C / 




Gene No. 


14729 




Strand 








Start 


14032 




End 


16152 






Name 


OJ990421 26. 9922. C7 


.ol. ts 


Method 


TBLASTX : Soybean 






Start 


14353 




End 


14724 






GI 


none 




Score 


38 






Exons 


14353. .14517, 14432 


. .14497, 


14524. .14724, 14546. .14722 






Seq. No. 


6991 




Seq. ID 


OJ990421_26.9922 


.C7 




Gene No. 


14729 




Strand 








Start 


14032 




End 


16152 






Name 


OJ990421 26. 9922. C7 


. o3 . tm 


Method 


TBLASTX: Maize 






Start 


14878 




End 


15219 





7291 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 69 

14878-. .15219, 14 900 .. 15022, 14950.. 15177 



6992 Seq. ID 

14730 Strand 

2791 End 

OJ990421_2 6 . 9922 . C8 . ol . gs Method 

2791 ..End 

none . Score 



OJ990421_26.'9922.C8 
+ 

13212 
GENSCAN 
12721 
.49 



2791. .2815, 2983. .3110, 3112. .3210, 7770. .7820., 7905. .8441, 
8470. .8574, 8607. .8843, 8907. .9901, 9903. .10799, 10896. . 11686, 
12426. .12721 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8945, 



OJ990421_ 
+ 

13212 
AAT/NAP 
13212 
5230 
8991. .9562, 



9605. .9756, 



Seq. No. 6992 Sea. ID OJ990421 26. 9922. C8 

Gene No. 14730 
Start 2791 

Name OJ990421_26 . 9922 . C8 . ol .np 

Start 7857 
GI 5922631 

Exons 7857.. 7981, 8240.. 8484, 8743 

9883. .10807, 11414. .13212 
GI Descrip. (AP000492) ESTs C26347 (C12145 ) , AU.Q78074 (C1214 5 ) correspond 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



to a 



Seq. No. 6992 Seq. ID 

Gene No. 14730 Strand 

Start 2791 End 

Name OJ990421_26 . 9922 . C8 . o5 . tw Method 

Start 9167 End 

GI none Score 

Exons 9167.. 9475, 9168.. 9569 



OJ990421_26.9922.C8 
+ 

13212 . 
TBLASTX: Wheat 
9569 . 
289 



Seq. No. 


6992 






Seq. ID 


OJ990421_26.9922 


-C8 


Gene No. 


14730 






Strand 


+ 




Start 


2791 






End 


13212 




Name 


OJ990421 26. 9922. C8 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10147 






■ End 


10824 




GI 


none 






Score 


147 




Exons 


10147. 


.10323, 10368 


. .10604, 


10372. .10602, 10651.. 10824 




Seq. No. 


6992 






Seq. ID 


OJ990421_26.9922 


.C8 


Gene No. 


14730 






Strand 


+ 




Start 


2791 






End 


13212 




Name 


OJ990421 26. 9922. C8 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10824 






End 


11280 




GI 


none 






Score 


491 




Exons 


10824. 


.11279, 10825 


.11280 








Seq. No. 


6992 






Seq. ID 


OJ990421_26.9922 


.C8 


Gene No. 


14730 






Strand 


+ 




Start 


2791 






End 


13212 




Name 


OJ990421_26.9922.C8 


o2.ts 


Method 


TBLASTX : Soybean 





7292 




Start 


10864 






End 


11229 




GI 


none 






Score 


138 




Exons 


10864. 


.11088, 11095. 


.11229 








Seq. No. 


6992 






Seq. . ID 


OJ990421_26.9922 


.C8 


Gene no. 


14730 






Strand 


+ 




Start 


2791 






End 


13212 




Name 


OJ990421 26.9922..C8. 


ol. tm 


Method 


TBLASTX: Maize - 




"Start 


10954 






End' 


11310 




GI 


none 






Score 


370 




Exons 


10954. 


.11310, 10995. 


.11300 








Seq. No. 


6992. 






Seq. ID 


OJ990421_26. 9922 


.C8 


Gene No. 


14730 






Strand 


+ 




Start 


2791 






End 


13212 




Name 


OJ990421 26. 9922. C8. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


11395 






End 


11819 




GI 


none 






Score 


429 




Exons 


11395. 


.11814, 11439. 


.11819 








Seq. No. 


6992 






Seq. ID 


OJ990421_26.9922 


.C8 


bene No . 


14730 






Strand 


+ 




Start 


2791 






End 


13212 




Name 


OJ990421 26. 9922. C8. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


11473 






End 


11874 




GI 


none 






Score 


307 




Exons 


11473. 


.11874, 11490. 


.11633 








Seq. No. 


6992 






Seq. ID 


OJ990421_26. 9922 


.C8 


Gene No. 


14730 






Strand 


+ 




btart 


2791 






End 


13212 




Name 


OJ990421 26. 9922. C8. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


11541 






End 


11985 




GI 


none 






Score 


270 




Exons 


11541. 


.11795, 11542. 


.11796, 


11542. .11799, 11556. .11801, 






11817. 


.11948, 11818. 


.11961, 


11959. .11985 




Seq. No. 


6992 






Seq. ID 


OJ990421 26.9922 


.C8 


Gene No . 


14730 






Strand ' 


+ 




Start 


2791 






End 


13212 




Name 


OJ990421 26. 9922. C8. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


11824 






End 


12108 




GI 


none 






Score 


-275 




Exons 


11824. 


.12105, 11833. 


.11922, 


11943. .12107, 12013. .12108 




Seq. No. 


6992 






Seq. ID 


OJ990421_26. 9922 


.C8 


Gene No. 


14730 






Strand 


+ 




O +- -i 4- 

btart 


2791 






End 


13212 




Name 


OJ990421 26. 9922. C8. 


o3. ts 


Method 


TBLASTX: Soybean 




Start 


12100 






End 


12489 




GI 


none 






Score 


87 




Exons 


12100. 


.12204, 12108. 


.12194, 


12262. .12489, 12263 12319, 






12365. 


.12487 










Seq. No. 


6992 






Seq. ID 


OJ990421_26.9922 


.C8 


Gene No. 


14730 






Strand 


+ 




Start 


2791 






End 


.13212 





7293 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990421_2 6 . 9922 . C8 . o3 . tw Method 
12109 End 
none Score 



TBLASTX: Wheat 

12532 

151 



12109. .12264, 12114. .12263, 12262 .. 124 56, 12263.. 12532 



6992 Seq. ID 

14730 Strand. 

27 91 End 

OJ990421_2 6 . 9922 . C8 . o3 . tm Method 

12362 End 

none Score 

12362. .12616, 12370.. 12477 



OJ990421_26. 9922.C8 
+ 

132.12 

TBLASTX: Maize' v ' 

12616 

185 





Seq. No. 


6992 


Seq. ID 


OJ990421_26.9922.C8 




Gene No. 


14730 


Strand 


+ 




Start 


2791 


End 


13212 




Name 


OJ990421 26.9922.C8.o7.tw 


Method 


TBLASTX: Wheat 




Start 


12548 


End 


12889 




GI 


none 


Score 


135 




Exons 


12548. .12682, 12736 .. 128 67 , 


12749. .12889 




Seq. No. 


6993 


Seq. ID 


OJ990421_26.9922.C9 




Gene No. 


14731 


Strand 


+ 


J="t 


Start 


10294 


End 


14540 


i.l 


Name 


OJ990421 26.9922.C9.o2.gp 


Method 


AAT/GAP 


'it=r 


Start 


10294 


End 


13265 


i e iS 


GI 


uC-osflcyp077gl2bl 


Score ' 


1002 


I y 


Exons 


10294. .10495, 10580 .. 10797 , 


13149. .13265 


: ; s? 


GI Descrip. 


•4102839 3.0e-45 (AF016713) 


LeOPTl [Lycopersicon esculentum] 


=1 


Seq. No. 


6993 


Seq. ID 


OJ990421_26.9922.C9 




Gene No. 


14731 


Strand 


+ 


ry 


Start 


10294 


End 


14540 


» 


Name 


OJ990421 26.9922.C9.o3.np 


Method 


AAT/NAP 


.5 aa 


Start 


10360 


End 


14540 


'"-■•A 


GI 


4102839 


Score 


1223 




Exons 


10360. .10498, 10583. .10797, 


13149. .14540 




GI-; Descrip. 


(AF016713) LeOPTl [Lycopersicon esculentum] 


□ 


Seq. No. 


6993 


Seq. ID 


OJ990421_26.9922.C9 




Gene No. 


14731 


Strand 


+ 




Start 


10294 


End 


14540 




Name ■ 


OJ990421 26.9922.C9.o3.gp 


Method 


AAT/GAP 




Start 


13416 


- End 


13881 




GI 


uC-osflM202094c09bl 


Score 


928 




Exons 


13416. .13881 








GI Descrip. 


'4176420/dbj |BAA37167| 2.0e 


-11 (AB008097) cytochrome P450 






[Arabidopsis thaliana] 1 








Seq. No. 


6993 


Seq. ID 


OJ990421_26.9922.C9 




Gene No. 


14732 


Strand 


+ 




Start 


20885 


End 


25436 




Name 


OJ990421 26.9922.C9.o5.gs 


Method 


GENSCAN 




Start 


20885 


End 


25436 




GI 


none 


Score 


. 61 




Exons 


20885. .20900, 22393 .. 22555, 


24 307. .24545, 25285. .25436 



7294 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip.. 



OJ990421_26.9922.C9 
+ 

25436 
AAT/NAP 
23978 
80 



6993 Seq. ID 

14732 Strand 
20885 End 
OJ990421_26. 9922.C9.o4 .np Method 
22598 End 
5922615 Score 
22S98..22662, 23921.. 23978 

(AP000492) EST AU056O52 (S20251 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016848 | dbj IBAA85191.il (AP000570) EST AU056052 (S20251 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6993 
14733 
25702 

OJ990421_26.9922.C9.o5.gp 
25702 

2315_5.*R1084 
25702. .25952, 26212.. 26252 : 
'6016845/dbj | AP000570 . 1 | AP000570 1 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421_ 
+ 

26252 
AAT/GAP 
26252 
398 



26. 9922. C9 



0e-14 Oryza sativa genomic 





Seq. No. 


6993 


Seq. ID 


OJ990421 




Gene No. 


14734 


Strand 


- 




Start 


1060 


End 


2595 


1 1 * 


Name 


OJ990421 26.9922.C9.ol.gs 


Method 


GENSCAN 




Start 


1060 


End 


2595 




GI 


none 


Score 


.76 


: a 


Exons 


1060. .2595 






Li 


Seq. No. 


6993 


Seq. ID 


OJ990421 




Gene No. 


14734 


Strand 




i 


Start 


1060 


End 


2595 




Name 


OJ990421 26.9922.C9.ol.np 


Method 


AAT/NAP 




Start 


1081 


End 


2202 


a 


GI 


6606570 


Score 


577 




Exons 


1081.. 2202 








GI Descrip. 


(AF215729) unknown [Glycine 


max] 




3 


Seq. No. 


6993 


Seq. ID 


OJ990421 




Gene No. 


14734 


Strand 






Start 


1060 


End 


2595 




Name 


OJ990421 26.9922.C9.ol.gp 


Method 


AAT/GAP 




Start 


2313 


End 


2482 




GI 


none 


Score 


319 




Exons 


2313. .2482 








Seq. No. 


6993 


Seq. ID 


OJ990421 




Gene No. 


14735 


Strand 






Start 


5024 


End 


7680 




Name 


OJ990421 26.9922.C9.o2.np 


Method 


AAT/NAP 




Start 


4794 , 


End 


7680 




GI 


6815109 


Score 


197 




Exons 


4794. .4812, 5512. .5716, 6695 


..6951, 7203. .7561, 




GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 



26. 9922. C9 



26. 9922. C9 



7615. .7680 



7295 



Seq. No. 6993 

Gene No. 14735 

Start 5024 

Name OJ990421_26. 9922 . C9. o2 . gs 

Start 5024 

GI none 

Exons 5024.. 5226, 5436.. 5565, 5618. 
7462. .7548 



Seq. ID OJ990421_26.9922.C9 
Strand 

End 7680 

Method GEN SCAN 

End 7548 

Score .59 

.5824, 6516.. 6630, 7279.. 7385, 



Seq. No. .6993 
Gene No. 14736 
Start 15628 

Name OJ990421_2 6 . 9922 . C9 . o2 . ts 

Start 1207 
GI none 

Exons 1207.. 1350, 1354.. 1539, 1393, 

1627. .1719, 1765.. 1890, 1768. 
1936. .2019, 1945.. 2046, 1951. 
2089.. 2229, 2089.. 2217, 2089. 
2092.. 2193, 2161.. 2199 



Seq. ID 
Strand 
End 

Method 
End 
Score ' 



OJ990421 26. 9922. C9 



19580 

TBLASTX: Soybean 
2229 
91 

1539, 1393.. 1494, 1393.. 1539, 
1827, 1786.. 1830, 1936.. 2082, 
2064, 2020.. 2211, 2089.. 2229, 
2199, 2092.. 2217, 2092.. 2211, 



Seq. No. 
Gene No. 
□ Start 
Name 
Start 
GI 



i.ii 



I'll 

\~ Exons 



6993 Seq. ID 

14736 Strand 

15628 End 

OJ990421_26 . 9922 . C9 . ol . tw Method 

1301 End 

none Score 

1301. .1720, 1315. .1719, 2089. .2199 



OJ990421_26.9922.C9 
19580 

TBLASTX: Wheat 

2199 

336 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6993 

14736 

15628 

OJ990421_26, 

1387 

none 

1387. .1521, 
1402. .1539, 
1765. .1890, 
1936. .2061, 
2086. .2220, 
2089. .2190, 



9922.C9.o2.tc 



1390.. 1653, 1390. 

1444. .1539, 1735. 

1768. .1890, 1777. 

1942.. 2064, 1945. 

2089.. 2220, 2089. 

2092.. 2208, 2158. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 26. 9922. C9 



19580 

TBLASTX: Cress 
2220 
62 

1539, 1390.. 1437, 1390.. 1521, 
1887, 1753.. 1890, 1753.. 1890, 
1.890, 1778.. 2008, 1795.. 1890, 
2070, 1957.. 2061, 2072.. 2140, 
2220, 2089.. 2211, 2089.. 2211, 
2217 



Seq. No. 6993 

Gene No. 14736 

Start 15628 

Name OJ990421_2 6 . 9922 . C9 . o2 . tm 

Start 1390 

GI none 

Exons 1390.. 1509, 1402.. 1518, 1494, 
1942. .2127, 2068. .2199 



Seq. ID OJ990421_26. 9922.C9 
Strand 

End 19580 

Method TBLASTX: Maize 

End 2199 

Score 471 

.1967, 1495.. 1995, 1496.. 1996, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



6993 

14736 

15628 

OJ990421 

10405 

none 



26.9922.C9.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_26.9922.C9 
19580 

TBLASTX : Soybean 

14390 

136 



7296 






Exons 


10405. .10494, 10407. 


.10493, 


10581. .10805, 10582. .10794, 






13148. .13621, 13149. 


.13739, 


13782. .14390, 13820.. 14389 




Seq. No. 


. 6993 




Seq. ID 


OJ990421^26.9922 




Gene No . 


14736 




Strand 






Start 


15628 




End 


19580 




Name 


OJ990421 26. 9922. C9. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


10405 




End 


10749 




GI 


none 




Score 


143 




Exons 


10405. .10494, 10407. 


.10493, 


10582. .10749, 10582.. 10746 




Seq. No. 


6993 




Seq. ID 


OJ990421_26.9922 




Gene No. 


14736 




Strand 






Start 


15628 




End 


19580 




Name 


ujyyu4zi zb.yyzz.uy. 


Ol . tc 


Method 


TBLASTX: Cress 




Start 


10407 




End 


14390 




GI 


none 




Score 


111 




Exons 


10407. .10499, 10408. 


.10497, 


10593. .10805, 10594. .10797, 






13148. .13210, 13149. 


.13193, 


13217. .13534, 13236 .. 13637, 






13782. .14390, 13877. 


.14377 








Seq. No. 


6993 




Seq. ID 


OJ990421_26.9922 




Gene No. 


14736 




Strand 






Start 


15628 




End 


19580 




Name 


OJ990421 26. 9922. C9. 


o2..tw 


Method 


TBLASTX: Wheat 




Start 


10408 




End 


10713 




GI 


none 




Score 


101 


i y 


Exons 


10408. .10497, 10594. 


.10713, 


10608.. 10703 


1 : 1 


Seq. No. 


6993 




Seq. ID 


OJ990421_26.9922 




Gene No. 


14736 




Strand 




rU 


Start 


15628 




End 


19580 




Name 


OJ990421 26. 9922. C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


13217 




End 


14399 




GI 


none 




Score 


131 ' 


"''4 


Exons 


13217. .13384, 13236. 


.13400, 


13377. .13433, 13410. . 13733, 






13436. .13621, 13782. 


.14399, 


13817. .14398 


is? 


Seq. No. 


6993 




Seq. ID 


OJ990421_26.9922 




Gene No. 


14736 




Strand 






Start 


1 c c o o 




End 


19580 




Name 


OJ990421 26. 9922. C9. 


o4 . gs 


Method 


GENS CAN 




Start 


15628 




End 


19580 




GI 


none 




Score 


.48 




Exons 


15628. .15730, 16002. 


.16198, 


16433. .16576, 17211 .. 17323, 






19370. .19580 










Seq. No. 


6994 . 




Seq. ID 


OJ990421_26.9922 




Gene No. 


14737 




Strand 


+ 




Start 


153 




End 


595 




Name 


OJ990421 26. 9922. C10 


. ol . gs 


Method 


GENSCAN 




Start 


153 




End 


595 




GI 


none 




Score 


.67 




Exons 


153. .248, 521. .595 










Seq. No. 


6995 




Seq. ID 


OJ990421_26.9922 




Gene No. 


14738 




Strand 


+ 



7297 






Start 


12 


End 


644 








Name 


OJ990421 26.9922-Cll.ol.gs 


Method 


GENSCAN 








Start 


12 


End 


644 








GI 


none 


Score 


.48 








Exons 


12. .644 












Seq. No. 


6996 


Seq. ID 


OJ990501_ 


28.9922 


.C2 




Gene No. 


14739 


Strand 


+ 








Start 


15669 


End 


20781 








Name 


OJ990501 28.9922.C2.o3.gs 


Method 


GENSCAN 








Start 


15669 


End 


20125 








GI 


none 


Score 


.91 








Exons 


15669. .15739, 16440 .. 16529, 


17973. .18088, 19225. 


.19352, 








19637. .20125 












Seq. No. 


6996 


Seq. ID 


OJ990501_ 


28.9922 


.C2 




Gene No. 


14739 


Strand 


+ 








Start 


15669 


End 


20781 








Name 


OJ990501 28.9922.C2.o3.np 


Method 


AAT/NAP 








Start 


18059 


End 


20781 








GI 


6522547 


Score 


118 








Exons 


18059. .18088, 19225 .. 19352, 


19637. .19739, 20601. 


.20781 




: i 

"i 


GI Descrip. 


(AL132955) hypothetical protein [Arabidopsis thaliana] 




; ^ 
's s? 


Seq. No. 


6996 


Seq. ID 


OJ990501_ 


28.9922 


.C2 


ff\ 

>J 1 - 


Gene No. 


14740 


Strand 








! y 


Start 


1 


End 


2849 






□ 


Name 


OJ990501 28.9922.C2.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2849 








GI 


2583130 


Score 


1340 






'he? 


Exons 


1. .2849 










ru 


GI Descrip. 


(AC002387) putative non-LTR 


retroelement reverse 


! transcriptase 






[Arabidopsis thaliana] 












Seq. No. 


6996 


Seq. ID 


OJ990501_ 


28.9922 


.C2 




Gene No. 


14741 


Strand 










Start 


8020 


End 


14603 






1.1 


Name 


OJ990501 28.9922.C2.o2.gs 


Method 


GENSCAN 






j" "j 


Start 


8020 


End 


14603 








GI 


none 


Score 


.48 








Exons 


8020. .8123, 8839. .8941, 10346 .. 10500, 


10750. .10921, 








12949. .13087, 13118 .. 13238, 


14582.. 14603 








Seq. No. 


6996 


Seq. ID 


OJ990501_ 


28.9922 


.C2 




Gene No. 


14742 


Strand 










Start 


20754 


End 


24873 








Name 


OJ990501 28.9922.C2.o4.gs 


Method 


GENSCAN 








Start 


20754 


End 


24565 








GI 


none 


Score 


.6 








Exons 


20754. .21099, 21511 .. 21588 , 


21939. .22614, 23602. 


.23812, 








23915. .24565 












Seq. No. 


6996 


Seq. ID 


OJ990501_ 


28.9922 


.C2 




Gene No. 


14742 


Strand 










Start 


20754 


End 


■ 24873 








Name 


OJ990501 28.9922.C2.o4.np 


Method 


AAT/NAP 








Start 


20874 


End 


24556 







7298 






GI 


6752888 




Score 


1983 






Exons 


20874. .21096, 21511. 


.21588, 


21939. .22614, 23602 .. 23812, 








' 23915. .24556 












GI Descrip. 


(AF220204) unknown [Malus domestica] 








Seq. No. 


OzJ y 0 




oeq * ±u 


OJ990501_28. 9922 


-C2 




P £i m ^ M /™s 

belle 1NU • 


1 A1 AO 
Ifi / flZ 




c +- r anH 

OLX dilU. 


- 






Start 


9 n 7 ^ A - 






24873 






Name 


PiTQQfiRm 9ft QQ99 P9 


- 

ol . gp 


i w ie Liiuu 


AAT/GAP 






Start 


24438 




End 


24873 






GI 


2427852 




Score 


623 






Exons 


94d^ft 94Sftn 9466Q 


94ft7^ 










Seq. No. 


O y y O 




c Pfr t n 


OJ990501_28. 9922 


.C2 




bene ino . 


1 Al AL 




C +- -ranH 
OLI clllU 


- 






Start 


9 R7fi4 




J—ll ivj. 


26026 






Name 


nTQQnRfll 9ft QQ99 CO 


oj . "cm 


L iC L11UU 


TBLASTX: Maize 






Start 


231 




End 


512 






GI 


none 




Score 


85 






Exons 


9 "3i m 9 9^ r m n 












Seq. . No. 






Seq. ID 


OJ990501_28. 9922 


.C2 




bene ino. 


1 /I T /I O 
14 / 4j 




Strand 


- 




□ 


Start 


^ J / CJ^ 




End 


26026 




i. 1 


Name 




o5 . tw 


Method 


TBLASTX: Wheat 




L! 5 


Start 


288 




End 


690 






GI 


none 




Score 


156 




: br 

i. -i 


Exons 


9QQ £9"3 "59/1 £QQ 


352. .690 






I J 


Seq. No. 


oy y o 




Seq. ID 


OJ990501_28.9922 


-C2 




bene ino. 


1 /] 7 / "3 




Strand 


- 




rli 


Start 


9 R7ft 4 
Z O / O fl 




End 


26026 






Name 


nTQQrmni 9ft qqoo po 
ujyyuoui zo.yyzz.i-,^.. 


o4 . tm 


Method 


TBLASTX: Maize 




ca. 


Start 


£9H 
DZU 




End 


1304 






GI 


none 




Score 


96 




Li 


Exons 


620. .811, 834. .1157, 


1161. . 


1304 






.1 


Seq. No. 


d y y d 




Seq. ID 


O.TQQOSOI 9ft 9999 


.C2 


* : 1 


Gene No. 


L ft / f± L3 




Strand 






e so- 
: d 


OldlL 


<l O / 0 ft 




End 


26026 






Name. . . 


O.TQQn^ni 9ft QQ99 CO 


ol. tw 


Method 


TBLASTX: Wheat 






Start 


Q7Q — 
o / y 




End 


1259 






GI 


none 




Score 


167 






Exons 


o / y . . ±uft o , oou. • iu jj 


, 890.. 


1072, 1038. 


.1256, 1041. .1259 








1168. .1257 












Seq. No. 


6996 




Seq. ID 


OJ990501_28. 9922 


.C2 




Gene No. 


14743 




Strand 








Start 


25784 




End 


26026 






Name 


OJ990501 28. 9922. C2. 


o7.tm 


Method 


TBLASTX: Maize 






Start 


16449 




End 


19984 






GI 


none 




Score 


64 






Exons 


16449. .16532, 16454. 


.16504, 


16473. .16532, 19218 .. 19358 , 








19220. .19360, 19637. 


.19780, 


19687. .19770, 19856 .. 19915, 








19856. .19915, 19928. 


.19984 










Seq. No. 


6996 




Seq. ID 


OJ990501_28. 9922 


.C2 



7299 





Gene No. 


14743 






Strand 










Start 


25784 






End 


26026 








Name 


OJ990501 28. 9922. C2. 


o3 . tm 


Method 


TBLASTX: 


Maize 






Start 


20877 






End 


21982 








GI 


none 






Score 


76 








Exons 


20877. 


.21104, 20893. 


.21051, 


20919. .21095, 21938 


. .21982 






Seq. No. 


6996 






Seq. ID 


OJ990501 


_28.9922 


.C2 




Gene No. 


14743 






Strand 










Start 


25784 






.End 


26026 








Name 


OJ990501 28. 9922. C2. 


ol.ts 


Method 


TBLASTX: 


Soybean 






Start 


20880 






End 


24533 








GI 


none 






Score 


110 








Exons 


20880. 


.21098, 20919. 


.21110, 


21507. .21590, 21510 


. .21587, 








21936. 


.21998, 21938. 


.21991, 


21995. .22294, 21996 


. .22247, 








22280. 


.22321, 22281. 


.22331, 


22391. .22612, 22530 


. .22613, 








23591. 


.23812, 23616. 


.23813, 


23909. .24283, 23913 


. .24278, 








24359. 


.24379, 24392. 


.24532, 


24393. .24533 








Seq. No. 


6996 






• * Seq. ID 


OJ990501 


_28.9922 


.C2 




Gene No. 


14743 






Strand 










Start 


25784 






End 


26026 






1 s 


Name - 


OJ990501 28-.9922.C2. 


o2.tc 


. Method 


TBLASTX: 


Cress 






Start 


20886 






End 


21991 






; e 
'(=? 


GI ■ 


none 






Score 


86 






en 


Exons 


20886. 


.21104, 20919. 


.21104, 


21513. .21590, 21516 


. .21587, 




■ y 




21938. 


.21991 












! t! 


Seq. No. 


6996 






Seq. ID 


OJ990501 


_28.9922 


.C2 




Gene No. 


14743 






Strand 










Start 


25784 






End 


26026 






i =3" 


Name 


OJ990501 28. 9922. C2. 


o3. tw 


Method 


TBLASTX: 


Wheat 




ii 


Start 


21030 






End 


22252 






ri 


GI 


none 






Score 


61 






Exons 


21030. 


.21098, 21048. 


.21095, 


21499. .21588, 21510 


. .21587, 








21936. 


.22250, 21938. 


.22252 










s? 


Seq. No. 


6996 






Seq. ID 


OJ990501 


_28.9922 


.C2 


rl 

'e =r 


Gene No. 


14743 






Strand 








: s =t! 


Start 


25784 






End 


26026 








Name 


OJ990501 28. 9922. C2. 


ol.tc 


Method 


TBLASTX: 


Cress 






Start 


22056 , 






End 


24541 








GI 


none 






Score 


148 








Exons 


22056. 


.22244, 22073. 


.22255, 


22280. .22321, 22281 


. .22361, 








22394. 


.22612, 22400. 


.22612, 


23591. .23812, 23607 


. .23813, 








23909. 


.24283, 23913. 


.24278, 


24353. .24379, 24392 


. .24541, 








24393. 


.24491 














Seq. No. 


6996 






Seq. ID 


OJ990501 


_28.9922 


.C2 




Gene No. 


14743 






Strand 










Start 


25784 






End 


26026 








Name 


OJ990501 28. 9922. C2. 


ol . tm 


Method 


TBLASTX:; 


Maize 






Start 


22056 






End 


24019 








GI 


none 






Score 


136 








Exons 


22056. 


.22250, 22073. 


.22255, 


22254 . .22325, 22280 


. .22327, 





22391. .22609, 22400 .. 22612, 22536 .. 22613, 23591 .. 23812, 
23607. .23813, 23909 .. 23965, 23966.. 24019 



7300 



Seq. No. 


6996 




Seq. ID 


OJ990501_28.9922 


.C2 


Gene No. 


14743 




Strand 






Start 


25784 




End 


26026 




Name 


OJ990501 28. 9922. C2. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


22280 




End 


22613 




GI 


none 




Score 


54 




Exons 


22280. .22321, .22281. 


.22322, 


22400. .22612, 22409 .. 22606, 






22536. .22613 










Seq. No. 


6996 




Seq. ID 


OJ990501_28.9922 




Gene No. 


14743 




Strand 






Start 


25784 




End 


26026 




Name 


OJ990501 28. 9922. C2. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


23643 




End 


24124 




GI 


none 




Score 


158 




Exons 


23643. .23813, 23645. 


.23812, 


23909. .24124, 23913.. 24119 




Seq. No. 


6996 




Seq. ID 


OJ990501_28.9922 




Gene No. 


14743 




Strand 






Start 


25784 




End 


o r r\ o c 

26026 




Name 


OJ990501 2.8. 9922. C2. 


o2 . tm 


Method 


TBLASTX : Maize 




Start 


24020 




End 


24283 




GI 


none 




Score 


ion 

18 9 




Exons 


24020. .24283, 24048. 


.24281 








Seq. No. 


6996 




Seq. ID 


OJ990501_28.9922 


. C2 


Gene No. 


14743 




Strand 






Start 


25784 




End 


26026 




Name 


OJ990501 28. 9922. C2 . 


06. tm 


Method 


TBLASTX: Maize 




Start 


24350 




End 


24541 




GI 


none 




Score 


105 




Exons 


24350; .24541, 24360. 


.24494 








Seq. No. 


6996 




Seq. ID 


OJ990501_28.9922 


. Cz 


Gene No. 


14743 




Strand 






Start 


25784 




End 


26026 




Name 


OJ990501 28. 9922. C2 . 


o5.gs' 


Method 


GENSCAN 




Start 


25784 




End 


26026 




GI 


none 




Score 


.46 




Exons 


25784. .26026 










Seq. No. 


6997 




Seq. ID 


OJ990501_28.'9922 


-C3 


Gene No. 


14744 




Strand 


+ 




Start 


2030 




End 


2429 




Name 


OJ990501 28. 9922. C3. 


ol.gp 


Method 


AAT/GAP 




Start 


2030 




End 


2429 




GI 


uC-osflcypll8hl2al 




Score 


769 




Exons 


2030. .2429 










GI Descrip. 


'2943742/dbj IBAA25068 | 0.0e+00 (AB002266) XA1 [Oryza sativa] 


Seq. No. 


6997 




Seq. ID 


OJ990501_28.9922 


.C3 


Gene No. 


14745 




Strand 






Start 


1075 




End 


4641 




Name 


OJ990501 28. 9922. C3. 


ol .gs 


Method 


GENSCAN 




Start 


1075 




End 


4614 




GI 


none 




Score 


.51 





7301 



Exons 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1075. .1287, 2388. .2531, 2698. .2848, 2955. .3192, 3436. .3499, 
3836. .4091, 4547. .4614 



6997 Seq. ID 

14745 Strand 

1075 End 

OJ990501_28.9922.C3.ol.ts Method 

2296 End 

none Score 



OJ990501_28.9922.C3 
4641 

TBLASTX : Soybean 

3934 

68 



2296. .2331, 2397. .2609, 2398. .2529, 2698. .2847, 2744. .2848, 
2744. .2848, 2957. .3193, 2958. .3167, 3287. .3439, 3287. .3439, 
3294. .3446, 3458. .3517, 3836. .3934, 3843. .3905 



6997 

14745 

1075 

OJ990501_28.9922.C3.ol.np 

2310 

2181190 

2310. .2609, 2698. .2848, 2955. 
4576. .4641 



Seq. ID OJ990501_28. 9922.C3 
Strand 

End 4 641 

Method AAT/NAP 

End 4 641 

Score 826 

.3192, 3286.. 3499, 3836.. 4014, 



GI Descrip. (Y12531).- serine/threonine kinase [Brassica oleracea] 



'"Z Seq. No. 6997 

^ Gene No. 14745 

Start 1075 

TO Name OJ990501_28 . 9922 .C3 .ol . tm 

□ Start 2352 

f~j GI none 

L ''Z Exons 2352.. 2426, 2361. .2609, 2362. 

■■^ 2699.. 2848, 2963.. 3193, 2964. 

rU 3287.. 3340 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990501 28. 9922. C3 



4641 

TBLASTX: Maize 
3340 
64 

2613, 2698.. 2847, 2698.. 2847, 
3194, 2994.. 3212, 3263.. 3340, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



6997 

14745 

1075 

OJ990501_28. 9922.C3.ol.tc 

2353 

none 

2353.. 2529, 2397.. 2609, 2710. 
2951. .3118, 2957. .3244, 2958. 
3321. .3464, 3357. .3446, 3464. 

6997 

14745 

1075 

OJ990501_28. 9922.C3.ol.tw 

2568 

none 

2568. .2609, 2698. .2847, 2744. 

6997 

14745 

1075 

OJ990501_28. 9922.C3.o2.tw 

3131 

none 



Seq. ID OJ990501_28.9922.C3 
Strand 

End 4641 
Method TBLASTX : Cress 
End 3905 
Score 105 

.2844, 2738. .2836, 2761. .2847, 
.3173, 3287.. 3457, 3293.. 3427, 
.3502, 3828.. 3905, 3836.. 3898 



OJ990501_28.9922.C3 
4641 

TBLASTX: Wheat 
3128 
107 

.2848, 2957.. 3127, 2958.. 3128 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_28. 9922.C3 
4641 

TBLASTX: Wheat 

34 63' 

101 



7302 





Exons 


3131.. 3193, 3287.. 3439, 3287 


..3463, 3294. .3440 








Seq. No. 


6997 


Seq. ID 


OJ990501_ 


28.9922 


.C3 




Gene No. 


14745 


btrana 










Start 


1075 


hna 


4641 








Name 


OJ990501 28.9922.C3.o2.tm 


Method 


TBLASTX: Maize 






Start 


3341 


Ena 


34 64 








GI 


none 


Score 


154" 








Exons 


3341. .3457, 3342. .3464 












Seq. No. 


6998 


Seq. ID 


' OJ990501_ 


28.9922 


.C4 




Gene No. 


14746 


btrana 


- 








Start 


66 


End 


671 








Name 


OJ990501 28.9922.C4.ol.gs 


Metnoa 


GEN SCAN 








Start 


66 


Ena 


671 








GI 


none 


Score 


.56 








Exons 


66. .671 












Seq. No. 


6999 


Seq. ID 


OJ990501_ 


28.9922 


.C5 




Gene No. 


14747 


Strand 


+ 








Start 


11933 


End 


15415 








Name 


OJ990501 28.9922.C5.o3.gs 


Method 


GENSCAN 








Start 


'U1933 


End 


15415 






tJ 


GI 


none 


Score 


.68 








Exons 


11933. .12022, 14674. .14795, 


14903. .15101, 15239 


. .15415 




u 


Seq. No. 


6999 


Seq. ID 


OJ990501_ 


28.9922 


.C5 




Gene No. 


14J7 : 4 8 


Strand 


+ 








Start 


17892.,." 


End 


19073 






J 


Name 


OJ990501 28.9922.C5.o4.gs 


Method 


GENSCAN 








Start 


17892 


End 


19073 






Fl 


GI 


none 


Score 


.81 








Exons 


17892. .17940, 18796.. 19073 










_ 


Seq. No. 


6999 


Seq. ID 


OJ990501_ 


_28.9922 


.C5 




Gene No. 


14749 


Strand 


+ 






& 


Start" 


21312 


End 


22125 






=1 


Name 


OJ990501 28.9922.C5.o5.gs 


Method 


GENSCAN 








Start 


21312 


End 


22125 






? 


GI 


none 


Score 


.49 






3 


Exons 


21312. .21494, 21925.. 22125 












Seq. No r T " ' 


6999 


Seq. ID 


OJ990501_ 


_28.9922 


.C5 




Gene No. 


14750 


Strand 










Start 


6761 


End 


7905 








Name 


OJ990501 28.9922.C5.o2.gs 


Method 


GENSCAN 








Start 


6761 


End 


7905 








GI 


none 


Score 


.9 








Exons 


6761. .6821, 7640. .7905 












Seq. No. 


6999 


Seq. ID 


OJ990501_ 


_28.9922 


.C5 




Gene No. 


14751 


Strand 










Start 


21334 


End 


28600 








Name 


OJ990501 28.9922.C5.ol.np 


Method 


AAT/NAP 








Start 


21334 


End 


28600 








GI 


5257279 


Score 


6728 








Exons 


21334. .21541, 23035 .. 23633, 


23748... 23910, 24127 


. .26844, 





7303 






27470. .27706, 28055 


. .28600 








GI Descrip. 


(AP000364) Similar 


to Transposon MAGGY 


gag and pol gene 






homologues . (L35053 


) [Oryza 


sativa] 






Seq. No. 


6999 




Seq. ID 


OJ990501_28.9922 


.C5 


Ljene wo. 


1 A 7 <^ 1 
1 H f D 1 




Strand 






Start 


21334 




End 


28600 




Name 


OJ990501 28. 9922. C5 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


22671 




End 


23027 




GI 


none 




Score 


104 




Exons 


22671. .23027, 22780 


. .23016 








Seq. No. 


6999 




Seq. ID 


OJ990501_28.9922 


.C5 


Gene No. 


14751 




Strand 






Start 


21334 




End 


28600 




Name 




. ol . tm 


Method 


TBLASTX: Maize 




Start 


22863 




End 


23449 




GI 


none 




Score 


90 




Exons 


22863. .23030, 22864 


. .23028, 


23041. .23292, 23042 23293, 






23151. .23297, 23152 


. .23352, 


23286.. 23420, 23290 234 48 , 






23294. .23446, 23312 


. .23449 








Seq. No. 


6999 




Seq. ID 


OJ990501_28.9922 


.C5 


Gene No . 


1 A 1 Ci 1 
1 H 1 0 1 




Strand 


- 




Start 


21334 




End 


28600 




Name 


OJ990501 28. 9922. C5 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


23038 




End 


23616 




GI 


none 




Score 


ou 1 




Exons 


23038. .23616, 23042 


. .23575 








Seq. No. 


6999 




Seq. ID 


OJ990501_28.9922 


.C5 


Gene No . 


1 A 1 1 
1 ft / O J. 




Strand 






Start 


21334 




End 


28600 




Name 


OJ990501 28. 9922. C5 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


23500 




End 


23791 




GI 


none 




Score 


241 




Exons 


23500. .23790, 23504 


. .23791 








Seq. No. 


6999 




Seq. ID 


OJ990501_28.9922 


,C5 


bene no. 


1 Al ^ 1 
±*± f D ± 




Strand 






Start 


21334 




End 


28600 




Name 


OJ990501 28. 9922. C5 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


23593 




End 


23839 




GI 


none 




Score 


118 




Exons 


23593. .23838, 23594 


. .23839 








Seq. No. 


6999 




Seq. ID 


OJ990501_28.9922 


.C5 


Gene No . 






Strand 






Start 


21334 




End 


28600 




Name 


OJ990501 28. 9922. C5 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


23647 




End 


24127 




GI 


none 




Score 


308 




Exons 


23647. .24126, 23651 


. .24127 








Seq. No. 


6999 




Seq. ID 


OJ990501_28.9922 


,C5 


Gene No. 


14751 




Strand 






Start 


21334 




End 


28600 





7304 



Name 


OJ990501 28. 9922. C5. 


o2.tw 


Method 


TBLASTX: Wheat 




Start ' 


24127 


- 


End 


24630 




GI 


none 




Score 


294 




Exons 


24127. .24630, 24128. 


.24595 








Seq. No. 


6999 




Seq. ID 


OJ990501_28.9922 


.C5 


Gene No. 


14751 




Strand 






Start 


21334 




End 


28600 




Name 


OJ990501 28. 9922. C5. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


24319 




End 


24760 




GI 


none 




Score 


205 




Exons 


24319. .24759, 24332. 


.24760 








Seq. No. 


6999 




Seq. ID 


OJ990501_28. 9922 


.C5 


Gene No. 


14751 




otrana 






Start 


21334 




End 


28600 




Name 


OJ990501 28. 9922. C5. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


24379 




End 


24624 




GI 


none 




Score 


204 




Exons 


24379. .24624 










Seq. No. 


6999 




Seq. ID 


OJ990501_28.9922 


.C5 


Gene No. 


14751 




Strand 






Start 


21334 




End 


28600 




Name 


OJ990501 28. 9922. C5. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


24631 




End 


24933 




GI 


none 




Score 


248 




Exons 


24631. .24933, 24647. 


.24913, 


24697.-24927 




Seq. No. 


6999 




Seq. ID 


OJ990501_28.9922 


.C5 


Gene No. 


14751 




Strand 






Start 


21334 




End 


28600 




Name 


OJ990501 28. 9922. C5. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


24646 




End 


25041 




GI 


none 




Score 


226 




Exons 


24646. .25005, 24647. 


.25003., 


24862. .25011, 25009 .. 2504 1, 






25010. .25039, 25012. 


.25041 








Seq. No. 


6999 




Seq. ID 


OJ990501_28.9922 


.C5 


Gene No . 


1 A 1 C 1 

14 /51 




Strand 






Start 


21334 




End 


28600 




Name 


OJ990501 28.9922.05. 


06. tm 


Method 


TBLASTX: Maize 




Start 


24764 




End 


24928 




GI 


none 




Score 


136 




Exons 


24764. .24928, 24766. 


.24927 








Seq. No. 


6999 




Seq. ID 


OJ990501_28. 9922 


.C5 


Gene No. 


14751 




Strand 






Start 


21334 




End 


28600 


- 


Name 


OJ990501 28. 9922. C5. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


24928 




End 


25398 




GI 


none 




Score 


69 




Exons 


24928. .25398, 25147. 


.25323 








Seq. No. 


6999 




Seq. ID 


OJ990501_28. 9922 


.C5 


Gene No. 


14751 




Strand 






Start 


21334 




End 


28600 





7305 





Name 


OJ990501 28. 9922. C5. 


o4 . tw 


Method 


TBLASTX : Wheat 


Start 


24982 




End 


25464 


GI 


none 




Score 


95 


Exons 


24982. .25464, 24986. 


.25129, 


24991. .25344, 25157. .25360 


Seq. No. 


6999 




beq. lu 




Gene No . 


1 H 1 D X 




Strand 




Start 


21334 




tiTia 


toOUU 


Name 


OJ990501 28. 9922. C5 . 


o7.tm 


Metnoa 


x dJjAo i a : Mai ze 


Start 


25399 




End 


25561 


GI 


none 




Score 


149 


Exons 


25399. .25560, 25400. 


.25561 






Seq. No. 


6999 




Seq. ID 


OJ990501_28.9922 


Gene No. 


14751 




Strand 




Start 


21334 




End 


28600 


Name 


OJ990501 28. 9922. C5. 


o7. tw 


Method 


TBLASTX: Wheat 


Start 


25636 




End 


26014 


GI 


none 




Score 


90 


Exons 


25636. .25758, 25637. 


.25747, 


25642..2S776, 25792 .. 26013, 




25846. .25926, 25892. 


.26014 







Seq. No. 


6999 • 


Seq. ID 


OJ990501_28.9922.C5 


Gene No. 


14751 


Strand 




Start 


21334 


End 


28600 


Name 


OJ990501 28.9922.C5.o5.tm 


Method 


TBLASTX: Maize 


Start 


25694 


End 


26019 


GI 


none 


Score 


70 


Exons 


25694. .25828, 25696 .. 25983, 


25696. .26019 


Seq. No. 


6999 


Seq. ID 


OJ990501_28.9922.C5 


Gene No. 


14751 


Strand 




Start 


21334 


End 


28600 


Name 


OJ990501 28.9922.C5.o8.tw 


Method 


TBLASTX: Wheat 


Start 


26566 


End 


26952 


GI 


none 


Score 


81 


Exons 


26566. .26712, 26576 .. 26779, 


26737. .26952, 26747. .26929 


Seq. No. 


7000 


Seq. ID 


OJ990501_28.9922.C6 


Gene No. 


14752 


Strand 


+ 


Start 


1165 


End 


1461 


Name 


OJ990501 28.9922.C6.ol.gs 


Method 


GENSCAN 


Start 


1165 


End 


1461 


GI 


none 


Score 


.77 


Exons 


1165. .1461 






Seq. No. 


7000 


Seq. ID 


OJ990501_28.9922.C6 


Gene No. 


14753 


Strand 




Start 


2763 


End 


9737 


Name 


OJ990501 28.9922.C6.ol.gp 


Method 


AAT/GAP 


Start 


2675 


End 


2976 


GI 


LIB3432-058-P1-K1-E12 ' 


Score 


328 


Exons 


2675. .2976 






GI Descrip. 


■ 5257255/dbj | AP000364 . 1 1 AP000364 8 . Oe- 


31 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 * 




Seq. No. 


7000 


Seq. ID 


OJ990501_28.9922.C6 



7306 





Gene No. 


14753 






Strand 








Start 


2763 






End 


9737 






Name 


.OJ990501 28 


.9922 


.C6.o2.gs 


Method 


GENS CAN 






Start 


2763 






End 


9737 






GI 


none 






Score 


.81 






Exons 


2763. .2958, 


3723 


..3766, 6004. 


.6249, 6675.. 6941, 


7613. .7825, 






9156. .9737 














Seq. No. 


7000 






Seq. ID 


OJ990501 


_28.9922.C6 




Gene No. 


14753 






Strand 








Start 


2763 






End 


9737 






Name 


OJ990501 28 


.9922 


. C6 . ol . np 


Method 


AAT/NAP 






Start 


5926 






End 


9647 






GI 


6957720 






Score 


1012 






Exons 


5926. .6249, 


6675 


..6941, 7613. 


.7825, 9156.. 9647 






GI Descrip. 


(AC021640) 


putative mannose-6 


-phosphate isomerase [Arabidopsis 






thaliana] 














Seq. No. 


7000 






Seq. ID 


OJ990501 


28. 9922. C6 




Gene No. 


14754 






Strand 








Start 


11003 






End 


11944 






Name 


OJ990501 28 


.9922 


. C6..o3.gs 


Method 


GENSCAN 






Start 


11003 






End ' 


11944 




□ 


GI 


none 






Score 


.84 






Exons 


11003. .11236, 11 


340. .11944 - 








i" m! 


Seq. No. 


7000 






Seq. ID 


OJ990501 


28. 9922. C6 


ry 


Gene No. 


14755 






Strand 








Start 


13035 






End 


15107 




! :l 


Name 


OJ990501 28 


.9922 


. C6 . o4 . gs 


Method 


GENSCAN 




'( J 


Start 


13035 






End 


15107 






GI 


none 






Score 


.69 






Exons 


13035. .13342, 15008.. 15107 








□ 


Seq. No. 


7000 






Seq. ID 


OJ990501 


28 . 9922 .C6 




Gene No . 


14756 






Strand 








Start 


15029 






End 


15300 




. =% 


Name 


OJ990501 28 


.9922 


.C6.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


5935 






End 


9584 






GI 


none 






Score 


41 




j "a 


Exons 


5935. .6015, 


5936 


..5962, 6077. 


.6256, 6082. .6252, 


6655. .6942, 






6673. .6933, 


6675 


. . 6944, 7610. 


.7840, 7611. .7814, 


9156. .9236, 






9172. .9237, 


9291 


..9380, 9295. 


.9384, 9441. .9491, 


9516. .9584 




Seq. No. 


7000 






Seq. ID 


OJ990501 


_28.9922.C6 




Gene No. 


14756 






Strand 








Start 


15029 






End 


15300 






Name 


OJ990501 28 


.9922 


.C6.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


5938 






End 


6207 






GI 


none 






Score 


43 






Exons 


5938. .5973, 


5986 


..6036, 6005. 


.6037, 6055. .6207, 


6056. .6193 




Seq. No. 


7000 






Seq. ID 


OJ990501 


_28.9922.C6 




Gene No. 


14756 






Strand 








Start 


15029 






End 


15300 






Name 


OJ990501 28 


.9922 


.C6.ol. tc 


Method 


TBLASTX: 


Cress 




Start 


6678 






End 


6945 





7307 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Desprip. 



Seq. No. 
Gene No. 
Start ;W 
Name 
Start 

^ Exons 

" i : s 

-.3 Seq. No. 

pi! Gene No. 

l f Start 

;J„ Name 

□ Start 
GI 

; s i Exons 

j ~ GI Descrip. 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



none Score 106 

6678.-6944, 6687. .6881, 6688. .6930, 6808.. 6945 



7000 

14756 

15029 

OJ990501_28.9922.C6.ol.tm 

6764 

none 



Seq. ID OJ990501_28.9922.C6 
Strand 

End 15300 

Method TBLASTX : Mai ze 

End 924 0 

Score 126 



6764.-6934, 6764. .6880, 6765. .6944, 6766.-6939, 7610. .7840, 
7614. .7814, 9168. .9239, 9169. .9240 



7000 
14756 
15029 

OJ990501_28 . 9922.C6.o2.gp 
15029 

6726_1.R1084 
15029.. 15300 

'3461820 6.0e-22 (AC004138) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990501_28. 9922.C6 
Strand 

End 15300 

Method AAT/GAP 

End 15300 

Score 506 



Seq. ID OJ990501_28. 9922.C7 

Strand + 

End 8622 

Method GENS CAN 

End 8622 

Score .73 



7001 
14757 
8115 

OJ990501_.28.9922.C7.o2.gs 
8115 
none 

8115. .8177, 8485. .8622 

7001 
14758 
10443 

OJ990501_28 . 9922 . C7 .o4 .np 
10443 
1168696 
10443. .10646 

ALLERGEN BET V 3 (BET V III) gi | 62 94 80 | pir | | S4 5011 allergen Bet 
v III - European white birch gi 1 1076247 | pir I I S4 6233 allergen - 
European white birch gi | 488605 | emb | CAA55854 | (X79267) allergen 
[Betula pendula] 



Seq. ID OJ990501_28.9922.C7 

Strand + 

End 10646- 

Method AAT/NAP 

End 1064 6 

Score 110 



7001 
14759 
1 

OJ990501_28. 9922.C7.o3.np 
1 

5734709 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990501 28. 9922. C7 



10503 
AAT/NAP 
10503 
30 

1..21, 4167. .4195, 4856. .5037, 5321. .5446, 10420. .10503 
(AC008075) Contains PF| 00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



7001 Seq. ID 

14759 Strand 

1 End 

OJ990501_28. 9922.C7.ol.np Method 

317 End 



OJ990501_28. 9922.C7 

10503 

AAT/NAP 

5115 



7308 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



:=!= Seq. No. 

Gene No. 
u Start 

Name 
Q Start 

Exons 

p 



6522538 Score 521 

317. .534, 653. .733, 1080. .1196, 1300. .1401, 2193. .2264, 

4189. .4340, 4992.. 5115 

(AL132955) putative protein [Arabidopsis thaliana] 



7001 

14759 

1 

OJ990501_28.9922.C7.ol.tm 

440 

none 



Seq. ID OJ990501_28.9922.C7 
Strand 

End ' 10503 ■ 

Method TBLASTX : Maize 
End 4428 
Score 148 



440. .532, 442. .531, 641. .679, 642. .680, 664. .732, 669. .731, 
1048. .1104, 1077. .1199, 1083. .1199, 1339. .1437, 1339. .1404, 
2184. .2270, 2185. .2265, 2192. .2317, 4189. .4281, 4190. .4261, 
4314. .4415, 4399. .4428 



7001 
14759 
1 

OJ990501_28. 9922.C7.ol.gp 
442 

6726JL.R1084 
442. .531, 653.-733, 1080. .1202 

•3461820 6.0e-22 (AC004138) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501 28. 9922. C7 



10503 
AAT/GAP 
1202 
508 



7001 Seq. ID 

14759 Strand 

1 End 

OJ990501_28 . 9922 . C7 . ol . gs Method 

442 End 

none Score 



OJ990501_28.9922.C7 

10503' 
GENSCAN 
7490 
.67 

1401, 2193.. 2264, 



442. .531, 653. .733, 1080. .1212, 1337, 
4189. .4451, 4948. .5060, 5300. .5471, 5795. .5822, 6802. .6974, 
7394. .7490 



,E SB. 
I J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7001 
14759 
1 

OJ990501 28.9922.C7-ol.tw 



OJ990501 28. 9922. C7 



1339 
none 

1339. .1404, 
2184. .2270, 
4394. .4441 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1340. .1402, 1342. .1437, 2167. .2235, 2180 
4189. .4281, 4193. .4261, 4357. .4422, 4393 



10503 

TBLASTX: Wheat 

4441 

90 



,2266, 
.4440, 



Seq. No. 7001 

Gene No. 14759 

Start 1 

Name OJ990501_28 . 9922 . C7 . o2 . gp 

Start 1375 

GI 42838_1.R1084 

Exons 1375. .1401, 2193 

GI Descrip. '3461820 3.0e-25 
thaliana] ' 



.2264, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4189. .4484, 



OJ990501_28.9922.C7 

10503 
AAT/GAP 
5197 
1218 
4948. .5197 



(AC004138) unknown protein [Arabidopsis 



Seq. No. 



7001 



Seq. ID OJ990501_28.9922.C7 



7309 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 



14759 Strand 
1 End 10503 

OJ990501_28. 9922.C7.o3.gp Method AAT/GAP 

6627 End 7553 

15977_1.R1084 Score 998 

6627.. 6974, 7211.. 7269, 7394.. 7553 

, 3821780/emb|AJ009303.1|XLAJ9303 7.0e-10 Xenopus laevis cDNA 
clone 27A6-1' 



Seq. No. 7001 

Gene No. 14759 

Start 1 

Name OJ990501_28 . 9922 . C7 . o4 . gp 

Start 7519 

GI none 

Exons 7519.. 8005 



Seq. ID OJ990501_28.9922.C7 
Strand 

End 10503 

Method AAT/GAP 

End 8005 

Score . 928 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7002 
14760 
1972 

OJ990501_28. 9922.C8.ol.gp 
1972 

LIB3431-010-P1-N1-F11 
1972. .2231 

1 287403/dbj I.D10838 IRICSBE1 1.0e-lll Rice gene for starch 
branching enzyme 1 



Seq. ID OJ990501_28.9922.C8 

Strand + 

End 2231 

Method AAT/GAP 

End 2231 

Score 453 



□ Seq. No. 

Gene No. 

Start 
! -- Name 
TLI Start 
n GI 
i 5 -: Exons 



7002 
14761 
771 

OJ990501_28. 9922.C8.ol.gs 
771 
none 



End 

Method 
End 
Score 

771. .820, 956. .1136, 1331. .1356, 1702.. 1837, 2358.. 2432, 
2786.. 2974, 3207.. 3251 



Seq. ID OJ990501_28.9922.C8 
Strand 

3251' 
GENSCAN 
3251 
.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



7003 

14762 

52 

OJ990501_28 . 9922.C9.ol.gs 
52 

none 

52. .158, 242. .325 



Seq. ID OJ990501_28.9922.C9 

Strand + 

End 325 

Method GENSCAN 

End 325 

Score .57 



7003 
14763 
14045 

OJ990501_28.9922.C9.ol.np 
14045 
3063699 
14045. .14639 

(AL022537) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990501_28.9922.C9 
Strand + 

14639 
AAT/NAP 
14639 
131 



End 

Method 

End 

Score 



7003 

14764 

2715 

OJ990501_28. 9922.C9.ol.gp 



Seq. ID OJ990501_28 . 9922.C9 
Strand 

End 3091 

Method AAT/GAP 



7310 



Start 2715 End 3091 

GI 59410_1.R1084 Score 656 

Exons 2715.. 3091 

GI Descrip. ' 24 99945/sp | Q42586 | PYR5_ARATH 3.0e-51 URIDINE 5 ' 1 -MONOPHOSPHATE 
SYNTHASE (UMP SYNTHASE) [INCLUDES: OROTATE 

PHOSPHORIBOSYLTRANSFERASE (OPRTASE) ; OROTIDINE 5 ' 1 -PHOSPHATE 

DECARBOXYLASE (OMPDECASE) ] >gi_1076363_pir S46440 orotate 

phosphoribosyltransferase (EC 2.4.2.10) / 
orotidine-5 • 1 -phosphate decarboxylase (EC 4.1.1.23) 
Arabidopsis thaliana >gi_443818_emb_CAA50686_ (X71842) pyrE-F 
[Ara' . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ' No. 

Gene No. 

Start 

Name 
a Start 
m GI 

Exons 
! K S GI Descrip. 

j s y Seq. No. 

Gene No. 
j 3 jj Start 

Name 
!U Start 
H GI 
'"-4 Exons 



7004 

14765 

53 

OJ990501_28 . 9922 . C10 . ol . gs 
53 

none 

53. .174, 267. .381 

7004 

14766 

1067 

OJ990501_28 . 9922 . C10 . ol . np 

1067 

4680183 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand, 

End 

Method 

End 

Score 



OJ990501_28. 9922. C10 
381 

GENSCAN 

381 

.47 



OJ990501_28. 9922. C10 

2077 
AAT/NAP 
2077 . 
188 



1067. .1156, 1764. .1834, 1972. .2077 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



7005 Seq. ID 

14767 Strand 

103 End 
OJ990501_28 . 9922 . Cll . ol . gs Method 

103 End 

none Score 

103. .150, 2581. .2650, 2736. .2875 



OJ990501_28. 9922. Cll 
+ 

2875 
GENSCAN 
2875 
.85 



Seq. No. 7006 Seq. ID 

Gene No. 14768 ' Strand 

Start 8177 End 

Name OJ990501_28 . 9922 . C12 . ol . gp Method 

Start 8177 End 

GI none Score 

Exons 8177.. 8733 



OJ990501_28.9922.C12 
+ 

8733 
AAT/GAP 
8733 
666 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7006 

14769 

869 

OJ990501_28.9922.C12.ol.np 
869 

4185148 

869.. 888, 2693.-3233, 6368. 



Seq. ID OJ990501_28. 9922.C12 
Strand 

End 7107 

Method AAT/NAP 

End 7107 

Score - 212 
6397, 7055.. 7107 



(AC005724) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 



7006 
14769 



Seq. ID 
Strand 



OJ990501 28.9922.C12 



7311 



Start 


869 


End 


■7107 ' ' 


Name 


OJ990501 28.9922.C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2703 


End ■ 


3144 


GI 


none 


Score 


68 


Exons 


2703.. 2780, 2853.. 3143, 2962 


.3144 




Seq. No. 


7006 


Seq. ID 


OJ990501_28. 9922.C12 


Gene No. 


14769 


Strand 




Start 


869 


End 


7107 


Name 


OJ990501 28.9922.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


2790 


End 


3332 


GI 


none 


Score 


87 


Exons 


2790.. 3332, 2899.. 3231 






Seq. No. 


7007 


Seq. ID 


OJ990501_28. 9922.C13 


Gene No. 


14770 


Strand 


- 


Start 


1 


End 


476 


Name 


OJ990501 28.9922.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


476 


GI 


2498930 


Score 


682 


Exons 


1. .476 






GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


{SHORT GAS T RULAT I ON 


PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


'7007 


Seq. ID 


OJ990501 28.9922.C13 


Gene No. 


14770 


Strand 




Start 


1 


End 


476 


Name 


OJ990501 28.9922.C13.ol.gs 






Start 


25 


End 


375 


GI 


. none 


Score 


.53 


Exons 


25. .375 






Seq. No. 


7008 


Seq. ID 


OJ990421_23.9923.C1 


Gene No. 


14771 


Strand 




Start 


1780 


End 


2698 


Name 


OJ990421 23.9923.Cl.ol.gs 


Method 


GENSCAN 


Start 


1780 


End 


2698 


GI 


none 


Score 


.64 


Exons 


1780.. 1969, 2148.. 2373, 2540 


.2698 




Seq. No. 


7009 


Seq. ID 


OJ990421_23.9923.C2 


Gene No. 


14772 


Strand 


+ 


Start 


133 


End 


215 


Name 


OJ990421 23.9923.C2.ol.gs 


Method 


GENSCAN 


Start 


133 


End 


215 


GI 


none 


Score 


. 97 


Exons 


133. .215 






Seq. No. 


7010 


Seq. ID 


OJ990421_23. 9923.C3 


Gene No. 


14773 


Strand 


+ 


Start 


142 


End 


551 . 


Name 


OJ990421 23.9923.C3.ol.gs 


Method 


GENSCAN 


Start 


142 


End 


551 


GI 


none 


Score 


.68 


Exons 


142. .187, 328. .551 






Seq. No. 


7010 


Seq. ID 


OJ990421_23.9923.C3 



7312 




Gene No. 


14774 










Strand 


+ 




Start 


905 










End 


2659 




Name 


OJ990421 23. 


9923 


.C3.o2. 


gs 


Method 


GENS CAN 




Start 


905 










End 


2659 




GI 


none 










Score 


.68 




Exons 


905. . 


916, 2197.. 


2312, 2416.. 


2659 






Seq. No. 


7010 










Seq. ID 


OJ990421 


_23.9923.C3 


Gene No. 


14775 










Strand 


■ + 




Start 


3448 










End 


3898 




Name 


OJ990421 23. 


3323 


. C3 . ol . 


gp 


Method 


AAT/GAP 




Start 


3448 










End 


3898 




GI 


none 










Score 


845 




Exons 


3448. 


.3898 














Seq. No. 


7010 










Seq. ID 


OJ990421 


_23.9923.C3 


Gene No. 


14776 










Strand 






Start 


4975 










End 


6048 




Name 


OJ990421 23. 


n c\ o o 

9923 


. C3 . o3 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


3567 










End 


4932 




GI 


none 










Score 


39 




Exons 


3567. 


.3605, 


3725 


. .3754, 


3729 


..3755, 3760. .3804, 


3761. .3805, 




3810. 


.3839, 


3812 


. .3838, 


3866 


..3895, 4003.. 4152, 


4005. .4127, 




4069. 


.4158, 


A T A C\ 

4149 


A O 1 1 

. . 4211, 


a o n o 


..4243, 4279. .4482, 


4315. .4482, 




4316. 


.4483, 


4317 


. . 4 4 90, 


A O ^ C 

4875 


..4919, 4876.. 4932 




Seq. No. 


7010 










Seq. ID 


OJ990421 


_23.9923.C3 


Gene No. 


14776 










Strand 






Start 


4975 










End 


6048 




Name 


OJ990421 23. 


9923 


.C3 . ol . 


tm 


Method 


TBLASTX: 


Maize 


Start 


4940 










End 


5546 




GI 


none 










Score 


326 




Exons 


4940. 


.5260, 


4942 


. .5262, 


4942 


..5253, 4986.. 5261, 


5178. .5387, 




5251. 


.5304, 


5274 


. .5492, 


5314 


..5496, 5492.. 5542, 


5496. .5546 


Seq /-No. 


7010 










Seq. ID 


OJ990421 


_23.9923.C3 


Gene No. 


14776 










Strand 






Start 


4975 










End ' • 


6048 




Name 


OJ990421 23. 


9923 


,C3.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4957 










End 


5504 




GI 


none 










Score 


78 




Exons 


4957. 


.5031, 


4989 


. .5030, 


5032 


..5181, 5032.. 5091, 


5034. .5198, 




5196. 


.5246, 


5217 


. .5432, 


5245 


..5445, 5427.. 5504, 


5431. .5502 



Seq. No. 


7010 










Seq. ID 


OJ990421 


Gene No. 


14776 










Strand 




Start 


4975 










End 


6048 


Name 


OJ990421 23. 


9923 


.C3 


.o2 


gp 


Method 


AAT/GAP 


Start 


4975 










End 


5813 


GI 


none 










Score 


1654 


Exons 


4975. .5813 














Seq. No. 


7010 










Seq. ID 


OJ990421 


Gene No. 


14776 










Strand 




Start 


4975 










End 


6048 


Name 


OJ990421 23. 


9923 


.C3 


ol 


tc 


Method 


TBLASTX: 


Start 


5325 










End 


' 6048 



7313 



f. J 



GI 


none 








Score 


56 


Exons 


5325. .5405, 


5344. 


.5400, 


5427. 


.5537, 5431. .5562, 




5705. .5827, 


5713. 


.5820, 


5721. 


.5837, 5722. .5844, 




5944. .6048, 


5945. 


.6043 








Seq. No. 


7010 








Seq. ID 


OJ990421 


Gene No. 


14776 








Strand 




Start 


4975 








End 


6048 


Name 


OJ990421 23. 


9923. 


C3.ol. 


tw 


Method 


TBLASTX : 1 


Start 


5542 








End 


6048 


GI 


none 








Score 


70 


Exons 


5542. .5631, 


5632. 


.5697, 


5691. 


.5837, 5701. .5844, 




5944. .6048, 


5945. 


.6043, 


5962. 


.6045 




Seq. No. 


7010 








Seq. ID 


OJ990421 


Gene No. 


14776 








Strand 




Start 


4975 








End 


6048 


Name 


OJ990421 23. 


9923. 


C3.o2. 


tm 


Method 


TBLASTX : ] 


Start 


, 5347 








End 


6036 


GI 


Jm none 








Score 


362 


Exons 


5547. .5846, 


5548. 


.5865, 


5930. 


.6034, 5935. .6033, 




5961.. 6035 












Seq. No. 


7010 








Seq. ID 


OJ990421^ 


Gene No. 


14776 








Strand 




Start 


4975 








End 


6048 


Name 


OJ990421 23. 


9923. 


C3.o2. 


ts 


Method 


TBLASTX : ; 


Start 


5709 








End 


6048 


GI 


none 








Score 


78 


Exons 


5709. .5837, 


5715. 


.5837, 


5716. 


.5841, 5943. .6023, 




5945. .6043, 


5962. 


.6045 








Seq. No. 


7011 








Seq. ID 


OJ990421_ 


Gene No. 


14777 








Strand 


+ 


Start 


2745 








End 


4811 


Name 


OJ990421 23. 


9923. 


C4.ol. 


gs 


Method 


GEN SCAN 


Start 


2745 








End 


4811 


GI 


none 








Score 


.69 


Exons 


2745. .2996, 


3421. 


.3578, 


4580. 


.4811 




Seq. No. 


7011 








Seq. ID 


OJ990421 


Gene No. 


14778 








Strand 


+ 


Start 


5926 








End 


7104 


Name 


OJ990421 23. 


9923. 


C4.o2. 


gs 


Method 


GENSCAN 


Start 


5926 






End 


7104 


GI 


none 








Score 


.79 


Exons 


5926. .5979, 


6961. 


.7104 








Seq. No. 


7011 








Seq. ID 


OJ990421_ 


Gene No. 


14779 








Strand 




Start 


8166 








End 


8277 


Name 


OJ990421 23. 


9923. 


C4.o3. 


gs 


Method 


GENSCAN 


Start 


8166 








End 


8277 


GI 


none 








Score 


.91 


Exons 


8166. .8277 












Seq. No. 


7012 








Seq. ID 


OJ990421_ 



7314 



# • 



Gene No. 


14780 






Strand 


+ 


Start 


187 






End 


278 


Name 


OJ990421 23. 


9923.C5.ol. 


gs 


Method 


GEN SCAN 


Start 


187 






End 


278 


GI 


none 






Score 


.96 


Exons 


187. .278 










Seq. No. 


7012 






Seq. ID 


OJ990421_23.9923.C5 


Gene No. 


14781 






Strand 


+ 


Start 


3913 






End 


7055 


Name 


OJ990421 23. 


9923.C5.ol. 


np 


Method 


AAT/NAP 


Start 


3847 






End 


7052 


GI 


283004 






Score 


1325 


Exons 


3847. .4235, 


4956. .6330, 


6400 


..6537, 6669. .6715, 6782. .6935, 




6997. .7052 










GI Descrip. 


DNA-binding protein Gt- 


2 - rice gi I 20249 | emb | CAA4 8328 | (X68261) 




gt-2 [Oryza 


sativa] 








Seq. No. 


7012 






Seq. ID 


OJ990421_23.9923.C5 


Gene No. 


14781 






Strand 


+ 


Start 


3913 






End 


7055 


Name . 


OJ990421 23. 


9923.C5.ol. 


gp 


Method 


AAT/GAP 


Start 


3898 






End 


5260 


GI 


43338 1.R1084 




Score 


1207 


Exons 


3898. .4235, 


4956. .5260 








GI Descrip. 


'283004/pirl 


IS28030 3.0e-42 


DNA-binding protein Gt-2 - rice 




>gi_2 02 4 9_emb_CAA4 8 32 8_ 


(X68261) gt-2 


[Oryza sativa] ' 


Seq. No. 


7012 






Seq. ID 


OJ990421_23.9923.C5 


Gene No. 


14781 






Strand 


+ 


Start 


3913 






End 


7055 


Name 


OJ990421 23. 


9923.C5.o2. 


gs 


Method 


GEN SCAN 


Start 


3913 






End 


7055 


GI 


none 






Score 


.44 


Exons 


3913. .4235, 


4956. .5385, 


5458 


. .6537, 6672. .7055 


Seq. No. 


7012 






Seq. ID 


OJ990421_23.9923.C5 


Gene No. 


14782 






Strand 




Start 


7016 






End 


7660 


Name 


OJ990421 23. 


9923.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4125 






End 


6252 


GI • 


none 






Score 


166 


Exons 


4125. .4244, 


4126. .4236, 


4126 


..4233, 4926.. 5102, 4930.. 5103, 




4972. .5061," 


5437. .5661, 


5980 


..6198, 5980.. 6252, 5982.. 6086, 




6189. .6227 










Seq. No. 


7012 






Seq. ID 


OJ990421_23.9923.C5 


Gene No. 


14782 






Strand 




Start 


7016 






End 


7660 


Name 


OJ990421 23. 


9923.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4126 






End 


6252 


GI 


none 






Score 


95 


Exons 


4126. .4233, 


4972. .5061, 


5980 


..6252, 5982.. 6083, 6008.. 6100, 




6189. .6227 










Seq. No. 


7012 






Seq. ID 


OJ990421_23.9923.C5 


Gene No. 


14782 






Strand 





7315 






Start 


7016 








End 


7660 






Name 


OJ990421 23. 


9923 


.C5.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


4126 








End 


6252 






GI 


none 








Score 


108 






Exons 


4126. .4233, 


4972 


. .5061, 


5979. 


.6086, 5980.. 6252, 6192.. 6227 




Seq. No. 


7012 








beq. id 




. CO 




Gene No. 


14782 








Strand 








Start 


7016 










/ DDL) 






Name 


OJ990421 .23. 


9923 


.C5.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


5421 








End 


5663 






GI 


none 








Score 


Z O :? 






Exons 


5421. .5510, 


5422 


. .5655, 


5622. 


.DDDj 








Seq. No. 


7012 








beq. lu 


OTQQfl491 9*3. QQ9*5. 

uuyyu^zi zo.yyzj 


PC 
. L/O 




Gene No. 


14782 








Strand 








Start 


7016 










/ DDU 






Name 


OJ990421 23. 


9923 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


5545 








End 


5666 






GI 


none 








Score 


1 Q 9 
J. OZ 






Exons 


5545. .5664, 


5575 


. .5664, 


5616. 


a c a c 

.boob 








Seq. No. 


7012 








Seq. ID 


riTOQA/l 01 9*3 GG9*3 

ujyyu^zi zj.yyzj 


P Q 




Gene No. 


14782 








Strand 






f s si 


Start 


7016 










I boU 






Name 


OJ990421 23. 


9923 


'.C5.o2. 


gp 


Method 


AAT/GAP 




ry 


Start 


7016 








End 


7660 






GI 


none 








Score 


iz 4 y 




: . E 


Exons 


7016. .7660 














! i3 


Seq. No. 


7013 








beq. id 


PiTQQn/191 9*5 QQ9*3 

ujyyu^zi zj.yyzo 


p*7 


: L| 


Gene No. 


14783 








Strand 






is 


Start 


708 








£.na 


inn 
111U 






Name 


OJ990421 23. 


9923 


.C7.ol. 


gs 


Method 


GENSCAN 




i a J 


Start 


708 








End 


1110 




"t . I 


GI 


none 








Score 


A Q 

. 4 y 






Exons 


708. .740, 1036.. 


1110 










i" ™ 


Seq. No. 


7014 








Seq. ID 


ATQQH/191 9*5 GG9*3 


pfl 




Gene No . 


14784 








Strand 


T 






Start 


708 








End 


1 OlO 
1 J / i 






Name 


OJ990421 23. 


9923 


.C8.ol. 


gs 


Method 


GENSCAN 






Start 


708 








End 


1372 






GI 


none 








Score 


7 *5 






Exons 


708.. 804, 896.. 1037, 1270.. 1372 








Seq. No. 


7014 








Seq. ID 


OJ990421_23.9923 


.C8 




Gene No. 


14785 








Strand 








Start 


1760 








End 


2086 






Name 


OJ990421 23. 


9923 


.C8.o2. 


gs 


Method 


GENSCAN 






Start 


1760 








End 


2086 






GI 


none 








Score 


.65 






Exons 


1760. .1784, 


1962 


. .2086 












Seq. No. 


7014 








Seq. ID 


OJ990421_23.9923 


.C8 




Gene No. 


14786 








Strand 








Start 


2934 








End 


7073 





7316 




Name 


OJ990421 23. 


9923.C8.o3. 


gs 


Method 


GENSCAN 




Start 


2934 






End 


6953 




GI 


none 






Score 


.5 




Exons 


2934. .6953 












Seq. No. 


7014 






Seq. ID 


OJ990421_23.9923 


.C8 


Gene No. 


14786 






Strand 






Start 


2934 






End 


7073 




Name 


OJ990421 23. 


9923.C8.ol. 


lip 


Method 


AAT/NAP 




Start 


2937 






End 


7073 




GI 


2583130 






Score 


1801 




Exons 


2937. .7073 












GI Descrip. 


(AC002387) putative non 


-LTR 


retroelement reverse transcriptase 




[Arabidopsis 


thaliana] 










Seq. No. 


7014 






Seq. ID 


OJ990421_23.9923 


.C8 


Gene No . 


14787 






Strand 


- 




Start 


8204 






End 


9754 




Name 


OJ990421_23. 


9923.C8.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4351 






End 


4724 




GI 


none 






Score 


71 




Exons 


4351. .4563, 


4353. .4715, 


4614 


. .4724 






Seq. No. 


' 7014 






Seq. ID 


OJ990421_23.9923 


.C8 


Gene No. . 


14787 






Strand 






Start 


8204 






End 


9754 




Name 


OJ990421_23. 


9923.C8.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


4396 






End 


4785 




GI 


none 






Score 


148 




Exons 


4396. .4785, 


4398. .4784 










Seq. No. 


7014 






Seq. ID 


OJ990421_23.9923 


.C8 


Gene No . 


14787 






Strand 






Start 


8204 






End 


9754 




Name 


OJ990421_23. 


9923.C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4 872 






End 


5504 




GI 


none 






Score 


63 




Exons 


4872. .5003, 


5037. .5321, 


5092 


..5304, 5310.. 5504 




Seq. No. 


7014 






Seq. ID 


OJ990421_23.9923 


.C8 


Gene No . 


14787 






Strand 






Start 


8204 






End 


9754 




Name 


OJ990421 23. 


9923.C8.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5017 






End 


5396 




GI 


none 






Score 


155 




Exons 


5017. .5325, 


5034. .5351, 


5346 


..5396, 5356.. 5394 




Seq. No. 


7014 






Seq. ID 


OJ990421_23.9923 


.C8 


Gene No . 


14787 






Strand 






Start 


8204 






End 


9754 




Name 


OJ990421 23. 


9923.C8.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


5397 






End 


5660 




GI 


none 






Score 


160 




Exons 


5397. .5660, 


5407. .5604 










Seq. No. 


7014 






Seq. ID 


OJ990421_23.9923 


-C8 


Gene No. 


14787 






Strand 







7317 





Start 


8204 








End 


9754 




Name 


OJ990421 23 


.9923. 


C8.o5. 


tw 


Method 


TBLASTX: Wheat 




Start* 


6582 








End 


6962 






none 








Score 


77 




Exons 


6582. .6962, 


6619. 


.6678 










Seq. No. 


7014 








Seq. ID 


OJ990421_23.9923.C8 




Gene No. 


14787 








Strand 






Start 


8204 








End 


9754 




Name 


OJ99U4^1 23 


rv n o *3 
.3323 . 


Co . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


8162 








End 


9580 




GI 


none 








Score 


194 




Exons 


8162. .8455, 


8214. 


.8417, 


8462. 


.8686, 8466..8669, 8708. .8869, 






8721. .8855, 


8849. 


.8914, 


8978. 


.9106, 9107. .9250, 9248. .9406, 






9458. . 9580 














Seq. No. 


7014 








Seq. ID 


OJ990421_23.9923.C8 




Gene No . 


14 /o / 








Strand 






Start 


8204 








End 


9754 




Name 


OJ990421 23 


.9923. 


C8 .o4 . 


gs 


Method 


GENS CAN 




Start 


8204 




- 




End 


9754 




GI 


none 








Score 


.99 


•8 3 


Exons 


8204. . 9754 














Seq. No. 


7014 








Seq. ID 


OJ990421_23.9923.C8 




Gene No. 


14787 








Strand' 




ry 


Start 


O O f\ A 








End 


9754 




Name 


OJ990421 23 


.9923. 


C8.o2. 


np 


Method 


AAT/NAP 


ill 


Start 


8207 








End 


9754 


j_j 


GI 


5042429 








Score 


1230 




Exons 


8207. .9754 












m 

! S7 


GI Descrip. 


(AC006193) 


Putative cytochrome P450 [Arabidopsis thaliana] 




Seq. No. 


7014 








Seq. ID 


OJ990421_23.9923.C8 




Gene No. 


14787 








Strand 




J 


Start 


O O C\ A 

ozU4 








End 


9754 




Name 


OJ990421 23 


.9923. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 


i. 1 


Start 


8216 








End 


9379 


i"^ 


GI 


none 








Score 


289 




Exons 


8216. .8296, 


8249. 


.8689, 


8253. 


.8669, 8714. .8878, 8721. .8858, 






8873. .8917, 


9002. 


.9100, 


9260. 


.9379 






Seq. No. 


7014 








Seq. ID 


OJ990421_23.9923.C8 




Gene No. 


14787 








Strand 






Start 


8204 








End 


9754 




Name 


OJ990421 23 


.9923. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


8216 








End 


9553 




GI 


none 








Score 


76 




Exons 


8216. .8290, 


8309. 


.8449, 


8310. 


.8411, 8450. .8701, 8466. .8669, 






8705. .8878, 


8724 . 


.8855, 


8882. 


.8914, 9116. .9232, 9197. .9478, 






9383. .9553 














Seq. No. 


7014 








Seq. ID 


OJ990421_23. 9923.C8 




Gene No. 


14787 








Strand 






Start 


8204 








End 


9754 




Name 


OJ990421 23 


.9923. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8219 








End 


8576 



7318 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
□ Start 
Q GI . 
rfl Exons 

Seq. No. 
H Gene No. 
W Start 
i ; 3 Name 
Hi Start 

'l^ Exons 

M 

""4 Seq. No. 

Gene No. 
it 3 Start 

Name 
:;f Start 

GI 

Exons 



none 

8219.. 8575, 8220.. 8576 

7014 

14787 

8204 

OJ990421_23.9923.C8.o4.tm 

9113 

none 

9113. .9259, 9177. .9242, 9383. 

7014 

14787 

8204 

OJ990421_23.9923.C8.o6.tw 

9254 

none 

9254.-9595, 9254.. 9394, 9437. 

7015 ■ 

14788 

1172 

OJ990421_23. 9923.C9.ol.gs 

1172 

none 

1172.. 1263 

7016 

14789 

123 

OJ990421_23.9923.C13.ol.gs 

123 

none 

123. .213, 2347. .2770 

7016 

14790 

3187 

OJ990421_23. 9923. C13.ol. tin 
77 

none 

77. .106, 101. .244, 105. .263, 
269. .304 



Score 



408 



Seq. ID OJ990421_23.9923.C8 
Strand 

End 9754 

Method TBLASTX : Mai ze 

End 9586 

Score 90 
.9586, 9383.. 9586 

Seq. ID OJ990421_23.9923.C8 
Strand 

End 97 54 

Method TBLASTX : Wheat 

End 9595 

Score 128 
.9517, 9524.. 9580 

Seq." ID OJ990421_23. 9923.C9 
Strand 

End 1263 

Method GENSCAN 

End 1263 

Score . 63 



Seq. ID OJ990421_23.9923.C13 

Strand + 

End 2770 

Method GENSCAN 

End 2770 

Score .42 



Seq. ID . OJ990421_23. 9923.C13 
Strand 

End 4247 

Method TBLASTX : Mai ze 

End 321 

Score 4 9 

105. .-263, 106. .264, 268. .321, 



Seq. No. 7016 

Gene No. 14790 

Start 3187 

Name OJ990421_23 . 9923 . C13 . o2 . gs 

Start 3187 

GI none 

Exons 3187.. 3289, 3381.. 3427, 3579 

Seq. No. 7017 

Gene No. 14791 

Start 1 

Name OJ990421_23 . 9923 . C14 . ol . gp 

Start 1 



Seq. ID OJ990421_23.9923.C13 

Strand - - 

End 4247 

Method GENSCAN 

End 4247 

Score .57 
.3876, 4059. .4134, 4235. .4247 

Seq. ID OJ990421_23.9923.C14 

Strand + 

End 102 

Method AAT/GAP 

End 102 



7319 



GI LIB3477-003-P1-K1-E9 Score 1*5 5'" " ■ 

Exons 1..102 

GI Descrip. ' 2498586/sp | Q40638 |MP01_ORYSA 2".0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 7017 

Gene No. 14792 

Start 2625 

Name OJ990421_23 . 9923 . C14 . o2 . gp 

Start 2625 

GI 38012_1.R1084 

Exons 2625.. 2705 

GI Descrip. ' 4097947/gb | U72255 | OSU72255 



Seq. ID OJ990421_23.9923.C14 

Strand + 

End 2705 

Method, AAT/GAP 

End 2705 

Score 99 

2.0e-23 Oryza sativa 



beta-1, 3-glucanase precursor (Gns9) gene, complete cds 1 



Seq. No. 


7017 








Seq. ID 


OJ990421_23.9923.C14 


Gene No. 


14793 








Strand 


+ 


Start 


3085 








End 


7405 


Name 


OJ990421 23 


.9923, 


.C14.ol, 


.gs 


Method. 


GENSCAN 


Start 


3085 








End 


5419 


GI 


none 








Score 


.98 


Exons 


3085. .3978, 


4763. 


. .5419 








Seq. No. 


7017 








Seq. ID 


OJ990421 23.9923.C14 


Gene No. 


14793 








Strand 


+ 


Start 


3085 








End 


7405 


Name 


OJ990421 23 


.9923. 


.C14.ol, 


.np 


Method 


AAT/NAP 


Start 


3312 








End 


7405 


GI 


3451074 








Score 


732 


Exons 


3312. .3690, 


3745. 


. .3978, 


4763 


..5167, 6004. .6058, 6142. .6243, 




7333. .7405 












GI Descrip. 


(AL031326) ] 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


7017 








Seq. ID ' 


OJ990421_23.9923.C14 


Gene No. 


14793 








Strand 


+ 


Start 


3085 








End 


7405 


Name 


OJ990421 23 


.9923, 


,C14.o2, 


.gs 


Method 


GENSCAN 


Start 


6496 








End 


666*9 


GI 


none 








Score 


.81 


Exons 


6496. .6669 












Seq. No. 


7017 " 








Seq. ID 


OJ990421_23.9923.C14 


Gene No. 


14794 








Strand 




Start 


7608 








End 


9459 


Name 


OJ990421 23 


.9923. 


,C14.ol. 


.tc 


Method 


TBLASTX: Cress 


Start 


3367 








End 


3927 


GI 


none 








Score 


156 


Exons 


3367. .3474, 


3375. 


.3476, 


3525 


..3614, 3535.-3624, 3679.. 3843, 




3705. .3845, 


3832. 


.3927, 


3840 


. .3926 





Seq. No. 7017 Seq. ID 

Gene No. 14794 Strand 

Start 7608 End 

Name OJ990421_23 . 9923 . C14 . ol . tw Method 

Start 3586 End 

GI none Score 



OJ990421_23.9923.C14 
9459 

TBLASTX: Wheat 

3917 

60 



7320 




Exons ' 


3586.*. 3624/ 


3586. 


.3627/ 


3679. 


.3726, -3717.. 3800, 3718.. 3801, 




3837. .3872, 


3841. 


.3873, 


3873; 


.3914, 3873.. 3917 


Seq. No. 


7017 








Seq. ID 


OJ990421_23.9923.C14 


Gene No. 


14794 








Strand 




Start 


/ bUo 








End 


9459 


Name 


OJ990421 23. 


9923. 


C14.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3679 








End 


4987 


GI 


5666695 








Score 


290 


Exons 


3679. .3981, 


3705. 


.3971, 


4757. 


.4987, 4 


334 . .4986 


GI Descrip. 


- 












Seq. No. 


7017 








Seq. ID 


OJ990421_23. 9 92 3. CI 4 


Gene No. 


14794 








Strand 




Start 


7608 








End 


9459 


Name 


OJ990421 23. 


9923. 


C14.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4787 








End 


5167 


GI 


none 








Score 


100 


Exons 


4787. .4882, 


4889. 


.5167 








Seq. No. 


7017 








Seq. ID 


OJ990421_23.9923.C14 


Gene No. 


14794 








Strand 




Start 


7608 








End 


9459 


Name 


OJ990421 23. 


9923. 


C14.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


4944 








End 


5408 


GI 


none 








Score 


223 


Exons 


4944. .5099, 


4946. 


.5239, 


4946. 


.5104, 5068.. 5220, 5258.. 5311, 




5391. .5408 












Seq. No. 


7017 








Seq. ID 


OJ990421_23.9923.C14 


Gene No . 


14794 








Strand 




Start 


7608 








End 


9459 


Name 


OJ990421 23. 


9923. 


C14.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


5068 








End 


5483 


GI 


none 








Score 


162 


Exons 


5068. .5238, 


5069. 


.5239, 


5246. 


.5314, 5394.. 5483 


Seq. No. 


7017 








Seq. ID 


OJ990421_23.9923.C14 


Gene No . 


14794 








Strand 




Start 


7608 








End 


9459 


Name 


OJ990421 23. 


9923. 


C14.o3 


.gs 


Method 


GEN SCAN 


Start 


7608 








End 


9459 


GI 


none 








Score 


. 62 


Exons 


7608. .7753, 


7864. 


.7907, 


8274. 


.8365, 9104. .9310, 9379. .9459 


Seq. No. 


7018 








Seq. ID 


OJ990421_23.9923.C15 


Gene No. 


14795 








Strand 


+ 


Start 


1061 








End 


3131 


Name 


OJ990421 23. 


9923. 


CIS.ol 


.gp 


Method 


AAT/GAP 


Start 


1061 






End 


3131 


GI 


794 1.R1084 








Score 


1489 


Exons 


1061. .1327, 


1688. 


.1776, 


2305. 


.2475, 2806.. 3131 



GI Descrip. '2570497 1.0e-69 (AF022731) H protein subunit of glycine 
decarboxylase [Oryza sativa] 1 

Seq. No. 7018 Seq. ID OJ990421_23 . 9923 . C15 

Gene No. 14795 Strand + 



7321 



Start - .■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



•4061' ~ ; ' End 3131 

OJ990421_23 . 9923 . CIS. ol . gs Method GENSCAN 
1106 End ' 2931 

none Score .97 

1106. .1327, 1688. .1776, 2305. .2475, 2806.. 2931 



7018 Seq. ID 

14795 Strand 

1061 End 

OJ990421_23.9923.C15.ol.np Method 

1219 End 

2570497 Score 
1219. .1327, 1688. .1776, 2305. .2475, 2806. .2926 

(AF022731) H protein subunit of glycine decarboxylase [Oryza 
sativa] 



OJ990421_23.9923.C15 

. + 

3131 
AAT/NAP 
2926 
598 



7018 

14796 

3719 

<3J990421_23.9923.C15.o2.gs 

3719 

none 

3719. .3788, 3850 .. 3902 , 4892 . 

7018 

14797"- 

5729 

OJ990421_23.9923.C15.o2.gp 

5729 

none 

5729. .6243 

7018 

14798 

6370 

OJ990421_23. 9923. CIS. o3.gp 

6370 

2431480 

6370.. 6526 . * 

7018 

14799 

5891 

OJ990421_23.9923.C15.o2.ts 

1141 

none 

1141. .1341, 
2296. .2478, 



1181. 
2806. 



.1318, 
.2925, 



1684, 
2808, 



7018 

14799 

5891 

OJ990421_23.9923.C15.o2.tm 

1215 

none 

1215. .1325, 1218. .1325, 1219. 
1686. .1775, 1687. .1776, 1687. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5140 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq.. ID 
Strand 
End 

Method 
End 
Score 



OJ990421_23.9923.C15 
+ 

5140 
GENSCAN 
5140 
.64 



OJ990421_23. 9923.C15 
+ 

6243 
AAT/GAP 
6243 
1009 



OJ990421_23.9923.C15 
+ 

6526 
AAT/GAP 
6526 
223 



OJ990421 23.9923.C15 



6747 

TBLASTX: Soybean 
2965 
89 

1776, 1686. .1772, 2286. .2477, 
2888, 2927. .2965 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 23.9923.C15 



6747 

TBLASTX: Maize 
2932 
74 

1326, 1219.. 1350, 1220. 
1776, 1688.. 1777, 1688, 



,1327, 
,1792, 



7322 








9 9 Qfi 
z z y o • 


9 4 ft 4 
. Z 4 O 4 , 


zouz 


-..2391, 2304^.2474, .-2805 . .2909/' 




Z 0 U O . .ZjjI, 


Z 0 / o ■ 


9 Q*39 

. Z j?OZ 








beq. no. 


7D1 ft 








Seq. ID 


OJ990421_23.9923.C15 


Panel 

bene ino ■ 


1 47QQ 
x 4 / -? y 








Strand 




Start 


5891 








End 


6747 


Name 


OJ990421 23 


.9923. 


C15.o2 


..tc 


Method 


TBLASTX: Cress 


OLdI U 










End 


2925 


ijl 


none 








Score 


115 


Exons 


1 £8 1 ICC 
1DOO . . 1 /DO; 


1 oo / • 


1 77 

• 1 / /Of 


99Q6 


..2478, 2301. .2477,. 2806. .2925, 




6U J.1 . • Z Z7 












beq. wo. 


7D1 ft 








Seq. ID 


OJ990421_23. 9923.C15 


Gene No. 


14799 








Strand 




Start 


5891 








End 


6747 


Naine 








. tw 


Method 


TBLASTX: Wheat 


c +- -j v+- 
OLait 


977 Q ~ 

Z / / -7 








End 


2955 


Ijl 


none 








Score 


132 ' 


Exons 


977Q 9ft47 

Z//Z7..Z04/, 


980R 

^OUJ . 


2Qnfi 


LOU J 


..2909, 2806. .2955 


oeq. in u . 


7f)1 ft 
/ vj j. o 








Seq. ID 


OJ990421_23.9923.C15 


Gene No. 


14799 








Strand 




Start 


5891 








End 


6747 


Name 


H.TQQn491 9"3 


QQ9*3 

• _/ _7Z _J • 


PI S r>^ 




Method 


GENSCAN 




COQ1 
JO ^1 








End 


6502 


Cjl 


none 








Score 


.97 


Exons 


Oo I7l . . DOUZ 












beq. no . ■ " 


/Ulo 








Seq. ID 


OJ990421_23.9923.C15 


uene ino • 


1 4 / .? :? 








Strand 




Start 


5891 








End 


6747 


Name 


OJ990421 23 


.9923. 


C15.o2 


.np 


Method 


AAT/NAP 


q +- a 


RQfift 








End 


6747 


bl 


4 R*3ft Qfift 
4 jjO Z700 








Score 


426 


Exons 


RQOft 6Rftft 


6699. 


.6747 








bl uescirip. 


/ 7\T f\A QA Q Q \ 
\ rLU U 4 -? 4 0 O } 


putative protein 


kinase [Arabidopsis thaliana] 


oeq. in o • 


7D1 ft 








Seq. ID 


PJ990421_23.9923.C15 


Gene No. 


14799 








Strand 




Start 


5891 








End 


6747 


Mama 


O.7Q90421 9^ 


.9923. 


CIS.ol 


.ts 


Method 


TBLASTX : Soybean 


Q+- a t~t- 


■=iQR4 _ 








End 


6577 


\j 1 


none 








Score 


71 


Exons 


RQR4 fiflftR 


6158. 


.'6292, 


6183 


..6287, 6323. .6529, 6515. .6577 


oeq. in o • 


701 ft 
/ U 1 0 








Seq. ID 


OJ990421_23.9923.C15 


Gene No. 


14799 








Strand 




Start 


5891 








End 


6747 


Name 


n7QQ0491 9*3 


.9923. 


CIS.ol 


.tm 


Method 


TBLASTX: Maize 




CI 1 Q 
Oil? 








End 


6386 


PT 
bJ. 


none 








Score 


278 


EjXons 




6156. 


.6386, 


■6213 


. .6380 




Seq. No. 


7018 








Seq. ID 


OJ990421_23.9923.C15 


Gene No. 


14799 








Strand 




Start 


5891 








End 


6747 


Name 


OJ990421 23 


.9923. 


CIS.ol 


. tc 


Method 


TBLASTX: Cress 



7323 



# 





Start 


6156 " 


End .. 


6577 




GI 


none 


Score 


67 




Exons 


6156.. 6293, 6176.. 6577, 6333 


. .6575 






Seq. No. 


7018 


Seq. ID 


OJ990421_23.9923.C15 




Gene No. 


14799 


Strand 






Start 


5891 


End 


6747 




Name 


OJ990421 23.9923.C15.ol.tw 


Method 


• TBLASTX: Wheat 




Start 


6341 


End 


6586 




GI 


none 


Score . 


200 




Exons 


6341. .6586, 6342. .6584 








Seq. No. 


7019 


Seq. ID 


OJ990421_23.9923.C16 




Gene No. 


14800 


Strand 


+ 




Start 


639 


End 


3162 




Name 


OJ990421 23.9923.C16.ol.gs 


Method 


GEN SCAN 




Start 


639 


End 


3162 




GI 


none 


Score 


.43 




Exons 


639.. 1005, 2060.. 2270, 2497. 


.2649, 3021. .3162 




Seq. No. 


7019 


Seq. ID 


OJ990421_23.9923.C16 




Gene No. 


14801 


Strand 


+ 




Start 


6130 


End 


6491 


Q 


Name 


OJ990421 23.9923.C16.o3.gs 


Method 


GENSCAN 




Start 


6130 


End 


6491 


m 


GI 


none 


Score 


.59 


i" 1 : 


Exons 


6130. .6307, 6439. .6491 






: : 


Seq. No. 


7019 


Seq. ID 


OJ990421_23. 9923.C16 


uy 


Gene No. 


14802 


Strand 


+ 


; j J 


Start 


8561 


End 


11997 


i u 


Name 


OJ990421 23.9923.C16.ol.np 


Method 


AAT/NAP 




Start 


8396 


End 


11997 


□ 


GI 


o o n a n r\ fi 

2288999 


Score 


1092 




Exons 


8396.. 8807, 8944. .9020, 9502 


..9608, 9715. .9796, 9872. .9980, 






10210. .10256, 10362. .10436, 


10861. .10977, 11301. .11369, 






11489. .11581, 11903. .11997 








GI Descrip. 


(AC002335) putative electron 


transfer 


flavoprotein ubiquinone 






oxidoreductase [Arabidopsis 


thaliana] 




■s=r 


Seq. No. 


7019 


Seq. ID 


OJ990421_23.9923.C16 




Gene No. 


14802 


Strand 


+ 




Start 


8561 


End 


11997 




Name 


OJ990421 23.9923.C16.o3.gp 


Method 


AAT/GAP 




Start 


8556 


End 


9615 




GI 


uC-osroM202028hl0bl 


Score 


769 




Exons 


8556.. 8807, 8944. .9020, 9502 


. .9615 






GI Descrip. 


'2288999 3.0e-28 (AC002335) 


electron transfer flavoprotein 






ubiquinone oxidoreductase isolog [Arabidopsis thaliana] 1 




Seq. No. 


7019 


Seq. ID 


OJ990421_23. 9923.C16 




Gene No. 


14802 


Strand 


+ 




Start 


8561 


End 


11997 




Name 


OJ990421 23.9923.C16.o4.gs 


Method 


GENSCAN 




Start 


8561 


End 


11581 




GI 


none 


Score 


.76 




Exons 


8561. .8807, 8944. .9020, 9692 


..9796, 9872. .9984, 10193 .. 10256, 



7324 



10362. .10436, 10861 10977, ' 11301. .11369, 1148 9. .11581 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7019 Seq. ID 

14802 Strand 

8561 End 

OJ990421_23.9923.C16.o4 .gp Method 

9763 End 

3768958 Score 



OJ990421_23.9923.C16 
+ 

11997 
AAT/GAP 
10436 
413 

10362. .10436 



9763.-9796, 9872.. 9980, 10210 .. 10256, 
2288999 5.0e-28 (AC002335) electron transfer flavoprotein 
ubiquinone oxidoreductase isolog [Arabidopsis thaliana] 



7019 Seq. ID 

14803 Strand 

662 End 
OJ990421_23. 9923.C16.ol.gp Method 

662 End 

701523 Score 
662. .919 



OJ990421_23. 9923.C16 
919 

AAT/GAP 

919 

454 



Seq. No. 

Gene No. 
„« Start 
M .Name 
U Start 
lR GI 
py Exons 

Seq. No. 

Gene No. 
hi Start 
F y Name 
'J Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7019 Seq. ID 

14804 Strand 

6349 ( End 
OJ990421_23. 9923.C16.o2.tm Method 

297 End 

none Score 

297. .443, 298. .444 



OJ990421_23.9923.C16 
6518 

TBLASTX: Maize 

444 

187 



OJ990421 23.9923.C16 



7019 Seq. ID _ 

14804 Strand 

6349 End 6518 
OJ990421_23.9923.C16.o2.gp" Method AAT/GAP 

6349 End 6518 

uC-osflcyp039h04bl Score 297 
6349. .6518 

, 1617274/emb|CAA96522| 1.0e-09 (Z72152) AMP-binding protein 
[Brassica napus] 1 



7019 

14805 

8651 

OJ990421_23 . 9923 . C16 . ol . tm 
8651 
none 
8651. . 
8944. . 
9713. . 
10197. 
10359. 
10859. 
11298. 
11482. 



8812, 
9021, 
9799, 
.10256, 
.10436, 
.11002, 
.11369, 
. 11577, 
11932. .11997, 



8681. .8809, 8731 
9502.. 9606, 9504 
9714.. 9800, 9869 
, 10199. .10273, 



10360. 
10859. 
11300. 
11897. 
11933. 



.10440, 
.10975, 
.11368, 
.11929, 
.11995 



Seq. ID OJ990421_23.9923.C16 
Strand 

End" 11997 

Method TBLASTX: Maize 

End 11997 

Score 176 
..8811, 8888. .9019, 8943. .9020, 
..9608, 9712.. 9795, 9713.. 9799, 
..9982, 9870. .9980, 9871. .9981, 
10199. .10264, 10359. .10439, 
10361. .10438, 10858. .10938, 
10860. . 10976, 10861. .11007, 
114 65. .11581, 11481. .1157 6, 
11909. .11929, 11930. .11992, 



Seq. No. 
Gene No. 
Start 



7019 

14805 

8651 



Seq. ID 

Strand 

End 



OJ990421 23.9923.C16 



11997 



7325 



Name 

Start 

GI 

Exons 



OJ990421_23.9923.Cl6.ol.ts 
10232 
none* 
10232 
10859 
11306 



,10267, 10233. 
,10978, 10860. 
,11368, 11465. 



Method TBLASTX : Soybean 
End . 11967 
Score " 43 
10256, 10359. .10439, 10361 .. 10438, 
10976, 10861. .11007, 11298 11369, 
11581, 11481. .11579, 11482 .. 11580, 



11917. .11967, 11918. .11965 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7020 

14806 

1 

OJ990421_23. 9923.C17.ol.np 
1 

2288999 



Seq. ID OJ990421_23.9923.C17 
Strand + 
End 2229 

Method AAT/NAP 
End 1501 
Score 661 

1..156, 309. .358, 469. .535, 655. .734, 1030. .1158, 1266. .1332, 
1421. .1501 

(AC002335) putative electron transfer flavoprotein ubiquinone 
oxidoreductase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 
i a 3 Name 
\ Start 

' si( Exons 



7020 

14806 

1 

OJ990421_23.9923.C17.ol.gs 
34 

none 



Seq. ID OJ990421_23.9923.C17 

Strand + ■ 

End 2229 

Method GENS CAN 

End 2229 

Score .73 

34. .156, 309. .358, 469. .535, 655. .734, 1266. .1332, 1421. .1472, 
1968. .2063, 2141. .2229 



i . ; 


Seq. No. 


7020 


Seq. ID 


OJ990421 23.9923.C17 




Gene No. 


14806 


Strand 


+ 


"z E? 

:s : : 


Start 


1 


End 


2229 


! S : 
: 


Name 


OJ990421 23.9923.C17.ol.gp 


Method 


AAT/GAP 


•3 


Start 


1253 


End 


1708 




GI 


3768959 


Score 


575 




Exons 


1253. .1332, 1421. .1708 








GI Descrip. 


2288999 5.0e-16 (AC002335) 


electron transfer flavoprotein 


i ! * 

W 




ubiquinone oxidoreductase isolog [Arabidopsis thaliana] 




Seq. No. 


7020 


Seq. ID 


OJ990421_23.9923.C17 


.3 W 


Gene No. 


14807 


Strand 


+ 




Start 


7716 


End 


8186 




Name 


OJ990421 23.9923.C17.o4.gp 


Method 


AAT/GAP 




Start 


7716 


End 


8186 




GI 


8547 1.R1084 


Score 


857 




Exons 


7716. .8186 








GI Descrip. 


■"2288999 5.0e-16 (AC002335) 


electron 1 


transfer flavoprotein 






ubiquinone oxidoreductase i 


solog [Arabidopsis thaliana] 1 




Seq. No. 


7020 


Seq. ID 


OJ990421_23. 9923.C17 




Gene No. 


14808 


Strand 






Start 


3871 


End 


5153 




Name 


OJ990421 23.9923.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


67 


End 


1512 




GI 


none 


Score 


166 




Exons 


67. .168, 67. .171, 308. .358, 


309. .359, 


467. .541, 475. .534, 






640. .777, 652. .741, 1001. .1159, 1008. 


.1157, 1021. .1161, 



1022. .1162, 1267. .1332, 1267. .1332, 1281. .1337, 1405. .1503, 



7326 






1412. .1504, 


1418' 


'. .1504, 


1420. 


-.1512 




Seq. No. 


7020 








Seq. ID 


OJ990421_23.9923.C17 


Gene No. 


T A o r\ o 
14 oUo 








Strand 




Start 


3871 








End 


5153 


Name 


OJ990421 23 


.9923 


.C17.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1022 








End 


1510 


GI 


none 








Score 


89 


Exons 


1022. .1156, 


1267 


. .1332, 


1405. 


.1485, 1412.. 1510, 1412.. 1504 


Seq. No. 


7020 








Seq. ID 


OJ990421_23.9923.C17 


Gene No. 


1 A O f\ O 








oil dlivj. 




Start 


3871 








ili no. 


M R^ 


Name 


OJ990421 23 


.9923 


.C17.o2 


.ts 




i D-Ufio i a . ooyoean 


Start 


1282 










1 

10U / 


GI 


none 








Score 


/ u 


Exons 


1282. .1332, 


1405 


. .1503, 


1412. 


. 1 jU / 




Seq. No. 


7020 








Seq. ID 


OJ990421_23.9923.C17 


Gene No . 










C +- ■v- -i -n /-J 




Start 


3871 










CI CO 


Name 


OJ990421 23 


.9923 


.C17.o2 


.gp 


Method 


7\ 7V rn I 71 rj 


Start 


3519 










0 / y / 


GI 


3761197 








Score 


COQ 


Exons 


3519. .3797 












Seq. No. 


7020 








Seq. ID 


OJ990421_23.9923.C17 


Gene No. 


14808 








Strand 




Start 


3871 








End 


5153 


Name 


OJ990421 23 


.9923 


.C17.o2 


.gs 


Method 


GENSCAN 


Start 


3871 








End 


5153 


GI 


none 








Score 


.51 


Exons 


3871. .4746, 


4789 


. .4960, 


5020. 


.5153 




Seq. No. 


7020 








Seq. ID 


OJ990421_23.9923.C17 


Gene No. 


14808' 








Strand 




otart 


"3Q "7 1 
JO / 1 








End 


5153 


Name 


OJ990421 23 


.9923 


.C17.o2 


.np 


Method 


AAT/NAP 


Start 


3916 








End 


4707 


GI 


5042435 








Score 


859 


Exons 


3916. .4707 












GI Descrip. 


(AC006193) 


Unknown protein [Arabidopsis thaliana] 


Seq. No. 


7020 








Seq. ID 


OJ990421_23.9923.C17 


Gene No. 


14808 








Strand 




Start 


jo /l 








End 


5153 


Name 


OJ990421 23 


.9923 


.C17.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4084 








End 


4653 


GI 


none 








Score 


89 


Exons 


4084. .4194, 


4085 


. .4207, 


4204. 


.4344, 4205. .4333, 4372. .4653, 




4382. .4486, 


4535 


. .4648 








Seq. No. 


7020 








Seq. ID 


OJ990421_23.9923.C17 


Gene No. 


14808 








Strand 




Start 


3871 








End 


5153 


Name 


OJ990421 23 


.9923 


.C17.o3 


-gp 


Method 


AAT/GAP 


Start 


4105 








End 


4781 



7327 



GI ' 10616_2.R1084 Score 1299' 

Exons <- 4105.. 4781 

GI Descrip." ' 5042435/gb | AAD38274 . 1 1 AC006193_30 8.0e-68 (AC006193) Unknown 
protein [Arabidopsis thaliana] ' 



Seq. No. 


7020 


Seq. ID 


OJ990421_23.9923. 


C17 


Gene No. 


14808 


Strand 


- 




Start 


3871 


End 


5153 




Name 


OJ990421_23 . 9923 . C17 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


A A O C 

44 35 


End 


a a n c; 




GI 


none 


Score 


244 




Exons 


4435.-4662, 4436. .4675 








Seq. No. 


7021 


Seq. ID 


OJ990421_11.9923. 


C3 


Gene- No. 


14809 


Strand 


- 




Start 


143 


End 


301 




Name 


OJ99042 1_11 . 9923 . C3 . ol . gs 


Method 


GEN SCAN 




Start 


14 3 


T~> -J 

hna 






GI 


none 


Score 


.76 




Exons 


143. .301 








Seq. No. 


7022 ' 


Seq. ID 


OJ990421_11. 9923. 


C5 


Gene No. 


14810 


Strand 


+ 




Start 


253 


End 


435 




Name 


OJ990421 11.9923.C5.ol.gs 


Method 


GENSCAN 




Start 


253 


End 


435 




GI 


none 


Score 


.66 




Exons 


253.. 435 








Seq. No. 


7023 


Seq. ID 


OJ990421JL1.9923. 


C8 


Gene No. 


14811 


Strand 






Start 


112 


End 


619 




Name 


OJ990421 11.9923.C8.ol.gp 


Method 


AAT/GAP 




Start 


112 


End 


619 




GI 


LIB3434-038-P1-K1-F1 


Score 


758 




Exons 


112. .619 








GI Descrip. 


•5257255/dbj | AP000364.il AP000364 0.0e+00 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 






Seq. No. 


7024 


Seq. ID 


OJ990421_11.9923. 


C10 


Gene No. 


14812 


Strand 






Start 


1 


End 


1712 




Name 


OJ990421 11.9923.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1712 




GI 


6822068 


Score 


1125 




Exons 


1..1712 








GI Descrip. 


(AL132957) SCARECROW1 [Arabidopsis thaliana] 




Seq. No. 


7024 


Seq. ID 


OJ990421_11.9923. 


C10 


Gene No. 


14812 


Strand 






Start 


1 


End 


1712 




Name 


OJ990421 11.9923.C10.ol.gs 


Method 


GENSCAN 




Start 


82 


End 


1577 




GI 


none 


Score 


.73 




Exons 


82. .1577 








Seq. . No. 


7024 


Seq. ID 


OJ990421_11.9923. 


C10 



7328 




Gene No. 


T A O "1 O 

14812 




O 4- r . n/ J 

btrana 






Start 


1 




End 


1712 




Name 


OJ990421 11. 9923. CIO. ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


176 




End 


771 




GI 


none 




Score 


481 




Exons 


176. .592, 178. .603, 652. 


.771, 


653. .754 






Seq. No. 


7024 




Seq. ID 


OJ990421_11.9923. 


C10 


Gene No. 


14812 




btrana 






Start 


1 




End 


1712 




Name 


OJ990421 11. 9923. CIO. ol. 


tc' 


Method 


TBLASTX: Cress 




Start 


178 




End 


1308 




GI 


none 




Score 


470 




Exons 


178. .603, 179. .592, 649. 


.828, 


653. .754 


, 1156.. 1242, 1273 


i. . 1308 


Seq. No. 


7024 




Seq. ID 


OJ990421_11.9923. 


C10' 


Gene No. 


14ol2 










Start 


1 




End 


1712 




Name 


OJ990421 11. 9923. CIO. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


. 178 




End 


340 




GI 


none 




Score 


215 




Exons 


178. .339, 179. .340 










Seq. No. 


7024 




Seq. ID 


OJ990421_11.9923. 


C10 


Gene No. 


14812 




btrana 






Start 


1 




End 


1712 




Name 


OJ990421 11. 9923. C10. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


340 




End 


853 




GI 


none 




Score 


494 




Exons 


340. .828, 341. .826, 818. 


.853 








Seq. No. 


7025 




Seq. ID 


OJ990421_11.9923. 


Cll 


Gene No. 


1 A O 1 O 

14b lo 




Strand 


_i_ 

T 




Start 


91 




End 


428 




Name 


OJ990421 ll.9923.Cll.ol. 


gs 


Method 


GENSCAN 




Start 


91 




End 


428 




GI 


. none 




Score 


.79 




Exons 


91. .273, 346. .428 










Seq. No. 


7026 




Seq. ID 


OJ990421_11.9923. 


C14 


Gene No. 


14814 




Strand 


+ 




otart 


1 




End 


17655 




Name 


OJ990421 ll.9923.C14.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


4305 




GI 


4678924 




Score 


264 




Exons 


1..23, 2014. .2138, 2257. 


.2446, 


3101. .3160, 4282. .4305 




GI Descrip. 


(AL049711) putative protein [Arabidopsis thaliana] 




Seq. No. 


7026 




Seq. ID 


OJ990421_11. 9923. 


C14 


Gene No. 


14814 




Strand 


+ 




Start 


1 




End 


17655 




Name 


OJ990421 ll.9923.C14.o4. 


np 


Method 


AAT/NAP 




Start 


1 




End 


17655 




GI 


5257279 




Score 


151 




Exons 


1..55, 17395. .17655 











GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



7329 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

m gi 

ril Exons 



i : 



7026 

14814 

1 

OJ990421_ll.9923.C14.o2.np 
1 

2494119 



Seq. ID OJ990421_ 

Strand + 

End 17655 

Method AAT/NAP 

End 9942 

Score 438 



11.9923.C14 



1..34, 7530. .7657, 7845. .7988, 8076. .8288, 8471 
9815. .9942 

(AC002376) EST gb|T04104 comes from this gene, 
thaliana] 



7026 

14814 

1 

OJ990421_11.9923.C14.ol.gs 

1429 

none 



Seq. ID OJ990421_ 

Strand + 

End 17 655 

Method GEN SCAN 

End 4020 

Score .'63 



. .8672, 
[Arabidopsis 

11.9923.C14 



1429. .1676, 1744. .2278, 3087. .3240, 3680. .3867, 



7026 

14814 

1 

OJ990421_11.9923.C14.o3.gs 

5962 

none 



Seq. ID OJ990421_ 

Strand + 

End 17 655 

Method GEN SCAN 

End 10228 

Score .58 



3998. .4020 
11.9923.C14 



5962. .6350, 6851. .6872, 6957. .7073, 7495. .7605, 
8076. .8288, 8471.. 8618, 9780.. 10228 



7845. .7988, 



i, j 



Seq. No. 


. 7026 * 






Seq. ID 


OJ990421_ 


11. 


9923 


.C14 


Gene No. 


14814 






Strand 


+ 








Start 


1 






End 


17655 








Name 


OJ990421 11. 


9923. C14 


.ol.gp 


Method 


AAT/GAP 








Start 


8456 






End 


8699 








GI 


2797196 






Score 


449 








Exons 


8456.-8699 
















Seq. No. 


7026 






Seq. ID 


OJ990421_ 


11. 


9923 


.C14 


Gene No. 


14814 






Strand 


+ 








Start 


1 






End 


17655 








Name 


OJ990421 11. 


9923. C14 


,o4 .gs 


Method 


GENSCAN 








Start 


11210 






End 


11885 








GI 


none 






Score 


.5 








Exons 


11210. .11339 


, 11614. 


.11885 












Seq. No. 


7026 






Seq. ID 


OJ990421_ 


11. 


9923 


.C14 


Gene No. 


14814 






Strand 


+ 








Start 


1 






End 


17655 








Name 


OJ990421 11. 


9923. C14 


.o5.gs 


Method 


GENSCAN 








Start 


12967 






End 


13407 








GI 


none 






Score 


.74 








Exons 


12967. .13407 
















Seq. No. 


7026 






Seq. ID 


OJ990421_ 


11. 


9923 


.C14 


Gene No.. 


14815 






Strand 


+ 








Start 


18976 






End 


32191 








Name 


OJ990421 11. 


9923. C14 


,o7 .gs 


Method 


GENSCAN 









7330 



□ 



;3 



# 



Start 
GI 

Exons 



18976 End 21836 

none Score .53 

18976. .19024, 19275 19435, 19873 19899, 20240 .. 20315, 

20818. .21186, 21562.. 21836 



Seq. No. 7026 Seq. ID 

Gene No. 14815 Strand 

Start 18976 End 

Name OJ990421_11 . 9923 . C14 . o2 . gp Method 

Start 19129 End 

GI LIB3434-038-P1-K1-F1 Score 

Exons 19129. .19650 

GI Descrip. ' 5257255/dbj | AP000364 . 1 1 AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ990421_11.9923.C14 
+ 

32191 
AAT/GAP 
19650 
780 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7026 Seq. ID 

14815 Strand 

18976 End 

OJ990421_11 . 9923 . C14 . o5 . np Method 

20855 End 

3786007 Score 



OJ990421_11.9923.C14 
+ 

32191 
AAT/NAP 
32191 
1168 



20855. .20894, 27758 .. 27855, 29219 .. 29375 , 30304 .. 30593, 

30761. .31118, ' 31200. .31751, 31913. .32191 

(AC005499) hypothetical protein [Arabidopsis thaliana] 



7026 Seq..- ID 

14815 Strand 

18976 End 

OJ990421_11. 9923.C14 ,o9.gs Method 

27712 End 

none Score 



OJ990421_11.9923.C14 
+ 

32191 
GENSCAN 
32191 
.72 



27712. .27856, 28534 .. 28643, 29232 .. 29388 , 2 94 98 .. 2 9550 , 
30304. .30593, 30761 .. 31118, 31200 .. 31751 , 31913. .32191 



Seq. No. 7026 Seq. ID 

Gene No. 14815 Strand 

Start 18976 End 

Name OJ990421_11 . 9923 . C14 . o3 . gp Method 

Start 30872 . End 

GI 2312480 Score 

Exons 30872. .31118, 31200.. 31410 

GI Descrip. 3786007 2.0e-32 (AC005499) hypothetical protein [Arabidopsis 
thaliana] 



OJ990421_11. 9923.C14 
+ 

32191 
AAT/GAP 
31410 
848 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



7026 Seq. ID 

14816 Strand 

46910 . End 
OJ990421_11 . 9923 . C14 . oil . gs Method 
46910 End 
none Score 



OJ990421_11. 9923.C14 
+ 

47756 
GENSCAN 
47756 
.51 



46910. .47124, 4 7156 .. 47251, 47660. .47756 



7026 Seq. ID 

14817 Strand 

4506 End 

OJ990421_11 . 9923 . C14 . o2 . gs Method 

4506 End 



OJ990421_11.9923.C14 

5185 

GENSCAN 

5185 



7331 






GI 


none 


Score 


.94 








Exons 


4506. .4856, 4925. .5185 












Seq. No. 


7026 


Seq. ID 


OJ990421_ 


11. 9923 


.C14 




Gene No. 


14818 


Strand 










btart 


10335 


End 


12854 








Name 


OJ990421 11.9923.C14.o3.np 


Method 


AAT/NAP 








Start 


10335 


End 


12854: . 








GI 


6539588 


Score 


83 








Exons 


10335. .10371, 11992. .12112, 


12828. .12854 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


7026 


Seq. ID 


OJ990421_ 


11.9923 


.C14 




Gene No. 


14819 


Strand 










Start 


15236 


End 


17578 








Name 


OJ990421_11. 9923.C14 ,o6.gs 


Method 


GENSCAN 








Start 


15236 


End 


17578 








GI 


none 


Score 


.71 








Exons 


15,236 .. 15288, 154 47 15616, 


16083. .16180, 16873. 


.16953, 








17111. . 17218, 17423. .17578 












Seq. No. 


7026 


Seq. ID 


OJ990421_ 


11.9923 


.C14 




Gene No. 


14820 


Strand 










Start 


22583 


End 


26005 






"l 


Name 


OJ990421_11 . 9923 .C14 . 08 .gs 


Method 


GENSCAN 






= F~ 


Start 


22583 


End 


26005 






: : : 


GI 


none 


Score 


.59 






y 


Exons 


22583. .22665, 22738. .22920, 


23297. .23543, 25901. 


.26005 




-J 


Seq. No. 


7026 


Seq. ID 


OJ990421_ 


11.9923 


.C14 


3 


Gene No. 


14821 


Strand 








:j ; 


Start 


33907 


End 


42777 








Name 


OJ990421 11.9923.C14.ol0.gs 


Method 


GENSCAN 






: sa 


Start 


33907 


End 


42777 








GI 


none 


Score 


.4 








Exons 


33907. .34273, 34320 .. 34396, 


35127. .35611, 35836. 


.36616, 








36724. .36918, 37533 .. 38335, 


38361. .39263, 39277. 


.39399, 




1 




39691. .39806, 39986 .. 40130, 


40806. .40959, 41546. 


.41891, 








42012. .42114, 42146. .42249, 


42644. .42777 








Seq. No. 


7026 


' Seq. ID 


OJ990421_ 


11. 9923 


.C14 




Gene No. 


14822 


Strand 










otart 


49000 


End 


49954 








Name 


OJ990421 11.9923.C14.o7.np 


Method 


AAT/NAP 








Start 


48802 


End 


49908 








GI 


3482932 


Score 


571 








Exons 


48802. .48844, 4 9023 .. 4 9455, 


49562. .49908 








GI Descrip. 


(AC003970) Hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


7026 


Seq. ID- 


OJ990421_ 


11.9923 


.C14 




Gene No. 


14822 


Strand 










Start 


49000 


End 


49954 








Name 


OJ990421 11.9923. C14.ol2.gs 


Method 


GENSCAN 








Start 


49000 


End 


49954 








GI 


none 


Score 


.98 








Exons 


49000. .49455, 49562. .49954 











7332 



Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7026 , 
14823 . 
51964 

OJ990421_11. 

1493 

none 

1493. .1708, 

7026 

14823 

51964 

OJ990421_11. 

2026 

none 

2026. .2136, 
2608. .2655, 



9923.C14.o7.tm 



1494. .1709 



9923.C14 .o4 .tm 



2034.. 2138, 2254. 
2730.. 2906, 2732. 



Seq. ID OJ990421_11.9923.C14 
Strand 

End 52320 

Method TBLASTX : Maize 

End 1709 

Score 198 



Seq. ID OJ990421_11."9923.C14 
Strand 

End 52320 
Method TBLASTX : Maize 
End 2982 
Score 115 

.2442, 2255.. 2455, 2256.. 2444, 
.2884, 2742.. 2888, 2938.. 2982 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

1 Exons 
3 

Seq. No. 
!; Gene No. 
U Start 
3 Name 
:! Start 

r. Exons 

i 

Seq. No. 

3 Gene No. 

j Start 

I Name 

a Start 

^ Exons 



7026 
14823 ■ 
51964 

OJ990421_11. 

2059 

none 

2059. .2136, 

7026 

14823 

51964 

OJ990421_11. 

2065 

none 

2065. .2136, 

7026 

14823 

51964 

OJ990421_11. 

4521 

none 

4521. .4832, 
5057. .5119 



9923.C14.o4.ts 



2073.. 2156, 2254. 



9923.C14.o4.tc 



2073.. 2138, 2254. 



9923.C14.ol.ts 



4576.. 4743, 4922. 



Seq. ID OJ990421_11.9923.C14 
Strand 

End 52320 

Method TBLASTX : Soybean 

End 2445 

Score 95 
.2445, 2255. .2437 

Seq. ID OJ990421_11.9923.C14 
Strand 

End 52320 

Method TBLASTX : Cres s 

End 2443 

Score 90 
.2439, 2255. .2443 

Seq. ID OJ990421_11.9923.C14 
Strand 

End 52320 

Method TBLASTX : Soybean 

End 5236 

Score 89 

.4990, 4926. .4991, 5003.. 5236, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7026 

14823 

51964 

OJ990421_11. 

4554 

none 

4554. .4820, 



9923.C14.o3.tc 



4937.. 4990, 5003. 



Seq. ID OJ990421_11.9923.C14 
Strand 

End 52320 

Method TBLASTX ; Cress 

End 5239 

Score 78 
.5167, 5003.. 5239 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7026 

14823 

51964 

OJ990421_11. 

4920 

none 

4920. .4985, 



9923.C14.o5.tm 



492S..4996, 5004. 



Seq.. ID OJ990421_11.9923.C14 
Strand 

End 52320 

Method TBLASTX : Mai ze 

End 5236 

Score 51 

.5228, 5006. .5236, 5006.. 5230 



7333 






Seq. No. 


/U2o 


Seq. ID 


OJ990421_11.9923 






Gene No. 


14823 


Strand 








Start 


51964 


End 


52320 






Name 


OJ990421 11.9923.C14.ol.tw 


Method 


TBLASTX: Wheat 






Start 


4937 


End 


5276 






GI 


none 


Score 


141 






Exons 


4937. .5242, 4943. .5170, 5019 


..5249, 5172. .5276 






Seq. No. 


7026 


Seq. ID 


OJ990421_11.9923 


.C14 




Gene No. 


14823 


Strand 








Start 


51964 


End 


52320 






Name 


OJ990421 11.9923.C14.o6.tm 


Method 


TBLASTX: Maize 






Start 


7489 


End 


8162 






GI 


none 


Score 


126 






Exons 


7489. .7608, 7494. .7604, 7687 


..7722, 7831. .7944, 7845. .7946, 






7852. .7947, 7931. .7990, 7945 


..7989, 8075. .8140, 8076. .8162 




Seq. No. 


"7 A O C 

7026 


Seq. ID 


OJ990421_11.9923 


. CI4 




Gene No. 


14823 


Strand 








Start 


51964 


End 


52320 






Name 


OJ990421 11.9923.C14.o5.ts 


Method 


TBLASTX : Soybean 






Start 


7824 


End 


8162 






GI 


none 


Score 


171 






Exons 


7824. .7976, 7874. .7975, 8075 


..8125, 8076. .8162 




I s ; E 


Seq. No. 


7026 


Seq. ID 


OJ990421_11.9923 


pi /) 
. C14 


i u 


Gene No. 


14823 


Strand 








Start 


51964 


End 


52320 




t '. Z 


Name 


OJ990421 11.9923.C14.o2.ts 


Method 


TBLASTX: Soybean 




; ^ 


Start 


30379 


End 


32116 






GI 


none 


Score 


56 






Exons 


30379. .30474, 30481 .. 30585, 


30771. .30983, 31020 .. 31118 , 








31197. .31334, 31422 .. 3164 6, 


31427. .31600, 3164 1 .. 31739, 








31943.. 32116 










Seq. No. 


7026 


Seq. ID 


OJ990421_11.9923 


.C14 




Gene No. 


14823 


Strand 






"W 


Start 


51964 


End 


52320 




; : =r 


Name 


OJ990421 11.9923.C14.ol.tc 


Method 


TBLASTX: Cress 




;" "5 

'S 5? 


Start 


30759 


End 


31646 






GI 


none 


Score 


250 






Exons 


30759. .31118, 31215. .31319, 


314 04. .3164 6,, 31430. .31588 






Seq. No. 


7026 


Seq. ID 


OJ990421_11.9923 


.C14 




Gene No. 


14823 


Strand 








Start 


51964 


End 


52320 






Name 


OJ99U4Z1 11 . y y^o . C14 . Ol . tm 


Method 


TBLASTX: Maize 






Start 


30782 


End 


32026 






GI 


none 


Score 


107 






Exons 


30782. .30829, 30827 30988 , 


30830. .309E 


18, 30831. .31013, 








30831. .31004, 31023. .31118, 


31052. .31120, 31197. .31316, 








31199. .31306, 31427. .31624, 


31431. .31751, 31530. .31721, 








31955. .32026 










Seq. No. 


7026 


Seq. ID 


OJ990421_11.9923 


.C14 




Gene No. 


14823 


Strand 







7334 



■J 

Q 



Start 


51964 




End 


52320 


Name 


OJ990421 11.9923.C14 


. o3. tw 


Method 


TBLASTX : Wheat 


Start 


31437 




End 


31733 


GI 


none 




Score 


151 


Exons 


31437. .31601, 31650. 


.31733 






Seq. No. 


7026 




Seq. ID 


OJ990421_11.9923 


Gene No. 






otrana 




Start 


51964 




End 


52320 


Name 


OJ990421 11.9923.C14 


.o5. tc 


Method 


TBLASTX: Cress 


Start 


31931 




End 


32182 


GI 


none 




Score 


188 


Exons 


31931. .32182, 31984. 


.32181 






Seq. No. 


7026 




Seq. ID 


OJ990421_11. 9923 


Gene No. 






btrana 




Start 


51964 




End 


52320 


Name 


OJ990421 11.9923.C14 


.08. tm 


Method 


TBLASTX: Maize 


Start 


37140 




End 


37607 


GI 


none 




Score 


141 


Exons 


37140. .37292, 37362. 


.37607 






Seq. No. 


7026 




Seq. ID 


OJ990421_11.9923 


Gene No. 


14823 




Strand 




Start 






End 


52320 


Name 


OJ990421 'ill-. 9923. C14 


. o3. tm 


Method 


TBLASTX: Maize 


Start 


38172 




End 


39090 


GI 


none 




Score 


116 


Exons 


38172. .38312, 38356. 


.38610, 


38665. .39090, 38684 .. 38908, 




38983. .39066 








Seq. No. 


7026 




Seq. ID 


OJ990421_11. 9923 


Gene No. 






Strand 




Start 


51964 




End 


52320 


Name 


OJ990421 11.9923.C14 


.o2. tw 


Method 


TBLASTX: Wheat 


Start 


49040 




End 


49330 


GI 


none 




Score 


127 


Exons 


49040. .49330, 49045. 


.49329 






Seq. No. 


7026 




Seq. ID 


OJ990421_11.9923 


Gene No. 






Strand 




Start 


51964 




End 


52320 


Name ' 


OJ990421 11.9923.C14 


.o2.tc 


Method 


TBLASTX: Cress 


Start 


49042 




End 


49356 


GI 


none 




Score 


143 


Exons 


49042. .49332, 49051. 


.49356, 


49061. .49336 


Seq. No. 


7026 




Seq. ID 


OJ990421_11.9923 


Gene No. 


14823 




Strand 




b tart 






End 


52320 


Name 


OJ990421 11.9923.C14 


.o3. ts 


Method 


TBLASTX : Soybean 


Start 


49127 




End 


49356 


GI 


none 




Score 


118 


Exons 


49127. .49345, 49129. 


.49356, 


49132. .49323, 49136 .. 4 9342, 




49200. .49355 








Seq. No. 


7026 




Seq. ID 


OJ990421_11.9923 



7335 



H 

Li' 



bene wo . 


14823 










Start 


51964 




End 


52320 




Name" 


OJ990421 11 


.9923.C14.o2.tm 


Method 


TBLASTX: Maize 




Start 


49138 




End 


49449 




GI 


none 




Score 


323 




Exons 


49138. .49449, 49139. .49342 








Seq. No. 


7026 




Seq. ID 


OJ990421JL1.9923 


.C14 


uene ino . 


14823 










Start ■ 


51964 




End 


52320 




Name 


OJ990421 11 


.9923.C14.ol3.gs 


Method 


GEN SCAN 




Start 


51964 




End 


52320 




GI 


none 




Score 


.87 




Exons 


51964. .52320 








Seq. No. 


7097 




Seq. ID 


OJ990421_11. 9923 


.C16 


Gene No. 


1 A P 9 A 
X ft 0 ^ 4 




Strand 


+ 






1 
X 




End 


5871 




Name 


OJ990421 11 


.9923.C16.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


5871 




GI 


D J\J £. H fi D 




Score 


1128 




Exons 


1 . . 1U J/ /DO 


..1513, 2000. .2336, 5812. .1 


5871 




GI Descrip. 


/ ann "3 n 9 p "5 \ 

I rvDU jUZO J/ 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


7097 




Seq. ID 


OJ990421_1;1.9923 


.C16 


bene jno. 


1 4 Q 9 4 




Strand 


+ 




Start 


1 




End 


5871 




Name 


OJ990421 11 


. yyzj.Lio.oj. cw 


Method 


TBLASTX: Wheat 




Start 


POS 




End 


1019 




GI 


none 




Score 


228 




Exons 


one; 1 HI 7 


807. .1019 








Seq. No. 


7097 




Seq. ID 


OJ990421_11.9923 


.C16 


bene ino * 


1 A P94 

140Z4 




Strand 


+ 




Start 


1 




End 


5871 




Name 


OJ990421 11 


.9923.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


963 




End 


1346 




GI 


none 




Score 


, 289 




Exons 


963. .1247, 


964.. 1248, 1236.. 


1346 






Seq. No. 


7027 




Seq. ID 


OJ990421_11. 9923 


-C16 


belie LNO • 


14824 




Strand 


+ 




Start 


1 




End 


5871 




Name 


OJ990421 11 


.9923.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1020 




End 


1439 




GI 


none 




Score 


281 




Exons 


1020. .1250, 


1021.. 1251, 1233 


..1439, 1259. .1432 




Seq. No. 


7027 




Seq. ID 


OJ990421_11. 9923 


.C16 


bene ino ■ 


14824 




Strand 


+ 




Start 


1 




End 


5871 




Name 


OJ990421 11 


.9923.C16.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1099 




End 


1469 




GI 


none 




Score 


154 




Exons 


1099. .1242, 


1116.. 1241, 1287 


. .1469 






Seq. No. 


7027 




Seq. ID 


OJ990421_11. 9923 


.C16 



7336 



in 



Gene No. 


14824- ■* 






Strand 


* + 






Start 


1 






End- 


5871 






Name 


OJ990421 11.9923. 


C16.o2 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


1995 






End 


2261 






GI 


none 






Score 


254 






Exons 


1995. .2261, 2025. 


.2168, 


2093. 


.2257 








Seq. No. 


7027 






Seq. ID 


OJ990421 


_11.9923 


.C16 


Gene No. 


14824 






Strand 


+ 






Start 


1 






End 


5871 






Name 


OJ990421 11.9923. 


C16.o2 


.np 


Method 


AAT/NAP 






Start 


2012 






End 


3470 






GI 


5042454 






Score 


367 






Exons 


2012.. 2156, 2741. 


.2768, 


2994. 


.3169, 3417.. 3470 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


7028 






Seq. ID 


OJ990421 


_11.9923 


.C17 


Gene No. 


14825 






Strand 


+ 






Start 


195 






End 


495 






Name 


OJ990421 11.9923. 


C17.ol 


.gs 


Method 


\GENSCAN 




_■ . 


Start 


195 






End 


495 






GI 


none 






Score 


.69 






Exons 


195. .495 














Seq. No. 


7029 






Seq. ID 


OJ990421 


JL1.9923 


.C19 


Gene No. 


14826 






Strand 








Start 


53 






End 


4956 






Name 


OJ990421 11.9923. 


C19.ol 


.gs 


Method 


GEN SCAN 






Start 


53 






End 


4956- 






GI 


none 






Score 


.83 






Exons 


53. .145, 508. .630 


, 1068 


. .1217 


, 1265.. 1385, 1572 


. .1639, 






1828. .1899, 2497. 


.2627, 


3025. 


.3260, 4622.. 4956 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7029 Seq. ID 

14826 Strand 

53 -\, End 

OJ990421_ll.9923.C19.c-i.np Method 

56 End 

3786005 Score 



OJ990421_11.9923.C19 

4956 
AAT/NAP 
4944 
1404 



56. .124, 508. .630, 712. .777, 1265. .1385, 1572. .1639, 1828. .1899, 
2432. .2613, 3025.. 3260, 4622.. 4944 

(AC005499) putative phospholipid cytidylyltransf erase 
[Arabidopsis thaliana] 



7029 Seq. ID 

14826 Strand 

53 . End 
OJ990421_ll.9923.C19.ol.gp Method 

106 End 

none Score 
106. .521 



OJ990421_11.9923.C19 

4956 
AAT/GAP 
521 
732 



Seq. No. 7029 Seq. ID 

Gene No. 14826 Strand 

Start 53 End 

Name OJ990421_11 . 9923 . C19 . o2 . gp Method 

Start ' 1562 End 



OJ990421_11.9923.C19 

4956 

AAT/GAP 

.3170 



7337 



GI . LIB3432-052-P1-K1-C8 Score 762 

Exons 1562.. 1639, 1828.. 1899, 2432.. 2613, 3025.. 3170 

GI Descrip. '3786005 1.0e-60 (AC005499) putative phosphoethanolamine 
cytidylyltransf erase [Arabidopsis thaliana] ' 



Seq. No. 7029 

Gene No. 14827 

Start 6472 

Name OJ990421_11 . 9923 . CI 9 . ol . ts 

Start 13 

GI none 

Exons 13 . . 51 



Seq. ID OJ990421_11.9923.C19 
Strand 

End 9282 

Method TBLASTX : Soybean 

End 5093 

Score 171 



53. .127, 499. .633, 509. .631, 712. .777, 716. .778, 
718. .777, 1250. .1363, 1253. .1387, 1259. .1387, 1266. .1388, 
1502. .1633, 1572. .1640, 1574. .1639, 1825. .1902, 1827. .1907, 
1828.*. 1902, 1829. .1906, 2427. .2564, 2432. .2581, 2433.-2579, 
2564. .2632, 3023 .. 3148, " 3023. . 3262, 3024. .3254, 3025. .3255, 
4621. .4776, 4622. .4777, 4624. .4803, 4648. .4776, 4748. .4780, 
4832. .4858, 4855. .4932, 4856. .4912, 4861. .4938, 4881. .4937, 
5061. .5093 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7029 

14827 

6472 

OJ990421_11.9923.C19.o2.tm 
13 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_11.9923.C19 
9282 

TBLASTX: Maize 
5093 
171 

13. .51, 53. .127, 499. .633, 509. .631, 712. .777, 716. .778, 
718. .777, 1502. .1633, 1572. .1640, 1574. .1639, 1825. .1902, 
1828. .1902, 1829. .1906, 2427. .2564, 2432. .2581, 2433. .2579, 
2509. .2619, 2583.-2633, 4621. .4776, 4622. .4777, 4624. .4803, 
4648. .4776, 4748. .4780, 4832. .4858, 4855.-4932, 4856. .4912, 
4861.. 4938, 4881.. 4937, 5061.. 5093 



Seq. No. 


7029 








Seq. ID 


OJ990421_11.9923.C19 


Gene No. 


14827 








Strand 




Start 


6472 








End 


9282 


Name 


OJ990421 11 


.9923 


.C19.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


712 








End 


3173 


GI 


none 








Score 


101 


Exons 


712. .777, 1235.. 


1378, 1259.. 


1387, 12.66 


..1388, 1266.. 1391, 




1267. .1392, 


1572 


. .1640, 


1574 


..1639, 1825.. 1902, 1829.. 1900, 




1829. .1906, 


2432 


. .2521, 


2442 


..2522, 2495.-2635, 2505.. 2633, 




' 3023. .3148, 


3023 


. .3172, 


3075 


. .3173 




Seq. No. 


7029 








Seq. ID 


OJ990421_11.9923.C19 


Gene No. 


14827 








Strand 




Start 


6472 








End 


9282 


Name 


OJ990421 11 


.9923 


.C19.ol 


. tin 


Method 


TBLASTX: Maize 


Start . 


1250 








End 


3283 


GI 


none 








Score 


331 


Exons 


1250. .1351, 


3023 


. .3283, 


3024 


. .3263 




Seq. No. 


7029- 








Seq. ID 


OJ990421_11.9923.C19 


Gene No. 


14827 








Strand 




Start 


6472 








End 


9282 


Name 


OJ990421 11 


.9923 


.C19.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1834 








End 


5062 



7338 



GT 

Exons- 



hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none v '- ' - .Score 89 

1834. .1875, 4724. .4777, 4726.-4776, 4767. .4784, 4816. .4944, 
4817.. 4912, 5042.. 5062 



Seq. No. 7029 

Gene No. 14827 

Start 6472 

Name OJ990421_11 . 9923 . C19 . ol . tc 

Start 4615 

GI none 
Exons 



Seq. ID OJ990421_11.9923.C19 
Strand 

End 9282 

Method TBLASTX: Cress 

End 4 92 6 

Score 141 



4615. .4776, 4616. .4777, 4861. .4926 



Seq. No. 7029 

Gene No. 14827 

Start 6472 

Name OJ990421_11 . 9923 . C19. o2 . gs 

Start 6472 

GI none 
Exons 



Seq. ID OJ990421_11.9923.C19 
Strand 

End 9282 

Method GEN SCAN 

End 8109 

Score .96 



6472. .6639, 6822. .6936, 7218. .7309, 7414. .7499, 8019. .8109 



fy Seq. No. 

Gene No. 
□ Start 

Name 
. Start 

hJ Exons 

: t 

•s 33> 

i"! GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7029 

14827 

6472 

OJ990421_11.9923.C19.o3.tm 
6472 

none . ' 



Seq. ID OJ990421_11. 9923.C19 
Strand 

End 9282 

Method TBLASTX : Mai ze 

End 9224 

Score 94 



6472. .6546, 6534. .6608, 6591. .6641, 6814. .6894, 6822. .6929, 

6822. .6935, 7206. .7310, 7217. .7309, 7220. .7330, 7236. .7310, 

^ 7408. .7500, 7424;. 7501, 8020. .8118, 8022. .8120, 8026. .8121, 

9056. .9085, 9058. .9207, 9090. .9224 



7029 

14827 

6472 

OJ990421_11.9923.C19.o2.np 

6475 

4972062 



Seq. ID OJ990421_11.9923.C19 
Strand 

End 9282 

Method AAT/NAP 

End 9151 

Score 445 



6475.-6639, 6822. .6936, 7218. .7309, 7414. .7499, 8019. .8118, 
9062. .9151 

(AL078470) putative protein [Arabidopsis thaliana] 



7029 

14827 

6472 

OJ990421_11.9923.C19.o3.tc 

6814 

none 



Seq. ID OJ990421_11. 9923.C19 
Strand 

End 9282 

Method TBLASTX : Cress 

End 8118 

Score 94 



6814.. 6894, 6822.. 6935, 7220.. 7309, 7230.. 7313, 7403.. 7501, 
7408. .7500, 8023. .8118 



7029 

14827 

6472 

OJ990421_11.9923.C19.o2.ts 

7196 

none 



Seq. ID OJ990421_11.9923.C19 
Strand 

End 9282 

Method TBLASTX: Soybean 

End 8115 

Score 65 



7196. .7309, 7230. .7310, 7240. .7350, 7243. .7311, 7250. .7330, 



7339 



. 7408.. 7440, 7408.. 7500, 7418.. 7501, 8023.. 8115 

Seq. No. 7029 Seq. ID OJ990421_11 . 9923 . C19 . 

Gene No. 14827 Strand 

Start 6472 End 9282 

Name OJ990421_11 . 9923.C19.o3.gp Method AAT/GAP 

Start 7998 End 9282 

GI LIB3433-053-P1-K1-A6 Score 604 

Exons 7998.. 8118, 9062.. 9282 

GI Descrip. 1 4 972062/emb | CAB43930 . 1 | 4.0e-13 (AL078470) putative protein 
[Arabidopsis thaliana] 1 

Seq. No. 7030 Seq. ID OJ990421_11 . 9923 . C22 

Gene No. 14828 Strand 

Start 449 End 9423 

Name OJ990421_11 . 9923 .C22 . ol . gs Method GEN SCAN 

Start 449 End 9423 

GI none Score * ..4 3 

Exons 449.-732, 3229.. 3385, 5137.. 5215, 5416.. 5602', 5708.. 6006, 
6742. .6785, 6846.-7842, 7857. .8075, 8161. .9423 



Seq. No. 7030 Seq. ID OJ990421_11 . 9923 . C22 

Gene No. 14828 Strand 

Q Start 449 End 9423 

^3 Name OJ990421_11 . 9923 .C22 . ol .np Method AAT/NAP 

r? s Start 6829 End 9385 

£J GI 4558666 - Score 1488 

! : ;f Exons 6829. .8075,. 8161. .9385 

; s =j GI Descrip. (AC007063) putative Na/H antiporter [Arabidopsis thaliana] 



Seq. No. 


7030 








Seq. ID 


OJ990421_11.9923 


.C22 


Gene No. 


14829 








Strand 






Start 


10119 








End 


10289 




Name 


OJ990421 11 


.9923 


.C22.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


6937 








End 


7060 




GI 


none 








Score 


158 




Exons 


6937. .7059, 


6938 


. .7060 










Seq. No. 


7030 








Seq. ID 


OJ990421_11.9923 


.C22 


Gene No. 


14829 








Strand 






Start 


10119 








End 


10289 




Name 


OJ990421 11 


.9923 


C22.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


7333 








End 


7681 




GI 


none 








Score 


408 




Exons 


7333. .7680, 


7334 


.7681 










Seq. No. 


7030 








Seq. ID 


OJ990421_11. 9923 


.C22 


Gene No. 


14829 








Strand 






Start 


10119 








End 


10289 




Name 


OJ990421 11 


.9923 


C22.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


7357 








End 


7662 




GI 


none 








Score 


168 ' 




Exons 


7357. .7401, 


7423 


.7662 










Seq. No. 


7030 








Seq. ID 


OJ990421_11.9923 


.C22 


Gene No. 


14829 








Strand 






Start 


10119 








End 


10289 





7340 



Name 


OJ990421 .11 


.9923 


.C22.ol 


.ts '■■ 


Method 


TBLASTX : Soybean 




Start 


7794 








End 


8241 




GI 


none 








Score 


81 




Exons 


7794. .8075, 


8158 


. .8241 










Seq. No. 


7030 








Seq. ID 


OJ990421_11.9923 


.C22 


Gene No . 










Strand 






Start 


10119 








End 


10289 




Name 


OJ990421 11 


.9923 


.C22.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


8347 








End 


8541 




GI 


none 








Score 


72 




Exons 


8347. .8541, 


8348 


. .8491, 


8401. 


.8538 






Seq. No. 


7030 








Seq. ID 


OJ990421_11.9923 


.C22 


Gene No. 


1 A Q O Q 








btrana 






Start 


10119 








End 


10289 




Name 


OJ990421 11 


.9923 


.C22.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


8791 








End 


9189 




GI 


none 








Score 


167 




Exons 


8791. .8883, 


8962 


. .9189 










Seq. No. 


7030 








Seq. ID 


OJ990421_11.9923 


.C22 


Gene No. 


14829 








otrana 






Start 


10119 








End 


10289 




Name 


OJ990421 11 


.9923 


.C22.o2 


. gs 


Method 


GENSCAN 




Start 


10119 








End 


10289 




GI 


none 








Score 


.72 




Exons 


10119. .10289 












Seq. No. 


7031 








Seq. ID 


OJ990421_11.9923 


.C23 


/">____ XT _ 

Gene No . 


14830 








Strand 


+ 




Start 


176 








End 


358 




Name 


OJ990421 11 


.9923 


.C23.ol 


.gs 


Method 


GENSCAN 




Start 


176 








End 


358 




GI 


none 








Score 


.54 




Exons 


176. .358 • 














Seq. No. 


7032 








Seq. ID 


OJ990421_11.9923 


.C24 


Gene No . 


14831 








otrana 






Start 


63 








End 


112 




Name 


OJ990421 11 


.9923 


.C24.ol 


. gs 


Method 


GENSCAN 




Start 


63 








End 


112 




GI 


none 








Score 


.76 




Exons 


63. .112 














Seq. No. 


7033 








Seq. ID 


OJ990421_11.9923 


.C25 


Gene No . 


14832 








Strand 


+ 




Start 


992 








End 


1635 




Name 


OJ990421 11 


.9923 


.C25.ol 


. gs 


Method 


GENSCAN 




Start 


992 








End 


1635 




GI 


none 








Score 


.7 




Exons 


992.. 1021, 


1495. 


.1635 










Seq. No. 


7033 








Seq. ID 


OJ990421_11.9923 


.C25 


Gene No. 


14833 








Strand 






Start 


1727 








End 


3692 




Name 


OJ990421 11 


.9923 


.C25.ol 


,gp 


Method 


AAT/GAP 





7341 






Start 


1727 








End 


2298 






GI 


16838 1.R1084 






Score 


1012 






Exons 


1727. .2298 
















GI Descrip. 


•1497987 5. 


0e-33 


(U62798) SCARECROW [Arabidopsis thaliana]' 




Seq. No. 


7033 








beq. id 


ATQQO/191 11 QQO*5 


. bZ D 




Gene' No. 


14833 








Strand 








Start 


1727 








bna 


.3 K))p Z % 






Name 


OJ990421 11 


.9923 


. CZD . Ol 


tm 


Method 


TUT 7\ CTV •Mai t a 

i dlaoIa . Mai ze 






Start 


1983 








tna 


ZZ DU 








none 








Score 


317 






Exons 


1983. .2258, 


1985 


. .2260, 


1989. 


.2258 








Seq. No. 


7033 








Seq. ID 


OJ990421JL1.9923 


. L*Z 3 




Gene No. 


14833 








Strand 








otart 


1727 








End 


3692 






Name 


OJ990421 11 


.9923 


.C25.ol 


.np 


Method 


AAT/NAP 






Start 


1985 








End 


3692 






GI 


1497987 








Score 


786 






Exons 


1985.-. 2411, 


3524 


..3692 












GI Descrip. 


(U62798) SCARECROW [Arabidopsis thaliana] 






Seq. No. 


7033 








Seq. ID 


OJ990421_11.9923 


.C25 




Gene No. 


14833 








Strand 








Start 


1727 








End 


3692 . 






Name 


OJ990421 11 


. 9923 


. C25 . 61 


. tc '" 


Method 


TBLASTX: Cress 




i"L! 


Start 


1991 








End 


3691 




i ! 1 


GI 


none 








Score 


235 . 




\% 


Exons 


1991 . .2413, 


1992 


. . 2267 , 


i o n o 

1998 . 


.2420, 2171. .2398, 2340. .2414, 






3523 . . 3687, 


3524 


. . 3691 










ry 


Seq. No. 


7033 








Seq. ID 


OJ990421_11.9923 


.C25 




bene No. 


14833 








Strand 








Start 


1727 








End 


3692 




: ; s" 


Name 


OJ990421 11 


.9923 


.C25.o3 


.ts 


Method 


TBLASTX : Soybean 




' M 


Start 


1991 








End 


2195 






GI 


none 








Score 


131 






Exons 


1991. .2194, 


1992 


. .2195 










eel 
= 


•Seq. No. 


7033 








Seq. ID 


OJ990421_11.9923 


.C25 




Gene No. 


14833 








Strand 








Start 


1727 








End' 


3692 






Name 


OJ990421 11 


.9923 


.C25.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


2222 








End 


2415 






GI 


none 








Score 


141 






Exons 


2222. .2413, 


2222 


. .2413, 


2224. 


.2415 








Seq. No. 


7033 








Seq. ID 


OJ990421_11.9923 


.C25 




bene no. 


14833 








Strand 








Start 


1727 








End 


3692 






Name 


OJ990421 11 


.9923 


.C25.o2 


tm 


Method 


TBLASTX: Maize 






Start 


2270 








End 


3691 






GI 


none 








Score 


133 






Exons 


2270. .2413, 


2270 


. .2413, 


3523. 


.3690, 3524. .3691 






Seq. No. 


7033 - 








Seq. ID 


OJ990421_11.9923 


.C25 




Gene No. 


14833 








Strand 







7342 



Start 1727 End 3692 

Name OJ990421_11 . 9923 . C25 . o2 . gp Method AAT/GAP 

Start 3187 - End 3322 

GI LIB3474-009-P1-K1-F11 Score 227 

Exons 3187.. 3322 

GI Descrip. ' 4455244/emb | CAB36743 . 1 | 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] 1 



Seq. No. 7033 

Gene No. 14833 

Start 1727 

Name OJ990421_11 . 9923 . C25 . o2 . ts 

Start 3521 

GI none 

Exons 3521.. 3691, 3523.. 3687 

Seq. No. 7034 

Gene No. 14834 

Start 24 

Name OJ990421_11 . 9923 . C26 . ol . gs 

Start 24 

GI none 
Exons .24.-72 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_11.9923.C25 
3692 

TBLASTX : Soybean 

3691 

156 



OJ990421_11. 9923.C26 
72 

GENS CAN . 

72 

.9 



Seq. No. 7035 

Gene No. 14835 

Start 413 

Name OJ990421_11 . 9923 . C27 . ol . gp 

Start 413 

GI LIB3474-009-P1-K1-F11 

Exons 413.. 548 

GI Descrip. ' 4455244/emb | CAB36743 . 1 | 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990421_11.9923.C27 
Strand 

End 54 8 

Method AAT/GAP 

End ,.548 

Score 224 



Seq. No. 703.6 

Gene No. 14836 

Start 314 

Name OJ990421_11 . 9923 . C29 . ol , 

Start 312 

GI none 

Exons 312.. 389, 313. - 405, ' 503 . 

Seq. No. 7036 * 

Gene No. 14836 

Start 314 

Name OJ990421_11 . 9923 . C29 . ol . 

Start 314 

GI none - 

Exons 314 . .399 



Seq. ID 

Strand 

End 

tm Method 
End 
Score 

.553, 504. .551 



OJ990421_11.9923.C29 
+ 

553 

TBLASTX: Maize 

553 

148 



gs 



Seq. ID OJ990421_11.9923.C29 

Strand + 

End 553 

Method GENSCAN 

End 399 

Score .73 



Seq. No. 7036 

Gene No. 14836 

Start 314 

Name OJ990421_11 . 9923 . C29 . ol , 

Start 314 

GI 3687235 

Exons 314.. 399, 504.. 553 



np 



Seq. ID OJ990421_11.9923.C29 

Strand + 

End 553 

Method AAT/NAP 

End 553 

Score 114 



7343 



GI Descrip. (AC005169) copia-like retroelement pol polyprotein [Arabiddpsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
S3 Start 

m gi 

r\i Exons 



7037 
14837 
1 

OJ990421_ll.9923.C31-ol.np 

1 

2462134 
1..1203 

(Y13368) reverse transcriptase [Beta vulgaris] 



Seq. ID OJ990421_11.9923.C31 

Strand + 

End 1248 

Method AAT/NAP 

End 1203 

Score 446 



7037 
14837 
1 

OJ990421_11. 9923.C31.ol.gs 
126 
none 

126.. 222, 514.. 636 

7037 
14837 
1 

OJ990421_11.9923.C31.ol.tm 
823 
none 

823. .1248, 847. .930, 1005. .1229 



Seq. ID OJ990421_11.9923.C31 

Strand + 

End 1248 

Method GEN SCAN 

End 636 

Score .52 



Seq. ID OJ990421_11.9923.C31 

Strand + 

End 1248 

Method TBLASTX : Mai ze 

End 1248 

Score 290 



* Seq. No. 
jf Gene No. 
3 Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



□ 
□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7038 
14838 
.1 

OJ990421_11.9923.C32.ol.np 
1 

6498441 
1..147, 321. .605 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990421_11.9923.C32 
Strand + 

605 

AAT/NAP 
605 
614 



End 

Method 

End 

Score 



7038 

14838 

1 

OJ990421_11.9923.C32.ol.tm 
5 

none 



Seq. ID OJ990421_11.9923.C32 

Strand + 

End .605 

Method ' TBLASTX: Maize 

End 360 

Score 279 



5. .262, 12. .194, 13. .261, 250. .360 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



7038 

14838 

1 

OJ990421_11 . 9923 . C32 . ol . tw 
34 

none 



Seq. ID OJ990421_11.9923.C32 

Strand + 

End 605 

Method TBLASTX: Wheat 

End 453 

Score 281 



34. .264, 35. .265, 247. .453, 273. .446 



7038 
14838 



Seq. ID OJ990421_11.9923.C32 
Strand + 



7344 





Start 


1 






End 


605 








Name 


OJ990421 11. 


9923.C32.ol 


.gs 


Method 


GENSCAN 








Start 


62 






End 


304 








GI 


none 






Score 


.82 








Exons 


62. .304 
















Seq. No. 


7038 






Seq. ID 


OJ990421_11. 


9923 


.C32 




Gene No. 


14838 . 






Strand 


+ 








Start 


1 






End 


605 








Name 


OJ990421 11. 


9923.C32.ol 


.ts 


Method 


TBLASTX: Soybean 






Start 


113 






End 


483 








GI 


none 






Score 


154 








Exons 


113.. 256, 130.. 255, 253 


. .483 












Seq. No. 


7039 






Seq. ID 


OJ990421JL1. 


9923 


.C34 




Gene No. 


14839 






Strand 


+ 








Start 


293 






End 


547 








Name 


OJ990421 11. 


9923.C34.ol 


.gs 


Method 


GENSCAN 








Start 


293 






End 


547 








GI 


none 






Score 


.59 








Exons 


293. . 547 














! C ^ 


Seq. No. 


7040 






Seq. ID 


OJ990401_11. 


9922 


.C4 




Gene No. 


14840 






Strand 


- 






irr 


Start 


140 






End 


205 






l)fl 


Name 


OJ990401 11. 


9922.C4.ol. 


gs 


Method 


GENSCAN 






ni 


Start 


140 






. End 


205 








GI 


none 






Score 


.88 






!; -5 

LJ 


Exons 


140. .205 
















Seq. No. 


7041 






Seq. ID 


OJ990401_11 


9922 


.C5 


ry 


Gene No. 


14841 






Strand 


+ 








Start 


74 






End 


727 






.1=5. 


Name 


OJy 9U4 Ul 11 . 


y yzz . . oi . 


gs 


Method 


GENSCAN 








Start 


74 






End 


727 








GI 


none 






Score 


.83 








Exons 


74. .223, 327 


. .727 












S S8. 


Seq. No. 


7041 






Seq. ID 


OJ990401JL1 


9922 


-C5 


: =? 

: sr. 
i 


Gene No. 


14842 






Strand 








S =7 


Start 


928 






End 


1143 








Name 


OJ990401 11. 


9922.C5.o2. 


gs 


Method 


GENSCAN 








Start 


928 






End 


1143" 








GI 


none 






Score 


.75 








Exons 


928. .1143 
















Seq. No. 


7042 






Seq. ID 


OJ990401_11 


.9922 


.C7 




Gene No. 


14843 






Strand 


+ 








Start 


1642 






End 


2144 








Name 


OJ990401 11. 


9922.C7.ol. 


gs 


Method 


GENSCAN 








Start 


1642 






End 


2144 








GI 


none 






Score 


.88 








Exons 


1642. .1648, 


2056. .2144 













Seq. No. 
Gene No. 
Start 



7042 

14844 

2975 



Seq. ID OJ990401_11.9922.C7 
Strand + 
End 3114 



7345 



Name * OJ990401_11 . 9922 . C7 . ol . gp " Method AAT/GAP 

Start 2975 Erid 3114 

GI 21474_1.R1084 Score 221. 
Exons 2975.. 3114 

GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] f 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7042 

14845 

3382 

OJ990401_11 . 9922 . C7 . o2 . gs 

3382 

none 



Seq. ID OJ990401_11.9922.C7 
Strand 

End 6369 

Method GEN SCAN 

End 6320 

Score .91 



3382. .3567, 3647. .3745, 3840. .3912, 3997. .4107, 4204. .4377, 
4487. .5580, 5655. .6320 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. ■ 
Start 
Q Name 
iVi Start 

.:.*! Exons 



Lfl 
Pis 



7042 

14845 

3382 

OJ990401_11.9922.C7.ol.np 

3400 

4680204 



Seq. ID OJ990401_11.9922.C7 
Strand 

End 6369 

Method AAT/NAP 

End 6369 

Score 733 



3400. .3537, 3888. .4107, 4204. .4377, 4487. .5580, 5655. .6369 
(AF114171) hypothetical protein [Sorghum bicolor] 



7042 

14845 

3382 

OJ990401_11.9922.C7.ol.tw 

6003 

none 



Seq. ID OJ990401_11.9922.C7 
Strand 

End 6369 

Method TBLASTX : Wheat 

End 6342 

Score 56 



6003. .6035, 6039. .6173, 6072. .6116, 6180. .6341, 6193. .6342 



Seq. No. 7043 

Gene No. 14846 

Start 28 

Name OJ990401_11 . 9922 . C8 . ol . gs 

Start 28 

GI none 

Exons 28.. 298, 308. .520 



Seq. ID OJ990401_11.9922.C8 

Strand 

End 520 

Method GENSCAN 

End 520 

Score . 62 



Seq. No. 7044 . , • 

Gene No. 14847 

Start 1 

Name OJ990401_11 . 9922 . C9 . ol . gp 

Start 1 

GI 342_1.R1084 

Exons 1..496, 606. .710, 829.-2435 

GI Descrip. ' 4574406/gb | AAD24042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. . ID OJ990401_11.9922.C9 
Strand 

End 2435 

Method AAT/GAP 

End 2435 

Score 3891 



Seq. No. 7044 

Gene No. 14847 

Start 1 

Name OJ990401_11 . 9922 . C9 . o5 . gp 

Start 151 

GI 342 1.R1084 



Seq. ID OJ990401_11.9922.C9 
Strand 

End 2435 

Method AAT/GAP 

End 2435 

Score 3622 



7346 



Exons 15.1.. 496, 606 710, "829 2435 

GI Descrip. 1 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7044 

14847 

1 

OJ990401_11.9922.C9.o4.gp 
153 

342 1.R1084 



Seq. ID OJ990401_11. 9922.C9 
.Strand 

End 2435 

Method AAT/GAP 

End 2435 

Score 3618 



153. .496, 606. .710, 829. .2435 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7044 

14847 

1 

OJ990401_11.9922.C9.o3.gp 
159 

342 1.R1084 



Seq. ID OJ990401_11. 9922.C9 
Strand 

End 2435 

Method AAT/GAP 

End 2435 

Score 3606 



159. .496, 606. .710, 829. .2435 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 7044 
Gene No. ' 14847 

Start 1 

Name OJ990401_11 . 9922 .C9 . ol . gs 

Start 913 

GI none 

Exons 913.. 2355 



Seq. ID OJ990401_11. 9922.C9 
Strand 

End 2435 

Method GENSCAN 

End 2355 

Score .96 



5S * Seq. No. 7044 

!a Gene No. 14847 

Q Start 1 

Name OJ?90401_11 . 9922 . C9 . ol . tw 

i a i Start 988 

; : ^ GI none 

'*? Exons 



Seq. ID OJ990401_11. 9922.C9 
Strand 

End 2.435 

Method TBLASTX : Wheat 

End 2305 

Score 52 



988. .1080, 989. .1054, 1069. .1149, 1154. .1234, 1162. .1302, 
1163. .1303, 1250. .1345, 1282. .1341, 1348.. 1392, 1353.. 1388, 
1387. .2304, 1402. .1719, 1574. .2305. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



7044 * 
14847 
1 

OJ990401_11.9922.C9.ol.np 
1472 
6742729 
1472. .2435 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990401_11. 9922.C9 
Strand 

End 2435 ■ 

Method AAT/NAP 

End 2435 

Score 1507 



7044 

14847 

1 

OJ990401_11.9922.C9.ol.tc 

1569 

none 



Seq. ID OJ990401_11.9922.C9 

Strand 

End 2435 

Method TBLASTX : Cress 

End 2021 

Score 183 



7347 



Exons 



1569.. 1820, 1570.. 2007, 1573.. 2013, 1574.. 2017, .1580.. 2017, 
1839.. 2021 



Seq. No. 


7044 




Seq. ID 


OJ990401_11. 


9922 


.C9 


Gene No. 


14847 




Strand 








Start 


1 




End 


2435 






Name 


OJ990401 11.9922.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start . 


1948 




End 


2262 






GI 


none 




Score 


68 






Exons 


1948. .2178, 1948. .2262, 


1976. 


.2251 








Seq. No. 


7045 




Seq. ID 


OJ990401_11. 


9922 


.C10 


Gene No. 


14848 




Strand 








Start 


6 




End 


. 785 






Name 


OJ990401 11. 9922. C10. ol 


.np 


Method 


AAT/NAP 






Start 


6 




End 


335 






GI 


5852182 




Score 


389 






Exons 


6. .335 












GI Descrip. 


(AL117265) zhb0012.1 [Oryza sativa] 








Seq. No. 


7045 




Seq. ID 


OJ990401_11. 


9922 


.C10 


Gene No. 


14848 




Strand 








Start 


6 




•End 


785 






Name 


OJ990401_11. 9922 .C10 .ol 


.gp 


Method 


AAT/GAP 






Start 


196 




End 


785 






GI 


2310235 




Score 


297 






Exons 


196. . 335, 748 . .785 












GI Descrip. 


5852182/emb | CAB55420 . 1 | 


9 . Oe- 


13 (AL117265) zhb0012. 


1 [Oryza 




sativa] 












Seq. No. 


7046 




Seq. ID 


OJ990401JL1. 


9922 


.Cll 


Gene No. 


14849 




Strand 








Start 


406 




End 


705 






Name 


OJ990401 ll.9922.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


406 




End 


705 






GI 


none 




Score 


.67 






Exons 


406. .570, 631. .705 












Seq. No. 


7046 




Seq. ID 


OJ990401_11. 


9922 


.Cll 


Gene No. 


14850 




Strand 








Start 


1789 




End 


2932 






Name 


OJ990401 ll.9922.Cll.o2 


.gs 


Method 


GENSCAN 






Start 


1789 




End 


2932 






GI 


none 




Score 


.62 






Exons 


1789.. 1883, 2293.-2369, 


2864 . 


.2932 








Seq. No. 


7047 




Seq. ID 


OJ990401_11. 


9922 


.C12 


Gene No. 


14851 




Strand 


+ 






Start 


4529 




End 


5792 






Name 


OJ990.401 11.9922.C12.o2 


.np 


Method 


AAT/NAP 






Start 


4529 




End 


5792 






GI 


100484 




Score 


801 






Exons 


4529.. 4693, 4736.. 5792 












GI Descrip. 


hypothetical protein - < 


garden 


snapdragon 






Seq. No. 


7047 




Seq. ID 


OJ990401_11. 


9922 


.C12 


Gene No. 


14852 




Strand 









7348 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
y Name 
Start 
GI 

Exons 



Us 



Seq. No. 
; = Gene No. 
Q Start 
Name 
Start 
GI 

Exons 



2678 End 3345 

OJ990401_11.9922.C12.ol.np Method AAT/NAP 

2678 End 3345 

2583123 . Score 49 
2678. .3013, 3198. .3345 

(AC002387) putative nucleotide sugar epimerase [Arabidopsis 
thaliana] 



7047 

14852 

2678 

OJ990401_11.9922.C12.o2.tm 

2678 

none 



Seq. ID OJ990401_11.9922.C12 
Strand 

End 334 5 

Method TBLASTX : Maize 

End 2939 

Score 91 



2678. .2752, 2679. .2753, 2801. .2938, 2802. .2939 



7047 
14853 
4919 

OJ990401_11.9922.C12.ol.ts 
4919 
none 

4919. .5212, 5027. .5212 

7047 
14853 
4919 

OJ990401_11.9922.C12.ol.tw 
4943 
none 

4943. .5212, 5222. .5338, 5344. .5466, 5354. .5470 



Seq. ID OJ990401_11. 9922.C12 
Strand 

End 5612 

Method TBLASTX : Soybean 

End . 5212 

Score 221 



Seq. ID OJ990401_11. 9922.C12 
Strand 

End 5612 

Method TBLASTX: Wheat 

End 5470 

Score 161 



7047 

14853 

4919 

OJ990401_11.9922.C12.ol.tm 

5147 

none 



Seq. ID OJ990401_11.9922.C12 
Strand 

End 5612 
Method TBLASTX : Mai ze 
End 5612 
Score 103 

5147.. 5227, 5198.. 5236, 5219. .5299, 5221.. 5286, 5286.. 5429, 
5294. .5476, 5302. .5469, 5312. .5476, 5410. .5604, 5467. .5610, 
5490. .5612 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7047 

14853 

4919 

OJ990401_11. 9922.C12.ol.tc 

5215 

none 



Seq. ID OJ990401_11.9922.C12 
Strand 

End 5612 

Method TBLASTX : Cres s 

End 5565 

Score 106 



5215. .5322, 5219. .5323, 5345. .5488, 5401. .5469, 5467.. 5565 



7048 

14854 

1 

OJ990401_11.9922.C13.ol.np 
1 

5911167 
1. .714 



Seq. ID OJ990401_11.9922.C13 

Strand + 

End 887 

Method AAT/NAP 

End 714 

Score 628 



7349 



GI Descrip. (AF136221) putative transposase protein. [Zea mays] 



Seq. No. 7048 

Gene No. 14854 

Start 1 

Name OJ990401_11 . 9922 . C13 . ol . tm 

Start 136 

GI none 

Exons 136.. 624, 137.. 625, 137.. 625 

Seq. No. 7048 

Gene No. 14854 

Start 1 

Name OJ990401_11. 9922.C13.ol.gs 

Start 139 

GI none 

Exons 139.. 887 



Seq. ID OJ990401_11.9922.C13 

Strand + 

End 887 

Method TBLASTX : Maize 

End 625 

Score 741 



Seq. ID OJ990401_11.9922.C13 

Strand + 

End 887 

Method GENS CAN 

End 887 

Score . 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7048 

14854 

1 

OJ990401_11.9922.C13.ol.ts 

172 

none 



Seq. ID OJ990401_11.9922.C13 

Strand + ■ 

End 887 

Method TBLASTX : Soybean 

End 57 6 

Score 118 



172. .321, 244. .312, 314. .400, 334. .576, 480. .575 



7048 

14854 

1 

OJ990401_11.9922.C13.ol.tw 

235 

none 

235.. 693 



Seq. ID OJ990401_11.9922.C13 

Strand + 

End 887 

Method TBLASTX : Wheat 

End 693 

Score 307 



LJ 



Seq. No. 7048 

Gene No. 14854 

Start 1 

Name OJ990401_11 . 9922 . C13 . o2 . tm 

Start 626 

GI none 
Exons 



Seq. ID OJ990401_11.9922.C13 

Strand + 

End 887 

Method TBLASTX: Maize . ■ 

End 870 

Score 217 



626. .742, 627. .863, 627. .863, 628. .870, 803. .865 



Seq. No'. 7049 

Gene No. 14855 

Start 1 

Name OJ990401_11 . 9922 . C14 . ol . gp 

Start 1 

GI 342_1.R1084 

Exons 1..993 

GI Descrip. 1 4 574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990401_11.9922.C14 

Strand 

End 993 

Method AAT/GAP 

End 993 

Score 1660 



Seq. No. 7049 

Gene No. 14855 

Start 1 

Name OJ990401_11 . 9922 . C14 . ol . tw 

Start 1 



Seq. ID OJ990401_11.9922.C14 

Strand 

End ' 993 

Method TBLASTX : Wheat 

End 275 



7350 




GI 


none 


Score 


92 


Exons 


1..99, 3. .98, 95. .274, 96. .275 




Seq. No. 


7049 


Seq. ID 


OJ990401_11.9922.C14 


Gene No. 


1 / pec 


btrana 






1 


bna 


QQT 

y yo 


Name 


uuyyu4Ui n . y yzz . uift . oi-. np 


jyietnoa 


AAT/NAP 


Start 


i 




993 


GI 




Score 


1210 


Exons 


1 QQQ 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


7 OA Q 


oeq . l u 


OJ990401_11 . 9922 .C14 


Gene No. 


1 ft 0 00 


btrana 




Start 


1 
1 


bna 


993 


Name 


oTQQn/im i i qqoo r*i a /^i +-m 
ujyyuftui i i . y y^<£ . bi 4 . o± . tni 


Method 


TBLASTX: Maize 


Start 


i ^ 

1 o 


LrlQ 


403 




none 


Score 


123 


Exons 


15. .98, 95. .298, 96. .275, .314 


. .403 




Seq. No. 




beq. ID 


OJ99040lJll.9922*C14 


bene no. 


1 41 O 00 


Strand 




Start 


1 


End 


993 


Name 


ujyyu4Ui 11 . y yzz . ci4 . 01 . gs 


Method 


GENS CAN * 


Start 


0 u 


hna 


958 


GI 


none 


Score 


1 


Exons 


80. .958 






Seq. No. 


7 C\A Q 


beq. id 


OJ990401_11.9922.C14 


bene no . 


IfioOO 


Strand 




Start 


1 


bna 


993 


Name 


ATQQfi/im 11 QQOO (- 1 A /n1 +- ^ 

ujyyufiui 11 . y yzz . bi4 . 01 . tic 


Metnoa 


TBLASTX: Cress 


Start 


Q R 

yo 


bna 


410 


GI 


none 


Score 


74 


Exons 


95. .403, 123. .218, 258, .410 






Seq. No. 


i r\A q 
i U4 y 


beq. 1JJ 


OJ990401_11.9922.C14 


Gene No . 


1 4 o 00 


Strand 




Start 


1 
1 


T~> _-. -J 

bna 


993 


Name 


O TQQH/I H1 11 QQOO C\ A /n1 4-e» 

ujyyu^ui i i . y y . li 4 . ox . ts 


Method 


TBLASTX: Soybean 


Start 


1 A *3 

1 *i O 


tna 


571 


GI 


none 


Score 


125 


Exons 


143. .439, 161. .385, 434. .496, 


497. .571 




Seq. No. 


7 Ozl Q 

/ U4 y 


beq. lu 


OJ990401_11.9922.C14 


Gene No . 


1 A Q C C 

14800 


Strand 




Start 


1 
1 


End 


993 


Name 


riTQQHjtm 11 QQOO PI A s\0 

ujyyu^ui 1 1 . y yz/. . bi4 . oz . tw 


Method 


TBLASTX: Wheat 


Start 


4 y o 


End 


844 


GI 


none 


Score 


179 


Exons 


493. .744, 503. .754, 504. .746, 


737. .844 




Seq. No. 


7049 


Seq. ID 


OJ9904 01_11.9922.C14 


Gene No. 


14855 


Strand 




Start 


1 


End 


993 


Name 


OJ990401 11.9922.C14.o2.np 


Method 


AAT/NAP 


Start 


866 


End 


993 



7351 




GI 


5852182 


Score 


- 122 




Exons 


866.. 993 








GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] 






Seq. No. 


7050 


Seq. ID 


OJ990401_11.9922. 


C18 


Gene No. 


14856 


Strand 


+ 




Start 


10055 


End 


13219 




Name 


OJ990401 11.9922.C18.o2.np 


Method 


AAT/NAP 




Start 


10055 


End 


12190 




GI 


6721512 


Score 


228 




Exons 


10055. .10173, 10201. .10334, 


10377. . 10413, 10525. .10593, 






12126. .12190 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


7050 


Seq. ID 


OJ990401_11.9922. 


C18 


Gene No. 


14856 


Strand 


+ 




Start 


10055 


End 


13219 




Name 


OJ990401_11 . 9922 .C18 .o3 .np 


Method 


AAT/NAP 




Start 


11917 


End 


13219 




GI 


6630745 


Score 


157 




Exons 


11917. .12006, 12968.. 13219 








GI Descrip. 


(AL132958) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


7050 


Seq. ID 


OJ990401_11.9922. 


C18 


Gene No. 


14857 


Strand 


+ 




Start 


24295 


End 


38860 




Name 


OJ990401_11 . 9922 .C18 .o7 .np 


Method 


AAT/NAP 




Start 


24295 


End 


38860 




GI 


4680183 


Score 


202 




Exons 


24295. .24337, 38152 .. 38222, 


38771. .388 


60 




GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


7050 


Seq. ID 


OJ990401_11.9922. 


C18 


Gene No. 


14858 


Strand 






Start 


954 


End 


3416 




Name 


OJ990401_11 . 9922.C18 .ol .gs 


Method 


GENSCAN 




Start 


954 


End 


3416 




GI 


none 


Score 


.52 




Exons 


954.. 1996, 2048.. 2158, 2576 


. .3416 






Seq. No. 


7050 


Seq. ID 


OJ990401_11.9922. 


C18 


Gene No. 


14858 \ 


Strand 






Start 


954 - 


End 


3416 




Name 


OJ990401 11.9922.C18.ol.np 


Method 


AAT/NAP 




Start 


993 


End 


3416 




GI 


5803260 


Score 


982 




Exons 


993.. 2146, 2344.. 2438, 2536 


. .3416 






GI Descrip. 


(AP000399) similar to wakl 


gene (AJ009696) [Oryza sativa] 


Seq. No. 


7050 


Seq. ID 


OJ990401_11.9922. 


C18 


Gene No. 


14859 


Strand 






Start 


14547 


End 


21363 




Name 


OJ990401 11.9922.C18.o4.gs 


Method 


GENSCAN 




Start 


14547 


End 


. 21363 




GI 


none 


Score 


.7 




Exons 


14547. .14 689, 1484 9. .14 909, 


15882. .16004, 16080 1614 6, 






16325. .16395, 16468 .. 16579, 


16938. .17005, 17318. .17349, 





7352 



17453. .17499, 17630 17683, 18222 1*8319, 21358.. 21363 



'"■4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7050 

14859 

14547 

OJ990401_11 . 9922 . C18 . o4 . np 

14550 . 

4582787 



Seq. ID OJ990401_11.9922.C18 
Strand 

End 21363 

Method AAT/NAP 

End 18274 

Score 1183 



14550. .14689, 14849 .. 14909, 15882 .. 16004 , 16080 .. 1614 6, 

16325. .16395, 164 68 .. 16565, 16697 .. 16773, 16938 .. 17005 , 

17112. .17213, 17318. .17349, 17453 174 99, 17630 17683, 
18222. .18274 



GI Descrip. (AJ012281) adenosine kinase [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7050 Seq. ID 

14859 Strand 

14547 End 

OJ990401_11 . 9922 . C18 . ol . gp Method 

15880 End 

LIB3431-051-P1-K1-F7 Score 
15880. .16004, 16080. .16139 
»4582787/emb|CAB40376.1| 5.0e-36 
[Zea mays] ' 



OJ990401_11.-9922.C18- 

21363 
AAT/GAP 
16139 
317 



(AJ012281) adenosine kinase 



OJ990401 11.9922.C18 



7050 Seq. ID 

14859 Strand 

14547 End 21363 

OJ990401_11.9922.C18.o2.gp Method AAT/GAP 

17139 End 18403 

LIB3477-005-P1-K1-A9 Score 684 
17139. .17213, 17318. .17349, 
18222. .18403 

'4582787/emb | CAB40376.il 2.0e-38 (AJ012281) adenosine kinase 
[Zea mays] 1 



17453. .17499, 17630. .17683, 



7050 
14860 
23231 

OJ990401_11.9922.C18.o3.gp 
22876 

4467_9.R1084 
22876.. 23780 

, 1944573/emb|CAA89006| 9.0e-73 (Z49146) phenylalanine 
ammonia-lyase [Hordeum vulgare] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990401 11.9922.C18 



32352 
AAT/GAP 
23780 
1678 



7050 

14860 

23231 

OJ990401_11. 9922.C18.o5.gs 

23231 

none 

.23231. .24977, 25651. .26074, 
29165. .29231, 30230 .. 304 13, 
32194. .32352 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990401_11.9922.C18 

32352 
GENSCAN 
32352 
.77 



28255. .28304, 28910 .. 28922, 
30511. .30597, 31031 .. 312 69, 



Seq. No. 
Gene No. 



7050 
14860 



Seq. ID 
Strand 



OJ990401 11.9922.C18 



7353 



Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23231 ' End 32352 

OJ990401_11 . 9922 . C18 . o5 . np Method AAT/NAP 

23234 End 26015 

129591 Score 3023 
23234. .24977, 25651.. 26015 

PHENYLALANINE AMMONIA-LYASE gi | 2 95824 | emb | CAA34226 | (X16099) 

phenylalanine ammonia-lyase [Oryza sativa] 

7050 Seq. ID OJ9904 01_11 . 9922 . C18 

14860 Strand 

23231 End 32352 

OJ990401_ll.9922.C18.o4.gp Method AAT/GAP 

24585 End 24959 

uC-osrocyp031f06bl Score 715 

24585... 24959 

■ 129591/sp|P14717|PALl_ORYSA 3.0e-54 PHENYLALANINE AMMONIA-LYASE 
>gi_295824_emb_CAA34226_ (X16099) phenylalanine ammonia-lyase 
[Oryza sativa] 1 

7050 Seq. ID" OJ990401_11 : 9922 . C18 

14860 Strand 

23231 End 32352 

OJ990401_11 . 9922 . C18 . o5 . gp Method AAT/GAP 

25651 End 26121 

4467_7.R1084 Score 829 

25651.. 26121 

' 82496/pir | | S06475 2.0e-31 phenylalanine ammonia-lyase (EC 
4.3.1.5) - rice' 



Seq. No. 

i=r= Gene No. 
] " Start 
: ; Name 
Q Start 
! y GI 

Exons 
]^ GI Descrip. 



7050 Seq. ID OJ990401_11 . 9922 . C18 

14860 Strand 

23231 End 32352 

OJ990401_11 . 9922 . C18 . 06 . gp Method AAT/GAP 

28120 End 28536 

uC-osflM202115bllbl Score 788 

28120. .28536 

' 6063530/dbj IAP000615. 1 1 AP000615 8.0e-09 Oryza sativa genomic 
DNA, chromosome 3, clone : P0043E01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7050 Seq. ID OJ990401_11 . 9922 . C18 

14861 Strand 

36519 End 37376 

OJ990401_11.9922.C18.o6.np Method AAT/NAP 

36519 End 37376 

5042448 Score 1371 

36519.. 37376 

(AC007789) putative ORFO protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7050 

14862 

39554 

OJ990401_11.9922.C18.o2.tm 

1107 

none 



Seq. ID OJ990401_11.9922.C18 



Strand 
End 

Method 

End 

Score 



40668 

TBLASTX: Maize 

2096 

317 



1107. .1211, 1242. .1997, 1258. .1896, 1653. .1994, 2013. .2096 



7354 



Seq. No. 7050 

Gene No. 14862 

Start 39554 

Name OJ990401_11 . 9922 . C18 . o2 . tc 

Start 1239 

GI none 
Exons 



Seq. ID OJ990401_11.9922.C18 
Strand 

End 40668 

Method TBLASTX: Cress 

End 3341 

-Score 200 



1239. .1997, 1366. .1662, 1695. .1859, 1708. .1896, 2025. .2150, 
2309.. 2401, 2562.-2675, 2772 .. 2897.,. 2898.. 2939, 2961.. 3050, 
3270. .3341 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 
' Gene No . 

Start 

Name 
, & Start 
4 GI 
; :3 Exons 

j ! y Seq. No. 

Gene No. 
!^ Start 
^ Name 
l Q Start 

ry GI 

Exons 



7050 

14862 

39554 

OJ990401_11.9922.C18.o2.ts 

1293 

none 



Seq. ID OJ990401_11.9922.C18 



Strand 
End 

Method 

End 

Score 



40668 

TBLASTX : Soybean 

2081 

233 



1293. .1841, 1357. .1839, 1869. .1997, 1872. .1973, 2019. .2081 



7050 

14862 

39554 

OJ990401_11.9922.C18.o5.tw 

1353 

none 



Seq. ID OJ990401_11.9922.C18 
Strand 
End 

Method 
End 
Score 



40668 

TBLASTX: Wheat 

1619 

111 



1353. .1481, 1357. .1482, 1503. .1619/ 1504. .1617 



7050 Seq. ID 

14862 Strand 

39554 End 
OJ990401JL1. 9922.C18.o3.tw Method 

1620 End 

none Score 

1620. .1982, 1717. .1896, 1905. .1973 



OJ990401_11. 9922.C18 
40668 

TBLASTX: Wheat 

1982 . 

76 



I:* Seq. No. 7050 
^ Gene No. 14862 
I"* Start 39554 

a Name OJ990401_11 . 9922 . C18 . o3 . tc 

Start 14544 
GI none 
Exons 14544 
15876 
16081 



14681, 14545. 

15950, 15877., 

16146, 16316., 

16324. .16398, 16465. 

16705. .16776, 16937., 

17116. .17214, 17318., 

17624. .17686, 17629., 



14682, 
16005, 
16396, 
16569, 
17002, 
17359, 
17691, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

14838 

15879 

16322 

16466 

16938 

17451 

18215 



OJ990401_11.9922.C18 
40668 

TBLASTX: Cress 

18313 

139 

14839 
16080 
16324 



14912, 
16004, 
16396, 

16567, 16689 
17003, 



14910, 
16145, 
16404, 
16775, 



17103. .17216, 
17504, 17451. .17498, 
18313, 18216.. 18287 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'7050 
14862 
39554 

OJ990401_11.9922.C18.o3.tm 
14544 



OJ990401 11.9922.C18 



none- 

14544, 

14848. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

14693, 14547. .14693, 14548 .. 14694 , 14838 .. 14 912 , 
14910, 15837. .16004, 15850 16005 , 15875 .. 16012 , 



40668 

TBLASTX: Maize 

18316 

132 



15877. .16017, 16080. .16145, 16080 .. 16145 , 16081 .. 1614 6, 



7355 



16203. .16253, 16316 .. 16396, 16322 .. 16396, 16324 .. 16419, 

16324. .16398, 16465 16566, 16465 .. 16569, 164 66 16570, 

16466. .16594, 16689 .. 16775, 16699 .. 16776, 16700 16789, 

16935.. 17000, 16937.. 17002, 16937 .. 17005, 17103 .. 17216, 

17110. .17214, 17318. .17359, 17322 .. 17360, 174 4 6 .. 17502 , 

17451. .17498, 17624 .. 17689, 17629 .. 17 691, 18215 18316, 
18216. .18290 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7050. 

14862 

39554 

OJ9904 

14547 

none 

14547. 

14838. 

15874. 

16316. 

16469. 

16937. 

17117. 

17451. 

18219. 



01 11.9922.C18.o3.ts 



14693, 
14912, 
,16005, 
16390, 
16567, 
17008, 
17215, 
17498, 
18290 



14550. 
14848. 
16080. 
16324. 
16470, 
16938, 
17318, 
17624, 



.14693, 
,14910, 
,16145, 
,16392, 
,16568, 
,17000, 
,17359, 
,17683, 



7050 

14862 

39554 

OJ990401_11.9922.C18 .o4.tw 

16510 

none 

16510. .16569, 16511. .16570, 
16689. .16775, 16699 .. 1677 6, 
16937. .17005, 16938 .. 17000, 
17318. .17359, 17322 .. 17351 , 
17615. .17686, 17629 .. 17691, 
18216. .18290 



Seq. I 
Strand 
End 

Method 

End 

Score 
14554. .i 
15873. 
16080. 
16345. 
16689. 
17103. 
17319. 



D OJ990401 11.9922.C18 



17629. .1 



40668 
TBLASTX 
18295 
111 

4694, 14576 
5974, 15873 
6145, 16081 
6404, 16468 
6775, 16699 
7216, 17104 
7351, 17446 
7691, 18218 



Soybean 



.14704, 
.16004, 
.16146, 
.16593, 
.16776, 
.17214, 
.17502, 
.18295, 



Seq. ID OJ990401_11. 9922.C18 
Strand 

End 40668 

Method TBLASTX : Wheat 

End 18316 

Score 85 
16514. .16594, 16515. .16583, 
16700. .1678 9, 16935. .17000, 
17103. .17216, 17110. .17214, 
17446. .17502, 17451 .. 17 4 98 , 
17697. .17783, 18215. .18316, 



-3 Seq. No. 7050 

■Q. Gene No. 14862 

^ Start 39554 

'"'' J Name OJ990401_11 . 9922 . C18 . ol . tw 

Start 23198 

GI none 

Exons 23198. .24913, 23232.. 24914 

Seq. No. 7050 
Gene No. " 14862 

Start 39554 

Name OJ990401_11 . 9922 . C18 . ol . tc 

Start 23231 

GI none 

Exons 23231. .24937, 23238 .. 24329, 
25647. .25826, 25651 25743, 



Seq. No. 
Gene No. 
Start 



7050 

14862 

39554 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



24390. .24911, 24950 
25842. .25991, 25861 



OJ990401_11.9922.C18 
40668 

TBLASTX: Wheat 

24914 

1774 



OJ990401_11.9922.C18 
40668 

TBLASTX: Cress 

25992 

867 

24979, ' 
25992 



Seq. ID OJ990401_11.9922.C18 
Strand 

End 40668 



7356 





Name 


OJ990401 11.9922.C18 


.ol. ts 




Method 


TBLASTX: Soybean 






Start 


23231 






End 


25992 








none 






Score 


172 






it von <5 


23231. .24934, 23238. 


.23468, 


23556.-24329, 24399 .. 24 911, 








24933 24980, 24935 


.24979, 


25647. .25823, 25651 .. 25752 , 








25839. .25991, 25870. 


.25992 












tj ^ • LlVt 


7050 






Seq. ID 


OJ990401_11. 9922 


.C18 




Gene No. 


14862 






Strand 








Start 


39554 






End 


40668 






Name 


OJ990401 11.9922.C18 


. ol . tm 




Method 


TBLASTX : Maize 






Start 


23237 _ 






End 


25995 






GI 


none 






Score 


304 






pynn *3 


23237. .23542, 23238. 


.23594, 


23552. .24979, 23553 .. 24 980, 








25647. .25994, 25651. 


. 25995' 












Seq. No. 


7050 






Seq. ID 


OJ990401_11.9922 


.C18 




Gene No. 


14862 






Strand 








Start 


39554 






End 


40668 






Name 


OJ9904 01 11. 9922 .C18 


. o2 . tw 




Method 


TBLASTX: Wheat 






Start 


25669 ~~ 






End 


39714 






GI 


none 






Score 


317 








25669. 25995, 25671. 


.25994, 


39592. .39714 




! s c 
hi 




7050 






Seq. ID 


OJ990401_11. 9922 


.C18 


Li 1 


Gene No. 


14862 






Strand 


- 






Start 


39554 






End 


40668 






Name 


OJ990401 11.9922.C18 


.08. np 




•Method 


AAT/NAP 






Start 


39554 






End 


40668 




: t | 


GI 


5305335 , 






Score 


195 




!. 1 


P von ^ 


39554. .40668 












it | c 

! SJ 




(AF071081) proline-rich mucin 


homolog 


[Mycobacterium 




:£ 




tuberculosis] 












hj 


Seq. No. 


7051 






Seq. ID 


OJ990401_11. 9922 


.C19 


: \A 


Gene No. 


14863 






Strand 


+ 




!.x 


Start 


67 






End 


388 




. s=s 

:. a 


Name 


OJ990401 11.9922.C19 


.ol.gs 




Method 


GEN SCAN 




S ST 


Start 


67 






End 


388 




Q 


GI 


none 






Score 


.4 






Exons 


67. .188, 376.-388 














Seq. No. 


7051 






Seq. ID 


OJ990401JL1.9922 


.C19 




Gene No. 


14864 






Strand 


+ 






Start 


7957 






End 


10713 






Name 


OJ990401 11.9922.C19 


.o3.gs 




Method 


GEN SCAN 






Start 


7957 






End 


10713 






GI 


none 






Score 


.4 






P. von s 


7957. .8006, 9777. .9825, 10504, 


. .10713 








Seq. No. 


7051 






Seq. ID 


OJ990401_11. 9922 


.C19 




Gene No. 


14865 






Strand 


+ 






Start 


23649 






End 


37850 






Name 


OJ990401 11.9922.C19 


. o3 . np 




Method 


AAT/NAP 






Start - 


23649 






End 


37850 






GI 


6694371 






Score 


30 






Exons 


23649. .23732, 24963. 


.25018, 


- 37703. .37850 





7357 




GI Descrip. 


(AF200187) EBNA2-like protein [cercopithicine herpesvirus 15] 


Seq. No. 


7051 


Seq. ID 


OJ990401_11. 9922.C19 


Gene No. 


14865 


Strand 


+ 


Start 


23649 


End 


37850 


Name 


OJ990401 11 . 9922 . C19 . o4 . np 


Method 


AAT/NAP 


Start 


33540 


End 


37180 


£1 


67294 96 


Score 


684 


Exons 


33540 33662, 34627 .. 34724 , 


34917. .34947, 35727 .. 35826, 




o /- /- 1 i if/con o /r o o o T m i 

36617 .. 36687 , 36828 .. 3697 1 , 


37103. .37180 


GI Descrip. 


(AL132966) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


7051 


Seq. ID 


OJ990401 11.9922.C19 


Gene No. 


14865 


Strand 


+ 


Start 


23649 


End 


37850 


Name 


OJ990401 11.9922.C19.o8.gs 


Method 


GENSCAN 


Start 


33555 


End 


37246 


GI 


none 


Score 


.83 


Exons 


33555. .33662, 34627 .. 34724 , 


34917. .34947, 35727 .. 35826, 



36617. ,36687, 36828 .. 36971, 37103.. 37246 



Seq. No. 


7051 


Seq. ID 


OJ990401_11.9922.C19 


Gene No.. 


14866 


Strand 




Start 


1338 


End 


4182 


Name 


OJ990401 11.9922.C19.o2.gs 


Method 


GENSCAN 


Start ' 


1338 


End 


4182 


GI 


none 


Score 


.92 


Exons 


1338.. 3084, .3176.. 3709, 4061 


. .4182 




Seq. No. 


7051 


Seq. ID 


OJ990401_11.9922.C19 


Gene No. 


14866 


Strand 




Start 


1338 


End 


4182 


Name 


OJ990401 11.9922.C19.ol.np 


Method 


AAT/NAP 


Start 


1341 


End 


3530 


GI 


3024363 


Score 


3248 


Exons 


1341.. 3084, 3176.. 3530 






GI Descrip. 


PHENYLALANINE AMMONIA- LYASE 


gi| 14 83610 | emb | CAA68036 | (X99705) 




phenylalanine ammonia-lyase 


[Triticum 


aestivum] 


Seq. No. 


7051 


Seq. ID 


OJ990401_11.9922.C19 


Gene No. 


14867 


Strand 




Start 


11525. 


End 


16688 


Name 


OJ990401 11.9922.C19.o4..gs 


Method 


GENSCAN 


Start 


11525 


End 


15083 




none 


Score 


.51 


Exons 


11525. .11944, 12020. .12170, 


12436. .12547, 14330 .. 14390, 




14712. .15083 







Seq. No. 7051 Seq. ID 

Gene No. 14867 Strand 

Start 11525 End 16688 

Name OJ990401_11 . 9922 .C19.o2 . np Method AAT/NAP 

Start 13972 End 16688 

GI 5257270 Score 145 

Exons 13972. .13999, 15207 .. 15542 , 16652.. 16688 

GI Descrip. (AP000364) hypothetical protein [Oryza sativa] 



OJ990401 11.9922.C19 



7358 



Seq. No. 7051 . Seq. ID 

Gene No. ■ 14868 Strand 

Start 17614 End 

Name OJ990401_11 . 9922 . C19 . o5 . gs Method 

Start 17614 - End 

GI none Score 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 



OJ990401_11. 9922.C19 

18333 
GEN SCAN 
18333 
.64 



17614. .17858, 17888 .. 18042, 18248. .18333 



Seq. No. 7051 Seq. ID 

Gene No. 14869 Strand 

Start 21442 End 

Name OJ990401_11 . 9922 . CI 9 . ol . tw Method 

Start 1333 End 

GI none Score 

Exons 1333.. 3021, 1338.. 3020 



7051 

14869 

21442 

OJ990401_11.9922.C19.ol.ts 

1336 

none 

1336.. 2436, 1338.. 3038, 2256. 
3175.. 3336, 3179.. 3310, 3379. 

7051 

14869 

21442 

OJ990401_11.9922.C19.ol.tc 

1338 

none 

1338.. 3053, 1345.. 2436, 2229. 
3058.. 3087, 3175.. 3336, 3179. 
3380. .3505 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990401_11.9922.C19 
27488 

TBLASTX: Wheat 

3021 

2256 



OJ990401 11.9922.C19 



27488 

TBLASTX : Soybean 
3502 
930 

2546, 2500.. 3036, 3042.. 3086, 
3501, 3380.. 3502 



Seq. ID OJ990401_11.9922.C19 
Strand 

End 27488 
Method TBLASTX : Cress 
End 3505 
Score 912 

.2528, 2497.. 3045, 3057.. 3086, 
.3310, 3364.. 3501, 3379. .3501, 



y Seq. No. 
i f Gene No. 

Start 
^ Name 

□ Start 

□ GI 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7051 

14869 

21442 

OJ990401_11. 9922.C19.ol.tm 

1344 

none 

1344.. 1682, 1344.. 1655, 1662. 
3182.. 3322, 3352.. 3501, 3386. 

7051 

14869 

21442 

OJ990401_11.9922.C19.o2.tw 

3196 

none 

3196. .3336, 
3618. .3689 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990401 11.9922.C19 



27488 

TBLASTX: Maize 
3674 
281 

3086, 1663.. 3090, 3175. 
3517, 3386.. 3502, 3627. 



.3336, 
.3674 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990401_11. 9922.C19 
27488 

TBLASTX -.Wheat 

3689 

121 



3197.. 3322, 3352.. 3501, 3379.. 3501, 3386.. 3517, 



Seq. No. 7051 Seq. ID 

Gene No. 14869 Strand 

Start 21442 End 

Name . OJ990401 11 . 9922 . C19 . 06 . gs Method 



OJ990401_11. 9922.C19 

27488 
GENSCAN 



735.9 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
^ Start 
: !f Name 
P Start 
fy GI 
r*i Exons 



;!f[ Seq. No. 

I'LI Gene No. 

» Start . 

ri Name - 

d Start 

ll GI 

Exons 

U 

C3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



21442 
none 



End 
Score 



27488 
.67 



21442. .21535, 21732 .. 21891, 23167 .. 23357 , 23859 .. 24 009, 
27413. .27488 



7051 

14870 

35439 

OJ990401_11.9922.C19.o2.tm 

35439 

none 



Seq. ID OJ990401_11.9922.C19 
Strand 

End 36704 

Method TBLASTX : Mai ze 

End 36704 

Score 7 9 



35439. .35507, 35443 35508, 35694 .. 35828 , 35702 35827, 
35771. .35833, 36615 .. 36704 , 36616.. 36690 



7051 

14871 

36828 

OJ990401_11. 9922.C19.o2.ts 

36828 

none 



Seq. ID OJ990401_11.9922.C19 
Strand 

End 3718 6 

Method TBLASTX : Soybean 

End 37186 

Score 202 



36828. .36971, 36828.-36977, 36836 .. 3697 9, 37097.. 37186 



7052 

14872 

487 

OJ990401_11. 9922.C20.ol.gs 

487 

none 



Seq.' ID OJ990401_11. 9922.C20 
Strand 

End 5733 

Method GENS CAN 

End 5733 

Score .74 



487. .585, 671. .991, 1380. .1633, 1697. .2140, 2336. .2591, 
2684. .2774, 2799.-2945, 3050. .5733 



7052 

14872 

487 

OJ990401_11.9922.C20.ol.np 

1683 

5441880 



Seq. ID OJ990401_11. 9922.C20 
Strand 

End 5733 

Method AAT/NAP 

End 5622 

Score 2041 



1683. .2110, 2400. .2445, 2684. .2945, 3050. .3876, 4135. .4166, 
4611. .5622 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



7052 
14872 
487 

OJ9904 01_11.9922.C20.ol.gp 
2004 

LIB3433-020-P1-K1-A6 
2004. .2436 

, 5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 1 



Seq. ID OJ990401_11. 9922.C20 
Strand 

5733 

AAT/GAP ■ 
2436 
706 



End 

Method 

End 

Score 



7052 

14872 

487 

OJ990401 11.9922.C20.ol.tw 



Seq. ID OJ990401_11. 9922.C20 
Strand 

End 5733 

Method TBLASTX: Wheat 



7360 



Start 


4384" 




End 


4761 


GI 


none 




Score 


66 


Exons 


4384. .4557, 4395.-4535, 


4490. 


.4558, 4582. .4758, 4612. .4761 


Seq. No. 


7052 




Seq. ID 


OJ990401 11.9922.C20 


Gene No. 


14872 




Strand 




Start 


487 




End 


5733 


Name 


OJ990401 ll.9922.C20.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4459 




End 


5055 


GI 


none 




Score 


166 


Exons 


4459. .4530, 4577. .4876, 


4588. 


.5055 




Seq. No. 


7053 




Seq. ID 


OJ9904U1 ll.yyz^.Czz 


Gene No. 


14873 




Strand 




Start 


1 




End 


1127 


Name 


OJ990401 11.9922.C22.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1127 


GI 


6907086 




Score 


llzo 


Exons 


1..325, 384. .1127 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


7053 




Seq. ID 


OJ990401_11 . 9922 .C22 


Gene No. 


14873 




Strand 




Start 


1 




End 


1127 


Name 


OJ990401 ll.9922.C22.ol 


. gs 


Method 


GENS CAN 


Start 


132 




End 


934 


GI 


none 




Score 


. 58 


Exons 


132. .246, 421. .934 








Seq. No. 


7053 




Seq. ID 


OJ990401_11 . 9922 .C22 


Gene No. 


14874 




Strand 




Start 


1841 




End 


2480 


Name 


OJ990401 ll.9922.C22.o2 


.np 


Method 


AAT/NAP 


Start 


1841 




End 


2480 


GI 


4680186 




Score 


169 


Exons 


1841. .2238, 2410. .2480 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] . 


Seq. No. 


7054 




Seq. ID 


OJ9904 01_11 . 9922 .C23 


Gene No. 


14875 




Strand 


+ 


Start 


284 




End 


357 


Name 


OJ990401 ll.9922.C23.ol 


..gs 


Method 


GENS CAN 


Start 


284 




End 


357 


GI 


none 




Score 


. 98 


Exons 


284. .357 








Seq. No. 


7054 




Seq. ID 


OJ990401_11. 9922.C23 


Gene No. 


14876 




Strand 




Start 


148 




End 


622 


Name 


OJ990401 ll.9922.C23.ol 


.gp 


Method 


AAT/GAP 


Start 


148 




End 


622 


GI 


38782 1.R1084 




Score 


825 


Exons 


148. .622 








GI Descrip. 


'6069643/dbj IAP000616.1 


IAP000616 0.0e+00 Oryza sativa genomic 



DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 7054 Seq. ID OJ9904 01_11 . 9922 . C23 



7361 



1 Li 



Gene No. 


''14877 








Strand 


- 


Start 


797 








End 


4148 


Name 


OJ990401 11 


.9922 


.C23.o2, 


,gs 


Method 


GENSCAN 


Start 


797 








End 


4148 


GI 


none 








Score 


.87 


Exons 


797. ,960, 2028.. 


2367, 2999.. 


3091, 3177 


..3389, 3511. .3764, 




3919. .4011, 


4064 


. .4148 








Seq. No. 


7054 








Seq. ID 


OJ990401_11. 9922.C23 


Gene No. 


14878 








Strand 




Start 


4271 








End 


7378 


Name 


OJ990401 11 


.9922 


.C23.ol, 


,tm 


Method 


TBLASTX: Maize 


Start 


1997 0 








End 


3357 


GI 


none 








Score 


82 


Exons 


1997. .2023, 


2023 


. .2163, 


2023 


..2163, 2149. .2367, 2157. .2303, 




2164. .2367, 


2322 


. .2375, 


2484 


..2552, 2485.. 2556, 2486.-2557, 




2999. .3085, 


3000 


. .3092, 


3177 


..3356, 3177. .3356, 3178. .3357 


Seq. No. 


7054 








Seq. ID 


OJ990401_11.9922.C23 


Gene No. 


14878 . 








Strand 




Start ■ 


4271 








End 


7378 


Name 


OJ990401 11 


. 9922 


.C23.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3550 








End 


3767 


GI 


none 








Score 


160 


Exons 


3550. .3723, 


3550 


. .3756, 


3563 


..3751, 3690. .3767 


Seq. No. 


7054 








Seq. ID 


OJ990401_11.9922.C23 


Gene No. 


14878 








Strand 




Start 


4271 








End 


7378 


Name 


OJ990401JL1 


.9922 


,C23.o3. 


gs 


Method 


GENSCAN 


Start 


4271 








End 


7366 


GI 


none 








Score 


.52 


Exons 


4271. .4582, 


6611 


. .7366 








Seq. No. 


7054 








Seq. ID 


-OJ990401_11.9922.C23 


Gene No. 


14878 








Strand 




otart 


4271 








End 


7378 


Name 


OJ990401 11 


.9922 


.C23.ol. 


np 


Method 


AAT/NAP 


Start 


6904 








End 


7334 


GI 


4699938 








Score 


49 


Exons 


6904. .7334 












GI Descrip. 


(AC007166) : 


En/Spm-like transposon protein [Arabidopsis thaliana] 


Seq. No. 


7054 








Seq. ID 


OJ990401_11.9922.C23 


Gene No. 


14878 








Strand 




Start 


4271 








End 


7378 


Name 


OJ990401 11 


.9922 


,C23.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7078 








End 


7378 


GI 


none 








Score 


50 


Exons 


7078. .7152, 


7078 


. .7152, 


7079 


..7153, 7131. .7340, 7133. .7336, 




7148. .7357, 


7149 


. .7358, 


7322 


. .7378 




Seq. No. 


7055 . 








Seq. ID 


OJ990401_11.9922.C24 


Gene No. 


14879 








Strand 




Start 


1003 








End 


1154 


Name 


OJ990401 11 


.9922 


.C24 .o2. 


tm 


Method 


TBLASTX: Maize 


Start 


301 








.End 


746 



7362 



GI 


none 


Score ' 


50 


Exons 


301.. 375, 302.. 376, 354.. 563, 


356. .559, 


371. .580, 372. .581, 




545. .601, 659. .745, 669. .746 






Seq. No. 


7055 


Seq. ID 


OJ990401_11. 9922.C24 


Gene No. 


14879 


Strand 




Start 


1003 


End 


1154 


Name 


OJ990401 11. 9922.C24 .ol.tm 


Method 


TBLASTX: Maize 


Start 


847 


End 


1107 


GI 


none 


Score 


60 


Exons 


847. .1107, 852. .914, 854. .1105, 975. .1106 


Seq. No. 


7055 


Seq. ID 


OJ990401_11. 9922.C24 


Gene No. 


14879 


Strand 




Start 


1003 


End 


1154 


Name 


OJ990401 11.9922.C24.ol.np 


Method 


AAT/NAP 


Start 


1003 


End 


1154 


GI 


5911167 


Score 


181 


Exons 


1003. .1154 






GI Descrip. 


(AF136221) putative transposase protein [Zea mays] 


Seq. No. 


7056 


Seq. ID 


OJ990401_11.9922.C26 


Gene No. 


14880 


Strand 




Start 


302 


End 


470 


Name 


OJ990401 11.9922.C26.ol.gs 


Method 


GENS CAN 


Start 


302 ' 


End 


470 


GI 


none 


Score 


.81 


Exons 


302. .470 






Seq. No. 


7057 


Seq. ID 


OJ990701_11.9922.C2 


Gene No. 


14881 


Strand 


+ 


Start 


215 


End 


377 


Name 


OJ990701 11.9922.C2.ol.gs 


Method 


GENSCAN 


Start 


215 


End 


377 


GI 


none 


Score 


.51 


Exons 


215. .377 






Seq. No. 


7057 


Seq. ID 


OJ990701_11.9922.C2 


Gene No. 


14882 


Strand - 




Start 


1 


End 


307 


Name 


OJ990701 11.9922.C2.ol.gp 


Method 


AAT/GAP 


Start . 


1 


End 


293 


GI 


7406 1.R1084 


Score 


449 


Exons 


1. .293 






GI Descrip. 


l 1122315/emb|CAA63901| 7.0e-10 (X94191) 


heat shock protein 



[Pennisetum glaucum] 1 



Seq. No. 7057 Seq. ID 

Gene No. 14882 Strand 

Start 1 End 307 

Name OJ990701_11 . 9922 . C2 . ol . np Method ■ AAT/NAP 

Start -1 End 307 

GI 6721543 Score 99 

Exons 1..23, 172.. 307 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 



OJ990701 11. 9922. C2 



Seq. No. 



7058 



Seq. ID OJ990701_11. 9922.C3 



7363 



Gene No. 


14883 






Strand 


+ 




Start- 








End 


1JOJ 




Name 


OJ990701 11 


.9922. 


C3 .ol .np 


Method 


AAT/NAP 




Start 


3 






End 


968 




GI 


6721543 






Score 


91 




Exons 


3.-75, 782. 


.968 










GI Descrip. 


(AP001073) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


7058 






Seq. ID 


OJ990701 


_11.9922.C3 


Gene No. 


14883 






Strand 


+ 




Start 


3 






End 


4565 




Name 


OJ990701 11 


. 9922. 


C3.ol.gs 


Method 


GENSCAN 




Start 


714 






End 


4287 




GI 


none 






Score 


.71 




Exons 


714. .1856, 


2016. . 


3156, 3303. 


.3408, 3527.. 3658, 


3722. .3769, 




3774. .3991, 


4127. 


.4287 








Seq. No. 


7058 






Seq. ID 


OJ990701 


_11.9922.C3 


Gene No. 


14883 






Strand 


+ 




Start 


3 






End 


4565 




Name 


OJ990701 11 


.9922. 


C3.o2.np 


Method 


AAT/NAP 




Start 


981 






End 


3038 




GI 


5441880 






Score 


2262 




Exons . 


981. .1986, 


2431. . 


2462, 2721. 


.3038 







GI Descrip. 



Seq. No.. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



7058 Seq. ID 

14883 Strand 
3 End 
OJ990701_11 . 9922 . C3 . ol . gp Method 
1585 End 
5701669 Score 
1585. .2016 

5441880/dbj |BAA82378.1| 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ990701_11.9922.C3 
+ 

4565 
AAT/GAP 
2016 
809 



7058 Seq. ID 

14883 Strand 
3 End 
OJ990701 JL1 . 9922 . C3 . o2 . gp Method 
4112 End 
LIB34 31-045-P1-N1-A10 Score 
4112. .4565 

'5441876/dbj | AP000367.il AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 {contig b) 1 



OJ990701_11.9922.C3 
+ 

4565 
AAT/GAP 
4565 
876 



7058 Seq. ID 

14884 Strand 

5407 . End 

OJ990701_11. 9922 .C3.o4 .gp Method 

5407 End 

3768383 Score 

5407. .5618, 8248. .8411 



OJ990701_11.9922.C3 
+ 

8411 
AAT/GAP 
8411 
686 



7364 



I.* 



Seq: No. 


7058 




Seq. ID 


OJ990701_ 


11.9922 


.C3 


Gene No. 


148.85 




Strand 


+ 






Start 


8333 




- End 


8956 . 






Name 


OJ990701 11. 9922. C3 


.o3.gs 


Method 


GEN SCAN 






Start 


8333 




End 


8956 






GI 


none 




Score 


.99 






Exons 


8333. .8956 












Seq. No. 


7058' 




Seq. ID 


OJ990701_ 


11.9922 


.C3 


Gene No. 


14886 




■ Strand 


+ 






Start 


10712 




End 


13731 






Name 


OJ990701 11. 9922. C3 


. o4 .gs 


Method 


GENSCAN 






Start 


10712 




End 


12711 






GI 


none 




Score 


.87 






Exons 


10712. .10807, 10812 


. .11255, 


12414. .12601, 12681. 


.12711 




Seq. No. 


7058 




Seq. ID 


OJ990701_ 


11.9922 


.C3 


Gene No. 


14886 




Strand 


+ 






Start 


10712 




End 


13731 






Name 


OJ990701 11. 9922. C3 


. o5 . gp 


Method 


AAT/GAP 






Start 


11013 




End 


13731 






GI 


none 




Score 


820 






Exons 


11013. .11255,. 13553 


. .13731 










Seq. No. 


7058 




.Seq. ID 


OJ990701_ 


11.9922 


-C3 


Gene No. 


14887 




Strand 


+ 






Start 


13657 




End 


17634 






Name 


OJ990701 11. 9922. C3 


. o5.gs 


Method 


GENSCAN 






Start 


13657 




End 


17634 






GI 


none 




Score 


.92 






Exons 


13657. .14620, 14725 


. .14778, 


14942. .15031, 15105. 


.15188, 






15633. .15680, 16622 


. .16671, 


17548. .17634 






Seq. No. 


7058 




Seq. ID 


OJ990701_ 


11.9922 


.C3 


Gene No. 


14887 




Strand 


+ 






Start 


13657 




End 


17634 






Name 


OJ990701 11. 9922. C3 


. 06 . gp 


Method 


AAT/GAP 






Start 


14060 




End 


14623 






GI 


9093 1.R1084 




Score 


1079 






Exons 


14060. .14623 












GI Descrip. 


'4388818/gb|AAD19773| 3.0e- 


40 (AC006528) putative pol 






polyprotein with a 


Zn-finger CCHC type 


domain 








(prosite : QDOC50158 ) 


and a DDE integrase signature motif 






[Arabidopsis thaliana] 1 










Seq. No. 


7058 




Seq. ID 


OJ990701_ 


11.9922 


.C3 


Gene No. 


14887 




Strand 


+ 






Start 


13657 




End 


17634 






Name 


OJ990701 11. 9922. C3 


. o7 . gp 


Method 


AAT/GAP 






Start 


15106 




End 


16206 






GI 


none 




Score 


1041 






Exons 


15106. .15188, 15633 


. .15680, 


15777. .16206 






Seq. No. 


7058 




Seq. ID 


OJ990701_ 


11.9922 


,C3 


Gene No. 


14888 




Strand 








Start 


3712 




End 


4928 






Name 


OJ990701 11. 9922. C3 


. o3.np 


Method 


AAT/NAP 







7365 




Start 


3712 


End 


4928 


GI ' 


6721543 - 


Score 


101 


Exons 


3712.. 3752, 4071.. 4146, 4800 


. .4928 




GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 


Seq. No. 


/Odd 


beq. id 


OJ990701_11.9922.C3 


Gene No. 


14888 


Strand 


- 


Start 


3712 


hna 


4928 


Name 


OJ990/01 11 . 9922 . Co . o3 . gp 


Method 




Start 


4508 




4914 


GI 


nil a/; i t» i a o » 

7406 1.R1084 


Score 


661 


Exons 


4508. .4914 






GI Descrip. 


? 1122315/emb|CAA63901| 7.0e- 


10 (X94191) 


heat shock protein 




[Pennisetum glaucum] 1 






Seq. No. 


/058 


beq. xl) 


OJ990701_11. 9922.C3 


bene no . 


14889 


Strand 




Start 


a *3 a ^ 
6365 


hina 


6904 


Name 


OJ990701 11 . 9922 . Co . o2 . gs 


Method 


GEN SCAN 


Start 


6365 


End 


6904 


GI 


none 


Score 


.81 


Exons 


f ore ^"vi/io co a c c a a a 

6365. .6442, 6866. .6904 






Seq. No. 


7058 


Seq. ID 


OJ990701_11.9922.C3 


Gene No. 


14890 


Strand 




Start 


18994 


End 


22187 


Name 


OJ990701 11 . 9922 ,C3.o2 . tm 


Method 


TBLASTX: Maize 


Start 


1542 


End 


2138 


GI 


none 


Score 


90 


Exons 


1 rjlO i /"Tft 1 C C A 1 C A O 1 T A Vl 

1542. .1670, 1550. .1640, 1/U4 


..2003, 1721.. 1942, 2067.. 2138 


Seq. No. 


T a r o 

7058 


Seq. ID 


OJ990701_11.9922.C3 


Gene No . 


1 vl O OA 

14890 


Strand 




Start 


18994 


End 


22187 


Name 


/^taaatai 11 nnoo 0 ^ i 4-*. 

OJ990/01 11 . 9922 . C J . Ol . tw 


Method 


TBLASTX: Wheat 


Start 


1836 


End 


2216 


GI 


none 


Score 


183 


Exons 


1836.. 2030, 1845.. 2042, 2036 


..2155, 2040. .2216, 2040. .2186 


Seq. No. 


T A C O 

7058 


Seq. ID 


OJ990701_11.9922.C3 


Gene No. 


14890 


Strand 




Start 


. ..18994 


End 


22187 


Name 


OJ990/01 11 . y 922 . C 3 . Ol . tm 


Method 


TBLASTX: Maize 


Start 


1 O C "7 A 

18570 


End 


20981 


GI 


none 


Score 


73 


Exons 


1 O C *7 A 1 O C A H lOETA 1 O (Z A 1 

18570 .. 18 64 / , 185 /0 .. 1864 / , 


18571. .18666, 18640 .. 18717 , 




18663 18728, 18674 .. 18727 , 


18808. .18942, 18808 .. 18 927 , 




18838. .18885, 18945 .. 19151, 


18974. .19159, 18980 .. 19162, 




19258. .19353, 19260 .. 19355, 


19263. .19358, 20039 .. 20152, , 




20051. .20152, 20085. .20156, 


20732. .20818, 20737 .. 20793, 




20798. .20974, 20808. .20981 






Seq. No. 


7058 


Seq. ID 


OJ990701_11.9922.C3 


Gene No. 


14890 


Strand 




Start 


18994 


End 


22187 


Name 


OJ990701 11.9922.C3.o6.gs 


Method 


GEN SCAN 


Start 


18994 


End 


22187 



7366 



GI 

Exons 



none Score .87 

18994. .19148, 19262 19352, 19833 .. 19883, 20054 .. 20155, 

20735. .20980, 21363 . .21550, 21681 21706, 2 18 60 .. 21969, 

22066.. 22187 ,j , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

,ta 

, ^ Seq. No . 
';!? Gene No. 

Start 
! y Name 
l3 Start 
GI 



7059 Seq. ID OJ990701_11 . 9922 . C4 

14891 , Strand + 

11070 End 11598 

OJ990701_11 . 9922 . C4 . o5 . gp Method AAT/GAP 

11070 End 11598 

uC-osflcypll5h04al Score 1054 

11070.. 11598 

'4 680338 /gb|AAD27629.1 |AF1284 57_3 2.0e-22 (AF128 4 57) 

hypothetical protein [Oryza sativa subsp. indica] 1 



7059 Seq. ID 

14892 Strand 
12534 End 
OJ990701_11 . 9922 . C4 . o3 . np Method 
12534 End 
1934994 Score 
12534.. 12759 

(Y12424) SGRP-1 [Solanum commersonii] 

7059 Seq. ID 

14893 Strand 
7 End 
OJ990701JL1 . 9922 .C4 . ol .gs Method 
7 ~ End 
none Score 



OJ990701_11. 9922.C4 
+ 

12759 
AAT/NAP 
12759 
50 



OJ990701_11. 9922.C4 

4952 
GENSCAN 
4868 
.9 - 



:: 3 . 


Exons 


7. .220, 1395. .1586, 2095. 


.2144, 3572.. 


4031, 4557. .4868 


i" : e 
: 


Seq. No. 


7059 




Seq. ID 


OJ990701_11. 9922.C4 




Gene No. 


14893 




Strand 




u 


Start 


7 




End 


4952 




Name 


OJ990701 11.9922.C4.ol.gp 




Method 


AAT/GAP 




Start 


960 




End 


1155 




GI 


4714370 




Score 


365. 


"s ss? 

Q 


Exons 


960.. 1155 










Seq. No. 


7059 




Seq. ID 


OJ990701_11. 9922.C4 




Gene No. 


14893 




Strand 






Start 


7 




End 


4952 




Name 


OJ990701 11.9922.C4.ol.np 




Method 


AAT/NAP 




Start 


1362 




End 


4904 




GI 


4835793 




Score 


957 




Exons 


1362.. 1559, 1680.. 1776, 1882 


.2012, 2095. .2144, 3566. .4031, 






4557. .4659, 4747. .4904 










GI Descrip. 


(AC007296) Similar to gb | 


U90212 DNA binding protein ACBF from 






Nicotiana tabacum and contains 3 PF| 00076 RNA recognition motif 






domains. ESTs gb|T44278, 


gb 


R65195, gb|N65904, gb|H37499, 






gb|R90487, gb|N95952, gb I 


T4427. . . 






Seq. No. 


7059 




Seq. ID 


OJ990701_ll. 9922.C4 




Gene No. 


14893 




Strand 






Start 


7 




End 


4952 




Name 


OJ990701 11.9922.C4.o3.gp 




Method 


AAT/GAP 



7367 



Start 1849 End " 2146 

GI 30207_1.R1084 - Score 290 

Exons 1849.. 2012, 2095.. 2146 

GI Descrip. ' 4835793/gb | AAD30259 . 1 1 AC007296_20 6.0e-57 (AC007296) Similar to 
gb_U90212 DNA binding protein ACBF from Nicotiana tabacum and 
contains 3 PF_00076 RNA recognition motif domains. ESTs 
gb_T44278, gb_R65195, gb_N65904, gb_H37499, gb_R90487, 
gb_N95952, gb_T4427' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7059 Seq. ID OJ990701_11 . 9922 . C4 

14893 Strand 

7 ■ End 4 952 

OJ9907 01_11 . 9922 . C4 . o2 . gp Method AAT/GAP 

1882 End 2146 

30207_1.R1084 Score 296 

1882.'. 2012, 2095.. 2146 

'4835793/gb|AAD30259.1|AC007296_20 6.0e-57 (AC007296) Similar to 
gb_U90212 DNA binding protein ACBF from Nicotiana tabacum and 
contains 3 PF_0007 6 RNA recognition motif domains. ESTs 
gb_T44278, gb_R65195, gb_N65904, gb_H37499, gb_R90487, 
gb_N95952, gb_T4427' 





Seq. No. 


7059 


Seq. ID 


OJ990701JL1. 


9922 


.C4 




Gene No. 


14893 


Strand . 








3 


Start 


7 


End 


4952 








Name 


OJ990701 11.9922.C4.o4.gp 


Method 


AAT/GAP 






n 


Start 


4701 


End 


4952 






U 


GI 


4879754 


Score 


448 








Exons 


4701. .4952 










: 

y 


Seq. No. 


7059 


Seq. ID 


OJ990701_11. 


9922 


■ C4 




Gene No. 


14894 


Strand 








u 


Start 


5679 


End 


6800 








Name 


OJ990701 11.9922.C4.o2.gs 


Method 


GENS CAN 








Start 


5679 


End 


6800 








GI 


none 


Score 


.93 








Exons 


5679. . 6800 










3 


Seq. No. 


7059 


Seq. ID 


OJ990701_11. 


9922 


.C4 


i 


Gene No. 


14895 


Strand 








J 


Start 


10552 


End 


12771 








Name 


;,OJ990701 11.9922.C4.o2.np 


Method 


AAT/NAP 








Start 


10552 


End 


12409 








GI 


6862923 


Score 


665 








Exons 


10552. .10633, 11316.. 12409 












GI Descrip. 


(AC018 907) unknown protein 


[Arabidopsis thaliana] 








Seq. No. 


7059 


Seq-. ID 


OJ990701_11. 


9922 


.C4 




Gene No. 


14895 


Strand 










Start 


10552 


End 


12771 








Name 


OJ990701 11.9922.C4.o6.gp 


Method 


AAT/GAP 








Start 


12250 


End 


12771 








GI 


none 


Score 


965 








Exons 


12250. .12771 












Seq. No. 


7059 


Seq. ID 


OJ990701_11. 


9922 


.C4 




Gene No. 


14896 


Strand 









7368 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



L J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12784 End 14715 . - 

OJ990701JL1 . 9922 . C4 .o4 .np Method AAT/NAP 

12784 End ' 14703 

6862923 Score 553 

12784. .12868, 13592.. 14703 

(AC018 907) unknown protein [Arabidopsis thaliana] 



7059 

14896 

12784 

OJ990701_11.9922.C4.o4 .gs 

13588 
none 

13588. .14715 

7059 

14897 

15767 

OJ990701_11. 9922.C4.ol.tm 

1415 

none 

1415. .1507, 1432. .1488, 1433. 
167-4.. 1775, 1674.. 1784, 1678. 
1871.. 2011, 1881.. 2012, 1882. 
2096.. 2146, 2097.. 2147, 3585: 
3918.. 4040, 4538.. 4615, 4551. 

7059 

14897 

15767 

OJ990701_11 . 9922 . C4 . o2 . ts 

1662 

none 

1662.. 1778, 1663.. 1779, 1674. 
1881.. 2012, 1897.. 2013, 2092. 
3615.. 3713, 3639.. 3770, 3777. 
3871.. 4032, 3918.. 4040, 4554. 

7059 

14897 

15767 

OJ990701_11. 9922.C4 .ol.tc 

1680 

none 

1680.. 1769, 1681.. 1773, 1890. 
3594.. 3872, 3594 .. 3872, 3595 . 
3903.. 4034, 3907.. 4026, 3918. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



7059 

14897 

15767 

OJ990701_11 . 9922 . C4 . o2 . tw 

3642 

none 

3642.. 3842, 3646.. 3834, 3918, 



OJ990701_11.9922.C4 

14715 
GENSCAN 
14715 
.84 



Seq. ID OJ990701_11.9922.C4 
Strand 

End 19797 
Method TBLASTX : Mai ze 
End • 4 64 4 
Score 77 

.1501, 1502. .1591, 1502. .1588, 
.1791, 1681. .1779, 1694. .1801, 
.2013, 2092. .2145, 2092. .2145, 
.4034, 3586. .4032, 3588. .4034, 
.4643, 45S5..4644 

Seq. ID OJ990701_11.9922.C4 
Strand 

End 19797 

Method TBLASTX : Soybean 

End 4 644 

Score 89 
.1778, 1681. .1782, 1881. .2009, 
.2154, 3588. .3875, 3598. .3855, 
.3863, 3866. .4006, 3870. .4058, 
.4643, 4555.-4644 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990701 11. 9922. C4 



19797 

TBLASTX: Cress 
4644 
89 

2012, 1894. .2007, 2092, 
3873, 3624.. 3770, 3870. 
4040, 4554. .4643, 4558. 



.2139, 
.3899, 
.4644 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4040 



OJ990701_11.9922.C4 
19797 

TBLASTX: Wheat 

4040 

159 



Seq. No, 



7059 



Seq. ID OJ990701_11.9922.C4 



7369 



Gene No. 14897 
Start 15767 

Name OJ990701_11 . 9922 . C4 . o2 . tm 

Start 5751 
GI none 
Exons 5751.. 

11327. 

11631. 



Strand 
End 

Method 

End 

Score 



19797 

TBLASTX: Maize 

14662 

80 



5993, 6013.. 6219, 6027.. 6284, 6618.. 6773, 6619.. 6732, 



,11599, 11328. .11510, 11574. 
,11825, 11924. .12049, 12093. 
12189. .12341, 12332. .12388, 13600. 
13897. 
14347. 



,11597, 11630. .11848, 

,12146, 12182. .12307, 

,13872, 13604. .13870, 

,14019, 13937. .14020, 14003 .. 14 08 6, 14023 .. 14 190, 
,14661, 14375.. 14662 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7059 Seq. ID 

14897 Strand 

15767 End 

OJ990701_11. 9922.C4 .ol.ts Method 

5781 End 

none Score 



OJ990701_11.9922.C4 
19797 

TBLASTX : Soybean 

14250 

99 



5781.. 5993, 6013.. 6240, 6027.. 6284, 11333 .. 11599, 11336. 
11337. .11597, 11628. .11837, 11630 .. 11857 ,. 11630 .. 11929, 
11924.. 12025, 13598.. 13870, 13606 .. 13872, 138 97 .. 14019, 
14023. .14190, 14209. .14250 



11578, 



□ Seq. No. 
: j Gene No. 



Start 
Name 
Start 
GI 

Exons 



7059 

14897 

15767 

OJ990701_11. 9922.C4.o2.tc 
5781 

none *#r - - 



Seq. ID OJ990701_11.9922.C4 
Strand 

End 19797 

Method TBLASTX : Cress 

End 13993 

Score 90 



5781. .5993, 5794. .5919, 6027. .6104, 11333 .. 11602, 11336 11530, 
11367. .11603, 11630. .11704, "11634. .11699, 13592. .1387 6, 
13603. .13875, 138 97 .. 13989, 13928.. 13993 



a 



Seq. No. 7059 

Gene No. 14897 

Start 15767 

Name OJ990701_11 . 9922 . C4 . ol . tw 

Start * 5832 

GI none 

Exons 5832. .5,996, 



6033.. 6098, 11333 



Seq. ID OJ990701_11.9922.C4 
Strand 

End 19797 

Method TBLASTX : Wheat 

End 13989 

Score 51 

. .11419, 11432. .11593, 



11630. :11704, 13606. 
13718. .13858, 13912. 



,13692, 13607. 
,13989 



,13693, 13711. .13866, 



Seq. No. 7059 

Gene No. 14897 

Start 15767 

Name OJ990701_11 . 9922 . C4 . o3 . ts 

Start 6477 

GI none 
Exons 



Seq. ID OJ990701_11.9922.C4 
Strand 

End 19797 

Method TBLASTX : Soybean 

End 14703 

Score 65 



6477. .6611, 6612. .6767, 6618. .6785, 6619. .6786, 12188 12367, 
12189. .12368, 14371 .. 14703, 14372. .14641 



Seq. No. 7059 

Gene No. 14897 

Start 15767 

Name OJ990701_11 . 9922 . C4 . o3 . tc 

Start 6510 



Seq. ID OJ990701_11. 9922.C4 
Strand 

End . 19797 

Method TBLASTX : Cress 

End 14650 



7370 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 7 9 

6510.. 6611, 6618.. 6776, 12188 12307, 14347 .. 14640, 14363.. 14650 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990701 11. 9922. C4 



19797 
AAT/GAP 
16162 
615 



7059 
14897 
15767 

OJ990701_11 . 9922 .C4 . o7 . gp 
15593 

uC-osroM202020b06al 
15593. .15975, 16122. .16162 

'4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 

7059 Seq. ID OJ990701__11 . 9922 . C4 

14897 Strand 

15767 End 19797 

OJ990701_11 . 9922 . C4 . 08 . gp Method AAT/GAP 

15593 End 16166 

uC-osroM202020b06al Score 613 

15593. .15975, 16122. .16166 

? 4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



.J 


Seq. No. 


7059 


Seq. ID 


OJ990701_11.'9922.C4 




Gene No. 


14897 


Strand 






Start 


15767 


End 


19797 


;3 


Name 


OJ990701 11.9922.C4.o5.gs 


Method 


GEN SCAN 


;! 


Start 


15767 


End 


19797 




GI 


none 


Score 


.72 


i i 


Exons 


15767. .15824, 15905 15940, 


16766. .16841, 19737.. 19797 




Seq. No. 


7060 


Seq. ID 


OJ990701_11.9922.C5 


sJ 


Gene No. 


14898 


Strand 


+ 


'4 


Start 


3212 


End 


14975 


x_ 


Name 


OJ990701 11.9922.C5.o2.np 


Method 


AAT/NAP 




Start 


3212 


End 


14 975 


1 

3 


GI 


4455224 


Score 


2622 


Exons 


3212. .3745, 3777. .4469, 4546 


..4742, 4860. .5247, 5486. .5970, 






6741.. 6894, 6981.. 8791, 8821 


. .10346, 


10538. .10693, 114 33 .. 11636, 






11725. .11928, 12344. .12488, 


13451. .13803, 14061. .14486, 






.14599. .14672, 14777.. 14975 








GI Descrip. 


(AL035440) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


7060 


Seq. ID 


OJ990701_11.9922.C5 




Gene No. 


14898 


Strand 


+ 




Start 


3212 


End 


14975 




Name 


OJ990701 11.9922.C5.ol.gp 


Method 


AAT/GAP 




Start 


12392 


End 


14106 




GI 


uC-osflM202016g08bl 


Score 


968 




Exons 


12392. .12502, 13453 .. 13803, 


14061. .14106 




GI Descrip. 


'3057120 3.0e-53 (AF023159)" 


starch synthase DULL1 [Zea mays] ' 




Seq. No. 


7060 


Seq. ID 


OJ990701_11.9922.C5 




Gene No. 


14899 


Strand 


+ 




Start 


20745 


End 


21026 



7371 




Name 


OJ990701 .11. 9922. C5 


. o4 . gs 


Method 


GEN SCAN 






Start 


20745 




End 


21026 






GI 


none 




Score 


.76 






Exons 


20745. .21026 












Seq. No. 


7060 




Seq. ID 


OJ990701_ 


11.9922 


.C5 


Gene No. 


14900 




Strand 


+ 






Start 


31013 




End 


33980 






Name 


OJ990701 11. 9922. C5 


. 06 . gs 


Method 


GENSCAN 






Start 


31013 




End 


33980 






GI 


none 




Score 


.94 






Exons 


31013. .31390, 32840 


. .32965, 


33045. .33980 






Seq. No. 


7060 




Seq. ID 


OJ990701_ 


11.9922 


.C5 


Gene No. 


14900- 




Strand 


+ 






Start 


31013 




End 


33980 






Name 


OJ990701 11. 9922. C5 


. o4 .np 


Method 


AAT/NAP 






Start 


31430 




End 


33763 






GI 


6006900 




Score 


366 






Exons 


31430. .31511, 33201 


. .33763 










GI Descrip. 


(AC008153) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


7060 




Seq. ID 


OJ990701_ 


11.9922 


.C5 


Gene No . 


14901 




Strand 


+ 






Start 


34116 




End 


39620 






Name 


OJ990701 11. 9922. C5 


. o7 . gs 


Method 


GENSCAN 






Start 


34116 




End 


39620 






GI 


none 




Score 


.53 






Exons 


34116. .34385, 34424 


. .34594, 


35129. .35271, 36652. 


.36819, 






36839. .36971, 37009 


. .37190, 


38347. .38422, 38590. 


.38673, 






38757. .39620 












Seq. No. 


7060 




Seq. ID 


OJ990701_ 


11.9922 


.C5 


Gene No. 


14901 




Strand 


+ 






Start 


34116 




End 


39620 






Name 


OJ990701 11. 9922. C5 


,o6.np 


Method 


AAT/NAP 






Start 


38130 




End 


39423 






GI 


2245131 




Score 


640 






Exons 


38130. .38236, 38321 


. .38422, 


38590. .38688, 38760. 


.39423 




GI Descrip. 


(Z97344) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


.7060 




Seq. ID 


OJ990701_ 


11.9922 


.C5 


Gene No. 


14902 




Strand 


+ 






Start 


40646 




End 


41059 






Name 


OJ990701 11. 9922. C5 


. 08 . gs 


Method 


GENSCAN 






Start 


40646 




End 


41059 






GI 


none 




Score 


.99 






Exons 


40646. .41059 












Seq. No. 


7060 




Seq. ID 


OJ990701_ 


11.9922 


.C5 


Gene No. 


14903 




Strand 


+ 






Start 


44121 




End 


52623 






Name 


OJ990701 11. 9922. C5 


. o9 . gs 


Method 


GENSCAN 






Start 


44121 




End 


52623 






GI 


none 




Score 


.66 






Exons 


44121. .44249, 44324 


. .44462, 


45161. .45224, 45376. 


.46847, 






47150. .47364, 47536 


. .47806, 


48376. .48551, 49151. 


.49260, 





7372 



49644. .49746, 50154 50270, 50409 50537 , 50777 . .50959, 
51066. .51197, 51291. .51402, 514 90 .. 51613, 51935 .. 52027 , 
52518. .52623 • r 



Seq. No. 7060 Seq. ID 

Gene No. 14903 Strand 

Start 44121 End 

Name OJ990701_11 . 9922 .C5 . o4 . gp Method 

Start 45179 End 

GI 1631927 Score 

Exons 45179. .45224, 45315.. 45557 



OJ990701_11.9922.C5 
+ 

52623 
AAT/GAP 
45557 
542 



Seq. No. . 7060 
Gene No. 14 903 

Start 44121 

Name OJ990701_11 . 9922 . C5 . o7 . np 

Start 46055 
GI 3057120 
Exons 46055. .46847, 47150. 

48623. .48730, 49151. 

50409. .50537, 50777. 

51490. .51613, 51693. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
47364, 47536 
49260, 49644 



OJ990701_ 
+ 

52623 
AAT/NAP 
51822 
3451 
47806, 48376. 
49746, 50100. 



11. 9922. C5 



50959, 51066. 
51822 



,51197, 51291. 



.48551, 
,50270, 
,51402, 



GI Descrip. (AF023159) starch synthase DULL 1 [Zea mays] 



Seq. No. 7060 " Seq. ID 

Gene No. 14 903 Strand 

Start 44121 . End 

Name OJ990701_11 . 9922 . C5 . o5 . gp Method 

Start 46496 End 

GI 3762097 Score 

Exons 46496.-46847, 47150.. 47341 

GI Descrip. 3057120 3.0e-53 (AF023159) starch synthase DULL1 [Zea mays] 



OJ990701_11.9922.C5 
+ 

52623 
AAT/GAP 
47341 
1036 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7060 Seq. ID 

14904 Strand 
741 End 
OJ990701_11 . 9922 .C5.ol.np Method 
641 End 
6862923 Score 

641. .1548, 1767. .2089 

(AC018907) unknown protein [Arabidopsis thaliana] 



OJ990701_11.9922.C5- 

2089 
AAT/NAP 
2089 
431 



7060 Seq. ID 

14904 Strand 

741 End 

OJ990701_11.9922.C5.ol.gs Method 

741 End 

none Score 

741. .1466, 1788. .2078 



OJ990701_11.9922.C5 

2089 
GENSCAN 
2078 
.88 



Seq. No. 7060 

Gene No. 14 905 

Start 16042 

Name OJ990701_11 . 9922 . C5 . o3 . gs 

Start 16042 

GI none 
Exons 



Seq. ID OJ990701_11.9922.C5 



Strand 
End 

Method 

End 

Score 



17321 
GENSCAN 
17321 
. 95 



16042. .16308, 16403 .. 16495, 16612 .. 16710 , 16815 .. 16964 , 



7373 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17052. .17321 

7060 

14905 

16042 

OJ990701_ll.9922.C5.o3.np 

16057 

2147965 



Seq. ID OJ990701_11.9922.C5 
Strand 

End 17321 

Method AAT/NAP 

End 17299 

Score 772 



16057. .16308, 16403. . 16495, 16612 .. 16710, 16815 .. 16964 , 
17052.. 17299 

probable l-acyl-sn-glycerol-3-phosphate acyltransf erase - 
Limnanthes douglasii gi | 1067140 | emb | CAA86877 | (Z46836) ORF 
[Limnanthes douglasii] 



7060 

14906 

21832 

OJ990701_11. 9922.C5.o5.gs 

21832 

none 



Seq. ID OJ990701__11.9922.C5 
Strand 

End 29957 

Method GENSCAN 

End 29957 

Score . 73 



21832. .22016, 22258 .. 22378, 23228 23302, 237 61 .. 23911 , 
24015. .24705, 25625 .. 26585, 28 178 28255, 29277 .. 2 9423, 
29910. .29957 



:'.Z ■ Seq. No. 7060 

\i Gene No. 14907 

C n Start 34480 

rjj Name OJ990701_11 . 9922 . C5 . o2 . gp 

□ Start 34480 

I "e GI none 

Exons 34480.. 34942 



Seq. ID OJ990701_11.9922.C5 
Strand 

End 34942 

Method AAT/GAP 

End 34942 

Score 914 



V E 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



7060 
14908 
36580 

OJ990701_11.9922.C5.o5.np 
36580 
6227007 
36580. .36996 

(AC009360) EST gb|T44882 comes from this gene. [Arabidopsis 
thaliana] 



Seq. ID OJ990701_11.9922.C5 
Strand 

36996 
AAT/NAP 
36996 
180 



End 

Method 

End 

Score 



Seq. ID OJ990701_11.9922.C5 
Strand 

End 39879 

Method AAT/GAP 

End 39879 

Score 1002 



7060 
14909 
39361 

OJ990701_11.9922.C5.o3.gp 
39361 

uC-osflcyp083g04al 
39361.. 39879 

'3057120 3.0e-53 (AF023159) starch synthase DULL1 [Zea mays]' 



7060 

14910 

52510 

OJ990701_11.9922.C5.o3.ts 

726 

none 



Seq. ID OJ990701_11.9922.C5 
Strand 

End 52633 

Method TBLASTX : Soybean 

End 1346 

Score 76 



7374 






Exons 


726.. 1022, 1050.. 1346, 1150 


..1245 








Seq. No. 


7060 




Seq. ID 


OJ990701_11.9922 


.C5 




Gene No. 


14910 




Strand 


- 






Start 


52510 




End 


52633 






Name 


OJ990701 11. 9922. C5. 


06. tm 


Method 


TBLASTX: Maize 






Start 


747 




End 


2019 






GI 


none 




Score 


96 






Exons 


747. .1022, 748. .957, 


999. .1154, 1050. 


.1346, 1150. .1314, 








1851. .2009, 1852.. 2019 










Seq. No. 


7060 




Seq. ID 


OJ990701_11. 9922 


.C5 




Gene No. 


14910 




Strand 








Start 


52510 




End 


52633 






Name 


OJ990701_11. 9922 .C5. 


o4 . tw 


Method 


TBLASTX: Wheat 






Start 


753 




End 


1115 






GI 


none 




Score 


83 






Exons 


753. .836, 849. .1013, 


1047. . 


1115 








Seq. No. 


7060 




Seq. ID 


OJ990701_11. 9922 


.C5 




Gene No. ' 


. 14910 




' Strand 








Start 


52510 




End 


52633 






Name 


OJ990701 11. 9922. C5. 


o5 . tc 


Method 


TBLASTX: Cress 






Start 


753 




End 


1115 




□ 


GI 


none 




Score 


116 






Exons 


753. .1022, 784. .963, 


1050. . 


1115 








Sea No 


7060 




Seq. ID 


OJ990701_11. 9922 


.C5 




Gene No . 


14 910 




Strand 








Start 


52510 




End 


52633 




'w4 


Name 


OJ990701 11. 9922. C5 . 


o3 . tm 


Method 


TBLASTX : Maize 




": s£ 


Start 


8152 




End 


34770 




:s ;• J 

! y 


GI 


none 




Score 


68 






Exons 


8152.. 8223, 33897 .. 34 163, 33898 .. 34 164 , 33902 .. 34 165, 









33926. .34168, 34159. 


.34446, 


. 34178. .34447, 34179. . 34448, 








34439. .34555, 34440. 


.34583, 


34457. .34588, 344 62 .. 34 653, 




"-4 




34462. .34629, 34634. 


.34699, 


34649.-34693, 34651 .. 34728, 




is ci 




34651. .34698, 34682. 


.34747, 


34695. .34751, 34695 .. 34769, 




u3 

:" "Tr 




34696. .34770 










: ;xf 


Seq. No. 


7060 




Seq. ID 


OJ990701_11. 9922 


.C5 




Gene No . 


14910 




Strand 








Start 


52510 




End 


52633 






Name 


OJ990701 11. 9922. C5. 


o5 . tm 


Method 


TBLASTX :Maize 






Start 


11867 ■ 




End 


14997 






GI 


none 




Score 


104 






Exons 


11867. .11929, 12292. 


.12453, 


12339. .12476, 12342. .12473, 








13444. .13803, 13444. 


.13803, 


13452. .13805, 14059 .. 14277 , 








14078. .14113, 14082. 


. 14117, 


14091. .14 


294, 14114. .14260, 








14115. .14264, 14292. 


.14318, 


14320. .14 


475, 14321. .14470, 








14322. .14474, 14533. 


. 14676, 


14545. .14685, 1477 6 .. 14 997 , 








14778. .14975 












Seq. No. 


7060 




Seq. ID 


OJ990701_11. 9922 


,C5 




Gene No. 


14910 




.Strand 








Start 


52510 




End 


52633 






Name 


OJ990701 11. 9922. C5. 


o3. tw 


Method 


TBLASTX: Wheat 





7375 



Start 
GI 

Exons 



13564 End 14294 

none . Score 313 

13564. .13803, 13564 .. 13803, 13566 .. 13805, 14060 .. 14122, 

14060. .14119, 14061. .14129, 14082 14 129, 14101 .. 14265, 

14110. .14259, 14124. .14294, 14124 .. 14264 , 14126. .14293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7060 Seq. ID 

14910 Strand 

52510 End 

OJ990701_11 . 9922 .C5.ol.tm Method 

32837 End 

none Score 



OJ990701_11.9922.C5 
52633 

TBLASTX: Maize 

33896 

197 



32837. .32971, 32839.-3297 9, 32839 .. 32967 , 33042 33758, 

33042. .33443, 3308 6 .. 334 66, 33136 .. 33522 , 33501 33599, 

33568.-33744, 336S6..33754, 33746 .. 33895, 33747.-33896, 
33747.. 33896 



Seq. No. 7060 

Gene No ? 14910 

Start 52510 

Name OJ990701_11 . 9922 -C5 . o3 . tc 

Start 33228 

GI none 

Exons 33228.-33548, 33231 .. 33401 , 

,3 

;R Seq. No. 7060 

s jj Gene No. 14910 

-~ Start 52510 

i Name OJ990701_11 . 9922 . C5 . o4 . ts 

s j? Start 33420 

:3 GI none 

a Li Exons 33420. .33734, 33622.. 33741 



Seq. ID OJ990701_11.9922.C5 
Strand 

End 52633 

Method TBLASTX : Cres s 

End 33548 

Score 340 
33501. .33542 

Seq. ID OJ990701_11. 9922.C5 
Strand 

End 52633 

Method TBLASTX : Soybean 

End 33741 

Score 377 



'3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7060 
14910 
52510 

OJ990701_11.9922.C5.o6.tc 
33558 
none 

33558. .33596, 33559 .. 33732 , 33579 .. 33758, 33634.. 33753 



Seq. ID OJ990701_11. 9922.C5 
Strand 

52633 

TBLASTX: Cress 
33758 
100 



End 

Method 
End • 
Score 



7060 

14910 

52510 

OJ990701_11.9922.C5.ol.tw 

34178 

none 

34178. .34462, 34 17 9 .. 34 4 63, 
34461. .34529, 34513 .. 34569, 



Seq. ID OJ990701_11.9922.C5 
Strand 

End 52633 

Method TBLASTX : Wheat 

End 34569 

Score 351 
34453. .34527, 34454 .. 34528 , 
34529. .34567 



Seq. No. 7060 

Gene No. 14910 

Start 52510 

Name OJ990701_11 . 9922 . C5 . 06 . ts 

Start 36628 

GI none 

Exons 36628.-36834, 36638.-36796 



Seq. ID OJ990701_11.9922.C5 
Strand 

End 52633 

Method TBLASTX : Soybean 

End 36834 

Score 8 6 



7376 




Seq. No. 


/Ubu 




Seq. ID 


OJ990701_11. 9922. 


C5 


Gene No. 


14910 




Strand 






Start 


52510 




End 


52633 




Name 


OJ990701 11. 9922. C5. 


o9. tm 


Method 


TBLASTX: Maize 




Start 


36628 




End 


36846 




GI 


none 




Score 


186 




Exons 


36628. .36834, 36638. 


.36805, 


36811. .36846 




Seq. No. 


7060 




Seq. ID 


OJ990701JL1.9922. 


C5 


Gene No. 


1 A Q1 (~\ 




Strand 






Start 


52510 




End 


52633 




Name 


OJ990701 11. 9922. C5 . 


ol.tc 


Method 


TBLASTX: Cress 




Start 


38121 




End 


39197 




GI 


none 




Score 


97 




Exons 


38121. .38231, 38129. 


.38233, 


38581. .38673, 38589 .. 38 669, 






38766. .39197, 38771. 


.39106 








Seq. No. 


7060 




Seq. ID 


OJ990701_11. 9922 


.C5 


Gene No. 


1 A Q 1 O 

14 yiu 




Strand 






Start 


52510 




End 


52633 




Name 


OJ990701 11.-9922.C5. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


38123 




End 


39200 




GI 


none 




Score 


112 




Exons 


38123. .38224, 38130 


.38231, 


38330. .38422, 38581 .. 38664, 






38589. .38678, 38768 


.39106, 


387 69. .3 92 CRT * 




Seq. No. 


7060 




Seq. ID 


OJ990701JL1; 9922 


.C5 


Gene No. 


14910 




Strand 






Start 






End 


52633 




Name 


OJ990701 11. 9922. C5 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


38129 




End 


39206 




GI 


none 




Score 


118 




Exons 


38129. .38245, 38130 


. .38231, 


38345. .38422, 38345.-38422, 






38508. .38546, 38578 


. .38649, 


38581. .38664, 38589.-38663, 






38764. .39027, 38768 


. .39106, 


38769.. 39206 




Seq. No. 


n c\ a a 
/ UdU 




Seq. ID 


OJ990701_11.9922 


,C5 


Gene No. 


14910 




Strand 






Start 


52510 




End 


52633 




Name 


OJ990701 11. 9922. C5 


,o2. tw 


Method 


TBLASTX: Wheat 




Start 


38954 




End 


39213 




GI 


none 




" Score 


315 




Exons 


38954. .39190, 38955 


. .39206, 


39057. .39206, 39088.. 39213 




Seq. No. 


7060 




Seq. ID 


OJ990701_11. 9922 


.C5 


Gene No. 


14910 




Strand 






Start 






End 


52633 




Name 


OJ990701 11. 9922. C5 


. o!2.tm 


Method 


TBLASTX: Maize 




Start 


45396 




End 


45725 




GI 


none 




Score 


104 




Exons 


45396. .45548, 45396 


. .45467, 


45401. .45550, 4 54 01 .. 45538 , 






45481. .45555, 45506 


. .45682, 


45579. .45689, 45654.-45698, 






45705. .45725 










Seq. No. 


7060 




Seq. ID 


OJ990701__11. 9922 


.C5 


Gene No. 


14910 




Strand 







7377 




Start 


52510 








End 


52633 


Name 


OJ990701 11.9922.~C5. 


olO . tm 


Method 


. TBLASTX: Maize 


Start 


46064 








End 


46261 


GI 


none 








Score 


275 


Exons 


46064. 


.46261, 


46064. 


.46255, 


46108. .46257 


Seq. No. 


7060 








Seq. ID 


OJ990701 11.9922 


Gene No. 


14910 








Strand 




Start 


52510 








End 


52 633 


Name 


OJ990701 11.. 9922. C5. 


08 . tm 


Method 


TBLASTX: Maize 


Start 


46262 








End 


46515 


GI 


none 








Score 


321 


Exons 


46262. 


.46456, 


46269. 


.46475, 


46269. .46 


454, 46273. .46515, 




46273. 


.46455 










Seq. No. 


7060 








Seq. ID 


OJ990701_11. 9922 


Gene No. 


14910 








Strand 




Start 


52510 








End 


52633 


Name 


OJ990701 11. 9922. C5. 


o7 . tm 


Method 


TBLASTX: Maize 


Start 


46658 








End 


47808 


GI 


none 








Score 


80 


Exons 


46658. 


.46777, 


47159. 


.47365, 


47167. .47325, 47533 .. 47805, 




47547. 


.47807, 


47584. 


.47808, 


47592. .47807 


Seq. No. 


7060 








Seq. ID 


OJ990701_11. 9922 


Gene No . 


14910 








Strand 




Start 


52510 








End 


52633 


Name 


OJ990701 11. 9922. C5. 


oil . tm 


Method 


TBLASTX: Maize 


Start 


48373 








End 


48726 


GI 


none 








Score 


123 


Exons 


48373. 


.48489, 


48375. 


.48485, 


48382. .48 


486, 48392. .48490, 




48486. 


.48554, 


48491. 


.48565, 


48492. .48 


551, 48499. .48564, 




48614. 


.48712, 


48620. 


.48682, 


48622. .48 


723, 48622..48726 


Seq. No. 


7060 








Seq. ID 


OJ990701_11. 9922 


Gene No. 


14910 








Strand 




Start 


52510 








End 


52633 


Name 


OJ990701 11. 9922. C5. 


o5.ts 


Method 


TBLASTX: Soybean 


Start 


48394 








End 


48716 


GI 


none 








Score 


83 


Exons 


48394. 


.48513, 


48396. 


.48554, 


48401. .48553, 48595 .. 48714, 




48614. 


.48715, 


48624. 


.48716 






Seq. No. 


7060 








Seq. ID 


OJ990701JL1.9922 


Gene No . 


14910 








Strand 




Start 


52510 








End 


52633 


Name 


OJ990701 11. 9922. C5. 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


49156 








End 


51832 


GI 


none 








Score 


152 


Exons 


49156. 


.49260, 


49157. 


.49261, 


49644. .49751, 49645 49746, 




50090. 


.50272, 


50099. 


.50272, 


50100. .50279, 50100 .. 5027 9, 




50408. 


.50545, 


50409. 


.50543, 


50416. .50553, 50417 .. 50545, 




50768. 


.50971, 


50775. 


.50840, 


50776. .50961, 51058 .. 51147 , 




51065. 


.51196, 


51066. 


.51200, 


51291. .51404, 51296. .51403, 




51436. 


.51600, 


51469. 


.51612, 


51489. .51614, 51489 .. 51620, 




51690. 


.51824> 


51691. 


.51825, 


51700. .51 


831, 51701.. 51832 



7378 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7060 
14910 
52510 
OJ99070 
50194 
none 
50194. . 
50196. . 
50417. . 
51058. . 
51291. . 
51489. . 
51700. . 



1 11.9922.C5.ol.ts 



50271, 50195 

50279, 50408 

50545, 50768 

51147, 51065 

51404, 51296 

51614, 51489 

51831, 51701 



.50272, 
.50545, 
.50971, 
.51196, 
.51403, 
.51620, 
.51832 



Seq. ID 
Strand 
End 

Method 
End 
Score 
50195. .50272, 



OJ990701 11. 9922. C5 



50409. 
50775. 
51065. 
51436. 



52633 

TBLASTX : Soybean 
51832 
98 

50196 
,50543, 50416 
,50840, 50776 
,51196, 51066 
,51600, 51469 



51690. .51824, 51691. 



50279, 
50553, 
'50961, 
51200, 
51612, 
51825, 



Seq. No. 7060 

Gene No. 14910 

Start 52510 

Name OJ990701_11 . 9922 . C5 . o2 . tc 

Start 50900 

GI . none 

Exons 50900. .50971, 50902 .. 50961, 
51290. .51406, 51291. .51404 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990701_11.9922.C5 
52633 

TBLASTX: Cress 

51406 

105 



51065. .51196,, 51066. .51200, 



Seq. No. 


7060 


Seq. ID 


OJ990701 


JL1.9922 


.C5 


Gene No. 


14910 


Strand 








Start 


52510 


End 


52633 






Name 


OJ990701 11.9922.C5.o4.tc 


Method 


TBLASTX: 


Cress 




Start 


51531 


End 


51828 






GI 


none 


Score 


104 






Exons 


51531. .51611, 51554. .51607, 


51690. .51818, 51694 


. .51816, 






51694. .51828 










Seq. No. 


7060 


Seq. ID 


OJ990701 


_11.9922 


.C5 


Gene No. 


14910 


Strand 








Start 


52510 


End 


52633 






Name 


OJ990701 11.9922.C5.o8.np 


Method 


AAT/NAP 






Start 


52510 


End 


52633 






GI 


1785613 


Score 


86 






Exons 


52510.. 52633 










GI Descrip. 


(U83274) polyphenol oxidase 


[Vitis vinifera] 






Seq. No. 


7061 


Seq. ID 


OJ990701 


JL1.9922 


.C6 


Gene No. 


14911 


Strand 


+ 






Start 


2852 


End 


6024 






Name 


OJ990701 11.9922.C6.o3.gs 


Method 


GEN SCAN 






Start 


2852 


End 


6024 






GI 


none 


Score 


.41 






Exons 


2852.. 2935, 2947.. 3120, 3199 


..3362, 5781.. 5867, 


5895. .6024 



Seq. No. 7061 Seq. ID 

Gene No. 14912 ^ Strand 

Start 1 * End 

Name OJ990701_11 . 9922 . C6 . ol . np Method 

Start 1 End 

GI 1172584 Score 

Exons 1..436, 546. .803, 1285. .1888 

GI Descrip. POLYPHENOL OXIDASE PRECURSOR (PPO) (CATECHOL OXIDASE) 



OJ990701_11.9922.C6 

1894 
AAT/NAP 
1888 
1039 



7379 




gi 1 1076478 Ipir I I S52984 catechol oxidase (EC 1.10.3.1) precursor 
- apple tree gi 1 507280 (L29450) polyphenol oxidase [Malus 
domestical 





Seq. No. 


7061 






Seq. ID 


OJ990701_11.9922.C6 




Gene No. 


14912 






Strand 


- 




Start 


• 1 






End 


1894 




Name 


OJ990701 


ll.9922.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


20 






End 


1423 




GI 


none 






Score 


147 




Exons 


20. . 175, 


194. .448, 252. 


.410, 


287 . .4 48, 


491. .oUo, oUJ..oUy, 






655. .756, 


1298. .1423, 1299.. 


1418 






Seq. No. 


7061 






Seq. ID 


OJ990701_11. 9922.C6 




Gene No. 


14912 






Strand 


- 




Start 


1 






End 


•1894 




Name 


OJ990701 


11. 9922.C6.ol. 


gs 


Method 


GEN SCAN 




' Start 


53 






End 


878 




GI 


none 






Score 


. 61 




Exons 


53. .423, 


542 . . 878 










Seq. No. 


7061 






Seq. ID 


OJ990701_11.9922.C6 




Gene No. 


14912 






Strand 






Start 


1 






End 


1894 




Name 


OJ990701 


11. 9922.C6.ol. 


tm 


Method 


TBLASTX: Maize 


n 


Start 


131 






End 


464 


Ui 


GI 


none 






Score 


327 




Exons 


131. .193, 


192. .464, 194 


. . 439 






J 


Seq. No. 


7061 






Seq. ID 


OJ990701_11.9922.C6 




Gene No. 


14912 






Strand 


- 


LJ 


Start 


1 






End 


1894 




Name 


OJ990701 


ll.9922.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


597 






End 


803 




GI 


none 






Score 


87 




Exons 


597. .803, 


664. .753 






- 




Seq. No. 


7061 






Seq. ID 


OJ990701_11.9922.C6 




Gene No . 


14912 






Strand 


- 


S3- 

E 


Start 


1 






End 


1894 




Name 


OJ990701 


ll.9922.C6.o2. 


gs 


Method 


GENSCAN 




Start 


1216 






End 


1894 




GI 


none 






Score 


1 




Exons 


1216.. 1227, 1289.. 1894 










Seq. No. 


7062 






Seq. ID 


OJ990701_11.9922.C7 




Gene No. 


14913 






Strand 


+ 




Start 


4258 






End 


10347. 




Name 


OJ990701 


11.9922.C7.ol. 


np 


Method 


AAT/NAP 




Start 


4258 






End 


10311 




GI 


5922631 






Score 


6674 



Exons 4258.. 4382, 4641.. 4879, 5114.. 5323, 5369.. 5934, 5977.. 6127, 

6254.. 7177, 7784.. 10311 
GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 



7380 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryzasativ 



7062 

14913 

4258 

OJ990701_11.9922.C7.o3.gs 

4258 

none 

4258.. 7169, 7266.. 10347 

7062 

14914 

2744 

OJ9907 01_11. 9922.C7 .o2.gs 

2744 

none 

2744. .2908, 2947. .3567 



Seq. ID OJ990701_11.9922.C7 

Strand + 

End 10347 

Method GEN SCAN 

End 10347 

Score .92 



Seq. ID OJ990701_11.9922.C7 
Strand 

End 3567 

Method GEN SCAN 

End 3567 

Score .53 



OJ990701 11. 9922. C7 



7062 Seq. ID 

14915 Strand 
3823 End 4130 

OJ990701JL1 . 9922 . C7 . ol . gp Method AAT/GAP 

'3823 End 4130 

5816559 Score 502 

3823. .4130 

4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



7062 

14916 

10664 

OJ990701_11.9922.C7.o4.gs 

10664 

none 



Seq. ID OJ990701JL1. 9922.C7 



Strand 
End 

Method 

End 

Score 



16611 
GENS CAN 
16611 
.67 



10664. .11112, 11185. .11289, 11357 1154 6, 11622 11809, 
11884. .12514, 12733. .13879, 1504 9 .. 15291, 16046. .16611 



7062 
14916 
10664 
OJ990701 
10667 
6691716 
10667. .11112, 
11984. .12275, 



OJ990701 11.. 9922. C7 



11.9922.C7.o2.np 



Seq. ID _ 
Strand 

End 16611 
Method AAT/NAP 
End 13617 
Score 2379 
11185. .11289, 11435. . 11546, 11622 .. 11816, 
12357. .12549, 12747. .13617 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



7062 Seq. ID 

14916 Strand 

10664 End 

OJ990701_11. 9922.C7.o3.np Method 

13825 End 



OJ990701_11. 9922.C7 

16611 

AAT/NAP 

16439 



7381 



GI 1172587 Score 428 

Exons 13825. .13854, 15085. . 15291, 15983.. 16439 

GI Descrip. POLYPHENOL OXIDASE PRECURSOR (PPO) (CATECHOL OXIDASE) 

gi|1076272|pir| IS52629 catechol oxidase (EC 1.10.3.1) precursor 
- grape gi | 510234 | emb | CAA81798 | (Z27411) polyphenol oxidase 
[Vitis vinifera] 

Seq. No. 7062 Seq. ID OJ990701_11 . 9922 . C7 

Gene No. 14916 Strand 

Start 10664 End 16611 

Name OJ990701_11 . 9922 .C7 . o2 . gp Method AAT/GAP 

Start 14697 End 15004 

GI 5816559 Score 498 

Exons 14697.. 15004 

GI Descrip. 4680178/gb | AF111709. 1 1 AF111709 1.0e-108 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ990701 11. 9922. C7 



Seq. No. 7062 Seq. ID 

Gene No. 14 917 Strand 

Start 17442 End 

Name OJ990701_11 . 9922 .C7 . ol . ts Method 

Start ' ' 2759 End 
GI none Score 

Exons 2759. .2917, 2944. .3003, 3010 3120, . 3142 .. 3168, 3175. .3570, 

3374. .3532, 15084 .. 15161, 1517 1 .. 15293, 15175 .. 15288 , 

15979. .16032, 15996 .. 16112 , 16043.. 16114 



20645 

TBLASTX : Soybean 

16114 

99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7062 

14917 

17442 

OJ990701_11 . 9922 .C7 . 06 . tm 

2795 

none 



Seq. ID OJ990701_11. 9922.C7 
Strand 
End 

Method 
End 
Score 



20645 

TBLASTX: Maize 

15309 

63 



2795.. 2890, 2801.. 2872, 15126 .. 152 93, 15142 .. 15309, 
15147. .15290, 15149. .15169, 15167.. 15289 



Seq. No. 


7062 








Seq. ID 


OJ990701_11.9922 


Gene No. 


14917 








Strand 




Start 


17442 








End 


20645 


Name 


OJ990701 11. 


9922 


.C7.o2, 


.tm 


Method 


TBLASTX: Maize 


Start 


3256 








End 


3'583 


GI 


none 








Score 


164 


Exons 


3256, .3561, 


3359 


. .3583 








Seq. No. 


7062 








Seq. ID 


OJ990701_11. 9922 


Gene No. 


14917 








Strand 




Start 


17442 








End 


20645 


Name 


OJ990701 11. 


9922 


.C7.o7, 


.tw 


Method 


TBLASTX: Wheat 


Start 


5538 








End 


5940 


GI 


none 








Score 


294 


Exons 


5538. .5807, 


5539 


. .5940 








Seq. No. 


7062 








Seq. ID 


OJ990701_11.9922 


Gene No. 


14917 








Strand 




Start 


17442 








End 


20645 


Name 


OJ990701 11. 


9922 


.C7.o6. 


.tw 


Method 


TBLASTX: Wheat 



7382 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



-6517 End' 6974 . 

none Score 150 

6517. .6693, 6580 .. 6693, 6738 .. 6974 , 6742. .6972 



7062 

14917 

17442 

OJ990701_11.9922.C7.ol.tw 

7194 

none 

7194.. 7649, 7195.. 7650 



Seq. ID OJ990701_11.9922.C7 
Strand 

End ' 20645 

Method TBLASTX : Wheat 

End 7 650 

Score 485 



Seq. No. 


7062 








Seq. ID 


OJ990701_11.9922.C7 


Gene No. 


14917 








Strand 


- 


Start 


17442 








End 


20645 


Name 


OJ990701 11, 


.9922. 


C7.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


7234 








End 


7599 


GI 


none 








Score 


1 OQ 
1 jO 


Exons 


7234. .7458, 


7465. 


.7599 








Seq. No. 


7062 








Seq. ID 


OJ990701_11.9922.C7 


Gene No. 


. 14917 








Strand 


- 


Start 


17442 








End 


20645 - - 


Name 


OJ990701 11. 


.9922. 


C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7324 








End 


7680 


GI 


none 








Score 


.3 / D 


Exons 


7324. .7680, 


7365. 


.7670 








Seq. No. 


7062 








Seq. ID 


OJ990701_11.9922.C7 


Gene No. 


14917 








Strand 


- 


Start 


. 17442 








End 


20645 


Name 


OJ990701 11, 


.9922. 


C7.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7765 








End 


8189 


GI 


none 








Score 


444 


Exons 


/ /bo. . olo4 , 


n q n q 

/ buy . 


Q1 QQ 








Seq. No. 


7062 








Seq. ID 


OJ990701_11.9922.C7 


Gene No. 


14917 








Strand 




Start 


17442 








End 


20645 


Name 


OJ990701 11, 


.9922. 


C7.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


7843 








End 


8244 


GI 


none 








Score 


311 


Exons 


7843. .8244, 


7860. 


.8003, 


8040. 


.8210 




Seq. No. 


7062 








Seq. ID 


OJ990701_11.9922.C7 


Gene No. 


14917 








Strand 




Start 


17442 








End 


20645 


Name 


OJ990701 11. 


.9922. 


C7.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


7911 








End 


8355 


GI 


none 








Score 


276 


Exons 


7911. .8165, 


7912. 


.8166, 


7936. 


.8172, 8187. .8318, 8188. .8331 




8329.. .8355 












Seq. No. 


7062 








Seq. ID 


OJ990701_11.9922.C7 


Gene No. 


14917 








Strand 




Start 


17442 








End 


20645 


Name 


- OJ990701 11. 


.9922. 


C7.o8. 


tw 


Method 


TBLASTX: Wheat 



7383 




Start 


8193 








End 


8475 






none 








Score 


276 




Exons 


8193. .8270, 


8194 


. .8475, 


.8329. 


.8463 






Seq. No. 


7062 








Seq. ID 


OJ990701_11.9922 


,C7 


Gene No. 


14917 








Strand 






Start 


17442 








End 


20645 




Name 


OJ990701 11 


.9922 


.C7.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


8470 








End 


8858 




GI 


none 








Score 


261 




Exons 


8470. .8856, 


8478 


. .8858 










Seq. No. 


7062 








Seq. ID 


OJ990701_11.9922 


.C7 


Gene No. 


14917 








Strand 






Start 


17442 








End 


20645 




Name 


OJ990701 11 


.9922 


.C7.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


8479 








End 


8901 




GI 


none 








Score 


413 




Exons 


8479. .8901, 


8487 


. .8891 










Seq. No. 


7062 








Seq. ID 


OJ990701_11.9922 


.C7 


Gene No. 


14917 








Strand 






Start 


17442 








End 


20645 




Name 


OJ990701 11 


. 9922 


.C7.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


8731 








End 


8985 




GI 


none 








Score 


193 




Exons 


8731. .8985. 


- 












Seq. No. 


7062 








Seq. ID 


OJ990701_11.9922 


.C7 


Gene No. 


14917 








Strand ' 






Start 


17442 








End 


20645 




Name 


OJ990701 11 


.9922 


.C7.ol0 


i. tw 


Method 


TBLASTX: Wheat 




Start 


8917 








End 


9216 




GI 


none 








. Score 


130 




Exons 


8917. .9051, 


9076 


. .9216 










Seq. No. 


7062 








Seq. ID 


OJ990701JL1.9922 


.C7 


Gene No. 


14917 








Strand 






Start 


17442 








End 


20645 




Name 


OJ990701 11 


.9922 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9213 








End 


9576 




GI 


none 








Score 


450 




Exons 


9213. . 9524, 


9214 


. .9537, 


9234. 


.9557, 9528. .9575, 9529. .9576 


Seq. No. 


7062 








Seq. ID 


OJ990701_11.9922 


.C7 


Gene No. 


14917 








Strand 






Start 


17442 








End 


20645 




Name 


OJ990701 11 


.9922 


.C7.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


9219 








End 


9606 




GI 


none 








Score 


420 




Exons 


9219. . 9530, 


9220 


. .9606, 


9415. 


.9606 






Seq. No. 


7062 








Seq. ID 


OJ990701_11.9922 


.C7 


Gene No. 


14917 








Strand 






Start 


17442 








End 


20645 




Name 


OJ990701 11 


.9922 


.C7.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


9678 








End 


9951 





7384 




GI 


none 




Score 


95 




Exons 


9678..978S, 9619.. 9111, 9768 


..9842, 9772. .9855, 9865. .9951 


Seq. No. 


7062 




Seq. ID 


OJ990701_11.992'2. 




Gene No. 


14917 




Strand 






Start 


17442 




End 


20645 




Name 


OJ990701 11. 9922. C7 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


9721 




End 


10335 




GI 


none 




Score 


273 




Exons 


9721.. 9999, 9741.. 9830, 9882 


..9983, 10054 . .10212,. 10198. 


.10335 


Seq. No. 


7062 




Seq. ID 


OJ990701_11.9922. 




Gene No. 


14917 




Strand 






Start 


17442 




End 


20645 




Name 


OJ990701 11 . 9922 . C7 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


10063 




End 


10296 




GI 


none 




Score 


148 




Exons 


10063. .10215, 10194 


. .10295, 


10195.. 10296 




Seq. No. 


7062 




Seq. ID 


OJ990701_11.9922. 


C / 


Gene No. 


14917 




Strand 






Start 


17442 




End 


20645 




Name 


OJ990701_11 . 9922 .C7 


.o9. tw 


Method 


TBLASTX: Wheat 




Start 


13207 




End 


13497 




GI 


none 




Score 


219 




Exons 


13207 . . 13497 










Seq. No. 


7062 




Seq. ID 


OJ990701_11.9922. 


C / 


Gene No. 


14917 




Strand 






Start 


17442 




End 


20645 




Name 


OJ990701_11 . 9922. C7 


. o5 . gs 


Method ■ 


GENSCAN 




Start 


17442 




End 


20645 




GI 


none 




Score 


.81 




Exons 


17442. .17558, 17616 


. . 17 635, 


20546. .20645 




Seq. No. 


7063 




Seq. ID 


OJ990701_11.9922. 


,C8 


Gene No. 


14918 




Strand 






Start 


1 




End 


2460 




Name 


OJ990701_11 . 9922 . C8 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1408 




GI 


4158170 




Score 


211 




Exons 


1..466, 1173. .1408 










GI Descrip. 


(AJ006097) catechol 


oxidase 


[Ipomoea batatas] 




Seq. No. 


7063 




Seq. ID 


OJ990701_11. 9922. 


C8 


Gene No. 


14918 




Strand 






Start 


1 




End 


2460 




Name 


OJ990701 11. 9922. C8 


. o2 . np 


Method 


AAT/NAP 




Start 


1 




End 


2460 




GI 


2293360 




Score 


211 




Exons 


1..379, 1010. .1403, 


2434. .2460 






GI Descrip. 


(D87670) polyphenol 


oxidase 


[Malus domestica] 




Seq. No. 


7063 




Seq. ID 


OJ990701_11. 9922. 


,C8 


Gene No. 


14918 




Strand 






Start 


1 




End 


2460 




Name 


OJ990701 11. 9922. C8 


.ol.ts 


Method 


TBLASTX: Soybean 





7385 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
□ Start 
i j Name 
=== "Start 

;;!! gi 

• ! i ^ 

• - Exons 



Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



100 End 1406 

none Score 7 5 

100.. 135, 179.. 259, 1173. .1223, 1232.. 1309, 1233.. 1307, 

1309. .1356, 1310. .1348, 1353. .1406 



7063 

14918 

1 

OJ990701_11 . 9922 . C8 . ol . gs 

125 

none 



Seq. ID OJ990701_11.9922.C8 
Strand 

End 2460 

Method GEN SCAN 

End . 1850 

Score .74 



125. .285, 32S..466, 833. .917, 1123. .1403, 1668. .1850 



7063 

14918 

1 

OJ990701_11. 9922. C8.o2. tin 

522 

none 

522. .614, 526. .705, 771. .992 

7063 

14918 

1 

OJ990701_11 . 9922 . C8 . ol . tm 

1173 

none 



Seq. ID OJ990701_11.9922.C8 
Strand 

End 24 60 

Method TBLASTX : Mai ze 

End 992 

Score 142 



Seq. ID OJ990701_11.9922.C8 
Strand 

End 24 60 

Method TBLASTX : Mai ze 

End 1407 

Score 84 



1173. .1223, 1174. .1224, 1209. .1292, 1231. .1305, 1232. .1306, 
1233. .1307, 1309.. 1359, 1310.. 1345, 1353. .1406, 1354. .1407 



7064 

14919 

1599 

OJ990701_ll.9922.C9.ol.gs 

1599 

none 



Seq. ID OJ990701_11.9922.C9 

Strand + 

End 6625 

Method GENSCAN 

End 6625 

Score .47 



1599. .1767, 1876. .2050, 3259. .3311, 3885. .4003, 4470. .4585, 
6118.. 6333, 6488.. 6625 



7064 

14919 

1599 

OJ990701_11.9922.C9;ol.gp 
1668 

22176 1.R1084 



Seq. ID OJ990701_11. 9922.C9 

Strand + 

End 6625 

Method AAT/GAP 

End 4403 

Score 1359 



1668. .1892, 1999. .2046, 3114. .3169, 3259. .3311, 3885. .4003, 
4149. .4403 

'4581162/gb|AAD24645.1|AC006220_l 5.0e-53 (AC006220) putative 
symbiosis-related protein [Arabidopsis thaliana] ? 



7064 

14919 

1599 

OJ990701_11.9922.C9.ol.np 

2010 

4581162 



Seq. ID OJ990701_11.9922.C9 

Strand + 

End 6625 

Method AAT/NAP 

End 4243 

Score 403 



2010. .2046, 3114. .3169, 3259. .3311, 3885. .4003, 4149. .4243 



7386 



GI Descrip. (AC006220) putative microtubule-associated protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
rj Gene No. 

O start 
Name 

;;;! start 

Q Exons 



7064 Seq. ID 

14919 Strand 

1599 End 

OJ990701_11. 9922.C9.ol.tw Method 

2011 End 

none ' Score 



OJ990701_11. 9922.C9 
+ 

6625 

TBLASTX: Wheat 

4226 

60 



2011. .2052, 3112. .3180, 31.13.. 3172, 3114. .3176, 3252. .3311, 
3259. .3312, 3260. .3313, 3879. .4001, 3881. .4003, 3883. .4002, 
4107. .4226, 4148. .4225 



7064 Seq. ID 

14919 Strand 

1599 End 

OJ990701_11.9922.C9.ol.tm Method 

3112 End 

none Score 



OJ990701_11. 9922.C9 
+ 

6625 

TBLASTX: Maize 

4263 

75 



3112. .3180, 3113. .3172, 3252. .3311, 3259. .3312, 3879.. 4022, 
3883. .4002, 4119. .4241, 4148. .4234, 4156. .4263 



7064 

14919 

1599 

OJ990701_11.9922.C9.ol.ts 

3112 

none 



Seq. ID OJ990701_11.9922.C9 

Strand + 

End 6625 

Method . TBLASTX : Soybean 

End 4284 

Score 90 



3112. .3180, 3113. .3172, 3252. .3311, 3259. .3312, 3865. .3999, 
3879. .4022, 3883. .4002, 3912. .4022, 4148. .4240, 4155. .4235, 
4156. .4284 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



! ==f 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7064 Seq. ID 

14919 Strand 

1599 , End 

OJ990701_11.9922.C9.ol.tc 'Method 
3122 End 
none Score 



OJ990701_11.9922.C9 
+ 

6625 

TBLASTX: Cress 

4213 

67 



* 3122.. 3172, 3136. .3180, 3259. ,3312, 3260. .3313, 3867. .4022, 
3877. .4023, 3883. .4002, 4148. .4213 



7065 Seq. ID 

14920 Strand 

1 End 
OJ990701_11. 9922. C10. ol.np Method 

1 End ■ 

5777617 Score 
1. .121 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ990701JL1. 9922. C10 
+ 

121 

AAT/NAP 
121 
101 



7066 

14921 

1410 

OJ990701_11.9922.Cll.o2.np 

1410 

5777617 

1410. .1429, 2576. .2714 



Seq. ID OJ990701_11. 9922.C11 

Strand + 

End 2714 

Method AAT/NAP 

End 2714 

Score 86 



7387 






GI Descrip. 


(AJ245900) 


CAA30375..1 protein 


[Oryza 


sativa] 






Seq. No. 


7066 








Seq. ID 


OJ990701 


_11. 9922. Cll 




Gene No. 


14922 








Strand 


+ 






Start 


£. yib 








End 


6319 






Name 


OJ990701 11 


. yy^z . 


Cll . OZ 


.gs 


Method 


GENSCAN 






Start 


2916 








End 


6319 






GI 


none 








Score 


.58 






Exons 


2916. .3060, 


31z3 . 


O O *3 O 

. 3338 , 


Jo Jo . 


.3661, 3743.. 3801, 


4056. .4094, 






4238. .4307, 




cote 

. do, 




.5780, 6041.. 6319 






Seq. No. 


7066 








Seq. ID 


OJ990701 


_11. 9922. Cll 




Gene No. 


14922 








Strand 


+ 






Q+- a r-+- 

otar u 










End 


6319 






Name 


OJ990701 11 


.9922. 


Cll.o4 


.np 


Method 


AAT/NAP 






Start 


4059 








End 


6316 






GI 


4741203 








Score 


915 






Exons 


4059. .4290, 


4990. 


.5265, 


5490. 


.5780, 6041.. 6316 






GI Descrip. 


(AL049746) 


putative protein [Arabidopsis thaliana] 




Seq. No. 


7066 








Seq. ID 


OJ990701 


_11. 9922. Cll 




Gene No . 


14923 








Strand 








Start 


36 








End 


1373 




: £ 


Name 


OJ990701 11 


.9922. 


Cll.ol 


.gs 


Method 


GENSCAN 




"i ~ 


Start 


36 








End 


1373 




pt. 

i ; i e 


GI 


none 








Score 


.5 




! L\ 

!'J 


Exons 


36. .444, 461. .561 


, 663. 


.779, 


1361. .1373 




i . s 


Seq. No. 


7066 








Seq. ID 


OJ990701 


_11 . 9922 . Cll 




Gene No. 


14924 








Strand 








CM i >~4- 

otart 


3796 








End 


6322 




ru 


Name 


OJ990701 11 


. 9922. 


Cll.o3 


.np 


Method 


AAT/NAP 




.. 


Start 


3796 








End 


5104 




.SSL 


GI 


5777617 








Score 


70 






Exons 


3796. .3894, 


5044. 


.5104 












GI Descrip. 


(AJ245900) 


CAA30375.1 protein 


[Oryza 


sativa] 




C5. 


Seq. No. 


7066 








Seq. ID 


OJ990701 


_11. 9922. Cll 


: :ta 


Gene No. 


14924 








Strand 








Start 


3796 








End 


6322 






Name 


OJ990701 11 


.9922. 


Cll.o3 


. tm 


Method 


TBLASTX: 


Maize 




Start 


4503 








End 


5570 






GI 


none 








Score 


112 






Exons 


4503. .4601, 


4504 . 


.4608, 


4505. 


.4609, 5008.. 5085, 


5010. .5087, 






5093. .5272, 


5097. 


.5273, 


5098. 


.5265, 5439.. 5570, 


5489. .5524, 






5519. .5569 
















Seq. No. 


7066 








Seq. ID 


OJ990701 


_11. 9922. Cll 




Gene No. 


14924 








Strand 








otarc 


3796 








End 


6322 






Name 


OJ990701 11 


.9922. 


Cll.o2 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


5119 








End 


5718 






GI 


none 








Score 


226 






Exons 


5119. .5265, 


5121. 


.5273, 


5142. 


.5273,. 5487. .5717, 


5489. .5701, 






5584. .5718 
















Seq. No. 


7066 








Seq. ID 


OJ990701 


_11. 9922. Cll 



7388 



Gene No. 


1492*4 




Strand 




Start 


3796 




End 


6322 


Name 


OJ990701 11.9922. 


Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


5140 




End 


6322 


GI 


none 




Score 


227 


Exons 


5140. .5265, 5142. 


.5273, 5487. 


.5693, 5489. .5683, 6008. .6184, 




6038.. 6157, 6043. 


.6168, 6170. 


.6322, 6172.. .6321 


Seq. No. 


7066 




Seq. ID 


ujyyu/ui 1 1 . y y_._. . l,i i 


Gene No. 


14924 




Strand 




Start 


3796 




End 


6322 


Name 


OJ990701 11.9922. 


Cll.o2.tm 


Method 


1 dlao 1 a . Mai ze 


Start 


5571 




End 


b / 0 5 


GI 


none 




Score 




Exons 


5571.. 5753, 5571. 


.5753 






Seq. No. 


7066 




Seq. ID 


ojyyu /ui ii.yyz^.Lii 


Gene No. 


14 924 




Strand 




Start 


3*796 




, End>, . 


,6322 - . 


Name 


OJ990701 


%"fi-.6l.tm 


Method 


TBLASTX: Maize 


Start 


6037 




End 


/~ 0 f 0 ' 

DZDO 


GI 


none 




Score 


0 r\ 0 

202 


Exons 


6037.. 6249, 6037. 


.6267, 6038. 


. 62 68 




Seq/ No. 


7066 




Seq. ID 


OJ990701 11.9922.C11 


Gene No. 


14924 




Strand 




Start 


3796 




End 


6322 


Name 


OJ990701 11.9922. 


Cll.ol.ts 


Method 


TBLASTX: Soybean 


Start 


6058 




End 


6319 


GI 


none 




Score 


373 


Exons 


6058.. 6315, 6062. 


.6316, 6062. 


.6319 




Seq. No. 


7067 




Seq. ID 


OJ990701__11.9922.C12 


Gene No. 


14925 




Strand 


+ 


Start 


114 




End 


421 


Name 


OJ990701 11.9922. 


C12.ol.gp 


Method 


AAT/GAP 


Start 


114 




End 


421 


GI 


5816559 




Score 


498 


Exons 


114. .421 








GI Descrip. 


4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 




indica Retrosat 1 


retrotransposon and Ty3-Gypsy type Retrosat 




retrotransposon, 


complete sequences; and unknown genes 


Seq. No. 


7068 




Seq. ID 


OJ990701_10.9919.C2 


Gene No. 


14926 




Strand 




Start 


46 




End 


808 


Name 


OJ990701 10.9919. 


C2.ol.gs 


Method 


GENSCAN 


Start 


46 




End 


808 


GI 


none 




Score 


.83 


Exons 


46. .808 








Seq. No. 


7069 




Seq. ID 


OJ990701_10.9919.C3 


Gene No. 


14927 




Strand 




Start 


1 




End 


519 


Name 


OJ990701 10.9919. 


C3.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


519 


GI 


5091513 




Score 


756 



7389 



Exons 1. .519 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. No. 


7069 




Seq. ID 


OJ990701_ 


10. 


9919 


.C3 


Gene No. 


14927 




Strand 


- 








Start 


1 




End 


519 








Name 


OJ990701 10. 9919. C3 


ol .gs 


Method 


GEN SCAN 








Start 


32 




End 


398 








GI 


none 




Score 


.41 








Exons. 


■JO O ft O 














Seq. No. 


7070 




Seq. ID 


OJ990701_ 


10. 


9919 


.C4 


Gene No. 


14928 




Strand 


+ 








Start 


. 116 




End 


407 








Name v\ 


OJ990701 10. 9919. C4 


ol .gs 


Method 


GEN SCAN 








Start 


116 




End ' 


407 








GI 


none 




Score 


.6 








Exons 


116. .188, 304. .407 














Seq.- No. 


' '7070 . ' 




■. Seq. ID 


OJ990701_ 


10. 


99±9 


.C4 


Gene No. 


14929 




Strand 


+ 








Start 


631 




End 


724 








Name 


OJ990701 10. 9919. C4 


ol .np 


Method 


AAT/NAP 








Start 


631 




End 


724 








GI 


5042454 




Score 


70 








Exons 


631. .724 














GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 








Seq. No. 


7071 




Seq. ID 


OJ990701_ 


. 10 - 


9919 


.C5 


Gene No. 


14930 




Strand 


+ 








Start 


439 




End 


507 








Name 


OJ990701 10. 9919. C5 


ol . gs 


Method 


GENSCAN 








Start 


439 




End 


507 








GI 


none 




Score 


.55 








Exons 


439. .507 














Seq. No. 


7071 




Seq. ID 


OJ990701_ 


10. 


9919 


.C5 


Gene No. 


14931 




Strand 










Start 


1368 




End 


1495 








Name 


OJ990701 10. 9919. C5 


o2 .gs 


Method 


GENSCAN 








Start 


1368 




End 


1495 








GI 


none 




Score 


. .81 








Exons 


1368. .1495 . 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7072 Seq. ID OJ990701_10 . 9919 . C6 

14932 Strand + 

5180 End 6726 

OJ990701_10.9919.C6.ol.gp Method AAT/GAP 
5180 End 6726 

7062_2.R1084 Score 1739 

5180. .5254, 5400. .5659, 5840. .6403, 6599. .6726 
f 4581181/gb|AAD24664.1|AC006220_20 1.0e-31 (AC006220) unknown 
protein [Arabidopsis thaliana] ' 



Seq. No. 
Gene No. 
Start 



7072 

14932 

5180 



Seq. ID OJ990701_10.9919.C6 
Strand + 
End 6726 



7390 




Name 


OJ990701 10.9919.C6Vo2.np 


Method 


AAT/NAP 


Start 


5886 


End 


6324 


GI 


6862956 


Score 


336 


Exons 


5886. .6324 






GI Descrip. 


(AC019018) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


7072 


Seq. ID 


OJ990701 10. 9919. C6 


Gene No. 


14933 


Strand 


+ 


Start 


13359 


End 


13676 


Name 


OJ990701 10. 9919.C6.o3.gp 


Method 


AAT/GAP 


Start 


13359 


End 


13676 


GI 


none 


Score 


542 


Exons 


13359. .13676 






Seq. No. 


7072 


Seq. ID 


OJ990701_10.9919.C6 


Gene No. 


14934 


Strand 


+ 


Start 


15346 


End 


15654 


Name 


OJ990701 10.9919.C6.o5.gp 


Method 


AAT/GAP 


Start ' 


15346 


End- 


15654 ■' . 


GI • 1 


72524 1.R1084 


Score - 


408 


Exons 


15346. .15654 






GI Descrip. 


1 50914 96/dbj | AB0234 82 . 2 | AB023482 3.0e- 


8 4 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 


Seq. No. 


7072 


Seq. ID 


OJ990701_10.9919.C6 


Gene No. 


14935 


Strand 




Start 


1343 


End 


2473 


Name 


nTQQmm in qqi q c c a o /-»<=- 

Uijyyu/ui ±u . y y ±y . . oz . gs 


Method 


GENS CAN 


Start 


1343 


End 


2470 


GI 


none 


. Score 


.95 


Exons 


1343.. 1929, 2038.. 2470 






Seq. No. 


7072 


Seq. ID 


OJ990701_10.9919.C6 


Gene No. 


14935 


Strand 




Start 


1343 


End 


2473 


Name 


OJ990701 10.9919.C6.ol.np 


Method 


AAT/NAP 


Start 


1346 


End 


2473 


GI 


535454 


Score 


972 


Exons 


1346. .1929, 2038. .2473 






GI Descrip. 


(U13940) cysteine proteinase 


[Alnus glutinosa] 


Seq. No. 


7072 


Seq. ID 


OJ990701_10.9919.C6 


Gene No. 


14936 


Strand 




Start 


6844 


End 


7264 


Name 


OJ990701 10.9919.C6.o2.gp 


Method 


AAT/GAP 


Start 


6844 


End 


7264 


GI 


none 


Score 


769 


Exons 


6844. .7264 






Seq. No. 


7072 


Seq. ID 


OJ990701_10. 9919.C6 


Gene No. 


14937 


Strand 




Start 


13461 


End 


19623 


Name 


OJ990701 10.9919.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


1289 


End 


2419 


GI 


none 


Score 


119 


Exons 


1289. .1594, 1344. .1724, 1349. 


.1702, 1697.. 1828, 1701.. 1757, 




1820.. 1930, 1869.. 1937, 2036. 


.2134, 2037. .2135, 2177.. 2239, 



7391 



: SB t 
•a a? 



2178. .2243, 2252. .2419, . 2265. .2354 

Seq. No. 7072 Seq. ID 

Gene No. 14 937 Strand 

Start 13461 End 

Name OJ990701_10 . 9919 . C6 . ol . tm Method 

Start 1340 End 

GI none Score 
Exons 



OJ990701_10.9919.C6 
19623 

TBLASTX: Maize 
2379 
68 

1340. .1489, 1341. .1454, 1493. .1684, 1494. .1688, 1690. .1713, 
1701. .1805, 1703. .1930, 1742. .1930, 2034. .2111, 2036. .2110, 
2144. .2248, 2189. .2254, 2255. .2362, 2332. .2379 



Seq. No. 7072 

Gene No. 14937 

Start 13461 

Name OJ990701_10 . 9919 . C6 . ol . ts 

Start 1343 

GI none 
Exons 



Seq. ID OJ990701_10.9919.C6 
Strand 

End 19623 

Method TBLASTX : Soybean 

End 2428 

Score 161 



1343. .1540, 1347. .1535, 1403. . 1537, . 1550 .. 1708, 1554-.1685; 
■'^700 ; : : 1825,- 1829. .1930, 2036. .2101, 2045 .. 2254 ,< 2112 .."2153, 
2190.. 2255, 2252. .2426, 2253. .2354 



Seq. ID OJ990701_10. 9919.C6 
Strand 

End • 19623 
Method TBLASTX : Wheat 
End 2314 
Score 50 

1489, 1493. .1570, 1670. .1813, 1719. .1775, 1826. .1924, 
1925, 2045. .2116, 2046.. 2111, 2181.. 2234, 2192.. 2251, 



Seq. No. 7072 

Gene No. 14 937 

Start 13461 

Name OJ990701_10 . 9919 . C6 . ol . tw 

Start 1412 

GI none 

Exons 1412. 

1869. 



2255. .2314 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7072 

14937 

13461 

OJ990701_10.9919.C6.o3.tm 

5890 

none 



Seq. ID OJ990701_10.9919.C6 
Strand 

End 19623 

Method TBLASTX: Maize 

End 6218 

Score 69 



5890. .5940, 5904. .5939, 5937. .6026, 5938. .6216, 5941.. 6216, 
6054.. 6218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7072 

14937 

13461 

OJ990701_10.9919.C6.o2.tc 

13456 

none 



Seq. ID OJ990701_10. 9919.C6 
Strand 

End 19623 

Method TBLASTX : Cress 

End 13797 

Score 68 



13456. .13560, 1358 1 .. 137 96, 13582. .13797 



7072 

14937 

13461 

OJ990701_10.9919.C6.o2.tw 

13458 

none 

13458. .13688, 13459.. 13686 



Seq. ID OJ990701_10. 9919.C6 
Strand 

End 19623 

Method TBLASTX : Wheat 

End 13688 

Score 196 



7392 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7072 Seq. ID OJ990701_10 . 9919 . C6 

14 937 - Strand 

13461 End 19623 

0 J990701_10 . 9919 . C6 . o3 . np Method AAT/NAP 

13461 End 17200 

4836925 Score 605 

13461. .13789, 14502 14886, 15059 15199, 17148.. 17200 

(AC007153) Similar to indole-3-acetate beta-glucosyltransf erase 

[Arabidopsis thaliana] • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. " No. 
Gene No. 
Start 
Name 
Start 

Exons 



7072 

14937 

13461 

OJ990701_10.9919.C6.o2.ts 

13477 

none 

13477. .13794, 13539 13811 , 
14815. .14853, 15056. .15184 

7072 • 

14937 
13461 

OJ990701_10.9919.C6.o2.tm 

13720 

hone 

13720. .13791, 13731. .13811, 
14501.. 14872, 14529. .14888, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990701_10.9919.C6 
19623 

TBLASTX : Soybean 

15184 

17 9 



14500. .14577, 14590 .. 147 63, 



Seq. ID 

Strand 
. End 

Method 

End 

Score 
13732. .13794, 
15059. .15124, 



OJ990701 10. 9919. C6 



19623 

TBLASTX: Maize 
15136 
82 

14500. .14889, 
15059. .15136 



Seq. No. 7072 Seq. ID OJ990701_10 . 9919 . C6 

Gene No. 14937 Strand 

Start 13461 End 19623 

Name OJ990701JL0. 9919.C6.o4 .gp Method AAT/GAP 

Start 13751 End 14895 

GI LIB3477-011-P1-K1-C9 Score 762 

Exons 13751. .13789, 14502,. 14895 

GI Descrip. * 4836925/gb | AAD30627 . 1 | AC007153_19 3.0e-35 (AC007153) Similar to 
indole-3-acetate beta-glucosyltransf erase [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7072 Seq. ID 

14937 Strand 

134 61 End 

OJ990701_10.9919.C6.o4.np Method 

14470 End 

5091513 Score 



OJ990701_10.9919.C6 

19623 
AAT/NAP 
19623 
1571 



14470. .14524, 14707 .. 14790, 17053 .. 17401, 18114, 
18428. .19623 

(AB023482) Hypothetical protein [Oryza sativa] 



,18381, 



7073 

14938 

905 

OJ990701_10.9919.C7.o2.np 
905 

4996363 



Seq. ID OJ990701_10.9919.C7 

Strand + 

End 6508 

Method AAT/NAP 

End 5867 

Score 1319 



905. .929, 3864. .4163, 4197. .5867 

(AB021264) polyprotein [Arabidopsis thaliana] 



7393 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7073 

14938 

905 

OJ990701JL0. 

3184 

none 

3184. .3261, 
5206. .5460, 



9919.C7.o2.gs 



3399. .3647, 
5470. .5652, 



3940. 
6027. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4061, 



OJ990701_ 
+ 

6508 
GENS CAN 
6508 
.53 

4102. .4444, 



10. 9919. C7 



,6200, 6229. .6303, 



4469. 
6322. 



5152, 
6508 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7073 Seq. ID 

14939 Strand 

1 End 773 

OJ990701_10 . 9919 . C7 . ol . np Method AAT/NAP 

1 End 773 

5091513 Score 1167 
1. .773 

(AB023482) Hypothetical protein [Oryza sativa] 



OJ990701 10. 9919. C7 



7073/ , ' ^ 

14940 

1737 

OJ990701_10.9919.C7.o5.tm 

1737 

none 



Seq. ID OJ990701_10;9919.C7 
Strand 

End 2069 

Method TBLASTX: Maize 

End 2069 

Score 111 



1737. .1871, 1737.. 1925, 1738. .1908, 1917. .1940, 1944. .1979, 
1957. .2004, 2008. .2067, 2022. .2069 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7073 

14941 

4223 

OJ990701_10.9919.C7.o2.ts 

4223 

5509260 

4223. .4819, 4645. .4815 



7073 

14941 

4223 

OJ990701_10.9919.C7.o4.tm 

4366 

none 

4366. .4617, 4367. .4618 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990701_10.9919.C7 
5025 

TBLASTX : Soybean 

4819 

375 



OJ990701_10. 9919.C7 
5025 

TBLASTX: Maize 

4618 

289 



Seq. No. 


7073 








Seq. ID 


OJ990701_10. 9919 


.C7 


Gene No. 


14941 








Strand 






Start 


4223 








End 


5025 




Name 


OJ990701 10. 


9919 


X7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4409 








End 


4795 




GI 


none 








Score 


303 




Exons 


4409. .4795, 


4457 


.4597, 


4471 . 


.4599, 4645.-4794 




Seq. No. 


7073 








Seq. ID 


OJ990701_10.9919 


.C7 


Gene No. 


14941 








Strand 






Start 


4223 








End 


5025 




Name 


OJ990701 10. 


9919 


C7.ol. 


tc 


Method 


TBLASTX: Cress 





7394 




Start 


4453 










End 


4705 


GI . 


none 










Score 


225 


Exons 


4453. . 


4665, 


4460. 


.4705 








Seq. No. 


7073 










Seq. ID 


OJ990701_10.9919.C7 


Gene No. 


14941 










Strand 




Start 


4223 










End 


5025 


Name 


OJ990701 10. 


9919. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4618 










End 


5025 


GI 


none 










Score 


440 


Exons 


4618. . 


5016, 


4619. 


.5023, 


4924. 


.5025, 4940.. 5020, 4956.. 5024 


Seq. No. 


7073 










Seq. ID 


OJ990701_10.9919.C7 


Gene No. 


14942 










Strand 




Start 


5000 










End 


5856 


Name 


OJ990701* 10. 


9919. 


C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


_ 5000 










End 


5424 


GI 


none 










Score 


159 


Exons 


5000. 


5155, 


5008. 


.5154, 


5164. 


.5424, 5166. .5423 


Seq. No. 


7073 










Seq. ID 


OJ990701_10.9919.C7 


Gene No. 


14942 










Strand 




Start 


5000 










End 


5856 


Name 


OJ990701 10. 


9919. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5029 










End 


5481 


GI 


none 










Score 


145 


Exons 


5029. 


5133, 


5030. 


.5146, 


5042. 


.5164, 5134. .5481, 5142. .5480 


Seq. No. 


7073 










Seq. ID 


OJ990701_10.9919.C7 


Gene No. 


14942 










Strand 




Start 


5000 










End 


5856 


Name 


OJ990701 10. 


9919. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5188 










End 


5784 


GI 


none 










Score 


449 


Exons 


5188. 


.5784, 


5190. 


.5318, 


5382. 


.5552, 5610.. 5711 


Seq. No. 


7073 










Seq. ID 


OJ990701_10.9919.C7 


Gene No. 


14942 










Strand 




Start 


5000 










End 


5856 


Name 


OJ990701 10. 


9919. 


C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5482 










End 


5856 


GI 


none 










Score 


351 


Exons 


5482. 


.5793, 


5498. 


.5602, 


5500. 


.5784, 5601. .5789, 5794. .5856 




5796. 


.5855 












Seq. No. 


7073 










Seq. ID 


OJ990701_10.9919.C7 


Gene No. 


14942 










Strand 




Start 


5000 










End 


5856 


Name 


OJ990701 10. 


9919. 


C7.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5638 










End 


5826 


GI 


none 










Score 


174 


Exons 


5638. 


.5826, 


5649. 


.5825 








Seq. No. 


7074 










Seq. ID 


OJ990701_10. 9919.C8 


Gene No. 


14943 










Strand 


+ 


Start 


733 










End 


851 


Name 


OJ990701_10. 


9919. 


C8.ol. 


np 


Method 


AAT/NAP 



7395 




Start 


733 






End 


.851 








GI- 


5852093 






Score 


64 








Exons 


733. .851 
















GI Descrip. 


(AL117264) 


zwhl6.1 [Oryza 


sativa] 










Seq. No. 


7074 






Seq. ID 


OJ990701_ 


_10. 


9919 


,C8 


Gene No. 


14944 






Strand 


+ 








Start 


1301 






End 


1497 








Name 


OJ990701 10 


.9919.C8.ol.gs 




Method 


GEN SCAN 








Start 


1301 






End 


14 97 








GI 


none 


* 




Score 


.97 








Exons 


1301. .1497 
















Seq. No. 


7074 






Seq. ID 


OJ990701 


_10. 


9919 


.C8 


Gene No. 


14945 • 






Strand 


+ 








Start 


7952 






End 


8283 








Name 


OJ990701 10 


.9919.C8.o3.gs 




Method 


GEN SCAN 








Start 


7952 






End 


8283 








GI 


none 






Score 


.62 








Exons 


7952. .7958, 


8111. .8283 














Seq. No. 


7074 






Seq. ID 


OJ990701_ 


_10. 


9919 


.C8 


Gene No. 


14946 






Strand 










Start 


1341 






End 


5667 








Name 


OJ990701 10 


.9919.C8.o2.np 




Method 


AAT/NAP 








Start 


1341 






End 


5667 








GI 


6815052 






Score 


2459 








Exons 


1341. .1460, 


1742. .1815, 1897. 


.2634, 2683. .2818, 


3601. .3693, 




4559. .4658, 


4958. .5079, 5361. 


.5427, 5510.. 5667 








GI Descrip. 


(AP001080) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


7074 






Seq. ID 


OJ990701 


_10. 


9919 


.C8 


Gene No. 


14947 






Strand 










Start 


5943 






End 


6052 








Name 


OJ990701 10 


.9919.C8.o3.np 




Method 


AAT/NAP 








Start 


5943 






End 


6052 








GI 


5852093 






Score 


59 








Exons 


5943. .6052 
















GI Descrip. 


(AL117264). 


zwhl6.1 [Oryza 


sativa] 










Seq. No. 


7074 






Seq. ID 


OJ990701 


_10. 


9919 


,C8 


Gene No. 


14948 






Strand 










Start 


c o c o 

6853 






End 


8158 








Name 


OJ990701 10 


.9919.C8.o4.np 




Method 


AAT/NAP 








Start 


6853 






End 


8158 








GI 


6815099 






Score 


85 








Exons 


6853. .7042, 


8108. .8158 














GI Descrip. 


(AP001081) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


7074 






Seq. ID 


OJ990701 


_10. 


9919 


.C8 


Gene No. 


14949 






Strand 










Start 


9738 






End 


12313 








Name 


OJ990701 10 


.9919.C8.o4.gs 




Method 


GENSCAN 








Start 


9738 






End 


12313 








GI 


none 






Score 


.59 








Exons 


9738. .10188, 12204. .12313 















7396 



Seq.' No. 


7074 


Seq. ID 


OJ990701_10.9919.C8 


Gene No. 


14950 


Strand 




Start 


14294 


End 


14730 


Name 


OJ990701 10.9919.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2873 


End 


3367 


GI 


none 


Score 


65 


Exons 


2873.-3367, 2973.. 3131, 3077. 


.3343 




Seq. No. 


7074 


Seq. ID • 


OJ990701_10.9919.C8 


Gene No. 


14950 


Strand 




Start 


14294 


End 


14730 


Name 


OJ990701 10.9919.C8.o5.gs 


Method 


GENSCAN 


Start 


14294 


End 


14730 


GI 


none 


Score 


.8 


Exons 


14294. .14475, 14694. .14730 






Seq. No. 


7075 


Seq. ID 


OJ990701_10.9919.C9 


Gene No. 


14951 


Strand 


+ 


Start 


1 


End 


t T O C 

lloO 


Name - 


OJ990701 10.9919.C9.ol.np 


Method 


AAT/NAP . 


Start 


1 


End 


1185 


GI 


6721516 


Score 


69 


Exons 


1..139, 1167. .1185 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


7075 


Seq. ID 


OJ990701_10.9919.C9 


Gene No. 


14951 


Strand 


+ 


Start 


1 


End 


1185 


Name 


OJ990701 10.9919.C9.ol.gs 


Method 


GENSCAN 


Start 


284 


End 


826 


GI 


none 


Score 


.51 


Exons 


284. .360, 718. .826 






Seq. No. 


7076 


Seq. ID 


OJ990701_10. 9919. C10 


Gene No. 


14952 


Strand 


+ 


Start 


241 


End 


5018 


Name 


OJ990701 10.9919.C10.ol.np 


Method 


AAT/NAP 


Start 


241 


End 


5018 


GI 


6069646 


Score 


268 


Exons 


241.. 291, 3017.. 3107, 3966.. 4602, 4'967 


. . 501o 


GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 <AP001129f Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase. (AC00624 8) 




[Oryza sativa] 






Seq. No. 


7076 


Seq. ID 


OJ990701_10. 9919. C10 


Gene No. 


14952 


Strand 


+ 


Start 


241 


End 


5018 


Name 


OJ990701 10.9919.C10.o2.gs 


Method 


GENSCAN 


Start 


3796 


End 


4315 


GI 


none 


Score 


.85 


Exons 


3796. .3891, 3929. .4315 






Seq. No. 


7076 


Seq. ID 


OJ990701_10. 9919. C10 


Gene No. 


14953 


Strand 




Start 


1761 


End 


3000 



7397 



[ J 

u 



Name 


OJ990701 10. 9919.C10.ol.gs 


Method 


GENSCAN 


Start 


1761 ~ 


End 


3000 


GI 


none 


Score 


.6 


Exons 


1761. .1865, 2010. .2016/ 2465. 


.3000 




Seq. No. 


7077 


Seq. ID 


OJ990701_10. 9919.C11 


Gene No. 


14954 


Strand 


+ 


Start 


9679 


End 


11155 


Name 


OJ990701 10. 9919.Cll.o2.gs 


Method 


GENSCAN 


Start 


9679 "~ 


End 


11155 


GI 


none 


Score 


.75 


Exons 

XmJ * \ Vm/ *■ X 


9679.. 9681, 9768.. .9895, 10046 


. .10348, 


10417. .11155 


Sea No. 


7077 


Seq. ID 


OJ9.90701_10. 9919. CI 1 


Gene * No . 


14955 


Strand 


+ 


Start 


15101 


End 


16598 


Name 


OJ990701 10.9919.Cll.o4.np 


Method 


AAT/NAP 


Start 


14330 


End 


15646 


GI 


1235664 


Score 


155 


Exons 


14330. .14776, 15558.. 15646 






GT Descrio. 


(U37936) novel calmodulin-like protein 


[Oryza sativa] gi 1317114 




(AF064456) calmodulin-like protein [Oryza sativa subsp. indica] 




gil 6969639 |gb IAAF33852.il (AF231026) calmodulin-like protein 




[Oryza sativa] 






Seq. No. 


7077 


Seq. ID 


OJ990701_10. 9919.C11 


Gene No. 


14955 


Strand 


+ 


Start 


15101 


End 


16598 


Name 


OJ990701 10.9919.Cll.o3.gs 


Method 


GENSCAN 


Start 


15101 


End 


16598 


GI 


none 


Score 


.56 


Exons 


15101. .15103, 15542. .15973, 16227 .. 16329, 16450. .16598 


Sea No 


7077 


Seq. ID 


OJ990701_10. 9919.C11 


Gene No. 


14956 


Strand 




Start 


343 


End 


8265 


Name 


OJ990701 10.9919.Cll.ol.np 


Method 


AAT/NAP 


Start 


343 


End 


2194 


GI 


4521190 


Score 


330 


Exons 


343.. 2194 






GI Descrip. 


(AB013448) Pib [Oryza sativa] 


gi| 4521192 |dbj | BAA76282.il 




(AB013449) Pib [Oryza sativa] 






Seq. No. 


7077 


Seq. ID 


OJ990701_10. 9919. Cll 


Gene No. 


14956 


Strand 




Start 


343 


End 


8265 


Name 


OJ990701 10.9919.Cll.ol.gs 


Method 


GENSCAN 


Start 


434 


End 


8265 


GI 


none 


Score 


.72 


Exons 

X^ X I <-) 


434. .2239, 4149. .4282, 4503.. 


4545, 5690. .6304, 7171. .8265 


Seq. No. 


7077 


Seq. ID 


OJ990701_10. 9919. Cll 


Gene No. 


14956 


Strand 




Start 


343 


End 


8265 


Name 


OJ990701 10.9919.Cll.'o2.np 


Method 


AAT/NAP 


Start 


3432 


End 


8127 


GI 


4521190 . 


Score 


409 



7398 



Exons 3432.. 3459, 5752.. 6304, 6344.. 6463, 7171.. 7466, 7494.. 7884, 

7923. .8127 

GI Descrip. (AB013448) Pib [Oryza sativa] gi I 4 521192 | dbj | BAA76282 . 1 1 
(AB013449) Pib [Oryza sativa] 





Seq. No. 


7077 




Seq. ID 


OJ990701_ 


JL0.9919. 


Cll 




Gene No. 


14956 




Strand 










Start 


343 




End 


8265 








Name 


OJ990701 10.9919.Cll.o3. 


np 


Method 


AAT/NAP 








Start 


3513 




.End 


8265 








GI 


6172381 




Score 


475 








Exons 


3513. .3563, 5735. .6304, 


6344. 


.6463, 7171. .7466, 


7 4 94. .76 


) O A 

i o 4 , 






7923. .8265 














GI Descrip. 


(AB026839) Pi-b protein 


[Oryza sativa] 










Seq. No. 


7077 




Seq. ID 


OJ990701 


_10.9919. 


Cll 




Gene No . 


14957 




Strand 










Start 


16161 




End 


16214 








Name 


OJ990701 10. 9919.Cll.ol. 


tm 


Method 


TBLASTX: 


yiaize 






Start 


440 - 




.End 


796 








GI 


none 




Score 


66 








Exons 


440. .697, 447. .662, 491. 


.673, 


695. .796 










Seq. No. 


7077 




Seq. ID 


OJ990701 


J.0.9919 


Cll 




Gene No m 


14957 




Strand 










Start 


16161 




End 


16214 






i. i t 
\" : t 


Name 


OJ990701 10.9919.Cll.ol. 


tw 


Method 


TBLASTX: 


Wheat 






Start 


1292 




End 


1642 






u 


GI 


none 




Score 


53 








Exons 


1292.. 1327, 1294.. 1329, 


1314. 


.1451, 1343. .1504, 


1346. .1492, 






1493. .1642, 1508. .1594, 


1516. 


.1614 








I"; t 
! bf 


Seq. No. 


7077 




Seq. ID 


OJ990701 


_10.9919 


.Cll 


IS 


Gene No. 


14957 : 




Strand 








=3. 

is is? 


Start 


16161 




End 


16214 






-3 


Name 


OJ990701 10.9919.Cll.o5. 


np 


Method 


AAT/NAP 








Start 


16161 




End 


16214 






S3. 


GI 


5042454 




Score 


75 






'it rsF 


Exons 


16161. .16214 












□ 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


7078 




Seq. ID 


OJ990701 


_10.9919 


.C12 




Gene No . 


14958 




Strand 


+ 








Start 


2830 




End 


4431 








Name 


OJ990701 10.9919.C12.o2 


gs 


Method 


GENSCAN 








Start 


2830 




End 


4431 








GI 


none 




Score 


.48 








Exons 


2830. .2878, 3132. .3254, 


3790. 


.3893, 4336. .4431 








Seq. No. 


7078 




Seq. ID 


OJ990701 


__10.9919 


.C12 




Gene No. 


14959 




Strand 










Start 


67 




End 


141 








Name 


OJ990701 10.9919.C12.ol 


gs 


Method 


GENSCAN 








Start 


67 




End 


141 








GI 


none 




Score 


.89 








Exons 


67. .141 













7399 




Seq. No. 


7079. 




Seq. ID 


OJ990701 


_10. 


9919. 


C13 


Gene No. 


14ybU 




Of vin^ 


+ 








Start 


939 




End 


3784 








Name 


OJ990701 10/9919. C13.ol 


.gs 


Method 


GENSCAN 








Start 


939 




End 


2171 








GI 


none 




Score 


.87 








Exons 


939. .2171 














Seq. No. 


7079" 




Seq. ID 


OJ990701 


_10. 


9919. 


C13 


Gene No. 


14960 




Strand 


+ 








b tar t 






End 










Name 


OJ990701 10.9919.C13.ol 


. np 


Method 


AAT/NAP 








Start 


939 




End 


3784 








GI 


6907089 




Score 


1893 








Exons 


939.. 2267, 3762.. 3784 














GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


7079 




Seq. ID 


OJ990701 


_10. 


9919. 


C13 


Gene No. 


14960 




Strand 


+ 








oiart 


939 




v*jE'ri'&. 


3784 








Name 


OJ990701 10.9919.C13.o2 


. np 


'"■ Method 


AAT/NAP 








Start . 


2338 




End 


3124 








GI 


4680183 




Score 


173 








Exons 


2338..2428, 3035. .3124 














GI Descrip. 


(AF111709) gag-pol protein. 


[Oryza sativa subsp. 


indica] 




Seq. No. 


7080 




Seq. ID 


OJ990701 


_10. 


9919. 


C14 


Gene No. 


14961 




Strand 


+ 








btart 


1 




End 


2703 








Name 


OJ990701 10.9919.C14.ol 


. np 


Method 


AAT/NAP 








Start 


1 




End 


2703 








GI 


6907089 




Score 


2338 








Exons 


1..150, 282. .413, 661.. 


733, 


837. .2703 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


7080 




Seq. ID 


OJ990701 


_10. 


9919. 


C14 


Gene No. 


14962 




Strand 










Start 


3328 




End 


5355 








Name 


OJ990701 10.9919.CI4.o2 


.gs* 


Method 


GENSCAN 








Start 


3328 




End 


5100 








GI 


none 




Score 


.79 . 








Exons 


3328.. 5100 














Seq. No. 


7080 




Seq. ID 


OJ990701 


_10. 


9919. 


C14 


Gene No. 


14962 




Strand 










Start 


3328 




End 


5355 








Name 


OJ990701 10.9919.C14.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


3328 




End 


3471 








GI 


none 




Score 


126 








Exons 


3328.. 3471, 3332.. 3466 














Seq. No. 


7080 




Seq. ID 


OJ990701 


_10. 


9919. 


C14 


Gene No. 


14962 




Strand 










Start 


3328 




End 


5355 








Name 


OJ990701 10.9919.C14.o2 


.np 


Method 


AAT/NAP 








Start 


3331 




End ' 


5355 








GI 


6498441 




Score 


2911 









"**?' * 

rt 74 : 00 



Exons 3331. .3612, 3706 ... 5103,. 5275 5355 

GI Descrip. (AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 





Seq. No. 


7080 








Seq. ID 


OJ990701_10. 9919.C14 




Gene No. 


14962 








Strand 






Start 


3328 








End 


5355 




Name 


OJ990701_10. 


9919 


,C14.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 










End 


3942 




GI 


none 








Score 


77 




Exons 


3340. .3465, 


3344 


. .3466, 


3496. 


.3555, 3652.. 3942, 3653.. 3937 




Seq. No. 


7080 








seq. iu 


ATQQmm in qqi q r*i a 




Gene No. 


14962 








Strand 






Start 


3328 








bna 


cqcc 
J jjj 




Name 


OJ990701_10. 


9919 


.C14.ol. 


tw 


Method 


i DLAbiA : wnea u 




Start 










End 


4324 




GI 


none 








Score 


228 




Exons 


3943.-4323, . 


3974 


,.4324 










Seq. No. 


7080 








Seq. ID 


/^TQQmm in qqi q r*^ a 




Gene No. 


14962 








Strand 






Start 


3328 








End 


DODD 




Name 


OJ990701_10. 


9919 


.C14.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


y| i Oft 

4129 














GI 


none . 








Score 


83 




Exons 


4129. .4341, 


4138 


. .4452, 


4151. 


.4444 






Seq. No. 


7080 








Seq. ID 


OJ990701_10.9919.C14 




Gene No. 


14962 








Strand 




ru 


Start 


3328 








End 


5355 




Name 


OJ990701 10. 


9919 


.C14.o4. 


tw 


Method 


TBLASTX: Wheat 


□ 


Start 


4654 








End 


4966 


:. c 




none 








Score 


69 


'-J 

j==! 


Exons 


4654 . .4914, 


4790 


. .4966 








!. _J 


Seq. No. 


7080 








Seq. ID 


• OJ990701_10.9919.C14 


^ 


Gene No. 


14962 








Strand 




: : ^ 


Start 


3328 








End 


5355 




Name 


OJ990701 10. 


9919 


.C14.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4714 








End 


5280 






obbb / yo 








Score 


68 




Exons 


4714. .4914, 


4969 


. .5106, 


5182. 


.5280 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea mays] 




Seq. No. 


7080 








Seq. ID 


OJ990701_10.9919.C14 




Gene No. 


14962 








Strand 






Start 


3328 








End 


5355 




Name 


OJ990701 10. 


9919 


.C14.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


4969 








End 


53.4 6 




GI 


none 








Score 


78 




Exons 


4969. .5118, 


4970 


. .5107, 


4984. 


.5109, 5162.. 5338, 5179.. 5346 




Seq. No. 


7081 








Seq. ID 


OJ990701_10.9919.C15 




Gene No. 


14963 








Strand 


+ 




Start 


15561 








End 


17015 



7401 



•is? 
ri s 

i y 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene' No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



OJ990701_10. 9919.C15.o3.gs 

15561 

none 

15561.. 17015 

7081 

14964 

1 

OJ990701_10.9919.C15.ol.np 
1 

6498441 



Method 

End 

Score 



GENSCAN 

17015 

.79 



Seq. ID OJ990701_10.9919.C15 
Strand 

End 3375 

•Method AAT/NAP 

End 3375 

Score 4125 



1..586, 761. .895, 1079. .1452, 1516. .1979, 2310. .3375 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



7081 

14965 

11386 

OJ990701_10.9919.C15.ol.ts 

424 

none 

424. .795, 635. .778 

7081 

14965 

11386 

OJ990701_10.9919.C15.o2.tw 

454 

none 

454. .873, 479. .874 

7081 

14965 

11386 

OJ990701_10 . 9919 . C15 . o2 . tm 

547 

none 

547. .930, 566. . 931 

7-081 
- 14965 
11386 

OJ990701_10.9919.C15.ol.tm 

958 

none 



Seq. ID OJ990701_10.9919.C15 
Strand 

End 13055 

Method TBLASTX: Soybean 

End 7 95 

Score 93 



Seq. ID OJ990701_10. 9919.C15 
Strand 

End 13055 

Method TBLASTX : Wheat 

End 874 

Score 289 



Seq. ID OJ990701_10.9919.C15 
Strand 

End 13055 

Method TBLASTX : Mai ze 

End 931 

Score 220 



Seq. ID OJ990701_10.9919.C15 
Strand 

End 13055 

Method TBLASTX : Mai ze 

End 1314 

Score 75 



958. .1074, 958. .1314, 969. .1193, 992. .1273, 1102. .1275 



7081 

14965 

11386 

OJ990701_10.9919.C15.ol.tw 

982 

none 



Seq. ID OJ990701_10.9919.C15 
Strand 

End 13055 

Method TBLASTX : Wheat 

End 1445 

Score 226 



982. .1443, 982. .1443, 992. .1444, 1002. .1445 

7081 Seq. ID OJ990701_10 . 9919 . C15 



7402 




Gene No. 


14965 




Strand 






Start 


11386 




End 


13055 




Name 


OJ990701 10.9919.C15.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


1039 




End 


1404 




GI • 


none 




Score 


112 




Exons 


1039. .1173, 1180. .1404 










Seq. No. 


7081 




Seq. ID 


OJ990701_10.9919 


.C15 


Gene No. 


14965 




Strand 






Start 


11386 




End 


13055 




Name 


OJ990701 10.9919.C15.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1609 , 




End 


2095 




GI 


none 




Score 


166 




Exons 


1609. .2094, 1640. .1900, 


1922 


. .2095 






Seq. No. 


7081 




Seq. ID 


OJ990701_10.9919 


.C15 


Gene No. 


14965 




Strand 






Start 


11386 




End 


13055 




Name 


OJ990701 10.9919.C15.o4 


.tw 


Method 


TBLASTX: Wheat 




Start. 


2834 




End 


3223 




GI 


none 




Score 


'98 




Exons 


2834. .3091, 2868. .3107, 


3074 


..3172, 3075. .3155, 3179. .3223. 


Seq. No. 


7081 




Seq. ID 


OJ990701_10.9919 


. CIS 


Gene No. 


14965 




Strand 






Start 


11386 




End 


13055 




Name 


OJ990701 10.9919.C15.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


2936 




End 


3184 




GI 


none 




Score 


109 




Exons 


2936. .3184, 2937. .3182 










Seq. No. 


7081 




Seq. ID 


OJ990701_10.9919 


.C15 


Gene No. 


14965 




Strand 






Start 


11386 




End 


13055 




Name 


OJ990701 10.9919.C15.o2 


.np 


Method 


AAT/NAP 




Start 


11386 




End 


13055 




GI 


6539588 




Score 


130 




Exons 


11386. .11404, 12740. .13055 








GI Descrip. 


(AP000837 ) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


7081 




Seq. ID 


OJ990701_10.9919 


.C15 


Gene No. 


14966 




Strand 






Start 


17811 




End 


18159 




Name 


OJ990701 10.9919.C15.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


17811 




End 


18159 




GI 


none 




Score 


112 




Exons 


17811. .17936, 17812. .17937, 


17938. .18159, 17 952. .1814 6 




Seq. No. 


7082 




Seq. ID 


OJ990701__10.9919 


.C16 


Gene No. 


14967 




Strand 


+ 




Start 


1 




End 


309 




Name 


OJ990701 10.9919.C16.ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


309 




GI 


72524 1.R1084 




Score 


431 




Exons 


1. .309 










GI Descrip. 


•5091496/dbj IAB023482.2 


IAB023482 3.0e- 


84 Oryza sativa genomic 



DNA, chromosome 6, clone P0680A03, complete sequence 1 



7403 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7083 Seq. ID 

14968 Strand 

1 End 

OJ990331_11.9923.Cl.ol.np Method 

1 End 

4895200 Score 



OJ990331_11.9923.C1 
+ 

617 

AAT/NAP 

617 

130 



1..116, 236. .353, 443. .515, 569. .617 

(AC007661) putative protein kinase [Arabidopsis thaliana] 



7083 
14968 
1 

OJ990331_11.9923.Cl.ol.tm 
234 
none 

234. .332, 236. .352, 241. .342, 423. .497, 424 
443. .517 



Seq. ID OJ990331_11.9923.C1 

Strand + 

End 617 

Method TBLASTX : Mai ze 

End 517 

Score 103 

501, 442. .501, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7083 Seq. ID 

14968 • Strand 
1 End 
OJ990331_11 . 9923 . CI . ol . tc Method 
241 End 
none Score 



OJ990331_11.9923.C1 
+ 

617 

TBLASTX: Cress 

501 

122 



241. .351, 242. .352, 424. .501, 441. .497 



7083 Seq. ID 

14968 Strand 

1 End 

OJ990331_11 . 9923 . CI . ol . gs Method 

413 End 

none Score 
413. .501 



OJ990331JL1.9923.C1 
+ 

617 

GENSCAN 

501 

.4 



Seq. No. 7084 Seq. ID 

Gene No. 14969 Strand 

Start 90 End 

Name OJ990331_11. 9923 , C3 . ol , gp Method 

Start 90 End 

GI none Score 

Exons 90.. 177, 306.. 464 



OJ990331_11. 9923.C3 
464 

AAT/GAP 

464 

458 



Seq. No. 7084 Seq. ID 

Gene No.. 14 969 Strand 

Start 90 End 

Name OJ990331_11 . 9923 . C3 . ol . gs Method 

Start 90 End 

GI none Score 

Exons 90.. 177, 306.. 451 



OJ990331_11.9923.C3 
464 

GENSCAN 

451 

.88 



Seq. No. 7085 Seq. ID 

Gene No. 14 970 Strand 

Start 36 End 

Name OJ990331_11 . 9923 . C6 . ol . gs Method 

Start 36 End 

GI none Score 



OJ990331_11.9923.C6 
587 

GENSCAN 

587 

.47 



7404 



Exons 



36. .175, 183. .369, 387. .587 



IE ; : 

i y 



Seq. No. 


7086 








Seq. ID 


OJ990331 


Gene No. 


...14971 








Strand 


+ 


Start 


2026 








End 


7627 


Name 


OJ990331 11 


.9923. 


C7.ol. 


gs 


Method 


GEN SCAN 


Start 


2026 








End 


7627 


GI 


none 








Score 


.51 


Exons 


2026. .2195, 


2968. 


.3073, 


3783. 


.4024, 4828. .5257, 




6319. .6411, 


7004. 


.7627 








Seq. No. 


7086 








Seq. ID 


OJ990331 


Gene No. 


14971 








Strand 


+ 


Start 


2026 








End 


7627 


Name 


OJ990331 11 


.9923. 


C7.ol. 


9P 


Method 


AAT/GAP 


Start 


4853 








End 


5457 


GI 


none 








Score 


954 


Exons 


4853. .5257, 


5349. 


.5457 








Seq. No. 


7086 








Seq., ID 


OJ990331 


Gene No. 


14971 








Strand 


+ 


Start 


2026 








End 


7627 


Name 


OJ990331 11 


.9923. 


C7.ol. 


np 


Method 


AAT/NAP 


Start 


4985 








End 


7525 


GI 


4835767 








Score 


647 


Exons 


4985. .5295, 


5349. 


.5726, 


7004. 


.7525 




GI Descrip. 


(AC007202) 


T8K14. 


16 [Arabidopsis thaliana] 


Seq. No. 


7086 








Seq. ID 


OJ990331 


Gene No. 


14972 








Strand 


+ 


Start 


8126 








End 


8288 


Name 


OJ990331 11 


.9923. 


C7.o2. 


gp 


Method 


AAT/GAP 


Start 


8126 








End 


8288 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



,5726, 



9923. C7 



Score 



283 



uC-osflcyp032f03bl 
8126. .8288 

'3980384 8.0e-10 (AC004561) hypothetical protein [Arabidopsis 
thaliana] 1 



7086 

14973 

8374 

OJ990331_11*. 9923 . C7 . o4 . tnv 

4810 

none 

4810. .4842, 4934. .5011, 4934. 
5069.. 5101, 5110. .5199, 5111, 
5348.. 5431, 5349.. 5432 

7086 

14973 

8374 

OJ990331_11.9923.C7.o2.ts 

5126 

none 

5126. .5197, 
5562. .5687, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990331 11. 9923. C7 



12559 

TBLASTX: Maize 
5432 
136 

,5014, 5023. .5079, 5060. 
.5197, 5156. .5257, 5161. 



,5110, 
,5265, 



5348. .5458, 5349. 
7001. .7099, 7003. 



Seq. ID OJ990331_11. 9923.C7 
Strand 

End 12559 

Method TBLASTX : Soybean 

End 7099 

Score 69 

.5483, 5397. .5465, 5561. .5716, 
.7098 



7405 



OJ990331 11. 9923. C7 



Seq. No. 7086 Seq. ID 

Gene No. 14 973 Strand 

Start 8374 , End 

Name OJ990331_11 . 9923 . C7 . o2 . cm Method 

Start ' 7076 End 

GI none Score 

Exons 7076.. 7243, 7076.. 7192, 7240.. 7278, 7246.. 7455, 7247.. 7504, 

7388. .7483, 7455. .7496, 7567. .7626, 7568. .7627, 7694. .7738, 

7704. .7745, 7756. .7830 



12559 

TBLASTX: Maize 

7.830 

276 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7086 
14973 
8374 

OJ990331 
7103 
none 

7103. .7477, 7147. .7191, 7237. .7455 



11.9923.C7.ol.ts 



Seq. ID OJ990331_11.9923.C7 
Strand 
End 

Method 
End 
Score 



12559 

TBLASTX : Soybean 

7477 

407 



ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

"Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7086 

14973 

8374 

OJ990331_11.9923.C7.o6.tm 

8175 

none 

8175.. 8195, 8296.. 8454, 8301. 
8370. .8474, 8440. .8574, 8471. 



Seq. ID 
Strand 
End 

Method 
End . 
Score 

.8447, 8320 
.8569 



OJ990331 11. 9923. C7 



12559 

TBLASTX: Maize 
8574 
71 

8454, 8360. .8455, 



7086 

14973 

8374 

OJ990331_11.9923.C7.o2.np 

8374 

3980384 



Seq. ID OJ990331_11.9923.C7 
Strand 

End 12559 

Method AAT/NAP 

End 12559 

Score 365 

8374..8686, 8794. .9012, 9121. .9576, 9706. .9852, 10642 .. 10755, 
.12419. .12559 



GI Descrip. (AC004561) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7086 

14973 

8374 

OJ990331_11.9923.C7.o3.ts 

8557 

none 

8557.. 8652, 8809.. 8991 

7086 

14973 

8374 

OJ990331_11.9923.C7.ol.tm 

8606 

none 

8606.. 8659, 8608.. 8658, 8620. 
8767.. 8991, 8776..8988, 8825. 
9000.. 9041, 9004. 
9034. .9444, 9412. 
9560. .9730 



,9033, 9005. 
,9567, 9416. 



Seq. ID OJ990331_11.9923.C7 
Strand 

End 12559 

Method TBLASTX : Soybean 

End 8991 

Score 184 



Seq. ID OJ990331_11. 9923.C7 
Strand 

End 12559 
Method TBLASTX : Mai ze 
End 9730 
Score 81 

.8661, 8741.. 8809, 8749. .8805, 
.9004, ' 8826. .8993, 8996. .9034, 
.9034, 9031.. 9444, 9032.. 9445, 
.9559, 9508.. 9729, 9557.. 9730, 



7406 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990331_11.9923.C7 
Strand 

End 12559 

Method AAT/GAP 

End 9618 

Score 891 



7086 
14973 
8374 

OJ990331_11 . 9923 . C7 . o3 . gp 
9166 
2428164 
9166. .9618 

3980384 8.0e-10 (AC004561) hypothetical protein [Arabidopsis 
thaliana] 



7086 

14973 

8374 

OJ990331_11.9923.C7.o5.tm 

10137 

none 



Seq. ID OJ990331_11.9923.C7 
Strand 

End 12559 

Method TBLASTX: Maize 

End 10418 

Score 217 



10137. .10412, 10147. .10413, 10148 .. 104 14 , 10254. .10418 



7086 

14973 

8374 

OJ990331JL1 . 9923 . C7 . o3 . tm 

10720 . 

none 



Seq. ID OJ990331_11.9923.C7 
Strand 

End 12559 

Method TBLASTX: Maize 

End 10997 

Score 361 



10720. .10995, 10721. .10996, 10722.. 10997 



iii Seq. No. 7087 

Gene No. 14974 

! =3 Start 4671 

III Name OJ990331_11 . 9923 ,C8 . o2 . gs 

5 J Start 4671 

i'lj GI none 

; " Exons 4671.. 4831, 4855.-4996 

j =3 Seq. No. 7088 

\J Gene No. 14975 

!«£ Start 178 

|l Name OJ990331_11 . 9923 .Cll . ol . gs 

;S Start 178 

GI none 

Exons 178.. 279 



Seq. "ID OJ990331_11.9923.C8 
Strand 

End 4996 

Method GEN SCAN 

End 4996 

Score .47 



Seq. ID OJ990331_11. 9923. Cll 

Strand + 

End 27 9 

Method GEN SCAN 

End 27 9 

Score .41 



OJ990331_11.9923.C13 
+ 

353 

AAT/GAP 
348 
677 



Seq. No. 7089 Seq. ID 

Gene No. 14 976 Strand 

Start 1 End 

Name OJ990331_11 . 9923 . C13 . ol . gp Method 

Start 1 End 

GI 31280_1.R1084 Score 

Exons 1..348 

GI Descrip. f 5354158/gb | AAD42378 . 1 | AF149841_1 4.0e-62 (AF149841) 

digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 
>gi_5 3 5 4 1 60_gb_AAD4 237 9. 1_AF1 4984 2_1 ( AF1 4 9 8 4 2 ) 
digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 
>gi_6041825_gb_AAF02140.1_AC009918_12 (AC009918) 
digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 1 



Seq. No. 



7089 



Seq. ID OJ990331_11.9923.C13 



7407 



Gene No. 14976 Strand + 

Start 1 End 353 

Name OJ990331_11 . 9923 . C13 . ol .np Method AAT/NAP 

Start 1 End 353 

GI 5354158 Score 308 

Exons 1 . . 353 

GI Descrip. (AF149841) digalactosyldiacylglycerol synthase [Arabidopsis 
thaliana] gi | 5354160 | gb IAAD42379 . 1 |AF149842_1 (AF149842) 
digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 
gi I 6041825 | gb | AAF02140.il AC009918_12 (AC009918) 
digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 



Seq. No. 
- Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
(3 Name 
kj Start 
GI 

Exons 



i.i E 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7089 Seq. ID 

14976 Strand 

1 End 
OJ990331JL1 . 9923 . C13 . ol . tm Method 

51 End 

none Score 

51. .347, 73. .348, 81. .347 

7089 

14976 . Strand 

1 End 
OJ990331_11.9923.C13.ol.ts Method 

60 End 

none Score 

60. .155, 61. .348, 82. .306, 183. .347 



OJ990331_11.9923.C13 
+ 

353 

TBLASTX: Maize 

348 

193 



Seq. ID OJ990331_11.9923'.C13 
+ 

353 

TBLASTX : Soybean 
348 . 
341 



7089 Seq. ID 

14976 Strand 

1 End 
OJ990331JL1. 9923.C13.ol.gs Method 

67 End 

none Score 
67. .348 



OJ990331_11. 9923.C13 
+ 

353 

GENSCAN 

348 

.96 



□ 



Seq. No. 7090 Seq. I®- OJ990331 

Gene No. 14977 Strand" + 

Start 426 End 749. 

Name OJ990331_11. 9923.C14 .ol.gp Method AAT/GAP 

Start 426 End 749 

GI none Score 344 

Exons 426.. 584, 711.. 749 



11.9923.C14 



Seq. No. 


7090 












Seq. ID 


OJ990331_ 


11. 


9923 


.C14 


Gene No. 


14977 












Strand 


+ 








Start 


426 












End 


749 








Name 


OJ990331 


11. 


9923. 


C14 


.ol 


gs 


Method 


GENSCAN 








Start 


439 












End 


584 








GI 


none 












Score 


.54 








Exons 


439. .584 






















Seq. No. 


7091 












Seq. ID 


OJ990331_ 


11. 


9923 


.C15 


Gene No. 


14978 












Strand 


+ 








Start 


413 












End 


3845 








Name 


OJ990331 


11. 


9923. 


C15 


.ol 


gs 


Method 


GENSCAN 








Start 


' 413 












End 


3845 









7408 



GI 


none 




Score 


.49 








Exons 


. 413. .486, 1542. . 


1629, 1793. . 


1937, 3421 
- 


. .3845 








Seq. No. 


7091 




Seq. ID 


OJ990331_ 


11. 


9923, 


.C15 


Gene No. 


14979 




Strand 










btart 


976 




End 


4067 








Name 


OJ990331 11.9923 


.C15.ol.np 


Method 


AAT/NAP 








Start 


976 




End 


4067 








GI 


6498423 




Score 


129 








Exons 


976.. 1016, 3354. 


.3457, 3565. 


.3732, 3835.. 4067 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 








Seq. No. 


7091 




Seq. ID 


OJ990331_ 


11. 


9923, 


.C15 


Gene No. 


14980 




Strand 










Start 


5472 




. End 


6154 








Name 


OJ990331 11.9923 


.C15.o2.gs 


Method 


GEN SCAN 








Start 


5472 




End 


6154 








GI 


none 




Score 


.44 








Exons 


5472. .5579, 5984 


. .6154 












Seq. No. 


7092 




Seq. ID 


OJ990331_ 


11. 


9923, 


.C16 


Gene No.. 


14981 




Strand 


+ 








Start 


4329 




End' 


6870 








Name 


OJ990331 11.9923 


.C16.o2.np 


Method 


AAT/NAP 








Start 


4329 




End 


6870 








GI 


1352681 




Score 


721 








Exons 


4329. .4384, 5269 


..5645, 5799 


. .6137, 6237. .6342, 


6440. .6631, 




6749. .6870 















GI Descrip. 



□ Seq. No. 

hJ Gene No. 

\ n l Start 

„. Name 

':i Start 

J3 GI 

!3 Exons 



PROTEIN PHOSPHATASE 2C (PP2C) gi | 1076391 | pir | | S55457 
phosphoprotein phosphatase (EC 3.1.3.16) 2C - Arabidopsis 
thaliana gi | 633028 | dbj | BAA07287 | (D38109) protein phosphatase 2C 
[Arabidopsis thaliana] gi | 6006880 | gb | AAF00655 . 1 | AC008153_7 
(AC008153) protein phosphatase 2C (PP2C) [Arabidopsis thaliana] 



7092 Seq. ID 

14981 Strand 

4329 End 

OJ990331_11.9923.C16.o3.gs Method - 

5295 End 

none Score 



OJ990331_11. 9-923. C16 : 
+ 

6870 
GENSCAN 
6858 
.83 



5295. .5645, 5709. .6137, 6237. .6342, 6440.. 6858 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7092 

14982 

17090 

OJ990331_ll.9923.C16.-o3.np 

17090 

2642159 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17090. .17200, 17935. .17997, 18102 .. 1834 1 , 18427. .19095 
(AC003000) GDP-mannose pyrophosphorylase [Arabidopsis thaliana] 
gi 1 3598958 (AF076484) GDP-mannose pyrophosphorylase [Arabidopsis 
thaliana] gi 14151925 (AF108660) CYT1 protein [Arabidopsis 
thaliana] 



OJ990331_11.9923.C16 
+ 

19098 
AAT/NAP 
19095 
1587 



Seq. No. 
Gene No. 
Start 



7092 

14982 

17090 



Seq.. ID OJ990331_11.9923.C16 
Strand + 
End 19098 



7409 



Name 


OJ990331 11.9923.C16. 


o5 . gs 


Method 


GENS CAN 






Start 


17090 




End 


19098 






GI 


none 




Score - 


.89 






Exons 


17090. .17200, 17935.. 


17997, 


18102. .18341, 18427. 


.19098 




Seq. No. 


7092 




Seq. ID 


OJ990331_ 


11. 9923 


.C16 


Gene No. 


14982 




Strand 


+ 






Start 


17090 




End 


19098 






Name 


OJ990331 11.9923.C16. 


ol.gp 


Method 


AAT/GAP 






Start 


17139 




End 


18489 






GI 


36904 1.R1084 




Score 


785 






Exons 


17139. .17200, 17935.. 


17997, 


18102. .18341, 18427. 


.18489 




GI Descrip. 


•4103324 2.0e-62 (AF022716) 


GDP-mannose pyrophosphorylase 




[Solanum tuberosum] ' 












Seq. No. 


7092 




Seq. ID 


OJ990331_ 


11.9923 


.C16 


Gene No. 


14983 




Strand 


+ 






Start 


22213 




End 


25794 






Name 


OJ990331 11.9923.C16. 


o7.gs 


Method 


GEN SCAN 






Start 


22213: 




End 


25425 






GI 


none 




Score 


.81 






Exons 


22213. .22223, 22607.. 


22721, 


22780. .23094, 23602. 


.23868, 






24435.-24784, 24933.. 


25425 










Seq. No. 


7092 




Seq. ID 


OJ990331_ 


11.9923 


.C16 


Gene No. 


14983 




Strand 


+ 






Start 


22213 




End 


25794 






Name 


OJ990331 11.9923.C16. 


o3.gp 


Method 


AAT/GAP 






Start 


22718 




End 


23798 






GI 


31280 1.R1084 




Score 


1112 






Exons 


22718. .23094, 23602.. 


23798 











GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
' Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



' 5354158/gb|AAD42378.1|AF14 9841_l 4 .0e-62 (AF14 9841) 
digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 
>gi_5 35416 0_gb_AAD4 237 9. 1_AF 149842_1 ( AF 149842) 
digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 
>gi_6041825_gb_AAF02140.1_AC009918_12 (AC009918) 
digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 1 



7092 
14983 
22213 

OJ990331_11 . 9923.:, CI 6 . o4 . np 
22807 
3047114 

22807. .22941, 23573 .. 23868 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24435. .24661, 24933.-25442 
(AF058919) No definition line found [Arabidopsis thaliana] 



OJ990331_11.9923.C16 
+ 

25794 
AAT/NAP 
25442 
1087 



7092 Seq. ID 

14983 . Strand 

22213 End 

OJ990331_11 . 9923 . CI 6 . o4 . gp Method 

24504 End 

21864_1.R1084 Score 
24504. .24784, 24933.-25794 

•3047114 5.0e-57 (AF058919) No definition line found 
[Arabidopsis thaliana]' 1 



OJ990331_11. 9923.C16 
+ 

25794 
AAT/GAP 
25794 
2251 



7410 



Seq. No. 7092 
Gene No. 14984 
Start 26783 

Name OJ990331_11 . 9923 . C16 . 08 . gs 

Start 26783 
GI none 
Exons 26783. .27055, 28030. 

29518. .29589, 30188. 

31822. .31998, 33101. 

34071. .34220, 34234. 



34897. .34991, 35448, 



28094, 
31044, 
33313, 
34302, 
35552, 



Seq. ID OJ990331_11.9923.C16 

Strand + 

End 37719 ;• 

Method GENSCAN 

End 37719 

Score .59 
28950. .29043, 29298 . .29403, 
31294. .31567, 31651 .. 31721 , 
33442. .33529, 33665.-33693, 
34365. .34517, 34 609 .. 34777 , 
35929. .36038, 37620.. 37719 



Seq. No. 7092 

Gene No. 14984 

Start 26783 

Name OJ990331_11. 9923 .C16. o5 .np 

Start 26819 

GI 4895200 

Exons 26819. .27055, 27624 .. 27741 , 
28950. .29043, 29135 .. 29215, 



11.9923.C16 



Seq. ID OJ990331_ 

Strand + 
- End 37719 

Method AAT/NAP 

End 29411 

Score 673 
27831. .27889, 28030 .. 28094 , 
29298. .29411 



GI Descrip. (AC007661) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 7092 

Q Gene No. 14 984 

Start 26783 

s ; fJ Name OJ990331_11 . 9923 . C16 . o5 . gp 

jlji Start 29313 

; S S GI none 
i; =* Exons 



Seq. ID OJ990331_11.9923.C16 

Strand + 

End 37719 

Method AAT/GAP 

End 30402 

Score 630 



29313. .29403, 30080 .. 30152, 30228.. 30402 



Seq. No. 7092 

Gene No. 14984 

Start 26783 

Name OJ990331_11. 9923.C16.o6.gp 

Start ' 30443 

GI LIB3434-011-P1-K1-G4 

Exons 30443. .30583, 30674. 

GI Descrip. 1 4895199/gb| AAD32786 
hypothetical protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990331_ 
+ 

37719 
AAT/GAP 
30985 
862 



11.9923.C16 



30985 

1|AC007661_23 5.0e-ll (AC007661) 
[Arabidopsis thaliana] 1 



Seq. No. 7092 Seq. ID 

Gene No. 14984 Strand 

Start 26783 End 

Name OJ990331_11 . 9923 . C16 . o7 . gp Method ' 

Start 31651 End 

GI 2797283 Score 

Exons 31651. .31721, 31822.. 31901 

GI Descrip. 4895199/gb | AAD32786 . 1 | AC007661_23 5.0e-ll (AC007661 
hypothetical protein [Arabidopsis thaliana] 



OJ990331_11.9923.C16 
+ 

37719 
AAT/GAP 
31901 
262 



Seq. No. 7092 Seq. ID OJ990331 

Gene No. 14984 Strand + 

Start 26783 End 37719 

Name OJ990331_11 . 9923 . C16 . 08 . gp Method AAT/GAP 

Start - 31887 End 32350 

GI none Score 883 

Exons 31887. .32350 



11.9923.C16 



7411 



Seq. No. 7092 Seq. ID 

Gene No. 14 984 . Strand 

Start 26783 End 

Name OJ990331_11 . 9923 . C16 . o9 . gp Method 

Start 33155 End 

GI none Score 
Exons . 



OJ990331_11.9923.C16 
+ 

37719 
AAT/GAP 
34647 
1279 



33155. .33313, 33442 .. 33529, 33612 33634 , 33753 .. 33827 , 
33910. .33963, 34071 .. 34148, 34234 34302 , 34365 34517 , 
34609. .34647 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7092 



Seq. ID OJ990331_11.9923.C16 



14985 Strand + 

52996 End 57907 

OJ990331_11. 9923.C16.ol2.gp Method AAT/GAP 
52996 End 55118 

none Score 836 

52996. .53183, 54462 .. 54653, -.55043 55118 



Seq. No. 

Gene No. 

Start 
i;j Name 
\ Start 

[ill Exons 



7092 

14985 

52996 

OJ990331_11. 9923.C16.o7.np 

53351 

4006886 



Seq. ID OJ990331_11. 9923.C16 

Strand + 

End 57907 

Method AAT/NAP 

End 57907 

Score 8 93 , 



53351. .53386, 55519 .. 55651, 55725 .. 55826, 56151. 
. 56443. .56655, 56841 .. 56903, 57198 .. 57313, 57414. 
57567. .57907 

GI Descrip. (Z99708) putative protein [Arabidopsis thaliana] 



,56270, 
,57472, 



n 

sr. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7092 
14985 
52996 

OJ990331_11.9923.C16.ol2.gs 
55060 



none 

55060. 

56151. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

55176, 55343.-55427, 55519 
56270, 56443. .56655, 56841 



OJ990331_11.9923.C16 
+ 



57907 
GENSCAN 
57904 
.7 

55701, 55958. 
56903, 57198. 



.56028, 
.57313, 



57414. .57472, 57567. .57904 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7092 Seq. ID 

14985 Strand 

52996 End 

OJ990331JL1.9923.C16.ol3.gp Method 

57175 End 

LIB34 32-024-P1-K1-C2 Score 



OJ990331_11. 9923.C16 
+ 

57907 
AAT/GAP 
57740 
606 



57175. .57313, 57414 .. 57472, 57567. .57740 

'4006886/emb I CAB16816.il 7.0e-34 (Z99708) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 7092 

Gene No. 14986 

Start 335 

Name OJ990331_11. 9923.C16.ol.np 

Start 335 

GI 5042454 
Exons 



Seq. ID OJ990331_11.9923.C16 



Strand 
End 

Method 

End 

Score 



4123 
AAT/NAP 
4123 
3244 



335.. 1123, 1760.. 3468, 3525. .3631, 3973.. 4123 



7412 




GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 





Seq. No. 


7092 




Seq. ID 


OJ990331_ 


11.9923.C16 




Gene No. 


14986 




Strand 


- 






Start 


335 




End 


4123 






Name 


OJ990331 11.9923.C16 


. ol . gs 


Method 


GENSCAN 






Start 


364 




End 


888 






GI 


none 




Score 


.92 






Exons 


364. .888 












Seq. No. 


7092 




Seq. ID 


OJ990331_ 






Gene No. 


14986 




Strand 








Start 


335 




End 


4123 






Name 


OJ990331 11.9923.C16 


. o2 . gs 


Method 


GENSCAN 






Start / 


1759 




End 


4033 






GI 


none 




Score 


.88 






Exons 


1759.. 2193, 2199.. 2369, 2387 


..2536, 2653.-3468, 


3525. .3731, 






3977. .4033 












Seq. No. 


7092 




Seq. ID 


• oj y 9uo ji_ 


11.9923.C16 




Gene No. 


14987 




Strand 








Start 


19153 




End 


19391 






Name 


OJ990331 11.9923.C16 


. o2 . gp 


Method 


AAT/GAP 






Start 


19153 




End 


19391 






GI 


none 




Score 


446 






Exons 


19153. .19391 










y 


Seq. No. 


7092 




Seq. ID 


OJ990331_ 


11.9923.C16 




Gene No. 


14988 




Strand 






: y 


Start 


20084 




End 


20751 




. *\ 


Name 


OJ990331 11.9923.C16 


.06. gs 


Method 


GENSCAN 




: y 


Start 


20084 




End 


20751 






GI 


none 




Score 


.58 






Exons 


20084. .20096, 20645. 


.20751 








: 'zl 


Seq. No. 


7092 




Seq. ID 


OJ990331_ 


11.9923.C16 




Gene No. 


14989 




Strand 








Start 


36129 




End 


36443 






Name 


OJ990331 11.9923.C16 


.olO.gp 


Method 


AAT/GAP 




: t=. 


Start 


36129 




End ' 


36443 




:J 


GI 


none 




Score" 


618 






Exons 


36129. .36443 












Seq. No. 


7092 




Seq. ID 


OJ990331_ 


11.9923.C16 




Gene No. 


14990 ' 




Strand 










39331 




End 


44367 






Name 


OJ990331 11.9923.C16 


. oil .gp 


Method 


AAT/GAP 






Start 


38876 




End 


44367 






GI 


507 1.R1084 




Score 


2973 






Exons 


38876. .39417, 40805. 


.41029, 


41115. .41674, 44050. 


.44367 




GI Descrip. 


»1346764/sp|P48489| PP1 ORYSA 


1.0e-175 


SERINE/THREONINE PROTEIN 






' PHOSPHATASE PP1 >gi_! 


951336 gb AAA74625 


(U31773) 


protein 






phosphatase 1 [Oryza 


sativa] 


t 








Seq. No. 


7092 




Seq. ID 


OJ990331_ 


11.9923.C16 




Gene No. 


14990 




Strand 








Start 


39331 




End 


44367 





7413 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990331_1 1 . 9923 . CI 6 . o9 . gs Method GENSCAN 

39331 End 44273 

none Score .52 

39331. .39417, 4 1219 41266, 4 1427 4 1674 , 42392 . .42473, 

42620. .42685, 44187;. 44273 



7092 

14990 

39331 

OJ990331_11.9923.C16.o6.np 

40844 

1346764 



Seq. ID OJ990331_11.9923.C16 
Strand 

End 44367 

Method AAT/NAP 

End 44258 

Score 1410 



40844. .41029, 4 1115 .. 4 1682, 44062. .44258 

SERINE/THREONINE PROTEIN PHOSPHATASE PP1 gi | 951336 | gb | AAA74 625 | 
(U31773) protein phosphatase 1 [Oryza sativa] 



Seq. No. 7092 

Gene No. 14 991 

Start 53206 

Name OJ990331_11 . 9923 .C16. oil .gs 
Start : 53206 

GI none 

Exons 53206. .53329, 53612.. 53637 



Seq. ID OJ990331_11.9923.C16 
Strand 

End 53637 

Method GENSCAN ■ 

End' 53637 

Score . 91 



!f Seq. No. 7092 

= ! = Gene No. . 14 992 

S 1J Start 59645 

;3 Name OJ990331_1 1 . 9923 . C16 . o5 . tw 

'Q Start . 297 

5 S GI * none 
Exons 



i 

j, 3 



Seq. ID OJ990331_11.9923.C16 
Strand 

End 62073 

Method TBLASTX : Wheat 

End 2796 

Score 59 



297. .374, 472. .516, 2405. .2662, 2439.-2678, 2645. .2704, 
2710. .2742, 2749..2796 



Seq. No. 7092 

Gene No. 14 992 

Start 59645 

Name OJ990331_11 . 9923.C16.o6. tw 

Start 517 

GI none 

Exons 517.. 744, 518.. 709 



Seq. ID OJ990331_11.9923.C16 
Strand 

End 62073 

Method TBLASTX : Wheat 

End 744 

Score 124 



Seq. No. 7092 

Gene No. 14 992 

Start 59645 

Name OJ990331_11 . 9923 .C16. o3 . tc 

Start 5442 

GI none 
Exons 



Seq. ID OJ990331_11.9923.C16 
Strand 

End 62073 

Method TBLASTX : Cress 

End 6852 

Score 95 



5442. .5597, 5522. .5596, 5609. .5647, 5976. .6137, 5978. .6130, 
6234.-6347, 6266.-6346, 6438. .6512, 6439. .6513, 6507. .6614, 
6508. .6594, 6772. .6852 



Seq. No. 7092 

Gene No. 14992 

Start 59645 

Name OJ990331_11 . 9923 .C16.o3 . ts 

Start 5514 

GI none 



Seq. ID OJ990331_11.9923.C16 
Strand 

End 62073 

Method TBLASTX : Soybean 

End 6573 

Score 103 



7414 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5514.. 5594, 5522.. 5596, 5609. 
6234. .6347, 6234 .. 6338 , -6266 . 
6507. .6545, 6508. .6573 

7092 

14992 

59645 

OJ990331_11.9923.C16.o6.tm 

5522 

none 

5522. .5647, 5523. .5648, 5790. 
5949. .6137, 6234. .6269, 6234. 

7092 

14992 

59645 

OJ990331_11.9923.C16.o2.tw 

6024 

none 

6024. .6137,. 6068. .6136, 6234. 
6438. .6512, 6439. .6513, 6511. 



5647, 5972. .6130, 5973. .6137, 
,634 6, 64 38. .6512, 6439. .6513, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990331 11.9923.C16 



62073 

TBLASTX: Maize 
6269 
113 

5948, 5795. .5947, 5930. .6136, 
6269 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990331 11.9923.C16 



62073 

TBLASTX : Wheat 
6602 
116 

6347, 6234.. 6338, 6266. 
6591, 6516.. 6602, 6520. 



,6346, 
,6579 



;=l Seq. No. 7092 

"5 Gene No. 14992 

Start 59645 

I: 11 Name OJ990331_11 . 9923 .C16 . ol6 . tm 

fU Start 6460 

£2 GI none 

|T| Exons 6460.. 6594, 6462.. 6611, 

!'2 6772.. 6843, 6774.. 6866 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990331_11.9923.C16 
62073 

TBLASTX: Maize 

6866 

203 



6631. .6672, 6631. .6678, 6772. .6849, 



Seq. No. 7092 
Gene No. 14992 
Start 59645 

Name OJ990331_11 . 9923 . C16 . o4 . tm 

Start ' 16993 

GI . none 

Exons 16993. .17196, 17032 .. 17058 , 

17090. .17203, 17929. .18000, 
18101. .18205, 18101. .18343, 
18420. .18545 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17081. .17203, 
17931. .17999, 
18102. .18344, 



OJ990331 11.9923.C16 



62073 

TBLASTX: Maize 
18546 
55 

17083. .17196, 
18099. .18341, 
18403. .18546, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7092 Seq. ID 

14992 Strand 

59645 End 

OJ990331_11 . 9923 . C16 . o2 . tc Method 

17086 End 

none Score 



OJ990331_11.9923.C16 
62073 

TBLASTX: Cress 

19139 

182 



17086. .17193, 17090. .17203, 17090 .. 17200, 17929 .. 18000, 



17934. .17999, 18102 .. 18359, 
18420. .18992, 19059.. 19139 



18143. .18343, 18403 .. 19101 , 



Seq. No. 7092 Seq. ID 

Gene No. 14992 Strand 

Start 59645 End 

Name OJ990331_11 . 9923.C16.o2 . ts Method 

Start 17086 End 



OJ990331_11.9923.C16 
62073 

TBLASTX: Soybean 
18837 



7415 



GI 

Exons 



none 

17086. .17199/' 17087. .17203, 

18099. .18341, 18102. .18359, 

18420. .18830, 18643. .18837 



Score 187 
17929. .18000, 17934. .17999, 
18140. .18343, 18403. . 18837, 



! - 
\ it 



is 

p 



Seq. No. 


7092 




Seq. ID 


OJ990331_11.9923. 


C16 


Gene No. 


14992 




Strand 






Start 


59645 




End 


62073 




Name 


OJ990331_11.9923.C16 


.o3. tw 


Method 


TBLASTX: Wheat ' 




Start 


lol32 




End 


18480 




GI . 


none 




Score 


339 




Exons 


18132. .18359, 18133. 


.18201, 


18140. .18343, 18403.. 18480 




Seq. No. 


7092 




Seq. ID 


OJ990331_11.9923. 


C16 


Gene No. 


14992 




Strand 






Start 


59645 




End 


62073 




Name 


OJ990331_11.9923.C16 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


T O C 1 O 

lool O 




End 


19098 




GI 


none 




Score 


771 




Exons 


18613. .19098, 18615. 


.18992, 


19059. .19097 




Seq. No. 


7092 




Seq. ID 


OJ990331_11.9923. 


C16 


Gene No. 


14992 




Strand 






Start 


59645 




End 


62073 




Name 


OJ990331 11.9923.C16 


.o4 .ts 


Method 


TBLASTX: Soybean 




Start 


18837 




End 


19098 




GI 


none 




Score 


421 




Exons 


18837. .18992, 18838. 


.19098, 


18976. .19098 




Seq. No. 


7092 




Seq. ID 


OJ990331_11.9923. 


C16 


Gene No. 


14992 




Strand 






Start 


59645 




End 


62073 




Name 


OJ990331 11.9923.C16 


.o7 . tm 


Method 


TBLASTX: Maize 




Start 


22797 




End 


23858 




GI 


none 




Score 


193 




Exons 


22797. .23093, 22819. 


.23094, 


22827. .23093, 23577 23858 , 






23587. .23856 










Seq. No. 


7092 




Seq. ID 


OJ990331_11.9923. 


C16 


Gene No. 


14992 




Strand 






Start 


59645 




End 


62073 




Name 


OJ990331 V1.9923.C16 


.06. ts 


Method 


■ TBLASTX: Soybean 




Start 


22806 




End 


25404 




GI 


none 




Score 


341 




Exons 


22806. .22901, 22807. 


.23094, 


22828. .23052, 22929 .. 23093, 






23580. .23870, 23585. 


.23869, 


23587. .23871, 244 34 .. 24523, 






24435.-24782, 24446. 


.24523, 


24924. .25097, 24 925 .. 25221 , 





25264. .25404 



Seq. No. 7092 Seq. ID 

Gene No. 14 992 Strand 

Start 59645 End 

Name OJ990331_11 . 9923 . CI 6 . o7 . tc Method 

Start 23736 End 

GI none Score 
Exons 



OJ990331JL1. 9923.C16 
62073 

TBLASTX: Cress 

24755 

177 



23736. 
24477. 



.23876, 23737. 
.24614 



.23871, 24434. .24610, 244 35 .. 24755, 



7416 




Seq. No. 


7092 






Seq. ID 


OJ990331 


_11 . 9923 


.C16 


Gene No. 


14992 






Strand 








Start 


59645 






End 


62073 






Name 


OJ990331 11.9923.C16 


.ol2. tm 


Method 


TBLASTX: 


Maize 




Start 


24404 






End 


24701 






GI 


none 






Score 


265 






Exons 


24404. 


.24694, 24432. 


.24701, 


24435. .24701 






Seq. No. 


7092 






■ Seq. ID 


OJ990331 


_11.9923 


.C16 


Gene No. 


14992 






Strand 








Start 


59645 






End 


62073 






Name 


OJ990331 11.9923.C16 


.ol8 . tm 


Method 


TBLASTX: 


Maize 




Start 


24702 






End 


25044 






GI 


none 






Score 


86 






Exons 


24702. 


.24785, 24922. 


.25044, 


24936.. 25043 






Seq. No. 


7092 






Seq. ID 


OJ990331 


_11 . 9923 


.C16 


Gene No. 


14992 






Strand 








Start 


59645 






End 


62073 






Name 


OJ990331 11.9923.C16 


. o5 . tm 


Method 


TBLASTX : 


Maize 




Start 


25045 






End 


■ 25435 






GI 


none 






Score 


571 






Exons 


25045. 


.25419, 25045. 


.25419, 


25047. .25427, 25268 


. .25435 




Seq. No. 


7092 






Seq. ID 


OJ990331 


11 . 9923 


CI 6 


Gene No . 


14992 






Strand 








Start 


59645 






End 


62073 






Name 


OJ990331 11.9923.C16 


. ol4 . tm 


Method 


TBLASTX: 


Maize 




Start 


27002 






End 


30435 






GI 


none 






Score 


75 






Exons 


27002. 


.27055, 27622. 


.27720, 


27624. .27740, 27629 


. .27730, 






27811. 


.27885, 27812. 


.27889, 


27830. .27 


B89, 27831 


. . 27905, 






28027. 


.28092, 28029. 


.28094, 


28030. .28 


095, 28948 


. .29043, 






28950. 


.29048, 28950. 


.29042, 


28952. .29044, 29105 


. .29227, 






29133. 


.29231, 29134. 


.29232, 


29134. .29214, 29295 


. .29402, 






29296. 


.29403, 29297. 


.29401, 


30040. .30150, 30070 


. .30150, 






30072. 


.30152, 30078. 


.30152, 


30206. .30433, 30225 


. .30434, 






30226. 


.30435 












Seq. No. 


7092 






. Seq. ID 


OJ990331 


_11 . 9923 


.C16 


Gene No. 


14992 






Strand 








Start 


59645 






End 


62073 






Name 


OJ990331 11.9923.C16 


. olO.tm 


Method 


TBLASTX: 


yiaize 




Start 


28668 






End 


28947 






GI 


none 






Score 


415 






Exons 


28668. 


.28946, 28681. 


.28947, 


28681. .28947 






Seq. No. 


7092 






Seq. ID 


OJ990331 


_11.9923 


.C16 


Gene No. 


14992 






Strand 








Start 


59645 






End 


62073 






Name 


OJ990331 11.9923.C16 


.o4 .tc 


Method 


TBLASTX: 


Cress 




Start 


28945 






End 


30129 






GI 


none 






Score 


139 






Exons 


28945. 


.29043, 28959. 


.29042, 


28989. .29048, 29132 


. .29227, 






29132. 


.29215, 29295. 


.29348, 


29318. .29398, 29349 


. .29399, 






30073. 


.30129 













7417 






Seq. No. 


7092 








Seq. ID 


OJ990331 


J.1.9923. 


CI 6 




Gene No. 


14992 








Strand 










Start 


59645 








End 


62073 








Name 


OJ990331 11.9923.C16 


. 08 . tm 


Method 


TBLASTX: 


Maize 






Start 


30436 








End 


31485 








GI 


none 








Score 


88 








Exons 


30436. 


.30531, 


30436. 


.30522, 


30533. .30583, 30669 


. .30725, 








30672. 


.30722, 


30673. 


.30726, 


30726. .30818, 30727 


. .30768, 








30728. 


.30817, 


30810. 


.31040, 


30819. .31040, 30823 


. .31047, 








31291. 


.31368, 


31293. 


.31469,. 


31293. .31469, 31294 


. .31485 






Seq. No. 


7092 








Seq. ID 


OJ990331 


_11.9923. 


C16 




Gene No. 


14992 








Strand 










Start 


59645 








End 


62073 








Name 


OJ990331 11.9923.C16 


.ol7.tm 


Method 


TBLASTX : 


Maize 






Start 


31489 








End 


31913 








GI 


none 








Score 


95 








Exons 


31489. 


.31560, 


31490. 


.31585, 


31644. .31730, 31650 


. .31691, 








31821. 


.31913, 


31822. 


.31905 












Seq. No. 


7092 








Seq. ID 


OJ990331 


_11.9923. 


C16 




Gene No. 


14992 








Strand 








■3 


Start 


59645 








End 


62073 








Name 


OJ990331 11.9923.C16 


. ol5 . tm 


Method 


TBLASTX: 


Maize 




.n 


Start * 


33290 








End 


34308 








GI 


none 








Score 


43 






! y 


Exons 


33290. 


.33316, 


33442. 


.33483, 


33481. .33531, 33721 


. .33828, 




i a? 




33745. 


.33825, 


33750. 


.33827, 


33753. .33830, 33873 


. .33965, 




: I 




33910. 


.33963, 


34060. 


.34149, 


34070. .34168, 34071 


. .34148, 








34072. 


.34149, 


34233. 


.34307, 


34234. .34308 






; u 


Seq. No. 


7092 








Seq. ID 


OJ990331 


_11 . 9923. 


C16 


i 

: sa. 


Gene No. 


14992 








Strand 








is! 


Start 


59645 








End 


62073 






:J 


Name 


OJ990331 11.9923.C16 


.olO.ts 


Method 


TBLASTX: 


Soybean 






Start 


35261 








End 


35555 








GI 


none 








Score 


117 






^3 


Exons 


35261. 


.35371, 


35445. 


.35555, 


35498. .35554 






3 


Seq. No. 


7092 








Seq. ID 


OJ990331 


_11. 9923. 


C16 




Gene No. 


14992 








Strand 










Start 


59645,. 








End 


62073 








Name 


OJ990331 11.9923.C16 


,o9.tm 


Method 


TBLASTX: 


Maize 






Start 


35443 








End 


36218 








GI 


none 








Score 


171 








Exons 


35443. 


.35583, 


35445. 


.35555, 


35621. .35E 


121, 35647 


. .35820, 








35922. 


.36035, 


35923. 


.36039, 


35926. .36036, 35955 


. .36041, 








36126. 


.36200, 


36127. 


.36213, 


36132. .36218 








Seq. No. 


7092 








Seq. ID 


OJ990331 


J.1.9923. 


C16 




Gene No. 


14992 








Strand 










Start 


59645 








End 


62073 








Name 


OJ990331 11.9923.C16 


.o9.ts 


Method 


TBLASTX: 


Soybean 






Start 


35671 








End 


36052 








GI 


none 








Score 


173 








Exons 


35671. 


.35820, 


35672. 


.35821, 


35923. .36039, 35927 


. .36052 





7418 




Seq. No. 


7092 








Seq. ID 


OJ990331_11.9923 


.C16 


Gene No. 


14992 








Strand 






Start 


59645 








End 


62073 




Name 


OJ990331 11.9923.C16 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


39096 








End 


44436 




GI 


none 








Score . 


59 




Exons 


39096. 


.39149, 


39097. 


. 39150, 


39101. .39154, 39101. .39151, 






39139. 


.39198, 


39160. 


.39198, 


39161. .39208, 39162 .. 39239, 






39199. 


.39240, 


39199. 


.39342, 


39200. .39364, 39305 .. 39352 , 






39356. 


.39418, 


39357. 


.39419, 


40839. .41030, 40840 .. 41031, 






40841. 


.41032, 


40843. 


.41031/ 


41112. .41675, 41113. .41688, 






41114. 


.41674, 


41115. 


.41675, 


41122. .4167 6, 4 4067 .. 44228 , 






44116. 


.44217, 


44127. 


.44231, 


44297. .44326, 4 4398. .44 436 




Seq. No. 


7092 








Seq. ID 


OJ990331_11.9923 


.C16 


Gene No. 


14992 








Strand 






Start 


59645 








End 


62073 




Name 


OJ990331 11.9923.C16 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


40839 








End 


44228 




GI 


. none 








Score 


238 




Exons 


40839. 


.41033, 


40841. 


.41032, 


40870. .41034, 4087 6. .41034, 






41112. 


.41675, 


41113. 


.41709, 


44067. .4 4228, 44125. .44217 




Seq. No. 


7092 








Seq. ID' 


OJ9903.31_11.9923 


.C16 


Gene No. 


14992 








Strand 






Start - 


59645 








End 


62073 




Name 


OJ990331 11.9923.C16 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


40871 








End 


44211 




GI 


none 








Score 


198 




Exons 


40871. 


.41032, 


40878. 


.41051, 


40891.'. 41034, 4 1112 .. 41675 , 






41113. 


.41676, 


44067. 


.44174, 


44113. .44211 




Seq. No. 


7092 








Seq. ID 


OJ990331_11.9923 


.C16 


Gene No. 


14992 








Strand 






Start 


59645 








End 


62073 




Name 


OJ990331 11.9923.C16 


,o4. tw 


Method 


TBLASTX: Wheat 




Start 


40873 








End 


41193 




GI 


none 








Score 


70 




Exons 


40873. 


.40965, 


40875. 


.41030, 


40880. .41032, 40881 .. 41030, 






40999. 


.41031, 


41112. 


.41189, 


41122. .41193 




Seq. No. 


7092 








Seq. ID 


OJ990331_11.9923 


.C16 


Gene No. 


14992 








Strand 






Start 


59645 








End 


62073 




Name 


OJ990331 11.9923.C16 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


41242 








End 


41672 




GI 


none 








Score 


507 




Exons 


41242. 


.41670, 


41244. 


.41672 








Seq. No. 


7092 








Seq. ID 


OJ990331_11. 9923 


.C16 


Gene No. 


14992 








Strand 






Start 


59645 








End 


62073 




Name 


OJ990331 11.9923.C16 


. oil . tm 


Method 


TBLASTX: Maize 




Start 


55074 








End 


55984 




GI 


none 








Score 


66 




Exons 


55074. 


.55139, 


55077. 


.55142, 


55078. .55143, 55341 .. 55406, 





7419 




55343. .55411, 55518 .. 55637 , 
55716. .55847, 55729 .. 55857 , 
55939. .55983, 55939 .. 55983, 




55542. .55631, 55577 .. 55636, 
55730. .55864, 55730 55864, 
55940. .55984, 55943.. 55984 



Seq. No. 7092 Seq. ID 

Gene No. 14992 Strand 

Start 59645 End 

Name OJ990331_11 . 9923 . C16 . o5 . ts Method 

Start 55551 End 

GI none . Score 

Exons 55551. .55607, 55727 55852, 55729.-55845, 55942 

55965. .56018, 56150 56269, 56151 56270 , 56427 

56428. .56649, 564 42 56654 , 56841 



OJ990331 11.9923.C16 



62073 

TBLASTX: Soybean 
56891 
41 

56031, 
56648, 

56891 



Seq. No. 7092 

Gene No. 14992 

Start 59645 

Name OJ990331_11 . 9923 . C16 . o5 . tc 

Start 56160 

GI none 
Exons 



Seq. ID OJ990331_11.9923.C16 
Strand 

End 62073 

Method TBLASTX : Cress 

End 56679 

Score 181 ; 



56160. .56270, 56168 .. 56269, 56427 56612 , 56427 56660, 
56428. .56679 



Seq. No. 7092 
Gene No. 14992 
Start 59645 

Name OJ990331_11 . 9923 . C16 . o3 . tm 

Start 56437 
GI none 
Exons 56437. .56655, 

57197. .57328, 

57413. .57475, 

57564. .57647, 

57726. .57905, 



56439. .56654, 
57198. .57329, 
57427. .57477, 
57566. .57670, 
57731. .57910, 



Seq. ID OJ990331_11.9923.C16 
Strand 

End 62073 

Method TBLASTX : Mai ze 

End 57999 

Score 353 
56441. .56656, 56838 .. 56891, 
57411. .57473, 574 12 .. 57474 , 
57561. .57647, 57562 .. 57669, 
57721. .57903, 57725 .. 57904 , 
57741. .57905, 57952.. 57999 



Seq. No. 7092 
Gene No. 14992 
Start 59645 

Name - OJ990331_11 . 9923 . C16 . 08 . tc 
Start 57228 
GI none 

Exons 57228. .57314, 574 11 57473, 

57559. .57633, 57721 .. 57822, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

57412 

57725 



OJ990331 11.9923.C16 



62073 

TBLASTX: Cress 
57823 
77 

57474, 57554. .57640, 
57823 



Seq. No. 7092 Seq. ID 

Gene No. 14 992 Strand 

Start 59645 End 

Name OJ990331_11 . 9923 . C16 . 08 . ts Method 

Start 57415 End 

GI none Score 
Exons 



OJ990331_11.9923.C16 
62073 

TBLASTX: Soybean 

57913 

92 



57415. .57474, 574 17 .. 57473, 57562 .. 57639, 57566 57736, 
57725. .57913, 57727.. 57897 



Seq. No. -7092 Seq. ID OJ990331_11 . 9923 . C16 

Gene No. 14992 Strand 

Start 59645 End 62073 

Name OJ990331 11 . 9923.C16.o6. tc Method TBLASTX: Cress 



7420 




J 



Start 


59607 




End 


61551 




GI 


none 




Score 


164 




Exons 


59607. .59798, 59651. 


.59869, 


59664 . .59870, 61402. 


.61551 


Seq. No. 


7092 




Seq. ID 


OJ990331_ 


11. 9923 


Gene No. 


14992 




Strand 






Start 


59645 




End 


62073 




Name 


OJ990331 11.9923.C16 


.ol3.gs 


Method 


GENSCAN 




Start 


59645 




End 


61575 




GI 


none 




Score 


.93 




Exons 


59645. .59886, 60422. 


.60489, 


60587. .60657, 60744. 


.60845, 




61160. .61306, 61399. 


.61575 









Seq. No. 7092 Seq. ID 

Gene No. 14 992 Strand 

Start 59645 End 

Name OJ990331JL1 . 9923 .C16. o7 . ts Method 

Start 59654 End 

GI none Score 

Exons 59654. .59902, 59658.. 59885 



OJ990331_11.9923.C16 
62073 

TBLASTX : Soybean 

59902 

201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Lyi GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7092 
14992 
59645 
OJ990331 
59654 
4895195 
59654. .59915, 
61160. .61275, 



OJ990331 11.9923.C16 



11.9923.C16.o8.np 



Seq. ID _ 
Strand 

End 62073 
Method AAT/NAP 
End 62073 
Score 782 
60418. .60489, 60587 .. 60657 , 6074 4 .. 6084 5, 
61358. .61575, 61981.. 62073 
(AC007661) putative mitochondrial carrier protein [Arabidopsis 
thaliana] 



7092 

14992 

59645 

OJ990331_11.9923.C16.ol9.tm 
59777 
none 
59777. 
60427. 
60587. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990331_11.9923.C16 
62073 

TBLASTX: Maize 

60646 

187 



.59884, 59778. 
.60492, 60431. 
.60646 



.59885, 59784. .59897, 60419. .604 90, 
.60490, 60586. .60645, 60587. .60646, 



Seq. No. 7092 

Gene No. 14992 

Start 59645 

Name OJ990331_11 . 9923 .C16.ol3 . tm 

Start 60789 

GI none 
Exons 



Seq. ID OJ990331_11.9923.C16 
Strand 

End 62073 

Method TBLASTX : Mai ze 

End 61477 

Score 78 



60789. .60848, 60791 .. 60838 , 61116 61229, 61154 .. 61306, 
61164. .61298, 61396 .. 61476, 61400. .61477 



Seq. No. . 7092 Seq. ID 

Gene No. 14992 Strand 

Start 59645 End 

Name OJ990331_11 . 9923 .C16. oil . ts Method 

Start 61450' End 

GI none Score 



OJ990331_11.9923.C16 
62073 

TBLASTX : Soybean 

62073 

96 



7421 



Exons" 



61450. .61581, 61454. .61561, 61975 .. 62073, 61988. .62071 



Seq. No. 7093 / ■ . Seq. ID OJ990331__11 . 9923 . C17 

Gene No. 14 993 Strand 

Start 285 End 522 

Name OJ990331_11 . 9923 . C17 . ol . np Method AAT/NAP 

Start 285 End 522 . 

GI 4895195 Score 114 

Exons 285.. 522 

GI Descrip. (AC007 661) putative mitochondrial carrier protein [Arabidopsis 
thaliana] 



Seq. No. 7093 

Gene No. 14993 

Start 285 

Name OJ990331__11 . 9923 . C17 . ol . gs 

Start 289 

GI none 

Exons 289.. 498 



Seq. ID OJ990331_11.9923.C17 
Strand 

End 522 

Method GENSCAN 

End 4 98 

Score .82 



Seq. No. 

Gene No. 

Start 
<=3 Name 

Start 
i;S GI 

Exons 
1% GI Descrip. 



Seq. ID OJ990331__11.9923.C19 
Strand 

196 

AAT/NAP 
196 
153 



7094 
14994 
1 

OJ990331_11.9923.C19.ol.np 
1 

1346764 
1. .196 

SERINE/THREONINE PROTEIN PHOSPHATASE PP1 gi | 951336 | gb | AAA74 625 | 
(U31773) protein phosphatase 1 [Oryza sativa] 



End 

Method 

End 

Score 





Seq. No. 


7094 










Seq. ID 


OJ990331_11.9923 


.C19 




Gene No. 


14995 










Strand 








Start 


98 










End 


211 






Name 


OJ990331 


_11. 


9923. 


CI 9. 


ol.tm 


Method 


TBLASTX: Maize 






Start 


56 










End 


178 




' ^ 


GI 


none 










Score 


111 






Exons 


56. .169, 


57. 


. 119, 


62. 


.178 








j 


Seq. No. 


7094 










Seq. ID 


OJ990331_11.9923 


.C19 




Gene No. 


14995 










Strand 








Start 


98 










End 


211 






Name 


OJ990331 


_11. 


9923. 


C19; 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


59 










End 


178 






GI 


none 










Score 


97 






Exons 


59. .169, 


60. 


.119, 


68. 


.178 










Seq. No. 


7094 










Seq. ID 


OJ990331_11. 9923 


.C19 




Gene No. 


14995 










Strand 








Start 


98 










End 


211 






Name 


OJ990331 


JL1. 


9923. 


C19. 


ol.gs 


Method 


GENSCAN 






Start 


98 










End 


211 * 






GI 


none 










Score 


.51 






Exons 


98. .211 


















Seq. No. 


7095 










Seq.- ID 


OJ990331_11.9923 


-C21 




Gene No. 


' 14996 










Strand 








Start 


398 










End 


516 





7422 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990331_11 . 9923 . C21 . ol . gs Method GEN SCAN 

398 End 516 

none Score .58 
398. .516 



7096 
14997 
1 

OJ990331_11.9923.C23.ol.np 
1 

2213632 
1..385 

(AC000103) F21J9.24 [Arabidopsis thaliana] 



Seq. ID OJ990331_11. 9923, 
Strand 

End 556 

Method AAT/NAP 

End 385 

Score 332 



C23 



7096 

14997 

1 

OJ990331_11.9923.C23.ol.tm 
2 

none 



Seq. ID OJ990331_11.9923. 
Strand 

End 556 

Method TBLASTX : Maize 

End 433 

Score 85 



C23 



2. .103, 15. .86, 98. .190, 104. .433, 105. .197 



Seq. No. 7096 

□ Gene No. 14 997 

Start 1 

1% Name OJ990331_11 . 9923 . C23 . ol . tw 

: ;!| Start 2 

^ GI none 

13 Exons 2.. 100, 12.. 83, 89. .271, 108, 

% Seq. No. 7096 ■ 

\f s Gene No. 14 997 

y Start 1 

Name OJ990331_11. 9923.C23.o2.tw 

;3 Start 275 

GI none 

t l Exons 275.-556, 300.. 548 

li Seq. No. 7097 

13 Gene No. 14998 

13 Start 87 

Name OJ990331_11. 9923.C24 .ol. tm 

Start 47 

GI none 

Exons 47.. 208, 66.. 209, 66.. 209 

Seq. No. 7097 

Gene No. 14998 

Start 87 

Name OJ990331_11 . 9923 . C24 . ol . gs 

Start 87 

GI none 

Exons 87.. 4 10 



Seq. ID OJ990331_11.9923, 
Strand 

556 - 

TBLASTX: Wheat 
271 
71 



C23 



End. 
'Method 
End 
Score 
.200 



Seq. ID OJ990331JL1. 9923. 
Strand 

End 556 

Method TBLASTX : Wheat 

End 556 

Score 89 



Seq. ID OJ990331_11. 9923, 

Strand + 

End 410 

Method TBLASTX: Maize 

End 209 

Score 199 



Seq. ID OJ990331_11.9923, 

Strand + 

End 410 

Method GENS CAN 

End 410 

Score . 67 



C23 



C24 



C24 



Seq. No. 
Gene No. 
Start 



7098 

14999 

26 



Seq. ID OJ990331JL1.9923. 
Strand + 
End 109 



C25 



7423 



Name 

Start 

GI 

Exons 



OJ990331_11 . 9923 . C25'. ol . gs Method GENS CAN 

■2.6 ' End 109 

hone Score . 97 
26. .109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7099 Seq. ID 

15000 Strand 

1 End 
OJ990331_11. 9923.C28.ol.np Method 

1 End 

4127370 Score 
1. .163 

(AJ010453) glutathione transferase [Alopecurus myosuroides] 



OJ990331_11.9923.C28 
+ 

163 

AAT/NAP 
163 
184 



7099 Seq. ID 

15000 ■ Strand 

1 End 
OJ990331_11. 9923.C28.ol.tm Method 

1 End 

none Score 

1..162, 1..150, 2. .151, 3. .158 

7099 Seq. ID 

15000 Strand 

1 End 
OJ990331_11, 9923 . C28 . ol . tw Method 

1 End 

none Score 

1..150, 3. .155 



OJ990331JL1. 9923.C28 
+ 

163 

TBLASTX: Maize 

162 

166 



OJ990331_11.9923.C28 
+ 

163 

TBLASTX: Wheat 

155 

170 



Seq. No. 7100 Seq. ID 

Gene No. 15001 Strand 

Start 47 End 

Name OJ990331_11 . 9923 . C29 . ol . gs Method 

Start 47 End 

GI none Score 

Exons 4 7.. 104 



OJ990331_11. 9923.C29 
+ 

104 

GEN SCAN 

104 

.94 



□ Seq. No. 7101 Seq. ID 

O Gene No. 15002 Strand 

Start 129 End 

Name OJ990331_11 . 9923 . C30 . ol . gs Method 

Start 129 End' 

GI none Score 

Exons 129.. 324 



OJ990331_11.9923.C30 
+ 

324 

GENSCAN 

324 

.78 



Seq. No. 7102 Seq. ID 

Gene No. 15003 Strand 

Start 976 End 

Name OJ990331JL2 . 9922 . C2 . ol . gs Method 

Start 976 End 

GI none Score 

Exons 976.. 1005, 1016.. 1138 



OJ990331_12. 9922.C2 
+ 

1138 
GENSCAN 
1138 
.49 



Seq. No. 
Gene No. 
Start 



7103 

15004 

2174 



Seq. ID 

Strand 

End 



OJ990331 12. 9922. C3 



6171 



7424 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

□ 

j ^ Seq. No. 

Gene No. 
V] Start 
fU Name 
j;3 Start 
jj GI 
.'^ Exons 



OJ990331_12.9922.C3.ol.np 



Method AAT/NAP 



2174 End . 6171 

5091513 Score 1125 

2174. .2397, 2549. .2673, 3435. .3504, 3585. .3880, 3962. .4598, 
5286.. 5780, 5989. .6171 

(AB023482) Hypothetical protein [Oryza sativa] 



7103 

15004 

2174 

OJ990331JL2 . 9922 . C3 . o2 . gs 

5412 

none 

5412.. 5621, 5627.. 5998 

7104 

15005 

336 

OJ990331_12.9922.C4 .ol.gs 

336 

none 

336. .710 

7104 

15006 

1024 

OJ990331_12.9922.C4.o2.gs 

1024 

none 

1024. .1318, 2733.-3433, 3624. 
5405.. 5800, 5834.. 5972, 6058. 



Seq. ID OJ990331_12.9922.C3 
Strand 

End 6171 

Method GENSCAN 

End 5998 

Score .73 



Seq. ID OJ990331_12.9922.C4 

Strand + 

End 710 

Method GENSCAN 

End 710 

Score .44 



Seq. ID OJ990331_12.9922.C4 

Strand + 

End 11353 

Method GENSCAN 

End 11353 

Score .75 

.3845, 3928.-4753, 4839.-4976, 
.6184, 7492..7S63, 7894.-7992, 



8350. .8430, 8532. .8582, 8668.-8749, 9144. .9238, 10142 .. 10213, 
10310. .10426, 10579. .10647, 10910 .. 10976, 11112. .11353 



'%j Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



!.1 



7104 Seq. ID 

15006 Strand 

1024 End 

OJ990331_12 . 9922 . C4 . ol . np Method 

2759 End 

4559347 Score 



OJ990331_12_.9922.C4 
+ 

11353 
AAT/NAP 
5979 
1552 

5238, 



2759.-3437, 3628. .3845, 3928.-4447, 4598. .4686, 5091 
5417. .5979 



GI Descrip. (AC006585) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 7104 Seq. ID 

Gene No. 15006 Strand 

Start 1024 End 

Name OJ990331_12 . 9922 . C4 . ol . gp Method 

Start 5693 End 

GI uC-osflcyp013d06bl Score 

Exons 5693.. 5972, 6058.. 6184', 7492.. 7589 

GI Descrip. ' 4559347/gb | AAD23008 . 1 | AC006585_3 4 
extensin [Arabidopsis thaliana] 1 



OJ990331_12.9922.C4 
+ 

11353 
AAT/GAP 
7589 
901 



0e-10 (AC006585) putative 



Seq. No. 
Gene No. 
Start 



7104 

15007 

11397 



Seq. ID OJ990331_12.9922.C4 
Strand + 
End 12026 



7425 



Name 


OJ990331 12. 


9922.C4.o2.gp ■ 


■ Method 


AAT/GAP 


Start 


11397 




End 


12026 


GI 


none 




Score 


940 


Exons 


11397. .11527 


, 11678.. 12026 






Seq. No. 


7104 




Seq. ID 


OJ990331_12.9922.C4 


Gene No. 


15008 




Strand 


+ 


Start 


12873 




End 


14170 


Name 


OJ990331 12. 


9922.C4.o3.gs 


Method 


GEN SCAN 


Start 


12873 


End 


14170 


GI 


none 




Score 


.75 


Exons 


12873. .13061, 13976. .14170 






Seq. No. 


7104 




Seq. ID 


OJ990331_12.9922.C4 


Gene No. 


loouy 




Strand 




Start 


15453 




End 


15883 


Name 


OJ990331 12. 


9922 . C4 . ol . tm 


Method 


TBLASTX: Maize 


Start 


7857 




End 


10426 


GI 


none 




Score 


82 


Exons 


7857 . . / 9oo , 


/o79 . . 7992, 7936. 


.7992, 8094.. 8138, 8099.. 8137, 




8347 . .8433/ 


8347.. 8439, 8528. 


.8572, 8 


529.. 8585, 8643.. 8750, 




8659. .8751, 


9143. .9241, 9143. 


.9241, 10307.. 10426, 10312. .10 


Seq. No. 


7104 




Seq. ID 


OJ990331_12. 9922.C4 


Gene No. 


15009 




Strand 




Start 


154 53 




End 


15883 


Name 


OJ990331_l2 . 


9922.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


TOOT 

7887 




End 


9229 


GI 


none 




Score 


79 ■ 


Exons 


7887. .7991, 


7936.. 7992, 8093. 


.8137, 8094. .8138, 8343.. 8444, 




8347. .8439, 


8529.. 8585, 8659. 


.8754, 8676.. 8750, 9143.. 9229 


Seq. No. 


7104 




Seq. ID 


OJ990331_12.9922.C4 


Gene No. 


i r Ann 

15009 




Strand 




Start 


15453 




End 


15883 


Name 


OJ990331 12. 


9922.C4.o2.ts 


Method 


TBLASTX : Soybean 


Start 


10124 




End 


10972 


GI 


none 




Score 


85 


Exons 


10124. .10216 


, 10307. .10429, 10315. .10428, 10572 1064 6, 




10582. .10647 


, 10910.. 10972 






Seq. No. 


7104 




Seq. ID 


OJ990331_12..9922.C4 


Gene No. 


15009 




Strand 




Start 


15453 




End 


15883 


Name 


OJ990331 12. 


9922.C4.o4.gs 


Method 


GENSCAN 


Start 


15453 




End 


15883 


GI 


none 




Score 


.87 


Exons 


15453. .15584 


, 15799.. 15883 






Seq. No. 


7105 




Seq. ID 


OJ990331_12. 9922.C5 


Gene No. 


15010 




Strand 


+ 


Start 


1 




End 


13389 


Name 


OJ990331 12. 


9922.C5.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


6618 


GI 


6686396 




Score 


1368 


Exons 


1..128, 4522 


..4783, 4994.. 5128, 5304. 


.6618 



GI Descrip. (AC007234) F1E22.10 [Arabidopsis thaliana] 



7426 



Seq. No. 7105 

Gene No. 15010 

Start 1 

Name OJ990331_12 . 9922 .C5.ol.gs 

Start 74 

GI none 
Exons 



Seq. ID OJ990331_12. 9922.C5 

Strand _ + 

End ' 13389 

Method GENSCAN 

End 6627 

Score .83 



74. .158, 4522. .4783, 4994. .5128, 5304. .6627 



Seq. No. 7105 Seq. ID OJ99Q331_12 . 9922 . C5 

Gene No. 15010 Strand + 

Start 1 End 1338 9 

Name OJ990331_12 . 9922 .C5 .ol . gp Method AAT/GAP 

Start 3514 End 3859 

GI 2309883 Score *514 

Exons 3514.. 3859 

GI Descrip. 214 9018/gb | U7054 1 | OSU7054 1 5.0e-25 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 



Lis 



:,J. 

Q 



Seq. No. 
Gene No. 
Start 



: — Name 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7105- 

15010 

1 

OJ990331_12 . 9922 . C5 . o2 . np 

5911 

6006365 



-Seq. ID OJ990331_12.9922.C5 



Strand 
End 

Method 
End ■ 
Score 



+ 

13389 
AAT/NAP 
9395 
179 



5911. .5963, 6077. .6188, 7780. .7830, 7873. .8298, 9305. .9395 
(AP000559) hypothetical protein [Oryza sativa] 



7105 Seq. ID 

15010 Strand 

1 End 

OJ990331_12 . 9922 . C5 . o2 . gs Method 

6862 End 

none Score 
6862. .6867, 7707. .7866, 8155. .8367, 9381 

10844. .10980, 11057. .11276, 11510.. 11667 



OJ990331_12.9922.C5 
+ 

13389 
GENSCAN 
11667 
.75 

9497, 9523.. 9564, 



Seq. ID OJ990331_12.9922.C5 



7105 

15010 Strand + 

1 End 13389 

OJ990331_12 . 9922 . C5 . o3 . np Method AAT/NAP 

10000 End 13389 

6815053 Score 567 

10000. .10196, 12975. .13103, 13153.. 13389 
(AP001080) hypothetical protein [Oryza sativa] 



7105 Seq. ID 

15011 Strand 

16601 End 29013 

OJ990331_12 . 9922 . C5 . o4 . np Method AAT/NAP 

16148 End 16919 

2213632 Score 686 
16148. .16919 

(AC000103) F21J9.24 [Arabidopsis thaliana] 



OJ990331_12. 9922.C5 
+ 



Seq. No. 



7105 



Seq. ID OJ990331_12.9922.C5 



7427 




Gene No. 


15011 




Strand 


+ 




Start 


16601 




End 


29013 




Name 


OJ990331_12.9922.C5. 


o4 . gs 


Method 


GEN SCAN 




Start 


16601 




End 


29013 




GI 


none 




Score * 


.87 




Exons 


16601. .17061, 18415. 


.18551, 


21827. .22690, 22947. .23030, 






23124. .23192, 23323. 


.23388, 


23481. .23555, 23653. .23755, 






24043. .24205, 24341. 


.24410, 


24743. .248 


08, 27988. .28110, 






28522. .28778, 29005. 


.29013 








Seq. No. 


7105 




Seq. ID 


OJ990331_12.9922. 


C5 


Gene No. 


15012 




Strand 






Start 


12664 




End 


15249 




Name 


OJ990331 12. 9922. C5. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


4786 




GI 


none 




Score 


112 




Exons 


1..129, 2. .130, 4520 


'. .4552, 


4521. .4592, 4581. .4784, 4598 


:. .4786 


Seq. No. 


7105 




Seq. ID 


OJ990331_12. 9922. 


C5 


Gene No. 


15012 




Strand 






Start 


12664 




End 


1524 9 




Name 


OJ990331 12. 9922. C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


5096 




GI 


none 




Score 


116 




Exons 


1..129, 2. .130, 4520 


'. .4786, 


4521. .4784 


, 4 986.. 5096 




Seq. No. 


7105 




■ Seq. ID 


OJ990331 12.9922. 


C5 


Gene No. 


15012 




Strand 


- 




Start 


12664 




End 


1524 9 




Name 


OJ990331 12. 9922. C5 . 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


2 




End 


5562 




GI 


none 




Score 


114 




Exons 


2. .130, 4580. .4780, 


4581. .4781, 4998. . 


5069, 5055.. 5123, 






5284. .5562, 5310. .5468 








Seq. No. 


7105 




Seq. ID 


OJ990331_12.9922. 


C5 


Gene No. 


15012 




Strand 






Start 


12664 




End 


15249 




Name 


OJ990331 12. 9922. C5. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


5302 




End 


5511 




GI 


none 




Score 


254 




Exons 


.5302.. 5511, 5310.. 5468 








Seq. No. 


7105 




Seq. ID 


OJ990331_12.9922. 


C5 


Gene No. 


15012 




Strand 






Start 


12664 




End 


15249 




Name 


OJ990331 12. 9922. C5. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


5371 




End 


5607 




GI 


none 




Score 


189 




Exons 


5371. .5607 










Seq. No. 


7105 




Seq. ID 


OJ990331_12.9922. 


C5 


Gene No. 


15012 




Strand 






Start 


12664 




End 


15249 




Name 


OJ990331 12. 9922. C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


5512 




End 


6549 




GI 


none 




Score 


70 





7428 



Exons 



5512. .5586, 5601. .5783, 5605. .5700, 5656. .6123, 5782. .5919, 
5971.. 6132, 6003.. 6131, 6118.. -6273, 6168.. 6431, 6334.. 6435, 
6355.. 6432, 6433. .6549 





Seq. No. 


7105 


Seq. ID 


OJ990331__12.9922.C5 




Gene No. 


15012 


Strand 






Start 


12664 


End 


15249 




Name 


OJ990331 12.9922.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


5659 


End 


6609 




GI 


none 


Score 


77 




Exons 


5659.. 5715, 5838.. 5903, 5839 


..6135, 5985. .6128, 6229. .6270, 






6334.. 6435, 6439.. 6609 








Seq. No. 


7105 


Seq. ID 


OJ990331_12.9922.C5 




Gene No . 


15012 


Strand 






Start 


12664 


End 


15249 




Name 


OJ990331 12.9922.C5.o2.tc 


Method 


TBLASTX: Cress 




Start 


5839 


End 


6570 




GI 


none 


Score 


90 




Exons 


5839.. 5919, 5971.. 6141, 59J8S 


..6119, 6334.. 6435, 6472.. 6570 




Seq. No. 


7105 


Seq. ID 


OJ990331_12.9922.C5 




Gene No. 


15012 


Strand 




□ 


Start 


12664 


End 


15249. 




Name 


OJ990331 12.9922.C5.o2.tw 


Method 


TBLASTX: Wheat 


m 


Start 


6334 


End 


6615 


is : ; 

\ y 


GI 


none 


Score 


62 


□ 


Exons 


6334. .6435, 6433. .6615 






j . E 


Seq. No. 


7105 


Seq. ID 


OJ990331_12.9922.C5 


'": J 


Gene No . 


15012 


Strand 




f y 


Start 


12664 


End 


15249 




Name 


OJ990331 12.9922.C5.o3.ts 


Method 


TBLASTX: Soybean 


:» 


Start 


11681 


End 


11938 


f. s 


GI 


none 


Score 


41 


is a 


Exons 


11681. .11710, 11717. .11938, 


11755. .11934 




Seq. No. 


7105 


Seq. ID 


OJ990331_12. 9922.C5 


Gene No. 


15012 


Strand 






Start 


12664 


End 


15249 


Q 


Name 


OJ990331 12.9922.C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


11726 


End 


11955 




GI 


none 


Score 


314 




Exons 


11726. .11953, 11734. .11949, 


11751. .11951, 11806. .11955 




Seq. No. 


7105 


Seq. ID 


OJ990331_12.9922.C5 




Gene No. 


15012 


Strand 






Start 


12664 


End 


15249 




Name 


OJ990331 12.9922.C5.o3.gs 


Method 


GENSCAN 




Start 


12664 


End 


15249 




GI 


none 


Score 


.51 




Exons 


12664. .12833, 12944 .. 13082 , 


14225. .14258, 14815 .. 1484 8 , 






14939. .15130, 15183. .15249 








Seq. No. 


7105 


Seq. ID 


OJ990331_12. 9922.C5 




Gene No. 


15013 


Strand 






Start 


16139 


End 


16870 



7429 



Name 

Start 

GI 

Exons 



OJ990331_12 . 9922 . C5 . o2 . tm 

16139 

none 

16139. .16429, 16144 16428, 
16451. .16531 



Method TBLASTX : Maize * 
End 16531 
Score , 334 
16341. .16445, 16343 .. 16435, 



Seq. No. 


7105 






Seq. ID 


OJ990331_12.9922 


.C5 


Gene No. 


15013 






Strand 






Start 


16139 






End 


16870 




Name 


OJ990331 12. 


9922 


.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


16262 






End 


16669 




GI 


none 






Score 


207 




Exons 


16262. .16426, 16270 .. 164 19, 


16448. .16669, 16450. .16521 




Seq. No. 


7105 






Seq. ID 


OJ990331_12.9922 


.C5 


Gene No. 


15013 






Strand 






Start 


16139 






End 


16870 




Name 


OJ990331 12. 


9922 


.C5.o6.tm 


Method 


TBLASTX: Maize 




Start 


16532 






End 


16870 




GI 


' none 






Score 


203 




Exons 


16532. .16765 


, 16627. .16671, 


16729.'. 16764, 16802 .. 16870, 






16829. .16870 










Seq. No. 


7106 






Seq. ID 


OJ990331_12.9922 


.C6 


Gene No. 


15014 






Strand 






Start 


' 1836 






■ End 


4473 




Name 


OJ990331 12. 


9922 


.C6.ol.gs 


Method 


GENSCAN 




Start 


1836 






End 


4473 




GI 


none 






Score 


.69 




Exons 


1836. .1855, 


2250 


..2417, 2456 


..2599, 2616. .2858, 3527. .3678 




3956. .3990, 


4087 


..'4193, 4410 


. .4473 






Seq. No. 


7107 






Seq. ID 


OJ990331_12.9922 


.C7 


Gene No. 


15015 






Strand 


+ 




Start 


1251 






End 


6055 




Name 


OJ990331 12. 


9922 


. C7 . ol . gs 


Method 


GENSCAN 




Start 


1251 






End 


5541 




GI 


none 






Score 


.76 




Exons 


1251. .1922, 


2335 


..2418, 2758 


..5022, 5110. .5541 




Seq. No. 


7107 






Seq. ID 


OJ990331_12.9922 


.C7 


Gene No. 


15015 






Strand 


+ 




Start 


1251 






End 


6055 




Name 


OJ990331 12. 


9922 


.C7.ol.np 


Method 


AAT/NAP 




Start 


2290 




End 


6055 




GI 


4680179 






Score 


4492 





Exons 2290.. 3348, 3376.. 6055 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 7107 Seq. ID 

Gene No. 15015 Strand 

Start 1251 End 

Name , OJ990331_12 . 9922 .C7 . 08 . tw Method 

Start 2499 End 

GI none Score 

Exons 2499.. 2696, 2500.. 2697 



OJ990331_12.9922.C7 
+ 

6055 

TBLASTX: Wheat 

2697 

198 



7430 




Seq. No. 


7107 








Seq. ID 


OJ990331_12.9922 


,C7 


Gene No. 


1DUXD 








Strand 


+ 




Start 


1251 








End 


6055 




Name 


OJ990331 12 


.9922. 


C7.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


2749 








End 


3087 




GI 


none 








Score 


237 




Exons- 


2749. .3087, 


2749. 


.2958 










Seq. No. 


7107 








Seq. ID 


OJ990331_12.9922 


.C7 


Gene No . 










otrana 






Start 


1251 








End 


6055 




Name 


OJ990331 12 


.9922. 


C7.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


2749 








End 


3099 




GI 


none 








Score 


299 




Exons 


2749. .3099 














Seq. No. 


7107 








Seq. ID 


OJ990331_12.9922 


.C7 


Gene No . 


1 CA1 C 

lOUlO 








bcrana 


T 




Start 


1251 








End 


6055 




Name 


OJ990331 12 


..9922. 


C7.o7. 


tw 


Method 


TBLASTX: Wheat 




StaVt 


3433 




- 




End 


3786 




GI 


none 








Score 


255 




Exons 


3433. .3786 














Seq. No.' 


7107 








Seq. ID 


OJ990331_12.9922 


.C7 


Gene No. 


lbUlb 








C* 4- i- 1T s /J 

btrana 


+ 




Start 


1251 








End 


6055 




Name 


OJ990331 12 


.9922. 


C7.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


3790 








End 


3983 




GI 


none 








Score 


180 




Exons 


3790. .3981, 


3828. 


.3983 










Seq. No. 


7107 








Seq. ID 


OJ990331_12.9922 


.C7 


Gene No. 


loOlb 








Strand 


+ 




Start 


1251 








End 


6055 




Name 


OJ990331 12 


.9922. 


C7.o3. 


tw . 


Method 


TBLASTX: Wheat 




Start 


3918 








End 


4401 




GI 


none 








Score- 


524 




Exons 


3918. .4358, 


3919. 


.4401, 


4030. 


.4398 






Seq. No. 


7107 








Seq. ID 


OJ990331JL2.9922 


.C7 


Gene No . 










Strand 


x 

T 




Start 


1251 








End 


6055 




Name 


OJ990331 12 


.9922. 


C7.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


3955 








End 


4269 




GI 


none 








Score 


199 




Exons 


3955. .4269 














Seq. No. 


7107 








Seq. ID 


OJ990331JL2.9922 


.C7 


Gene No. 


loUlD 








btrana 


+ 




Start 


1251 








End 


6055 




Name 


OJ990331 12 


.9922. 


C7.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3984 








End 


4431 




GI 


none 








Score 


382 




Exons 


3984. .4226, 


3988. 


.4431 










Seq. No. 


7107 








Seq. ID 


OJ990331_12. 9922 


,C7 



7431 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
. Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
' GI 
Exons 

i k 3 Seq; No. 
ffi Gene.'_N6. 
pi I • Start 
Name 
Start 
GI 

Exons 



.1 3=. 



Seq. No. 
;~ Gene No. 
;^ Start 

Name 
h* Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 
Seq. No. 



15015 
1251 

OJ990331_12. 
'4342 
none 

4342. .4374, 
4486. .4737, 

7107 

15015 

1251 

OJ990331_12. 

4488 

none 

4488. .4751, 

7107 

15015 

1251 

OJ990331_12. 

4*639 • 
none 

4639. .5064, 

7107 
15015 ' 
1251 

OJ990331_12. 

4753 

none 

4753. .5178, 

7107 
15015 ' 
1251 

OJ990331_12. 

4759 

none 

4759. .5007, 

7107 

15015 

1251 

OJ990331_12, 

5206 

none 

5206. .5745, 

7107 

15015 

1251 

OJ990331_12, 

5362 

none 

5362. .5694, 
7107 



9922.C7.ol.ts 



4342. .4374, 4378. 
4497. .4727 



9922.C7.o5.tw 
4489. .4752 

9922.C7.ol.tm 
4686.. 5051, 4867. 

9922.C7.o2.tw 
4755.. 5171, 4828, 

9922.C7.o3.ts 
4785. .4904, 4944, 

9922.C7.ol.tw 
5388. .5741, 5464. 

9922.C7.o4.tm 
5389.. 5709, 5508. 



Strand + 

End 6055 

Method TBLASTX : Soybean 

End 4737 

Score 57 

.4431, 4380. .4421, 4477. .4.707, 



Seq. ID OJ990331_12.9922.C7 

Strand + 

End 6055 

Method TBLASTX : Wheat 

End 4752 

Score 356 



Seq. ID OJ990331_12.9922.C7 
Strand + 

6055 

TBLASTX: Maize 
5064 
4 52 



End 

Method 
End 
Score 
.5064 



Seq. ID OJ990331_12.9922.C7 
Strand + • " 

6055 

TBLASTX: Wheat 
5178 
585 



End 

Method 
End 
Score 
.5178 



Seq. ID. OJ990331_12.9922.C7 
Strand + 

6055 

TBLASTX : Soybean 
5007 
208 



End 

Method 
End 
Score 
.4988 



Seq. ID OJ990331_12.9922.C7 
Strand + 

6055 

TBLASTX: Wheat 
5745 
594 



End 

Method 
End 
Score 
.5745 



Seq. ID OJ990331_12.9922.C7 
Strand + 

6055 

TBLASTX: Maize 
5709 
255 



End 

Method 
End • 
Score 
.5708 



Seq. ID OJ990331_12.9922.C7 



7432 



Gene No. 15015 - Strand 

Start 1251 End 

Name OJ990331_12 . 9922 . C7 . o2 . ts Method 

Start 5544 End 

GI none Score 

Exons S544..5792, 5545.. 5793 



+ 

6055 

TBLASTX: Soybean 

5793 

275 



Seq. No. 7107 Seq. ID 

Gene No. 15015 Strand 

Start 1251 End ' 

Name OJ990331_12 . 9922 . C7 . o2 . tm Method 

Start 5710 End 

GI none Score 

Exons 5710.. 6027, 5712.. 6023 



OJ990331_12.9922.C7 
+ 

6055 

TBLASTX: Maize 

6027 

445 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Q Seq. No. 
L ~ Gene No. 
,Ir Start 

Name 
* - Start 

□ GI 

! s J Exons 

; ^ GI Descrip. 

iy Seq. No. 
Gene No. 

□ Start 
%j Name 
lI Start 

GI 

Exons 
j ==J GI Descrip. 



.3 



7107 

15015 

1251 

OJ990331_12. 9922.C7.o4.tw 

5752 

none 



Seq. ID OJ990331_12.9922.C7 

Strand + 

End 6055 

Method TBLASTX : Wheat 

End 6055 

Score 387 



5752. .6054, 5752. .5856, 5757. .6047, 5885. .6055, 5938. .6054 

7108 Seq. ID - OJ990331_12 . 9922 .C8 

15016 Strand + 

1 End 3273 

OJ990331JL2 . 9922 . C8 . ol . np Method AAT/NAP 

1 End 950 

4680179 Score 1429 

1..950 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



7108 Seq. ID 

15016 Strand 

1 End 

OJ990331_12 . 9922 . C8 . o2 . np Method 

1 End 

6063554 Score 



OJ990331_ 
+ 

3273 
AAT/NAP 
3273 
145 
3273 



12. 9922. C8 



1..125, 1296. .1545, 1724. .1980, 3098, 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


7108 








Seq. ID 


OJ990331_12.9922 


.C8 


Gene No. 


15016 








Strand 


+ 




Start 


1 








End 


3273 




Name 


OJ990331 


12. 9922. C8, 


.ol 


. gs 


Method 


GENSCAN 




Start 


118 








End 


953 




GI 


none 








Score 


.76 




Exons 


118. .627, 


735. .953 












Seq. . No. 


7108 








Seq. ID 


OJ990331_12.9922 


.C8 


Gene No. 


15017 








Strand 






Start 


1220 








End 


3454 




Name 


OJ990331 


12. 9922. C8. 


.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 








End 


572 




GI 


none 








Score 


573 





7433 



Exons 



1..501, 3. .452, 145. .501, 495.-572, 497. .571 



Seq. No. 7108 

Gene No. 15017 

Start 1220 

Name OJ990331_12 . 9922 . C8 . o2 . tm 

Start 1 

GI none 

Exons 1..126, 3.. 113 



Seq. ID OJ990331_12.9922.C8 
Strand 

End 3454 

Method TBLASTX : Mai ze 

End 12 6 

Score 180 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7108 

15017 

1220 

OJ990331_12. 9922. C8.ol. tin 

126 

none 



Seq. ID OJ990331_12.9922.C8 
Strand 

End 3454 

Method TBLASTX : Mai ze 

End 710 

Score 229 



126. .281, 127. .288, 285.-446, 286. .504, 492. .710, 494. .709 



Seq. No. 7108 

Gene No. 15017 

Start 1220 

Name OJ990331_12 . 9922 . C8 . o2 . tw 
Start . 572 

□ GI none 

^ Exons 572..8S3, 573.. 905, 723.-854 



.3 3* 

! *srf 



Seq. ID OJ990331_12.9922.C8 
Strand 

End 3454 

Method TBLASTX : Wheat ■ 

End 905 

Score 298 



Seq. No. 


7108 








Seq. ID 


OJ990331_12.9922.C8 


Gene No. 


15017 








Strand 




Start 


1220 








End 


3454 


Name 


OJ990331 12. 


9922. 


C8.o2. 


gs 


Method 


GEN SCAN 


Start 


1220 








End 


3454 


GI 


none 








Score 


.73 


Exons 


1220. .1634, 


1717. 


.1848, 


1857. 


.2200, 3339.-3454 


Seq. No. 


7109 








Seq. ID 


OJ990331_12. 9922. C10 


Gene No. 


15018 








Strand 


+ 


Start 


51 








End 


8467 


Name 


OJ990331 12. 


9922. 


ClO.ol 


.gs 


Method 


GEN SCAN 


Start 


51 








End 


8410 


GI 


none 








Score 


.61 


Exons 


51. .83, 153. 


.884, 


940. . 


1648, 


1718. .2271 


2480.. 2662, 3755.. 




4060. .4319, 


4396. 


.4509, 


8269. 


.8410 




Seq. No. 


7109 








Seq. ID 


OJ990331_12. 9922. C10 


Gene No. 


15018 








Strand 


+ 


Start 


51 








End 


8467 


Name 


OJ990331 12. 


9922. 


C10.O4 


.ts 


Method 


TBLASTX : Soybean 


Start 


432 








End 


770 


GI 


none 








Score 


199 


Exons 


432. .770 












Seq. No. 


7109 








Seq. ID 


OJ990331_12. 9922. C10 


Gene No. 


15018 








Strand 


+ 


Start 


51 








End 


8467 


Name 


OJ990331 12. 


9922. 


C10.O2 


.ts 


Method 


TBLASTX : Soybean 


Start 


1180 








End 


1545 


GI 


none 








Score 


144 



7434 




Ex nns 


1180. .140.4, 


1411 


. . 1545 












Seq. No. 


7109 








Seq. ID 


OJ990331 


12. 9922. 


C10 


Gene No. 


15018 








Strand 


+ 






Start 


51 








End 


8467 






Name 


OJ990331 12 


.9922 


.C10.O2 


.np 


Method 


AAT/NAP 






Start 


1195 ~~ 








End 


5326 






GI 


5902445 








Score 


784 






JjAUUO 


1195 2648. 


5196 


. .5326 












GI DescriD. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


7109 








Seq. ID 


OJ990331 


_12.9922. 


C10 


Gene No. 


15018 








Strand 


+ 






Start 


51 








End 


8467 






Name 


OJ990331 12 


.9922 


.ClO.ol 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


1342 ~~ 








End 


1747 






GI 


none 








Score 


86 






Ex on 


1342 1398, 


X ~J 1 / 


1 3Rfl 


1393 


.1746, 1394. .1747, 


1401. .1745 


Seq. No. 


7109 








Seq. ID 


OJ990331 


12.9922. 

— y 


C10 


Gene No. 


15018 








Strand 


+ . 




Start 


51 








End 


8467 






Name 


OJ990331 12 


.9922 


.C10.O2 


.tm 


Method 


■TBLASTX: 


Maize 




Start 


1396 ~~ 








End 


1614 






GI 


none 








Score 


284 






E von q 


13'96 1614 


X J -7 U 


1 ^Qfi 
• • X y \j f 


1401 


.1613 








Seq. No. 


7109 








Seq. ID 


OJ990331 


_12. 9922. 


C10 


Gene No. 


15018 








Strand 


+ 






Start 


51 








End 


8467 






Name 


OJ990331 12 


. 9922 


.ClO.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


1615 ~~ 








End 


2076 






GI 


none 








Score 


537 






Exon ^ 


1615 2076. 


1615 


1896, 


1617 . 


.2075 








Seq. No. 


7109 








Seq. ID 


OJ990331 


_12.9922. 


C10 


Gene No. 


15018 








Strand 


+ 






Start 


51 








End 


8467 






Name 


OJ990331 12 


. 9922 


.C10.o2 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


1750 _ 








End 


2145 






GI 


none 








Score 


190 






Rxon s 

LmJ A \J 1 1 O 


1750 2082, 


1764 


. .2078, 


2041. 


.2145 








Seq. No. 


7109 








Seq. ID 


OJ990331 


_12.9922. 


C10 


Gene No. 


15018 . 








Strand 


+ 






Start 


51 








End 


8467 






Name 


OJ990331 12 


.9922 


.ClO.ol 


.ts 


Method 


TBLASTX : 


Soybean 




Start 


1762 _ 








End 


2247 






GI 


none 








Score 


213 






Ex on 


1762 2040, 


1800 


. .2024, 


2041. 


.2247, 2091. .2201 






Seq. No. 


7109 








Seq. ID 


OJ990331 


_12.9922. 


C10 


Gene No. 


15018 








Strand 


+ 






Start 


51 








End 


8467 






Name 


OJ990331 12 


.9922 


.C10.O3 


.np 


Method 


AAT/NAP 






Start 


1810 








End 


8467 






GI 


4680180 








Score 


383 







7435 



Exons 


1810.. 2662, 8364. .8467 














GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 






Seq. No. 


7109 




Seq. ID 


OJ990331 


_12. 


9922 


.C10 


Gene no. 


loUlo 




Strand 


+ 








Start 


51 




End 


8467 








Name 


OJ990331 12. 9922. CIO. o3 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


2384 




End 


2659 








GI 


none 




Score 


142 








Exons 


2384.. 2521, 2386.. 2535, 


2542. 


.2625, 2543.. 2659 








Seq. No. 


7110 




Seq. ID 


OJ990331 


_12. 


9922 


.Cll 


Gene No. 


15019 




Strand 


+ 








Of a vf- 

o car z 


1 




End 


1273 








Name 


OJ990331 12.9922sCll.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


811 








GI 


4680183 




Score 


139 








Exons 


1..115, 720. .811 














GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


7110 




Seq. ID 


OJ990331 


_12. 


9922 


.Cll 


Gene No. 


15019 




Strand 


+ 








Start 


1 




End 


1273 








Name 


OJ990331 12.9922.Cll.ol 


.gs 


Method ' 


GEN SCAN 








Start 


46 




End 


1273 








GI 


none 




Score 


.79 








Exons 


46. .115, 609. .708, 1192 


. .1273 












Seq. No. 


7111 




Seq. ID 


OJ990331 


_12. 


9922 


.C12 


Gene No. 


15020 




Strand 


+ 








Start 


1 




End 


1271 








Name 


OJ990331 12.9922.C12.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


1271 








GI 


5295955 




Score 


411 








Exons 


1..174, 229.. 529, 609.. 


666, 706.. 1271 










GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) 


genome. (V01555) 




[Oryza sativa] 














Seq. No. 


7111 




Seq. ID 


OJ990331 


_12. 


9922 


.C12 


Gene No. 


15020 




Strand 


+ 








Start 


1 




End 


1271 








Name 


OJ990331 12. 9922.C12.ol 


.gs 


Method 


GENSCAN 








Start 


69 




End 


867 








GI 


none 




Score 


.48 








Exons 


69. .372, 646.-867 














Seq. No. 


7111 




Seq. ID 


OJ990331 


_12.- 


9922 


.C12 


Gene No . 


15021 




Strand 










Start 


1482 




End 


2033 








Name 


OJ990331 12.9922.C12.o2 


.gs 


Method 


GENSCAN 








Start 


1482 




End 


2033 








GI 


none 




Score 


.98 








Exons 


1482.. 2033 














Seq. No. 


7112 




Seq. ID 


OJ990331 


_12. 


9922 


.C14 


Gene No. 


' 15022 




Strand 










Start 


1 




End 


842 









7436 



Name 


OJ990331 12.9922.C14.ol.np 


Method 


AAT/NAP 


Start . 


1 


End 


818 : 


GI 


5852179 


Score 


197' 


Exons 


1..88, 307. .523, 598. .818 






GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 




Seq. No. 


7112 


Seq. ID 


OJ990331_ 


Gene No . 








Start 


1 


End 


842 


Name 


OJ990331 12.9922.C14 .ol.gs 


Method 


GENSCAN . 


Start 


124 


End 


842 


GI 


none 


Score 


.86 


Exons 


124. .266, 346. .465, 474. .842 






Seq. No. 


7113 


Seq. ID 


OJ990331 


Gene No . 




^t* T~a nH 


-1- 


Start 


336 


End 


389 


Name 


OJ990331 12. 9922. C15. ol.gs 


Method 


GENSCAN 


Start 


336 


End' 


3.8 9 


GI 


none *v • 


Score 


.88 


Exons 


336.. 38 9 






Seq. No. 


7114 


Seq. ID 


OJ990331 


bene no. 




Q f- v* a n H 
oil dllCJ. 




Start 


188 


End 


435 


Name 


OJ990331 12. 9922. C16. ol.gs 


Method 


GENSCAN 


Start 


188 . 


End 


331 


GI 


none 


Score 


.96 


Exons 


188. .331 






Seq. No. 


7114 


Seq. ID 


OJ990331 


Gene No. 


15024 


Strand 






188 


End 


435 


Name 


OJ990331 12.9922.C16.ol.np 


Method 


AAT/NAP 


Start 


189 


End 


435 


GI 


3599670 


Score 


93 


Exons 


189. .435 






GI Descrip. 


(AB009080) TRFA [Dictyostelium discoideum] 


Seq. No. 


7115 


Seq. ID 


OJ990331 


Gene No. 


15025 


Strand 


+ 


Start 


795 


End 


965 


Name 


OJ990331 12.9922.C19.ol.gp 


Method 


AAT/GAP 


Start 


795 


End 


965 


GI 


2315 5.R1084 


Score 


193 


Exons 


795. .965 






GI Descrip. 


'6016845/dbj I.AP000570 . 1 1 AP000570 1 . Oe- 


14 Oryza 




DNA, chromosome 1, clone : P0711E10 ? 




Seq. No. 


7115 


Seq. ID 


OJ990331 


Gene No. 


15026 


Strand 




Start 


12 


End 


407 


Name 


OJ990331 12. 9922. C19. ol.gs 


Method 


GENSCAN 


Start 


12 


End 


407 


GI 


none 


Score 


.88 


Exons 


12. .407 







12.9922.C14 



7437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

-Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7116 Seq. ID 

15027 Strand 

1 * - End 
OJ990331_12 . 9922 . C20 . ol . np Method 

1 End 

6742729 Score 
1. .1419 

(AF121139) RIM2 protein [Oryza sativa] 



OJ990331_ 
+ 

2910 
AAT/NAP 
1419 
2206 



12.9922.C20 



7116 

15027 

1 

OJ990331_12.9922.C20.ol.gp 
39 

342_1.R1084 

39. .2062, 2181. .2285, 2395. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,2738 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



OJ990331 
+ 

2910 
AAT/GAP 
2738 
4398 



12.9922.C20 



Seq. ID OJ990331_12.9922.C20 

Strand + 

.End ■ 2910 

,gp Method AAT/GAP 

End 2910 

Score 4703 
39.72062, 2181.. 2285, 2395. .2910 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



7116 

15027 

1 

OJ990331_12.9922.C20.o4 
39 

342 1.R1084 



7116 

15027 

1 

OJ990331_12.9922.C20.o2.gp 
39 

342 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 

39.. 2062,. 2181.. 2285, 2395.. 2732 

1 4574 406/gb | AAD24042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 



OJ990331_12.9922.C20 
+ 

2910 
AAT/GAP 
2732 
4386 



J 


sativa] 1 










3 Seq. No. 


7116 






Seq. ID 


OJ990331_12.9922.C20 


3 Gene No. 


15027 






Strand 


+ 


Start 


1 






End 


2910 


• Name 


OJ990331 


12.9922.C20.ol 


. gs 


Method 


GENSCAN 


Start 


65 






End 


1978 


GI 


none 






Score 


1 


Exons . 


65. .1978 










Seq. No. 


7116 






Seq. ID 


OJ990331_12. 9922.C20 


Gene No. 


15027 






Strand 


+ 


Start 


1 






End 


2910 


Name 


OJ990331 


12.9922.C20.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


175 






End 


585 


GI 


none 






Score 


87 


Exons 


175. .225, 


176.. 238, 244 


. .426, 


248. .466 


, 494. .583, 499. .585, 




500. .583 










Seq. No. 


7116 






Seq. ID 


OJ990331_12. 9922.C20 



7438 




Gene No. 


15027 








Strand 


+ 


Start 


1 








End 


2910 


Name 


OJ990331 12 


. 9922 


.C20.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


586 








End 


1903 


GI 


none 








Score 


924 


Exons 


586. .1488, 


587. . 


1504, 1172.. 


1489, 1499 


..1543, 1503.. 1538, 




1546. .1641, 


1550 


. .1609, 


1588 


..1728, 1589. .1729, 1657. .1737, 




1742. .1822, 


1811 


. .1903, 


1837 


. .1902 




Seq. No. 


7116 








Seq. ID 


OJ990331_12.9922.C20 


Gene No. 


15027 








Strand ■ 


+ 


Start 


1 








End 


z y iu 


Name 


OJ990331 12 


.9922 


.C20.ol 


,tm 


Method 


TBLASTX: Maize 


Start 


629 








End 


943 


GI 


none 








Score 


317 


Exons 


629. .943, 640. .915, 713 


. .943 






Seq. No. 


7116 








Seq. ID 


OJ990331_12.9922.C20 


Gene No. 


15027 








Strand 


+ 


Start 


1 








End 


2910 . 


Name • 


. OJ990331 12 


.9922 


.C20.ol 


.tc 


Method 


' TBLASTX: Cress 


Start 


o "I f\ 

870 








End 


1321 


GI 


none 








Score 


175 


Exons 


870 . . 1052 , 


874. . 


1311, 874. .1317, 878.. 


1321, 1172.. 1321 


Seq. No. - 


7117 








Seq. ID 


OJ990331_12. 9922. C21 


Gene No. 


15028 








Strand 


+ 


Start 


688 








End 


4399 


Name 


OJ990331 12 


.9922 


.C21.ol 


.np 


Method 


AAT/NAP 


Start 


688 








End 


4381 


GI 


A /~ O A O A A 

4 680204 








Score 


1039 


Exons 


688 . . 2123, 


2198. 


.3294, 


3404. 


.3577, 3674. .3893, 4244. .4381 


GI Descrip. 


(AF114 1 / 1 ) 


hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


/ 11 / 








Seq. ID 


OJ990331_12 . 9922 . C21 


Gene No. 


.15028 








Strand 


+ 


Start 


688 








End 


4399 


Name 


OJ990331 12 


.9922 


.C21.ol 


.gs 


Method 


GEN SCAN ■ 


Start 


703 








End 


3298 


GI 


none 








Score 


.66 


Exons 


703. .1081, 


1201. 


.2123, 


2198. 


.2339, 2465.. 2607, 2609.. 3298 


Seq. No. 


7117 








Seq. ID 


OJ990331 12.9922.C21 


Gene No. 


15028 








Strand 


+ 


Start 


688 








End 


4399 


Name 


OJ990331 12 


.9922 


.C21.o2 


.gs 


Method 


GENSCAN 


Start 


3405 








End 


4399 


GI 


none 








Score 


.98 


Exons 


3405. .3577, 


3674 


. .3784, 


3869 


..3941, 4036. .4134, 4214. .4399 


Seq. No. 


7117 








Seq. ID 


OJ990331 12.9922.C21 


Gene No. 


15029 








Strand 


+ 


Start 


4719 








End 


4861 


Name 


OJ990331 12 


.9922 


.C21.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1330 








End 


1733 


GI 


none 








Score 


62 


Exons 


1330. .1470, 


1330 


. .1440, 


1332 


..1568, 1332. .1481, 1433. .1600, 



7439 



1563. .1733 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No-. - 
Gene No. 

^ Start 

=f Name 

i3 Start 

:n gi 

=y Exons 

~.% GI Descrip. 

s y 

«3 Seq. No. 
3 y Gene No. 
, Start 
= s. Name 
~i Start 
^ GI 
s « Exons 
=3 

^ Seq. No. 
IZ Gene No. 
=J Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7117 

15029 

4719 

OJ990331_12.9922.C21.o2.tw 

3221 

none 



.Seq. ID OJ990331_12.9922.C21 



Strand 
End 

Method 

End 

Score 



+ 

4861 

TBLASTX: Wheat 

3743 

60 



3221. .3301, 3390. .3572, 3440. .3565, 3672. .3743 



7117 

15029 

4719 

OJ990331_12.9922.C21.ol.gp 
4719 

21474_1.R1084 
4719. .4861 

■3894159 2.0e-10 (AC005312) 
thaliana] 1 



Seq. ID OJ990331_12.9922.C21 

Strand + 

End 4861 

Method AAT/GAP 

End 4861 

Score 243 

hypothetical protein [Arabidopsis 



7118 
15030 
107 

OJ990331_12.9922.C22.ol.gp 
107 

101153_1.R1084 
107.. 355 

1 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990331 
+ 

355 

AAT/GAP 

355 

387 



12.9922.C22 



7119 Seq. ID 

15031 Strand 

28 . End 
OJ990331_12 . 9922 . C23 . ol . gs Method 

28 End 

none Score 
28. .388 

7119 Seq. ID 

15031 Strand 

28 End 
OJ990331_12 . 9922 . C23 . ol . np Method 

59 End 

5852182 Score 
59. .388 

(AL117265) zhb0012.1 [Oryza sativa] 



OJ990331_12.9922.C23 
834 

GENS CAN 

388 

.68 



OJ990331_12.9922.C23 
834 

AAT/NAP 

388 

426 



OJ990331 12.9922.C23 



7119 Seq. ID 

15031 Strand 

28 End 834 
OJ990331_12 . 9922 . C23 . ol . gp Method AAT/GAP 

247 End 834 

2310235 Score 307 
247. .388, 797. .834 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



7440 



Q 



Seq. No. 


7120 


Seq. ID 


OJ990331_12.9922 


.C24 


Gene No. 


15032 


Strand 


+ 




Start 


620 


End 


" 5416 




Name 


OJ990331 12.9922. C24.ol.gs 


Method 


GENSCAN 




Start 


620 


End 


5416 




GI 


none 


Score 


.73 




Exons 


620. .682, 765. .969, 1451. .1576, 1646.. 


2211, 2315.. 2467, 






2576.. 2656, 3217.. 3479, 4019. 


.4161, 5295.. 5416 




Seq. No. 


7120 


Seq. ID 


OJ990331JL2.9922 


.C24 


Gene No. 


15032 


Strand 


+ 




Start 


620 


End 


5416 




Name 


OJ990331 12.9922.C24.ol.np 


Method 


AAT/NAP 




Start 


1501 


End 


3802 




GI 


2244752 


Score 


88 




Exons 


1501.. 1639, 3773.. 3802 








GI Descrip. 


(Z97335) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


7120 


Seq. ID 


OJ990331_12.9922 


.C24 


Gene No. 


15033 


Strand 






Start 


6175 


End 


7237 




Name 


OJ990331 12.9922.C24.o2.gs 


Method 


GENSCAN 




Start 


6175 


End 


6614 




GI 


none 


Score 


.83 




Exons 


6175.. 6329, 6576.. 6614 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7120 

15033 

6175 

OJ990331_12 
6184 
6069646 
6184. .6365, 
(AP000616) 



OJ990331 12.9922.C24 



Seq. ID _ 
Strand 

End 7237 
Method AAT/NAP 
End 7237 
Score 83 

7192. .7237 

similar to putative reverse transcriptase 



9922.C24.o2.np 



(AC005315) 
Similar to 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



7121 Seq. ID 

15034 Strand 

1704- End 
OJ990331__12 . 9922 . C25 . ol . ts Method 

1671 End 

none Score 

1671.. 1703, 1719.. 1925, 1737.. 2351, 
2221. .2349 



OJ990331_12.9922.C25 
6113 

TBLASTX : Soybean 
-2351 
45 

1765.. 1932, 1963.. 2157, 



Seq. No. 7121 Seq. ID 

Gene No. ■ 15034 Strand 

Start 1704 End 6113 

Name OJ990331_12 . 9922 . C25 . ol . np Method AAT/NAP 

Start 1704 End 6113 

GI 2586082 Score 4354 

Exons 1704.. 3445, 3533.. 6113 

GI Descrip. (U72725) retrofit [Oryza longistaminata] 



OJ990331 12.9922.C25 



7441 





Seq. No. 


7121 








Seq. ID 


OJ990331_12.9922.C25 




Gene No. 


15034 








Strand 






Start 


1704 








End 


6113 




Name 


OJ990331 12 


.9922. 


C25.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


1737 








End 


2372 




GI 


none. 








Score 


67 




Exons 


1737. .1922, 


1921. 


.2079, 


1950. 


.2078, 2088.. 2153, 2193.. 2372 




Seq. No. 


7121 








Seq. ID 


OJ990331_12.9922.C25 




Gene No. 


15034 








Strand 






Start 


1704 








End 


6113 




Name 


OJ990331 12 


.9922. 


C25.o6 


. tw 


Method 


TBLASTX: Wheat 




Start 


1752 








End 


2108 




GI 


none 








Score 


58 




Exons 


1752. .1934, 


1753. 


.1923, 


1953. 


.2108, 1957.. 2058 




Seq. No. 


7121 








Seq. ID 


OJ990331_12.9922.C25 




Gene No. 


15034 








Strand 






Start 


1704 








End 


6113 




Name 


OJ990331 12 


.9922. 


C25.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1761 








End 


2184 




GI 


none - 








Score 


104 




Exons 


1761. .2048, 


1771. 


.1947, 


1833. 


.2006, 1987.. 2049, 2050.. 2184, 






2055. .2183 












, 3 
5 S3" 

_ j E 


Seq. No. " 


7121 








Seq. ID 


OJ990331_12 . 9922 . C25 




Gene No. 


15034 








Strand 


- 


"y 


Start 


1704 








End 


6113 




Name 


OJ990331 12 


.9922. 


C25.ol 


.tw 


Method 


TBLASTX: Wheat 


.if 


Start 


2115 








End 


2552 




GI 


none 








Score 


252 


IJ 


Exons 


2115. .2552, 


2116. 


.2547 










Seq. No. 


7121 








Seq. ID 


OJ990331_12.9922.C25 




Gene No. 


15034 








Strand 




. S 
•u 


Start 


1704 








End 


6113 


c 


Name 


OJ990331 12 


.9922. 


C25.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


2187 








End 


2420 


: sf 


GI 


none 








Score 


61 


c aS 

;3 


Exons 


2187. .2420, 


2223. 


.2375, 


2224. 


.2418 






Seq. No. 


7121 








Seq. ID 


OJ990331_12.9922.C25 




Gene No . 


15034 








Strand 






Start 


1704 








End 


6113 




Name 


OJ990331 12 


.9922. 


C25.o4 


.tc 


Method 


TBLASTX: Cress 




Start 


2382 








End 


2666 




GI 


none 








Score 


202 




Exons 


2382. .2666 














Seq. No. 


7121 








Seq. ID 


OJ990331_12.9922.C25 




Gene No. 


15034 








Strand 






Start 


1704 








End 


6113 




Name 


OJ990331 12 


.9922. 


C25.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


2487 








End 


2934 




GI 


none 








Score 


134 




Exons 


2487. .2933, 


2677. 


.2934 









7442 



Seq. No. 7121 

Gene No. 15034 

Start 1704 

Name OJ990331_12 . 9922 . C25 . o3 . tw 

Start 2553 

GI none 

Exons 2553.. 2729, 
2991. .3068 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990331_12.9922.C25 
6113 

TBLASTX: Wheat 

3068 

52 



2721. .3065, 2757. .2906, 2842. .2913, 2938. .3048, 



Seq. No. 


7121 








Seq. ID 


OJ990331_12.9922.C25 


Gene No . 


t c n O A 








Strand 




Start 


1704 








End 


6113 


Name 


OJ990331 12 


.9922 


.C25.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


2736 








End 


3257 


GI ' 


5509260 








Score 


109 


Exons 


2736. .3233, 


2743 


. .2907, 


2757. 


.2918, 2956.. 3096, 3135.. 3257 


GI Descrip. 


- 












Seq. No. 


7121 








Seq. ID 


OJ990331_12 . 9922 . C25 


Gene No. 


15034 








Strand 




Start 


1704 








End 


6113 


Name 


OJ990331 12 


.9922 


.C25.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


2847 








End 


3120 


GI . 


none 








Score 


114 


Exons 


2847. .3119, 


.2848 


. .3120. 








Seq. No. 


7121 








Seq. ID 


OJ990331_12.9922.C25 


Gene No. 


15034 








Strand 




Start 


1704 








End 


6113 


Name 


OJ990331 12 


.9922 


.C25.o7 


. tm 


Method 


TBLASTX: Maize 


Start 


2937 








End 


3195 


GI 


none 








Score 


98 


Exons 


2937. .3194, 


2953 


. .3195 








Seq. No. 


7121 








Seq. ID 


OJ990331_12.9922.C25 


Gene No. 


15034 








Strand 




Start 


1704 








End 


6113 


Name 


OJ990331 12 


.9922 


.C25.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3906 








End 


4352 


GI 


none 








Score 


70 


Exons 


3906. .4352, 


4192 


. .4341 








Seq. No. 


7121 








Seq. ID 


OJ990331_12.9922.C25 


Gene No. 


15034 








Strand 




Start 


1704 








End 


6113 


Name 


OJ990331 12 


.9922 


.C25.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


3921 








End 


4247 


GI 


none 








Score 


87 


Exons 


3921. .4247, 


3928 


. .4047, 


4069. 


.4101 




Seq. No. 


7121 








Seq. ID 


OJ990331_12.9922.C25 


Gene No. 


15034 








Strand 




Start 


1704 








End 


6113 


Name 


OJ990331 12 


.9922 


.C25.03 


. ts 


Method 


TBLASTX : Soybean 


Start 


3924 








End 


4355 


GI 


none 








Score 


59 


Exons 


3924. .4355, 


4162 


. .4305 









7443 




Seq. No. 


7121 








Seq; ID 


OJ990331_12.9922 


. L-Z D 


Gene No. 


15034 








Strand 






Start 


1704 








End 


6113 




Name 


OJ990331 12. 


9922 


.C25.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


3939 








End 


4544 




GI 


none 








Score 


153 




Exons 


3939. .4046, 


4083 


. .4148, 


4146. 


.4349, 4371. .4544 




Seq. No. 


-7-101 
7121 








Seq. ID 


OJ990331_12.9922 




Gene No. 


15034 








Strand 






Start 


1704 








End 


6113 




Name 


OJ990331 12. 


9922 


.C25.o4 


■ ts 


Method 


TBLASTX : Soybean 




Start 


4362 








End 


4763 




GI 


none 








Score 


66 




Exons 


4362. .4532, 


4557 


. .4664, 


4689. 


.4763 






Seq. No. 


7121 








Seq. ID 


OJ990331_12.9922 


. tz D 


Gene No. 


15034 








Strand 






Start 


1704 








End 


6113 




Name 


OJ990331 12. 


9922 


.C25.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


4853 








End 


5238 




GI 


none 








Score 


52 




Exons 


4853. .4933, 


4854 


. .5237, 


4870. 


.4995, 5053.. 5238. 




Seq. No. 


7121 








Seq. ID 


rMQQnni 10 qqoo 

ujyyuooi iz . yyzz 


. Czo 


Gene No. 


15034 








Strand 






Start 


1704 








End 


6113 




Name 


OJ990331 12. 


9922 


.C25.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


5061 








End 


5582 




GI 


none 








Score 


92 




Exons 


5061. .5201, 


5190 


. .5297, 


5463. 


.5582 






Seq. No. 


7121 








Seq. ID 


OJ990331_12.9922 


• Lz 0 


Gene No. 


15034 








Strand 






Start 


1704 








End 


6113 




Name 


OJ990331 12. 


9922 


.C25.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


5451 








End 


5768 




GI 


none 








Score 


95 




Exons 


5451. .5768, 


5560 


. .5742, 


5619. 


.5768 






Seq. No. 


7121 








Seq. ID 


OJ990331_12.9922 


foe 


Gene No. 


15034 






r 


Strand 






Start 


1704 








End 


'6113 




Name 


OJ990331 12. 


9922 


.C25.o5 


.tc 


Method 


TBLASTX: Cress 




Start 


5508 








End 


6053 




GI 


none 








Score 


62 




Exons 


5508. .5894, 


5958 


. .6053 










Seq. No. 


7121 








Seq. ID 


OJ990331_12.9922 


.C25 


Gene No. 


15034 








Strand 






Start 


1704 








End 


6113 




Name 


OJ990331 12. 


9922 


.C25.o3 


.tm 


Method 


TBLASTX : Maize 




Start 


5583 








End 


6017 




GI 


none 








Score 


217 




Exons 


5583. .5891, 


5584 


. .5892, 


5958. 


.6017 







7444 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

"=* Exons 

^ GI Descrip. 

J Seq. No. 

lj Gene No. 

J Start 

Name 

li Start 

* GI 

s Exons 

*g Seq. No. 
„ Gene No. 
'![ Start 

Name 
13 Start 
!3 GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



7122 

15035 

99 

OJ990331_12 . 9922 . C26 . ol . gs 
99 

none 
99. .241 

7123 

15036 

1 

OJ990331_12 . 9922 . C27 . ol . gp 
1 

342_1.R1084 
1..681 

'4574406/gb|AAD24042.1| 0.C 
sativa] 1 

7123 

15036 

1 

OJ990331_12 . 9922 . C27 . ol . np 
1 

4680203 
1. .681 



7123 

15036 

1 

OJ990331_12.9922.C27.ol.tw 
12 

none 

12. .347, 12. .353, 40. .354, 

7123 

15036 

1 

OJ990331_12 . 9922 . C27 . ol . gs 
44 

none 
44. .395 

7123 

15036 

1 

OJ990331_12. 9922.C27.ol.tm 
94 

none 

94. .354, 96. .377, 393. .482 

7123 

15036 

1 

OJ990331_12. 9922.C27.ol.tc 

141 

none - 



Seq. ; ID 


OJ990331 


Strand-' 




End - 


241 


Method 


GENS CAN 


End 


241 


Score 


.68 


Seq. ID 


OJ990331 


Strand 




End 


681 ' 


Method 


AAT/GAP 


End 


681 


Score 


1233 


00 (AF121139) RIM2 


Seq. ID. 


OJ990331 


Strand 




End 


681 


Method 


AAT/NAP 


End 


681 


Score 


981 


[Sorghum 


bicolor] 


Seq. ID 


OJ990331 


Strand 




End 


681 


Method 


TBLASTX: 


End 


355 


Score 


260 


..354, 164. .355 


Seq. ID 


OJ990331 


Strand 




End 


681 


Method 


GENS CAN 


End 


395 


Score 


.6 


Seq. ID 


OJ990331 


Strand 




End 


681 


Method 


TBLASTX: 


End 


482 


Score 


147 


Seq. ID 


OJ990331 


Strand 




End 


681 


Method 


TBLASTX: 


End 


489 


Score 


88 • 



7445 






Exons 


141. .482, 


160. .297, 


337 


. .489 










Seq. No. 


7123 








Seq. ID 


OJ990331_12.9922 


.C27 




Gene No. 


15036 








Strand 








Start 


1 








End 


681 






Name 


OJ990331 


12.9922.C27 


.ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


222 








End 


651 






GI 


none 








Score 


115 






Exons 


222. .518, 


240. .464, 


513 


. .575, 


568. .651, 


576. .650 






Seq. No. 


7123 








Seq. ID 


OJ990331JL2.9922 


.C27 




Gene No. 


15036 








Strand 








Start 


1 








End 


681 






Name 


OJ990331 


12.9922.C27 


.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


363 








End 


677 






GI 


none 








Score 


45 






Exons 


363. .482, 


424. .486, 


507 


. .578, 


508. .555, 


564. .677 






Seq. No. 


7124 








Seq. ID 


OJ990331_12.9922 


.C28 




Gene No. 


15037 








Strand 


+ 






Start 


79 








End 


183 






Name 


OJ990331 


12.9922.C28 


.ol 


. gs 


Method 


GENSCAN 






Start 


79 








End 


183 




:s? 


GI 


none 








Score 


.49 




s =r 


Exons 


79. . 183 














spj 
s; s 


Seq. No. 


7125 








Seq. ID 


OJ990331 12.9922 


.C29 




Gene No. 


15038 








Strand 


+ 




« ~ 


Start 


19 








End 


576 






Name 


OJ990331 


12.9922.C29 


.ol 


. qs 


Method 


GENSCAN 






Start 


19 








End 


576 




itsf 


GI 


none 








Score 


1 




°u 


Exons 


19. .576 
















Seq. No. 


7126 








Seq. ID 


OJ990331_12.9922 


.C31 




Gene No. 


15039 








Strand 


+ 




„ j- 


Start 


284 








End 


1052 




, 1 


Name 


OJ990331 


12.9922.C31 


.ol 


. qs 


Method 


GENSCAN 




d a 


Start 


284 








End 


810 




bJ 


GI 


none 








Score 


.64 




: =t 


Exons 


284. .810 
















Seq. No. 


7126 








Seq. ID 


OJ990331_12.9922 


.C31 




Gene No. 


15039 








Strand 


+ 






Start 


284 








End 


1052 






Name 


OJ990331 


12.9922.C31 


.ol 


.np 


Method 


AAT/NAP 






Start 


297 








End 


1052 






GI 


5733874 








Score 


187 






Exons 


297. .772, 


920. .1052 














GI Descrip. 


(AC007932) F11A17.8 


[Arabidopsis thaliana] 






Seq. No. 


7126 








Seq. ID 


OJ990331_12.9922 


.C31 




Gene No. 


15039 








Strand 


+ 






Start 


284 








End 


1052 






Name 


OJ990331 


12.9922.C31 


.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


454 








End 


759 






GI 


none 








Score 


221 





7446 



Exons 



454. .759, 471. .758 



Seq. No. 


7126 


Seq. ID 


OJ990331_12.9922.C31 


Gene No. 


15039 


Strand 


+ 


Start 


284 


End 


1052 


Name 


OJ990331 12.9922.C31.ol.ts 


Method 


TBLASTX: Soybean 


Start 


570 


End 


759 


GI 


none 


Score 


185 


Exons 


570. .758, 571. .759 






Seq. No. 


7127 


Seq. ID 


OJ990331_12. 9922.C34 


Gene No. 


15040 


Strand ' 


- 


Start 


203 


End 


372 


Name 


OJ990331 12.9922. C34.ol.gs 


Method 


GENSCAN 


Start 


203 


End 


372 


GI 


none 


Score 


.78 


Exons 


203.. 372 






Seq. No. 


7128 


Seq. ID 


OJ990331_12 . 9922 . C35 


Gene No. 


15041 ■ 


Strand 


+ 


Start 


47 


End 


142 


Name 


OJ990331 12.9922.C35.ol.gs 


Method 


GENSCAN 


Start 


47 


End 


142 


GI 


none 


Score 


.74 


Exons 


47 . .142 






Seq. No. 


7129 


Seq. ID 


OJ990331_12 . 9922 . C37 


Gene No. 


15042 


Strand 


+ 


Start 


439 


End 


523 


Name 


OJ990331 12. 9922.C37.ol.gs 


Method 


GENSCAN 


Start 


439 


End 


523 


GI 


none 


Score 


.45 


Exons 


439. .523 






Seq. No. 


7130 


Seq. ID 


OJ990331_12 . 9922 . C38 


Gene No. 


15043 


Strand 




Start 


1 


End 


390 


Name 


OJ990331 12.9922.C38.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


390 


GI 


2586082 


Score 


233 


Exons 


1. .390 






GI Descrip. 


(U72725) retrofit [Oryza longistaininata] 


Seq. No. 


7131 


Seq. ID 


OJ990331_12.9922.C39 


Gene No. 


15044 


Strand 


+ 


Start 


1137 


End 


1644 


Name 


OJ990331 12.9922.C39.ol.np 


Method 


AAT/NAP 


Start 


1137 


End 


1638 


GI 


131268 


Score 


771 


Exons 


1137. .1638 






GI Descrip. 


PHOTOSYSTEM II P680 CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN 



gi|72706|pir||QJZMBB photosystem II chlorophyll a-binding 
protein psbB - maize chloroplast gi 1 124 35 | emb | CAA28 997 | (X054 
psbB [Zea mays] gi I 902247 | emb | CAA60311 1 (X86563) PSII 47KDa 
protein [Zea mays] 



Seq. No. 7131 



Seq. ID OJ990331_12.9922.C39 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15044 Strand + 

1137 End 1644 

OJ990331_12 . 9922 . C39 . ol . gs Method GEN SCAN 

1246 End 1644 

none Score . 62 
1246. .1312, 1577. .1644 



7131 

15045 

4125 

OJ990331_12 . 9922 .C39.o3.gs 

4125 

none 



OJ990331_12.9922.C39 
+ 



Seq. ID 
Strand 

End 13097 
Method GENSCAN 
End 12021 
Score . 7 

4125. .4177, 4542. .4654, 4874. .4988, 5385. .5535, 5562. .5630, 
5844. .5966, 6779. .7029, 7112. .7422, 10158 10503, 11297 .. 11390, 
11896. .12021 



Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7131 Seq. ID 

15045 Strand 

4125 End 

OJ990331_12 . 9922 . C39 . o2 . np Method 

10128 ' - End 

5852179 Score 
10128. .10349, 12708.. 12937 
(AL117265) zhb0009.1 [Oryza sativa] 



OJ990331_12. 9922.C39 
+ 

13097 
AAT/NAP 
12937 
310 



7131 Seq. ID 

15045 Strand 
4125 End 
0 J990331_12 . 9922 . C39 . o4 . gs Method 
12465 End 
none Score 
12465.. 13097 

7131 

15046 Strand + 
16669 End 18562 
OJ990331_12. 9922.C39.o6.gs Method GENSCAN 
16669 End 18562 
none Score . 64 
16669. .16749, 17350 .. 174 93, 17729.. 18562 



OJ990331_12. 9922.C39 
+ 

13097 
GENSCAN 
13097 
.95 



Seq. ID OJ990331_12.9922.C39 



7131 Seq. ID 

15047 Strand 
2153 End 
OJ990331_12 .9922 . C39 . o2 . gs Method 
2153 - End 
none Score 
2153.. 2262, 2359.. 2431 

7131 Seq. ID 

15048 Strand 
8311 End ■ 
OJ990331_12 . 9922 . C39 . ol . gp Method 
8311 End 
3761363 Score 
8311. .8933 



OJ990331_12. 9922.C39 

2431 
GENSCAN 
2431 
.86 



OJ990331_12. 9922.C39 

8933 
AAT/GAP 
8933 
976 



7448 



GI Descrip. 



5852170/emb|AL117265.1|OST17804 1.0e-151 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl7804 



beq. wo. 


7131 




Seq. ID 


OTQQD^^I 1 9 QQ99 




Gene No. 


15049 




Strand 






Start 


11767 




End 


12498 




Name 


OJ990331 12.9922.C39 


,o3.gp 


Method 


AAT/GAP 




Start 


11767 


End 


12498 




GI 


101153 1.R1084 




Score 


405 




Exons 


11767. .12008, 12456. 


.12498 








GI Descrip. 


'5852170/61^ |AL117265.1|OST17804 1 . Oe- 


115 Oryza sativa 






indica (GLA4 ) genomic 


DNA, chromosome 4 




f 


Seq. No. 


7132 




beq. ID 


OJ990331_12.9922. 


C40 


Gene No. * 


15050 




Strand 


+ 




Start 


110 




End 


1002 




Name 


OJ990331 12.9922.C40 


. ol . gs 


Method 


GENSCAN 




Start 


110 




End 


1002 




GI 


none 




Score 


.96 




Exons 


110. .416, 492. .551, ; 


818. .1002 




- 




Seq. No. 


7133 




Seq'. ID 


OJ990331_12.9922. 


C46 


Gene No. 


15051 




Strand 


+ 




Start 


384 




End 


503 




Name 


OJ990331 12.9922.C46 


. ol . gs 


Method 


GENSCAN 




Start 


384 




End . 


503 




GI 


none 




Score 


.44 




Exons 


384. .503 










Seq. No. 


7133 




Seq. ID 


OJ990331_12.9922. 


C46 


Gene No. 


15052 




Strand 






Start 


1 




End 


1646 




Name 


OJ990331 12.9922.C46 


. ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1646 




GI 


629693 




Score 


261 




Exons 


1..27, 933. .1646 . 










GI Descrip. 


probable integrase - 


common tobacco (fragment) 






gi| 530742 | emb | CAA56791 | (X80830) integrase [Nicotiana tabacum 


Seq. No. 


7133 - 




Seq. ID 


OJ990331_12. 9922. 


C46 


Gene No. 


15052 




Strand 






Start 


1 




End 


1646 




Name 


OJ990331 12.9922.C46 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


925 




End 


1148 




GI 


none 




Score 


46 




Exons 


925. .963, 930. .1148, 


936. .1118, 1003.. 


1131 




Seq. No. 


7133 




Seq. ID 


OJ990331_12.9922. 


C46 


Gene No. 


15052 




Strand 






Start 


1 




End 


1646 




Name 


OJ990331 12.9922.C46 


. o2 .np 


Method 


AAT/NAP 




Start 


936 




End 


1646 




GI 


4115365 




Score 


305 




Exons 


936. .1646 











GI Descrip. (AC005957) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 

7449 



Seq. No. 7133 Seq. ID 

Gene No. 15052 Strand 

Start 1 End - 

Name OJ990331JL2 . 9922 . C4 6 . o2 . gs Method 

Start 987 End 

GI none Score 

Exons 987.. 1541 



OJ990331_12.9922.C46 

1646 
GEN SCAN 
1541 
.99 



Seq. No. 7134 Seq. ID 

Gene No. 15053 Strand 

Start 154 End 

Name OJ990421_12 . 9919 . C4 . ol . gs Method 

Start 154 End 

GI none Score 

Exons 154 . .251 



OJ990421_12.9919.C4 
+ 

251 

GEN SCAN 

251 

.56 



Seq. No. 7135 Seq. ID 

Gene No. 15054 Strand 

Start 59 End 

Name OJ990421_12 . 9919.C5 .ol.gs Method 

Start' 59 End 

GI none Score 

Exons 59. .938 



OJ990421_12.9919.C5 
+ 

938 

GENSCAN 

938 

.48 



fl 



~ Seq. No.' 
Gene No. 
Start 
y Name 
3 Start 

J GI 
*s Exons 

y 



Seq. No. 
Gene No. 
3 Start 
j Name 
I Start 

: ,gi 

z Exons 

=J GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_12.9919.C6 
+ 

166 

GENSCAN 
166 
.85 



7136 
15055 
93 

OJ990421_12. 9919. C6. ol.gs 
93 

none 
93. .166 

7137 
15056 
1 

OJ990421_12.9919.C7.o2.np 
1 

4680183 
1..105, 481. .570 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_12.9919.C7 
+ 

570 

AAT/NAP 
570 
142 



OJ990421 12. 9919. C7 



Seq. No. 7137 Seq: ID 

Gene No. 15057 Strand 

Start 1 End * 448 

Name OJ990421_12 . 9919 . C7 .ol . np Method AAT/NAP" 

Start 1 End 448 

GI 6721561 Score 135 

Exons 1. .95, 358. .448 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj | BAA90372 . 1 | (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



7138 

15058 

3719 



Seq. ID OJ990421_12. 9919.C8 
Strand + 
End 4 4 85 



7450 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990421_12 . 991 9 . C8 . o3 . np Method AAT/NAP 

3719 End ■ 4485 

4680183 Score 149 

3719. .3789, 4398. .4485 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



7138 
15059 
1 

OJ990421_12 . 991 9 . C8 . ol . np 
1 

4680179 
1..60, 450. .1860 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990421_12.9919.C8 
Strand 

End 4494 

Method AAT/NAP 

End 1860 

Score 2357 



7138 

15059 

1 

OJ990421_12.9919.C8.ol.gs 

392 

none 



Seq. ID OJ990421_12.9919.C8 
Strand 

End 4494 

Method GENSCAN 

End 4494 

Score .44 



392. .997, 1030. .I860, 2248. .2346, 2420. .3013, 3343. .3478, 
3689. .3784, 4433. .4494 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7138 

15059 

1 

OJ990421_12.9919.C8.o2.tw 

582 

none 



Seq. ID OJ990421_12. 9919.C8 
Strand 

End 4494 

Method TBLASTX : Wheat 

End 7 96 

Score 7 4 



582. .644, 584. .724, 594. .710, 726. .791, 731. .796 



7138 

15059 

1 

OJ990421_12.9919.C8.o3.tw 

992 

none 



Seq. ID OJ990421_12.9919.C8 
Strand 

End 4 4 94 

Method TBLASTX : Wheat 

End * 1234 

Score 47 



992. .1087, 993. .1064, 1099. .1233, 1145. .1234 



7138 

15059 

1 

OJ990421_12. 9919.C8 .ol.tm 

1099 

none 

1099. .1353, 1099. .1353 

7138 

15059 

1 

OJ990421_12.9919.C8.ol.tw 

1234 

none 



Seq. ID OJ990421JL2. 9919.C8 
Strand 

End 44 94 

Method TBLASTX: Maize 

End 1353 

Score 95 



Seq. ID OJ990421_12. 9919.C8 
Strand 

End 4494 

Method TBLASTX : Wheat 

End 1593 

Score 96 



1234. .1593, 1235.. 1468, 1513.. 1563 



Seq. No. 



7138 



Seq. ID 



OJ990421 12. 9919. C8 



Gene No. 15059 Strand 

Start 1 * . ' End 4 4 94 

Name ■ OJ990421_12 . 9919.C8 . o2 .hp Method AAT/NAP 

Start 2117 End 2947 

GI 5042448 Score 1140 

Exons 2117.. 2947 

GI Descrip. (AC007789) putative ORFO protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 
jj Name 
* s Start 

in f 

t{E Exons 
y GI Descrip. 

;3 

s y Seq. No. 

.1 Gene No. 

\7i Start 

~ Name 

5 Start 

;3 gi 

H] Exons 

^ Seq. No. 

Gene No. 
:i Start 
□ Name " 

Start 

GI 

Exons 



7138 Seq. ID OJ990421_12 . 9919.C8 

15059 Strand 

1 End 4 4 94 

OJ990421_12 . 9919 . C8 . ol . gp Method AAT/GAP 

3575 End 3785 

1631463 Score 343 

3575. .3785 

4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 

7139 ' Seq. ID OJ990421_12 . 9919 .C9 . 

15060 Strand + 
340 End 1095 
OJ99042 1_12 . 9919 . C9 . ol . np Method AAT/NAP 
340 . End 1095 
4680179 . Score 678 
340. .1095 

(AF111709) polyprotein* [Oryza sativa subsp. indica] 



7139 

15060 

340 

OJ990421_12.9919.C9.ol.gs 

385 

none 

385. .1056 

7139 

15060 

340 

OJ990421_12.9919.C9.ol.tw 

556 

none 

556. .915, 582. .659, 595. .906 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_12.9919.C9 
+ 

1095 
GENSCAN 
1056 
.78 



OJ990421_12.9919.C9 
+ 

1095 

TBLASTX: Wheat 

915 

282 



Seq. No. 


7139 






Seq. ID 


OJ990421_12.9919 


.C9 


Gene No. 


15060 






Strand 


■+ 




Start 


340 






End 


1095 




Name 


OJ990421 12. 


9919. 


.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


796 






End 


1095 




GI 


none 






Score 


237 




Exons 


796. .1095 












Seq. No. 


7140 






Seq. ID 


OJ990421_12.9919 


.CH 


Gene No. 


15061 






Strand 






Start 


1 






End 


449 




Name 


OJ990421 12. 


9919. 


.C10.ol.np 


Method 


AAT/NAP 





7452 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
£3 Gene No. 
Q Start 
rf| Name 
!»!§ Start 

gi 

:==f Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



j - Seq 



No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



449 ' 
734 „ 



4680179 
1..449 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



7140 

15061 

1 

OJ990421JL2. 9919. CIO. ol.gs 
51 

none 
51. .449 



Seq. ID OJ990421_12. 9919. CIO 
Strand 

End 449 

Method GENS CAN 

End 449 

Score .56 



Seq. ID OJ990421_12.9919.C11 
Strand + 
End 20232 
Method AAT/NAP 
End 7008 
Score 228 
1..128, 3791.. 3920, 6209.. 6310, 6919. .7008 
(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



7141 
15062 
1 

OJ990421_12 .9919.Cll.o2.np 
1 

4680183 



7141 

15062 

1 

OJ990421JL2.9919.C11. ol.gs 

38 

none 



Seq. ID OJ990421_12. 9919.C11 

Strand + 

End 20232 

Method GEN SCAN 

End 8152 

Score . 52 



38.-789, 1494. .1686, 2011. .2833, 3050. .4392, 4573. .5026, 
5365. .5444, 6221. .6310, 6919. .6964, 7656. .8152 



7141 
15062 
1 

OJ990421_12.9919.Cll.ol.np 
1753 
3645899 
1753.. 3200, 3312.. 5061 

(U68408) 5 1 end not determined experimentally [Zea mays] 



Seq. ID OJ990421_12. 9919.C11 

Strand + 

End 20232 

Method AAT/NAP 

End 5061 

Score 3866 



7141 

15062 

1 

OJ990421_12.9919.Cll.o3.np 

7859 
5852175 



Seq. ID OJ990421_12.9919.C11 

Strand + 

End 20232 

Method AAT/NAP 

End 20232 

Score 273 



7859. .8194, 8522. .8776, 13165 .. 13333, 14180 .. 14311, 20186. .20232 
(AL117265) zhbOOOS.l [Oryza sativa] 



7141 

15062 

1 

OJ990421_12.9919.Cll.o2.gs 

10180 

none 



Seq. ID OJ990421_12. 9919.C11 

Strand + 

End 20232 

Method GENS CAN 

End 19612 

Score .45 



10180. .10357, 10498. .10662, 11892 .. 12122, 1218 6 .. 12291, 
12651. .12833, 13067 .. 13317 , 13638 13707 , 16337 .. 164 60, 



7453 



16628. .17128, 17669. . 177.69, 17957 .. 18015, 19512.. 19612 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. , No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip"': 

j =3 Seq. No. 

; :3 Gene No. 

rjl Start 

|= l s Name 

:4 Start 

'■^ Exons 

Q GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 

O start 

i 5B 5 GI 



Exons 

GI Descrip. 



7141 Seq. ID 

15062 Strand 

1 End 

OJ990421_12. 9919.Cll.o4 .np Method 

16040 End 

6907087 Score 



OJ990421_12.9919.C11 
+ 

20232 
AAT/NAP 
17770 
1054 



16040. .16413, 16459. .17128, 17669.. 17770 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ990421_12.9919.C11 
+ 

20232 
AAT/GAP 
18607 
625 



7141 Seq. ID 

15062 Strand 
1 End 
OJ990421_12.9919-Cll.o4.gp Method 
18228 End 
uC-osflcyp033a04bl Score 
18228. .18607 

, 6G16845/dbj I AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 

7141 Seq. ID OJ990421_12 . 9919 . Cll 

15063 ■ Strand 

5256 End 5427 

OJ990421_12. 9919. Cll. ol.gp Method AAT/GAP . 
5256 End 5427 

LIB3433-026-P1-K1-C1 Score 235 

5256.. 5427 

, 5852170/emb|AL117265.1|OST17804 1.0e-44 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 

7141 Seq. ID OJ990421_12 . 9919 . Cll 

15064 Strand 

6096 End 6305 

OJ990421_12. 9919. Cll. o2.gp Method AAT/GAP 
6096 End 6305- 

1631463 Score 347 

6096.. 6305 

4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 


7141 








Seq. ID 


OJ990421JL2.9919 


.Cll 


Gene No. 


15065 








Strand 






Start 


18161 








End 


18361 




Name 


OJ990421 12 


.9919. 


Cll.o7 


.tm 


Method 


TBLASTX: Maize 




Start 


1654 








End 


1929 




GI 


none 








Score 


71 




Exons 


1654. .1707, 


1657. 


.1707, 


1713. 


.1928, 1723.. 1929 




Seq. No. 


7141 








Seq. ID 


OJ990421_12. 9919 


.Cll 


Gene No. 


15065 ' 








Strand 






Start 


18161 








End 


18361 




Name 


OJ990421 12 


9919. 


Cll.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


2005 








End 


2387 





7454 



GI ' . 


none 








Score 


7 6 .... 


Exons 


2005. .2067, 


2056 


. .2121, 


2119. 


.2385, 2126. .2383,- 2127. .2387, 




2127. .2384 












Seq. No. 


7141 








Seq. ID 


OJ990421_12.9919.C11 


Gene No. 


15065 








Strand 




Start 


1 Q 1 C 1 

lo 1 bl 








End 


18361 


Name 


OJ990421 12 


.9919 


.Cll.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2161 








End 


2730 


GI 


none 








Score 


262 


Exons 


2161. .2409, 


2163 


. .2393, 


2421. 


.2447, 2421. .2447, 2449.-2574, 




2458. .2517, 


2560 


. .2727, 


2575. 


.2730 




Seq. No. 


7141 








Seq. ID 


OJ990421_12. 9919.C11 


Gene No. 


15065 








Strand 




Start 


18 1 bl 








End 


18361 


Name 


OJ990421 12 


.9919 


.Cll.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2396 








End 


3087 


GI 


none 








Score 


106 


Exons 


2396. .2464, 


2397 


. .2471, 


2398. 


.2469, 2470. .2574, 2574. .3044, 




2575. .3057, 


2576 


. .3082, 


2578. 


.3087 




Seq. No. 


7141 








Seq. ID 


OJ990421_12. 9919.C11 


Gene No . 


i c n c c 








Strand 




Start 


18161 








End 


18361 - 


Name 


OJ990421 12 


.9919 


.Cll.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


2575 








End 


3036 


GI 


none 








Score 


225 


Exons 


2575. .2886, 


2935 


. .3036 








Seq. No. 


7141 








Seq. ID 


OJ990421_12. 9919.C11 


Gene No . 


1 c: r\ c c: 
loUbo 








Strand 




Start 


18161 








End 


18361 


Name 


OJ990421 12 


.9919 


.Cll.oS 


. tm 


Method 


TBLASTX: Maize 


Start 


3400 








End 


3693 


GI 


none 








Score 


153 


Exons 


3400. .3690, 


3402 


. .3692, 


3423. 


.3692, 3430. .3693 


Seq. No. 


7141 








Seq. ID 


OJ990421_12. 9919;C11 


Gene No. 


15065 








Strand 




Start 


18161 








End 


18361 


Name 


VJU _7 Z7 U 4 <L X X <d 


QQ1 Q 


PI 1 nl 


t 


Method 


TBLASTX: Soybean 


Start 


3426 








End 


4034 


GI 


5509260 








Score 


66 


Exons 


3426. .3527, 


3427 


. .3657, 


3430. 


.3645, 3643. .4032, 3651. .4034, 




3652. .4032 












GI Descrip. 


- 












Seq. No. 


7141 








Seq. ID 


OJ990421_12. 9919.C11 


Gene No . 


loUbo 








Strand 




Start 


18161 








End 


18361 


Name 


OJ990421 12 


.9919 


.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3568 








End 


4020 


GI 


none 








Score 


90 


Exons 


3568. .3642, 


3643 


. .3672, 


3673. 


.4020, 3675.. 4007 


Seq. No. 


7141 








Seq. ID 


OJ990421_12. 9919.C11 



7455 





Gene No. 








otrana 








Start 


18161 






End 


18361 






Name 


OJ990421 12 


.9919. 


Cll.ol.tc 


Method 


TBLASTX: Cress 






Start 


3634 






End 


3915 






GI 


none 






Score 


214 






Exons 


3634. .3915, 


3639. 


.3896 










Seq. No. 


7141 






Seq. ID 


OJ990421_12.9919. 


Cll 




Gene No. 


lOUDO 






O 4- n *-] 

btrana 








Start 


18161 






End 


18361 






Name 


OJ990421 12 


.9919. 


Cll.o3.tm 


Method 


TBLASTX: Maize 






Start 


3694 






End 


4161 






GI 


none 






Score 


636 






Exons 


3694. .4161, 


3696. 


.4160 










Seq. No. 


7141 






Seq. ID 


OJ990421_12.9919. 


Cll 




Gene No. 


IoUdo 






otrana 








Start 


18161 






End 


18361 






Name 


OJ990421 12 


.9919. 


Cll.o6.tm 


Method 


TBLASTX: Maize 






Start 


. 4203 






End 


4386 






GI 


none 






Score 


134 






Exons 


4203. .4346, 


4203. 


.4385, 4204. 


.4386 








Seq. No. 


7141 






Seq. ID 


OJ990421_12.9919. 


Cll 


:» 


Gene No. 


15065 






Strand 






Fx 


Start 


18161 






End 


18361 




! ! 


Name 


OJ990421 12 


.9919. 


Cll.o3.tw 


Method 


TBLASTX: Wheat 






Start 


4204 






End 


4620 




3 


GI 


none 






Score 


95 




y 


Exons 


4204. .4368, 


4384 . 


.4620 









c5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



7141 

15065 

18161 

OJ990421_12. 

4387 

none 

4387. .50*58, 

7141 

15065 

18161 

OJ990421_12. 

4405 

none 

4405. .4803, 

7141 

15065 

18161 

OJ990421_12. 

4585 

none 

4585. .4671, 

7141 
15065 



9919. Cll. ol.tm 
4395. .4997, 4768. 

9919.Cll.o2.ts 
4614. .4793, 4813. 

9919. Oil. o2.tc 
4678. .4812, 4831. 



Seq. ID OJ990421_12. 9919. Cll 
Strand 

18361 

TBLASTX: Maize 
5064 
976 



End 

Method 
End 
Score 
.5064 



Seq. ID OJ990421_12. 9919. Cll 
Strand 

End 18361 

Method TBLASTX : Soybean 

End 504 6 

Score 296 
.5046, 4830. .4898 

Seq. ID OJ990421_12. 9919. Cll 
Strand 

18361 

TBLASTX: Cress 
5043 
63 



End 

Method 
End 
Score 
.5043 



Seq. ID OJ990421JL2. 9919. Cll 
Strand 



7456 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



18161 End 18361 

OJ990421_12 . 9919 . Cll . o5 . np Method AM 1 / NAP 
18161 End 18361 

4680186 Score - 306 

18161. .18361 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990421JL2. 9919. C12 

Strand + 

End 361 

Method AAT/NAP 

End 361 

Score 105 



7142 
15066 
1 

OJ990421_12.9919.C12.ol.np 
1 

6907087 
1..115, 260. .361 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ990421_12. 9919.C12 
Strand + 
End 2979. 
Method AAT/GAP 
End ' 1198 

Score 629 



7142 
15067 
819 

OJ990421_12.9919.C12.ol.gp 
819 

uOosflcyp033a04bl 
819. .1198 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. . 



7142 

15067 

819 

OJ990421_12. 9919.C12.ol.gs 

997 

none 



Seq. ID OJ990421_12.9919.C12 

Strand + 

End 2979 

Method GENSCAN 

End 2979 

Score .55 



997. .1067, 1640. .1715, 1885. .2979 



Seq. ID OJ990421_12. 9919.C12 
Strand + 

6727 
AAT/GAP 
6727 
681 



7142 
15068 
6344 

OJ990421_12.9919.C12.o2.gp 
6344 

uC-osflcyp033a04bl 
6344.. 6727 

'6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



End 

Method 

End 

Score 



7142 

15069 

1 

OJ990421_12.9919.C12.o3.np 
1 

5852180 



Seq. ID OJ990421_12. 9919.C12 
Strand 

End 11172; 

Method AAT/NAP 

End 11172 

Score 592 



1..68, 4265. .4306, 5005. .5408, 5460. .5578, 6568. .6657, 
11128. .11172 

(AL117265) zhbOOOlO.l [Oryza sativa] 



7142 



Seq. ID OJ990421_12. 9919.C12 



7457 




Gene No. 


15069 


Strand 




Start 


1 


hna 


111 10 
L x L 1 £ 


Name 


OJ990421 12.9919.C12.o2.np 


Method 


AAT/NAP 


Start 


752 


End 


2696 


GI 


4680186 


Score 'S 


-316 


Exons 


752.. 952, 2667..2696 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp. 


indica] 


Seq. No. 


7143 


Seq. ID 


OJ990421 


Gene No. 


15070 


Strand 


+ 


Start 


129 


End 


195 


Name 


OJ990421 12.9919.C13.ol.gs 


Method 


GENSCAN 


Start 


129 


End 


195 


GI 


none 


Score 


.62 


Exons 


129. .195 







Seq. No. 


7143 


Seq. ID 


OJ990421 


_12, 


.9919 


.C13 


Gene No. 


15071 


Strand 


+ 








Start 


2520 


End 


ft O O / 








Name 


OJ990421 12.9919.C13.o2.gs 


Method 


GENSCAN 








Start 


2520 


End 


4687 








GI 


none 


Score 


.44 








Exons 


2520.. 2525, 3593.. 3784, 4556. 


.4687 










Seq. No. 


7143 


Seq. ID 


OJ990421 


_12 


. 9919 


.C13 . 


Gene No. 


15072 


Strand 










Start 


462 


End 


1 1 9 Q 








Name 


OJ990421 12.9919. C13.ol.np 


Method 


AAT/NAP 








Start 


462 


End 


1129 








GI 


6721507 


Score 


77 








Exons 


462. .659, 919. .1129 












GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


7144 


Seq. ID 


OJ990421 


_12 


.9919 


.C15 


Gene No. 


15073 


Strand 










Start 


232 


End 


238 








Name 


OJ990421 12.9919.C15.ol.gs 


Method 


GENSCAN 








Start 


232 


End 


238 








GI 


none 


Score 


.55 








Exons 


232.. 238 












Seq. No. 


7145 


Seq. ID 


OJ990421 


_12 


.9919 


.C16 


Gene No. 


15074 


Strand 


+ 








Start 


396 


End 


871 








Name 


OJ990421 12.9919.C16.ol.gs 


Method 


GENSCAN 








Start 


396 


End 


'871 








GI 


none 


Score 


.51 








Exons 


396.-456, 699. .871 












Seq. No. 


7145 


Seq. ID 


OJ990.421 


_12 


.9919 


.C16 


Gene No. 


15075 


Strand 


+ 








Start 


6361 


End 


7153 








Name 


OJ990421 12.9919.C16.ol.gp 


Method 


AAT/GAP 








Start 


4993 


End 


5453 








GI 


LIB3432-059-P1-K1-D8 


Score 


742 








Exons 


4993. .5453 












GI Descrip. 


? 5734,616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza 


sativa genomic 



7458 



DNA, chromosome 6, clone : P0.538C01 1 



Seq. No. 


7145 








Seq. ID 


Gene No . 


IjU / j 








OLI ctilvJ. 


Start 


OjDI 








Hi no. 


Name 


uj y yu4 ^ i_i^ 


QQ1 Q 

.yyiy 




gs 


MafhnH 


Start 


OODl 








Ejnu. 


GI 


none 








Score 


Exons 


0 OOl . . 0 3U4 / 


d do u 


71 ^ 
. . / 1 jj 






Seq. No. 


7145 








Seq. ID 


Gene No. 


IjU / D 








Of- nH 

Jli CL11<J 


Start 


1 A O c; 
14Z j 








ijiia 


Name 


r\ TQ G H /I 9 1 19 

ujyyu4^i 


QQ1 Q 

. y y i y 


PI £ n9 


gs 


i v ie unoci 


Start 


1 y| nc 
1 4 *i j 










bl 


none 










Exons 




1719 


1 R07 






Seq. No. 


"7 1 A £ 








oeq. iu 


Gene No. 


15077 








Strand 


Start 


3570 








End 


Name 




QQ1 Q 


. ^ X O • U J. • 


L.W 


L ie t_i hjvj. 


Start 


1 DjZ 










GI 


none 








Score 


Exons 


1632 . . lo /U , 


1 /TOO 

lo jZ 


. ■ 1 / j j / 




1 7 "5 1 17 

. i / ji , i / 




1 /o4 . . looZ t 


iyu j 


9 n i n 
. . zUlU , 


9Pi97 


9 1 OQ ^ 




377 d . . 5311 , 


j/ol 


. . jyjy 






Seq. No. 


7145 








Seq. ID 


Gene No. 


i cmT 








C+- V -3 nr l 

ell dllvj 


Start 


30 / U 








Hina 


Name 


ATQQfi/1 01 19 

ujyyu4^:i iz 


. yyiy 


r*i £ 
. tlu. O j . 


gs 


iyiei,noa 


Start 


JJ/U 








CiIlG 


GI 


none 








Score 


Exons 


jj/U. . j/OD, 


JOZl 


/i nn9 

. . 4 UUZ , 


A 779 
4 / / Z . 


A Q7 £ 
. 4 O / O 


Seq. No. 


7145 








Seq. ID 


Gene No. 


15077 








Strand 




jj / U 








End 


Name 


O TQQAyl 9 1 19 

ujyyu4zi iz 


QQ1 Q 

. yyiy 


r*i £ /-s 1 


np 


Method 


Start 


3D / 3 








End 


GI 


C7 /I OTOQ 

o / 4 z i z y 








Score 


Exons 


jj / J. . 4 UU / 










GI Descrip. 


(Ar lzll3y ) 


T3 TlUfO 

KIMz 


protein 


[Oryza sativa] 


Seq. No. 


7145 








Seq. ID 


Gene No . 


1 Rm7 

IjU f i 








Strand 


Start 


Jo / U 








End 


Name 


u j yyu4zi iz 


QQ1 Q 

.yyiy 


r*i £ 
.Llo.Ol. 


tm 


Method 




*3R1 1 








End 


GI 


none 








Score 


Exons 


3811. .4017, 


3812 


. .4012 






Seq. No. 


7146 








Seq. ID 


Gene No. 


15078 








Strand 


Start ■ 


97 








End 


Name 


OJ990421 12 


.9919 


.C19.ol. 


np 


Method 



OJ990421_12.9919.C16 
+ 

7153 
GENSCAN 
7153 
.98 



OJ990421_12.9919.C16 

1807 
GENSCAN 
1807 
.76 



OJ990421_12.9919.C16 
4876 

TBLASTX: Wheat 

4020 

48 



OJ990421_12.9919.C16 

4876 
GENSCAN 
4876 
.87 



OJ990421_12.9919.C16 

4876 
AAT/NAP 
4007 
195 



OJ990421_12. 9919.C16 
4876 

TBLASTX: Maize 

4017 

104 



OJ990421_12.9919.C19 
+ 

1736 
AAT/NAP 



7459 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



97 - End 1736 

4680502 Score 100 

97. .360, 845. .1028, 1680. .1736 

(AF119222) hypothetical protein [Oryza sativa] 



7146 
15079 
14360 

OJ990421_12.9919.C19.ol.gp 
14360 
2310235 
14360. .14397, 14813.. 14952 
5852182/emb|CAB55420.1| 9.0e-13 
sativa] 



Seq. ID OJ990421_12. 9919.C19 

Strand + 

End 18878 

Method AAT/GAP 

End 14952 

Score 287 



(AL117265) zhb0012.1 [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
■GI 
Exons 

GI Descrip. 



7146 Seq. ID 

15079 Strand 

14360 End 
OJ990421_12.9919-C19.o2.gs' Method 

14813 End 

none Score 

14813. .15595, 15731.. 18115 



OJ990421_12. 9919.C19 
+ 

18878 
GEN SCAN 
18115 
.97 



7146 Seq. ID 

15079 Strand 
14360 End 18878 

OJ990421_12. 9919.C19.o3.np Method AAT/NAP 
14813 " End 18094 

4680203 Score 3208 

14813. .16456, 16610 16840, 17117.. 18094 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ990421_12.9919.C19 
+ 



7146 Seq. ID 

15079 Strand 

14360 End 

OJ990421_12.9919.C19.o2.gp Method 

14817 End 

342 1.R1084 Score 



OJ990421_12. 
+ 

18878 
AAT/GAP 
18876 
6339 



9919. C19 



14817. .18187, 18223. .18242, 18325 .. 18422 , 18532 .. 18774 , 
18827. .18876 

, 4574406/gb|AAD24042,l| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7146 Seq. ID 

15079 Strand 

14360 End 

OJ990421_12.9919.C19.o4.gp Method 

14817 End 

342 1.R1084 Score 



OJ990421_12.9919.C19 
+ 

18878 
AAT/GAP 
18869 
6335 



14817. .18187, 18223. .18242, 18325 .. 18422 , 18532 .. 18774 , 
18827. .18869 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 
Gene No. 
Start 



7146 

15079 

14360 



Seq. ID OJ990421_12.9919.C19 
Strand + 
End 18878 



7460 



Name OJ990421_12 . 9919 . CI 9. o3 . gp Method AAT/GAP 

Start 14817 End 18878 

GI 342_1.R1084 Score 6339 

Exons 14817. .18187, 18223 18242, 18325 18422, 18532 .. 18774 , 
18827. .18878 

GI Descrip. ' 4574406/gb | AAD24042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7146 

15079 

14360 

OJ990421_12.9919.C19.o5.gp 
14950 

342 1.R1084 



OJ990421_12.9919.C19 
+ 



Seq. ID 
Strand 

End 18878 
Method AAT/GAP 
End 18777 

Score 6163 

14950. .18187, 18223. .18242, 18325 .. 18422, 18532. .18777 
'4574406/gb | AAD2404 2 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7146 Seq. ID 

15079 Strand 
14360 End 
OJ990421_12 . 9919 . CI 9 . 06 . gp Method 

14954 - End ' ' 
342 1.R1084 Score 



OJ990421_12.9919.C19 
+ 

18878 
AAT/GAP 
18777 
6163 



14954. .18187, 18223 .. 18242 , 18325 18422, 18532. .18777 
, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
1)5 Gene No. 
Start 
Name 
Start 
GI 

Exons 



7146 

15080 

5398 

OJ990421_12.9919.C19.o2.np 

5398 

6063554 



Seq. ID OJ990421_12.9919.C19 
Strand 

End 12988 

Method AAT/NAP 

End 12988 

Score 255 



5398. .5570, 6209. .6241, 7619. .7842, 8093. .8353, 12958. .12988 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



7146 

15081 

19212 

OJ990421_12.9919.C19.o4.tw 

15150 

none 



Seq. ID OJ990421_12.9919.C19 
Strand 

End 22951 

Method TBLASTX : Wheat 

End 15469 

Score 103 



15150. .15257, 15164. .15271, 15254 15304 , 15259 15318 , 
15310. .15468, 15311. .15469 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7146 

15081 

19212 

OJ990421_12.9919.C19.ol.ts 

15406 

none 



Seq. ID OJ990421_12. 9919.C19 
Strand 

End 22951 

Method TBLASTX : Soybean 

End 15835 

Score 89 



15406. .15492, 154 07 .. 15481, 15539 .. 15835, 15593. .15817 



Seq. No. 



7146 



Seq. ID OJ990421_12.9919.C19 



7461 




Gene No. 


15081 






Strand 




Start 


19212 






"End 


22951 


Name 


OJ990421 12.9919.C19 


.o2.tc 


Method 


TBLASTX: Cress * 


Start 


15568 






End 


15913 


GI 


none 






Score 


304 


Exons 


15568. 


.15720, 15575. 


.15913, 


15760. .15912 


Seq. No. 


7146 






Seq. ID 


OJ990421_12.9919 


Gene No. 


15081 






Strand 




Start 


19212 






End 


22951 


Name 


OJ990421 12.9919.C19 


. o2 . tw 


Method 


TBLASTX: Wheat 


Start 


15704 






End 


16173 


GI 


none 






Score 


72 


Exons 


15704. 


.15757, 15712. 


.15756, 


15758. .15862, 15769. .15858, 




15866. 


.15964, 15871. 


.15963, 


1594 4. .16168, 15964. .16173, 




15965. 


.16168, 15967. 


.16173 






Seq. No. 


7146 






Seq. ID 


OJ990421_12.9919 


Gene No. 


15081 






Strand 




Start 


19212 






End 


22951 


Name 


. OJ990421 12.9919.C19 


. ol. tm 


Method 


TBLASTX: Maize 


Start 


15761 






End 


16207 


GI 


none 






Score 


243 


Exons 


15761. 


.16003, 15769. 


.16002, 


16013. .16207 


Seq. No. 


7146 






Seq. ID 


OJ990421_12.9919 


Gene No. 


15081 






Strand 




Start 


19212 






End 


22951 


Name 


OJ990421 12.9919.C19 


.o2.ts 


Method 


TBLASTX : Soybean 


Start 


16037 






End 


16279 


GI 


none 






Score 


211 


Exons 


16037. 


.16279 








Seq. No. 


7146 






Seq. ID 


OJ990421_12.9919 


Gene No. 


15081 






Strand 




Start 


19212 






End 


22951 


Name 


OJ990421 12.9919.C19 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


16312 






End 


16722 


GI 


none 






Score 


87 


Exons 


16312. 


.16362, 16313. 


.16375, 


16361. .16603, 16381. .16563, 




16633. 


.16716, 16636. 


.16722, 


16637. .16720 


Seq. No. 


7146 






Seq. ID 


OJ990421_12.9919 


Gene No. 


15081 






Strand 




Start 


19212 






End 


22951 


Name 


OJ990421 12.9919.C19 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


16723 






End 


18040 


GI 


none 






Score 


880 


Exons 


16723. 


.17625, 16724. 


.17641, 


17636. .17680, 17640. .17675, 




17683. 


.17778, 17687. 


.17746, 


17725. .17£ 


J65, 17726. .17866, 




17868. 


.17942, 17879. 


.17959, 


17948. .18040, 17974. .18039 


Seq. No. 


7146 






Seq. ID 


OJ990421_12.9919 


Gene No. 


15081 






Strand 




Start 


19212 






End 


22951 


Name 


OJ990421 12.9919.C19 


.o2.tm 


Method 


TBLASTX: Maize 


Start 


16766 






End . 


17080 



7462 






GI 


none 




Score 


314 








Exons 


16766. .17080, 16777.. 


17052, 


16850. .17080 








Seq. No. 


7146 




Seq. ID 


OJ990421 


_12.9919. 


C19 




Gene No. 


15081 




Strand 










Start 


19212 




End 


22951 








Name 


OJ990421 12.9919.C19. 


ol. tc 


Method 


TBLASTX: 


Cress 






Start 


17007 




End 


17458 








GI 


none 




Score 


173 








Exons 


17007. .17189, 17011.. 


17448, 


17011. .17454, 17015 


. .17458, 








17021. .17458 














Seq. No. 


7146 




Seq. ID 


OJ990421 


_12.9919. 


C19 




Gene No. 


15081 




Strand 










Start 


19212 




End 


22951 








Name 


OJ990421 12.9919.C19. 


o3 .gs 


■ Method 


GENSCAN 








Start 


19212 




End 


22951 








GI 


none 




Score 


.45 








Exons 


19212. .19312, 19608.. 


19874, 


20103. .20245, 21637 


. .21796, 








22774.. 22951 














Seq. No. 


7146 




Seq. ID 


OJ990421 


JL2.9919. 


C19 




Gene No. 


15081 




Strand 








1 


Start 


19212 




End ' 


22951 






ST 


Name 


OJ990421 12.9919.C19. 


o4 . np 


Method 


AAT/NAP 






3 


Start 


19218 




End 


19824 






n 


GI 


1006761 




Score 


156 






Li 


Exons 


19218. .19312, -19575. . 


19824 












GI Descrip. 


(X81707) Thionin class 1 [Tulipa gesneriana] 








Seq. No. 


7147 




Seq. ID 


OJ990421 


_12. 9919. 


C20 




Gene No. 


15082 




Strand 








y 


Start 


135 




End 


213 








Name 


OJ990421 12.9919.C20. 


ol . gs 


Method 


GENSCAN 








Start 


135 




End 


213 






Hi 


GI 


none 




Score 


.64 






S3 


Exons 


135. .213 












3 


Seq. No. 


7148 




Seq. ID 


OJ990421 


_12.9919. 


C21 


j 


Gene No. 


15083 




Strand 


+ 






=i 


Start 


767 




End 


3297 








Name 


OJ990421 12.9919.C21. 


ol .np 


Method 


AAT/NAP 








Start 


767 




End 


1183 








GI 


135794 




Score 


165 








Exons 


767. .1183 













GI Descrip. LEAF-SPECIFIC THIONIN PRECURSOR (CLONES PKG1348, PKG1940, 

PKG2872 AND DG3) gi 1167102 (M19046) precursor thionin [Hordeum 
vulgare] gi 1 167104 (M19047) precursor thionin [Hordeum vulgare] 
gi 1 167106 (M19048) precursor thionin [Hordeum vulgare] 



Seq. No. 


7148 




Seq. ID 


OJ990421_12.9919.C21 


Gene No. 


15083 




Strand 


+ 


Start 


767 




End 


3297 


Name 


OJ990421 12.9919 


C21.ol.gs 


Method 


GENSCAN 


Start 


776 




End 


3188 


GI 


none 




Score 


.41 


Exons 


776.. 1166, 2265. 


3188 







7463 



Seq. No. 7148 

Gene No. 15083 

Start 767 

Name OJ990421_12 . 9919 . C21 .o2 .np 

Start 857 

GI 135797 

Exons 857.. 991 

GI Descrip. PHORATOXIN gi | 69605 | pir | IVFFD1T phoratoxin 
mistletoe 



Seq. ID OJ990421_12.9919.C21 
Strand + 

3297 
AAT/NAP 
991 
154 



End 

Method 

End 

Score 



California 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7148 

15083 

767 

OJ990421_12.9919.C21.o3.np 

1968 

6907087 



Seq. ID OJ990421_12.9919.C21 

Strand + 

End 3297 

Method AAT/NAP 

End 3297 

Score 907 



1968.. 2335, 2380.. 3091, 3211.. 3297 

(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 



region of the predicted gene, 
sativa] 



hypothetical protein [Oryza 



Seq. No. 7149 

p Gene No. 15084 

|^ Start 264 

]S Name OJ990421_12 . 9919 . C23 . ol . gs 

Start 264 

GI none 

"3 Exons 264 . . 435 



Seq. ID OJ990421_12. 9919.C23 

Strand + 

End 435 

Method GENSCAN 

End 435 

Score .71 



Seq. No. 7150 

Gene No. 15085 

Start 384 

Name OJ990421_12 . 9919 . C25 . ol . gs 

Start 384 

GI none 

Exons 384.. 431, 560. .583, 688.. 690 

Seq. No. 7151 

Gene No. 15086 

Start 384 

Name. OJ990421_12. 9919 . C26 . ol . gs 

Start 384 

GI none 

Exons 384.. 414 



Seq. ID OJ990421_12.9919.C25 
Strand 

End 690 

Method GENSCAN 

End 690 

Score . 52 



Seq. ID OJ990421_12. 9919.C26 

Strand + 

End 414 

Method GENSCAN 

End ■ 414 

Score .43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



7151 
15087 
1 

OJ990421_12.9919.C26.ol.np 
1 

4680502 
1..243, 452. .516 

(AF119222) hypothetical protein [Oryza sativa] 



Seq. ID OJ990421_12.9919.C26 
Strand 

516 

AAT/NAP 
516 
117 



End 

Method 

End 

Score 



7152 
15088 



Seq. ID OJ990421_12.9919.C27 
Strand + 



7464 



Start 


1 




End 


738 


Name 


OJ990421 12.9919.C27.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


738 


GI 


4680179 




Score 


677 


Exons 


1. .738 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa : 


subsp. indica] 


Seq. No. 


7152 




Seq. ID 


OJ990421_12.9! 


Gene No. 


15088 




Strand 


+ 


Start 


1 




End 


738 


Name 


OJ990421 12.9919.C27.ol 


. gs 


Method 


GEN SCAN 


Start 


82 




End 


621 


GI 


none 




Score 


.73 


Exons 


82. .621 








Seq. No. 


7152 




Seq. ID 


OJ990421JL2.9! 


Gene No. 


15088 




Strand 


+ 


Start 


1 




End 


738 


Name 


OJ990421 12.9919.C27.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


124 




End 


480 


GI 


none 




Score 


281 


Exons 


124. .480, ,147. .224, 160 


. .471 






Seq. No. 


7152 




Seq. ID 


OJ990421_12.9 


Gene No. 


15088 * 




Strand 


+ 


Start 


1 




End 


738 


Name 


OJ990421 12.9919.C27.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


361 ~~ 




End 


666 


GI 


none 




Score 


239 


Exons 


361. .666 








Seq. No. 


7153 




Seq. ID 


OJ990421_12.9 


Gene No. 


15089 




Strand 


- 


Start 


1 




End 


722 


Name 


OJ990421 12.9919.C28.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


722 


GI 


4680179 




Score 


799 


Exons 


1....722 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 



;3 Seq. No. 


7153 




Seq. ID 


OJ990421_12. 


9919. C28 


Gene No. 


15089 




Strand 






Start 


1 




End 


722 




Name 


OJ990421 12.9919 


.C28.ol.gs 


Method 


GENSCAN 




Start 


383 




End 


652 




GI 


none 




Score 


.43 




Exons 


383. .652 










. Seq. No. 


7154 




Seq. ID 


OJ990421_12. 


9919. C33 


Gene No. 


15090 




Strand 


+ 




Start 


1 




End 


554 




Name 


OJ990421 12.9919 


.C33.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


529 




GI 


2062155 




Score 


78 




Exons 


1..84, 167. .237, 


325. .529 








GI Descrip. 


(AC001645) mitochondrial processing peptidase alpha 


subunit 




precusor isolog 


[Arabidopsis 


thaliana] 







7465 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7154 Seq. -ID- 

15090 Strand 
1 End 
OJ990421_12 .9919. C33 . ol . gp Method 
4 8 End 
4632_1.R1084 Score 
48. .84, 167. .237, 325. .374, 519. .554 

, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 
retrotransposon, complete sequences; and unknown genes 1 



OJ990421_12.9919.C33 
+ 

554 

AAT/GAP 

554 

265 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7154 Seq. ID 

15090 Strand 

1 End 
OJ990421_12 . 9919 . C33 . ol . gs Method 

167 End 

none Score 

167. .237, 325. .374 



OJ990421_12.9919.C33 
+ 

554 

GEN SCAN 
374 
. 65 



C3 



Seq. No. 
Gene No. . 
Start 
Name 
Q Start 

Cn gi 
rjj Exons 

GI Descrip. 



i';S 



:=i E 

i y 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7155 rt - Seq. ID 

15091 Strand 

1 End 
OJ990421_12.9919.C34 .ol.np Method 

1 End 

5852178 Score 
1..205 

(AL117265) zhb0008.1 [Oryza sativa] 



OJ990421_12.9919.C34 
+ 

907 • 
AAT/NAP 
205 
116 



7155 
15091 
1 

OJ990421_12.9919.C34.o2.np 
1 

6063554 : 
1..91, 736. .907 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421 
+ 

907 

AAT/NAP 

907 

167 



12. 9919.C34 



7155 Seq. ID 

15091 Strand 

1 End 
OJ990421_12 . 9919.C34 .ol ,gs Method 

111 End 

none Score 
111. .208 



OJ990421_12. 9919.C34 
+ 

907 

GENSCAN 

208 

.54 



Seq. No. 7156 Seq. ID 

Gene No. 15092 Strand 

Start 337 End 

Name OJ990421_12 . 9919 . C35 . ol . gs Method 

Start 337 End 

GI none Score 

Exons 337.. 509, 616.. 760, 790.. 906 



OJ990421_12.9919.C35 
906 

GENSCAN 

906 

.73 



Seq. No. 



7157 



Seq. ID OJ990421_12.9919.C36 



7466 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15093 Strand 
1006 End 
OJ990421_12 . 9919 . C36 . ol . gs Method 
1006 End 
none Score 
1006. .1197 

7158 Seq. ID 

15094 Strand 
201 End 
OJ990421_12 . 9919 . C37 . ol . gs Method 
201 End 
none Score 
201. .267 

7159 Seq. ID 

15095 Strand 
523 End 
OJ990421_12 . 9919 .C38 . ol . gs Method 
523 End 
none Score 
523. .775 



1197 
GENSCAN 
1197 
.61 



OJ990421_12.9919.C37 
267 

GENSCAN 

267 

.58 



OJ990421_12.9919.C38 
+ 

775 

GENSCAN 

775 

.74 



7160 Seq. ID 

15096 Strand 

1 End 

OJ990421_12.9919.C39.ol.np Method 

1 End 

6063554 Score 
1..24, 235. .411 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 

correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990421 
+ 

411 

AAT/NAP 

411 

153 



12.9919.C39' 



3 Seq. No. 

j Gene No. 

1 Start 

~ Name 

f Start 

3 GI 

1 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7161 Seq. ID 

15097 Strand 
335 End 
OJ990421_12 . 9919 . C40 . ol . gs Method 
335 End 
none Score 
335. .516 

7162 . Seq. ID 

15098 Strand 
438 End 
OJ990421_12.9919.C41.ol.gs Method 
438 End 
none Score 
438. .489 

7163 Seq. ID 

15099 Strand 
10231 End 
OJ990421_12. 9919.C42.o3,gs Method 
10231 - End 
none Score 
10231. .10449, 10469. .10735 



OJ990421_12.9919.C40 
+ 

516 

GENSCAN 

516 

.67 



OJ990421_12.9919.C41 
489 

GENSCAN 

489 

.74 



OJ990421_12.9919.C42 
+ 

10735 
GENSCAN 
10735 
.61 



7467 



Seq. No. 7163 
Gene No. 15100 
Start 4226 

Name OJ990421_12. 9919.C42 .o2.gs 

Start 4226 
GI none 
Exons 4226. 

6520. 

8266. 



Seq. ID 
Strand 

End 8780 
Method GEN SCAN 
End 8780 
Score . 6 
4315, 4416. .4711, 5499. .5613, 5707. .5797, 
6698, 6862. .7035, 7181. .7359, 7631. .7789, 
8378, 8666.. 8780 



OJ990421 12.9919.C42 



6241. .6436, 
7917. .8060, 



Seq. No. 


7163 




Seq. ID 


OJ990421_12. 


9919. 


C42 


Gene No. 


15101 




Strand 


- 






Start 


9783 




End 


10667 






Name 


OJ990421 12 


.9919.C42.ol.np 


Method 


AAT/NAP 






Start 


9783 




End 


10667 






GI 


5852178 




Score 


424 






Exons 


9783. .9878, 


10226. .10330, 10362.. 10667 








GI Descrip. 


(AL117265) 


zhb0008.1 [Oryza 


sativa] 








Seq. No. 


7164 




Seq. ID 


OJ990421_12. 


9919. 


C43 


Gene No. 


15102 




Strand 


+ 






Start 


63 




End 


8231 






Name 


OJ990421 12 


.9919.C43.ol.gs 


Method 


GENSCAN' 






Start 


63 




End 


8231 






GI 


none 




Score 


.41 






Exons 


63.. 93, 171 


..456, 568.-679, 


2574. .2835, 


4321. .5153, 


7434 


. .8231 


Seq. No. 


7164' 




Seq. ID 


OJ990421_12. 


9919. 


C43 


Gene No. 


15103 




Strand 








Start 


8173 




End 


12913 






Name 


OJ990421 12 


.9919.C43.ol.np 


Method 


AAT/NAP 






Start 


8173 




End 


12913 






GI 


4680179 




Score 


5617 






Exons 


8173. .8218, 


8495.-9484, 9512 


. .12913 








GI Descrip. 


(AF111709) 


polyprotein [Oryza sativa subsp. indica] 






Seq. No. 


7164 




Seq. ID 


OJ990421_12. 


9919. 


C43 


Gene No. 


15103 




Strand 


+ 






Start 


8173 




End 


12913 






Name 


OJ990421 12 


.9919.C43.o2.gs 


Method 


GENSCAN 






Start 


8495 




End 


12835 






GI 


none 




Score 


.64 






Exons 


8495. .9161, 


9261. .12835 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No; 
Start 
Name 



7164 

15103 

8173 

OJ990421_12. 9919.C43.o9.tw 

8656 

none 

8656.. 8853, 8657. .8854, 8660. 



7164 

15103 

8173 

OJ990421 



Seq. ID OJ990421_12. 9919.C43 



12.9919..,C43.o6.tm 



Strand 
End 

Method 
End 
Score 
.8854 

Seq. ID 

Strand 

End 

Method 



+ 

12913 

TBLASTX: Wheat 

8854 

205 



OJ990421_12.9919.C43 
+ 

12913 

TBLASTX: Maize 



7468 



Start 8906 

GI none 

Exons 8906.. 9211 

Seq. No. 7164 

Gene No. 15103 

Start 8173 

Name OJ990421_12 . 9919 .C43 . o7 . tw 

Start 8906 

GI none 

Exons 8906.. 9256 

Seq. No. 7164 

Gene No. 15103 

Start 8173 

Name OJ990421_12 . 9919 . C4 3 . 08 . tw 

Start 9590 

GI none 

Exons 9590.. 9943 

Seq. No. 7164 

Gene No. 15103 

Start 8173 

Name OJ990421JL2 . 9919 .C43 . o7 . tm 

Start 9947 

GI none 

Exons 9947.. 10138, 9985.. 10140 

Seq. No. 7164 

Gene No. 15103 

Start 8173 

Name OJ990421_12. 9919.C43.o4 .tw 

Start 10075 

GI none 

Exons 10075. .10515, 10076 10558, 

Seq. No. 7164 

Gene No. 15103 

Start 8173 

Name OJ990421_12 . 9919 . C43 . o4 . ts 

Start 10112 

GI none 

Exons 10112.. 10426 

Seq. No. 7164 

Gene No. 15103 

Start 8173 

Name OJ990421_12 . 9919 . C43 . o4 . tm 

Start 10141 

GI none 

Exons 10141. .10383, 10145.. 10588 

Seq. No. 7164 

Gene No. 15103 

Start 8173 

Name OJ990421_12 . 9919 . C43 . ol . ts 

Start 10499 



End 9211 
Score 242 



Seq. ID OJ990421_12.9919.C43 

Strand + 

End 12913 

Method TBLASTX : Wheat 

End 9256 

Score .308 



Seq. ID OJ990421_12. 9919.C43 

Strand + 

End 12913 

Method TBLASTX : Wheat 

End 9943 

Score 246 



Seq. ID OJ990421_12. 9919.C43 

Strand + 

End 12913 

Method TBLASTX : Maize 

End - ■ 10140 

Score 190 



Seq. ID OJ990421_12. 9919. C43 

Strand + 

End 12913 

Method TBLASTX : Wheat 

End 10558 

Score 540 
10112.. 10555 

Seq. ID OJ990421_12. 9919.C43 

-Strand " + 

End 12913 

Method TBLASTX : Soybean 

End 10426 

Score 192 



Seq. ID OJ990421_12. 9919.C43 

Strand + 

End 12913 

Method TBLASTX : Mai ze 

End 10588 

Score 367 



Seq. ID OJ990421_12.9919.C43 

Strand + 

End 12913 

Method TBLASTX : Soybean 

End 10894 



7469 



GI none - Score 57 

Exons 10499. .10531, 104 99 .. 10531, 10535 .. 108 94 , 10537.. 10884 



Seq. No. 


7164 






•Seq. ID 


OJ990421JL2.9919 


.C43 


Gene No. 


15103 






Strand 


+ 




Start 


8173 






End 


12913 




Name 


OJ990421 12.9919.C43 


.o5 . tw 


Method 


TBLASTX: Wheat 




Start 


10609 






End 


10909 




GI 


none 






Score 


382 




Exons 


10609. 


.10908, 10637. 


. 10909 . 








Seq. No. 


7164 






Seq. ID 


OJ990421_12. 9919 


.C43 


Gene No. 


15103 






Strand 


+ 




Start 


8173 






End 


12913 




Name 


OJ990421 12.9919.C43 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


10634 






End 


10975 




GI 


none 






Score 


324 




Exons 


10634. 


.10975, 10696. 


. 10974 








Seq. No. 


7164 






Seq. ID 


OJ990421_12. 9919 


.C43 


Gene No. 


15103 






Strand 


+ 




Start 


8173 






End 


12913 




Name 


OJ990421 12.9919.C43 


,o3.tw 


Method 


TBLASTX: Wheat 




Start 


10910 






End 


11335 




GI 


none 






Score 


597 




Exons 


10910. 


.11335, 10912; 


. 11328, 


10985. .11335 




Seq. No. 


7164 






Seq. ID 


OJ990421_12. 9919 


.C43 


Gene No. 


15103 






Strand 


+ 




Start 


8173 






End ■ 


12913 




Name 


OJ990421 12.9919.C43 


,o3. ts 


Method 


TBLASTX : Soybean 




Start 


10916 






End 


11164 




GI 


none 






Score 


206 




Exons 


10916. 


.11164 










Seq. No. 


7164 






Seq. ID 


OJ990421 12.9919 


.C43 


Gene No. 


15103 






Strand 


+ 




Start 


8173 






End 


12913 




Name 


OJ990421 12.9919.C43 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


10982 






End 


11335 




GI 


none 






Score 


461 




Exons 


10982. 


.11335, 10987. 


. 11328 








Seq. No. 


7164 






Seq. ID 


OJ990421JL2.9919 


.C43 


Gene No. 


15103 






Strand 


+ 




Start 


8173 






End 


12913 




Name 


OJ990421 12.9919.C43 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


11363 






End 


11902 




GI 


none 






Score 


617 




Exons 


11363. . 


.11902, 11545. 


.11898 








Seq. No. 


. 7164 






Seq. ID 


OJ990421_12.9919 


.C43 


Gene No. 


15103 






Strand 


+ 




Start 


8173 






End 


12913 




Name 


OJ990421 12.9919.C43 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


11557 






End 


11926 




GI 


none 






Score 


91 





7470 





Exons 


11557. .11772, 11600. 


.11782, 


11783. .11926, 11785. .11925 






Seq. No. 


7164 


- 


Seq. ID 


OJ990421_12.9919. 


C43 




Gene No. 


15103 




Strand 


~r 






Start 


8173 




bna 








Name 


OJ990421 12.9919.C43 


.o2. ts 


Method 


1 bLAb I a i oOyDean 






Start 


11690 




7~~l ^ 

End 


1 lyou 






GI 


none 




Score 








Exons 


11690. .11950, 11701. 


.11949 










Seq. No. 


7164 




Seq. ID 


OJ990421_12.9919. 


C43 




Gene No. 


15103 




Strand 


+ 






Start 


8173 




End 


12913 






Name 


OJ990421 12.9919.C43 


. o3.tm 


Method 


TBLASTX: Maize 






Start 


11748 




End 


12040 






GI 


none 




Score 


411 






Exons 


11748. .12035, 11749. 


.12036, 


11750. .12040 






Seq. No. 


7164 




Seq. ID 


OJ990421_12.9919. 


C43 




Gene No. 


15103 




Strand 


+ 






Start 


8173 




End 


12913 






Name 


OJ990421 12.9919.C43 


.ol . tw 


Method 


" TBLASTX: Wheat 






.Start 


11909 




End 


12535 




'■J 


GI 


none 




Score 


721 


- 


:. 1. 


r Exons . 


11909. .12535, 11912. 


.12256, 


11965. .12414, 124 75. .12534 




r« 

!. I 5 


Seq. No. 


7164 




Seq. ID 


OJ990421_12.9919. 


C43 


.: 


Gene No. 


15103 




Strand 


+ 






Start 


8173 




End 


12913 




! : | 


Name 


OJ990421 12.9919.C43 


. ol . tm 


Method 


TBLASTX: Maize 




..3 


Start 


12088 




End 


12673 




; : : S 


GI 


none 




Score 


229 




i hi 


Exons 


12088. .12243, 12089. 


.12250, 


12091. .12252, 12247. .12411, 




n 




12248. .12673, 12368. 


.12652, 


12475. .12672 




■5 33* 
"'J 


Seq. No. 


7164 




Seq. ID 


OJ990421_12.9919. 


C43 


j; as 


Gene No. 


15103 




Strand 


+ 






Start 


8173 




End 


12913 




"It. 


Name 


OJ990421 12.9919.C43 


. 06 . tw 


Method 


TBLASTX: Wheat 






Start 


12535 




End 


12868 




C3 


GI 


none 




Score 


311 






Exons 


12535. .12816, 12536. 


,.12868 










Seq. No. 


7165 




Seq. ID 


OJ990421_12.9919. 


C44 




Gene No. 


15104 




Strand 


+ 






Start 


294 




End 


466 






Name 


OJ990421 12.9919.C44 


.ol.np 


Method 


AAT/NAP 






Start 


294 




End 


466 






GI 


6063554 




Score 


93 






Exons 


294. .466 












GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 




correspond to a region of the predicted gene.; hypothetical 






protein [Oryza sativa] 










Seq. No. 


7166 




Seq. ID 


OJ990421_12.9919 


C45 




Gene No. 


15105 




Strand 


+ 






Start 


1098 




End 


1877 





7471 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
B S Start 
Name 
Start 

ry gi 

Q Exons 

jjl GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Method 
End 
Score 



OJ990421_12.9919.C45.ol.gs 
1098 
none 

1098. .1103,- : 1578. .1877 

7166 
15106 
2126 

OJ990421_12.9919.C45.o2.gs 
2126 
none 

2126. .2244, 2506. .2587, 2668. .2700 



GENSCAN 

1877 

.72 



Seq. ID OJ990421_12.9919.C45 
Strand 

2700 
GENSCAN 
2700 
. 95 



End 

Method 
End 
Score 



7166 
15107 
2667 

OJ990421_12.9919.C45.ol.np 
2667 
4680203 
2667. .3012, 4217. .4286 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990421_12.9919.C45 . 
Strand 

4286 
AAT/NAP 
4286 
181 



End 

Method 

End 

Score 



Seq. ID OJ990421_12.9919.C46 

Strand + 

End 653 

Method' AAT/NAP 

End 653 

Score 160 



7167 
15108 
1 

OJ990421_12.9919.C4 6.ol.np 
1 

99922 
1..100, 332..6S3 

hypothetical protein - soybean gi | 930025 | emb | CAA31883 | (X13528) 
ORF (334 AA) [Glycine max] 



7168 

15109 

347 

OJ990421_12.9919.C47 .ol.gs 

347 

none 

347. .419 



Seq. ID OJ990421_12. 9919.C47 
Strand 

End 419 

Method GENSCAN 

End 419 

Score . 6 



Seq. No. 7169 
Gene No. 15110 
Start ' 1 

Name OJ990401_09 . 9923 . CI . ol . np 

Start 1 
GI 629693 
Exons 1..234 

GI Descrip. probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



Seq. ID OJ990401_09.9923.C1 
Strand + 

234 

AAT/NAP 
234 
110 



End 

Method 

End 

Score 



Seq. No. 7170 

Gene No. 15111 

Start 1 

Name OJ990401_09 . 9923 .C3 . ol . np 

Start 1 

GI 418604 

Exons 1..685 



Seq. ID OJ990401_09.9923.C3 

Strand + 

End 685 

Method AAT/NAP 

End 685 

Score 1141 



7472 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



HYPOTHETICAL 35.6 KD PROTEIN IN RPME-TDK INTERGENIC REGION 
(ORFP) 



7170 Seq. ID 

15111 Strand 

1 End 

OJ990401_09 . 9923 . C3 . ol . gs Method 

384 End 

none Score 
384. .635 



OJ990401_09.9923.C3 
+ 

685 

GENSCAN 

635 

.54 



Seq. No. 7171 Seq. ID OJ990401_09 . 9923 . C4 

Gene No. 15112 Strand 

Start 346 End 1465 

Name OJ990401_09. 9923.C4 .ol .np . Method AAT/NAP 

Start 346 End 1465 

GI 3193306 Score 1120 

Exons 346. . 1465 

GI Descrip. (AF069300) contains similarity to Arabidopsis 

membrane-associated salt-inducible-like protein (GB: AL021637 ) 
[Arabidopsis thaliana] 





Seq. No. 


7171 




Seq. ID 


OJ990401_09,9923 


• C4 


,o ta, 


Gene No. 


15112 




Strand 


- 




: : 


Start 


346 




End 


1465 




-.1 


Name 




01 . tm 


Method 


TOT 7\ CTV • M-i -! ^ /-\ 

1 nitAo 1 a : ixiai ze 




m 


Start 


370 




End 


1008 




! U 


GI 


none 




Score 


678 




: ~ 


Exons 


370. .1008, 407. .913, 


508. . 


1005 








Seq. No. 


7171 




Seq. ID 


OJ990401_09.9923 


.C4 




Gene No. 


15112 




Strand 








Start 


346 




End 


1465 






Name 


OJ990401 09. 9923. C4. 


o2.ts 


Method 


TBLASTX : Soybean 






Start 


370 




End 


646 




j. _t 

; t 5 ■ 


GI 


none 




Score 


261 






Exons 


370. .645, 407. .646 












Seq. No. 


7171 




Seq. ID 


OJ990401_09.9923 


.C4 


'ssf 


Gene No. 


15112 




Strand 








Start 


346 




End 


1465 




| s 


Name 


OJ990401 09. 9923. C4. 


ol.gs 


Method 


GENSCAN 






Start 


373 




End 


1420 






GI 


none 




Score 


.7 






Exons 


373. .1420 












Seq. No. 


7171 




Seq. ID 


OJ990401_09.9923 


.C4 




Gene No. 


15112 




Strand 








Start 


346 




End 


1465 






Name 


OJ990401 09. 9923. C4. 


o2.tc 


Method 


TBLASTX: Cress 






Start 


376 




End 


673 






GI 


none 




Score 


218 






Exons 


'376.. 672, 410.. 673 












Seq. No. 


7171 




Seq. ID 


OJ990401_09.9923 


,C4 




Gene No. 


15112 




Strand 








Start 


346 




End 


1465 





7473 



Name 


OJ990401 09. 9923. G4. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


647 




End 


963 




GI 


none 




Score 


111 




Exons 


647. .913, 648. .806, 


649. .963, 


653. .913 






Seq. No. 


7171 




Seq. ID 


OJ990401_09.9923. 


.C4 


Gene No . 


i ci i O 
1 D 1 1Z 




Strand 






Start 


346 




End 


1465 




Name 


OJ990401 09. 9923. C4. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


673 




End 


1098 




GI 


none 




Score 


185 




Exons 


673.-963, 674.. 913, 


676. .954, 


1012. .1098 




Seq. No- 


7172 




Seq. ID 


OJ990401_09.9923, 


.C5 


Gene No . 


15113 




Strand 


+ 




Start 


8151 




End 


9959 




Name 


OJ990401 09. 9923. C5. 


o2 .gs 


Method 


GEN SCAN 




Start 


8151 




End 


9959 




GI 


none 




Score 


.81 




Exons 


8151. .8490, 8604. .8857, .8975. 


.9103, 9552.. 9959 




Seq. No. 


7172 




Seq. ID 


OJ990401_09.9923, 


.C5 


Gene No. 


15113 




Strand 


+ 




Start 


8151 




End 


9959 




Name 


OJ990401 09. 9923. C5. 


o4 .np 


- Method 


AAT/NAP 




Start 


8151 




End 


9959 




GI 


4126687 




Score 


1837 





Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8151. .8490, 8604. .8857, 8975.-9454, 9552, 
(AB016501) glutelin [Oryza sativa] 



,9959 



Seq. ID OJ990401_09.9923.C5 

Strand + 

End 20266 

Method GENSCAN 

End 20266 

Score .84 

.18726, 18774. .18930, 19257 .. 19385, 19707 .. 19857, 
.20266 



7172 
15114 
17903 

OJ990401_09. 9923.C5.o4 .gs 
17903 
none 
17903, 
20142, 



7172 Seq. ID 

15114 Strand 
17903 End 

OJ990401_09. 9923.C5.o6.np -Method 
17903 End 
5295971 Score 
17903. .18322, 18368.. 19050 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ990401_09.9923.C5 
+ 

20266 
AAT/NAP 
19050 
1442 



7172 Seq. ID 

15115 Strand 

24349 End 

OJ990401_09. 9923.C5.o6.gs Method 

24349 End 

none Score 
24349. .24534 



OJ990401_09.9923.C5 
+ 

24534 
GENSCAN 
24534 
.87 



7474 - 



- GI Descrip. 



ru 



Seq. No. 


7172 


Seq. ID 


OJ990401_ 


JD9.9923 


.C5 


Gene No. 


15116 


Strand 


+ 






Start 


26042 


End 


27064 






Name 


OJ990401 09.9923.C5.o7.np 


Method 


AAT/NAP 






Start 


26042 


End 


27064 






GI 


5020219 


Score 


463 






Exons 


26042. .27064 










GI Descrip. 


(AF149919) wax synthase [Simmondsia chinensis] 






Seq. No. 


7172 


Seq. ID 


OJ990401_ 






Gene No. 


15117 


Strand 


+ 






Start 


31504 


End 


34521 






Name 


OJ990401 09.9923.C5.o8.gs 


Method 


GENSCAN 






Start 


31504 


End 


34521 • 






GI 


none 


Score 


.77 






Exons 


31504. .31567, 32988 .. 33169, 


33209. .33739, 33985 


. .34521 




Seq. No. 


7172 


Seq. ID 


OJ990401_ 


_09.9923 


.C5 


Gene No. 


15118 


Strand 








Start 


1 


End 


171 






Name 


OJ990401 09-9923. C5.ol. hp 


Method 


AAT/NAP 






Start 


1 


End 


171 






GI 


3193306 


Score 


122 






Exons - 


1. .171 











(AF069300) contains similarity to Arabidopsis 
membrane-associated salt-inducible-like protein 
[Arabidopsis thaliana] 



(GB:AL021637] 



:,: Seq. No. 

Gene No. 

;j3 Start 

Til Name 

» Start 

□ GI 

^ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



7172 

15119 

11933 

OJ990401_09.9923.C5.o4 . tm 

1829 

none 

1829. .2152, 2254. .2334 

7172 

15119 

11933 

OJ990401_09-9923.C5.ol.tm 

8369 

none 

8369. .8503, 8373.-8492, 8618. 
9053. .9169, 9055. .9171, 9302. 

7172 

15119 

11933 

OJ990401_09.9923.C5.ol.tc 

8385 
none 

8385. .8492, 8618. .8662, 8687. 
9283.-9438, 9284.-9454, 9555. 

7172 
15119 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End" 
Score 



OJ990401_09.9923.C5 
17382 

TBLASTX: Maize 

2334 

241 



OJ990401 09. 9923. C5 



17382 

TBLASTX: Maize 
9914 
108 

8671, 8701. .8847, 8702. .8857, 
9463, 9552.. 9914 



Seq. ID OJ990401_09. 9923.C5 
Strand 

End 17382 
Method TBLASTX : Cress 
End 9914 
Score 83 

.8860, 8698. .8856, 9056. .9196, 
.9833, 9558.. 9914, 9566. .9883 

Seq. ID OJ990401_09. 9923.C5 
Strand 



7475 



Start 
Name 
Start 
GI 

Exons 



11933 End 

OJ990401_09 . 9923 .C5 . o2 . ts Method 

8683 End 

none Score 



17382 

TBLASTX: Soybean 

9878 

153 



8683. .8817, 8684. .8818, 9281. .9433, 9296. .9448, 9549. .9602, 
9550. .9588, 9648. .9740, 9744. .9878 



Seq. No. 


7172 








Seq. ID 


OJ990401 


_09. 9923 


.C5 


Gene No. 


15119 








Strand 








Start 


11933 








End 


17382 






Name 


OJ990401 09. 9923. C5 . 


ol.gp 


Method 


AAT/GAP 






Start 


10428 








End 


14318 






GI 


30795 


1.R1084 






Score 


1697 






Exons 


10428. 


".10793, 


11112. 


.11196, 


11824. .11896, 12005 


. .12190, 






13209. 


.13273, 


14054. 


.14189, 


14288. .14318 






GI Descrip. 


•1009234 3.0e 


-49 (L38829) SUP2 gene product [Nicotiana 


tabacum] 


Seq. No. 


7172 








Seq. ID 


OJ990401 


_09 . 9923 


■ C5 


Gene No. 


15119 








Strand 








Start 


11933 








End 


17382 






Name 


OJ990401 09. 9923. C5 . 


oS.np 


Method 


AAT/NAP 






Start 


11141 








End 


17007 






GI 


1009234 






Score 


1219 






Exons 


11141. 


.11191, 


11819. 


.11896, 


12005. .12190, 13209 


. . 13273, 






14054. 


.14189, 


14288. 


.14393, 


14616. .14766, 15791 


. . 15855, 






15954. 


.16108, 


16193. 


.16255, 


16820.. 17007 






GI Descrip. 


(L38829) SUP2 


gene product 


[Nicotiana 


tabacum] 






Seq. No. 


7172 








Seq. ID 


OJ990401 


_09. 9923 


.C5 


Gene No. 


15119 








Strand 








Start 


11933 








End 


17382 






Name 


OJ990401 09. 9923. C5. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


11813 








End 


16903 






GI 


none 








Score 


90 






Exons 


11813. 


.11896, 


11823. 


.11900, 


12002. .12052, 12002 


. : 12034, 






12003. 


.12041, 


12095. 


.12202, 


12117. .12185, 12146 


. . 12190, 






13209. 


.13271, 


14050. 


.14184, 


14052. .14183, 14259 


. . 14396, 






14261. 


.14395, 


14287. 


.14403, 


14612, .14767, 14615 


. .14767, 






14616. 


.14768, 


15781. 


.15858, 


15786. . 15E 


357, 15938 


. .16102, 






15950. 


.16108, 


15951. 


.16109, 


15951. . 16109, 16184 


. .16270, 






16188. 


.16271, 


16200. 


.16271, 


16803. . 16892, 16820 


. .16903, 






16821. 


.16892 














Seq. No. 


7172 








Seq.. ID 


OJ990401 


_09.9923 


.C5 


Gene No. 


15119 








Strand 








Start 


11933 








End 


17382 






Name 


OJ990401 09.9923. C5. 


o3.tc 


Method 


TBLASTX: 


Cress 




Start 


11813 








End 


14399 






GI 


none 








Score 


111 






Exons 


11813. 


.11890, 


11967. 


.12041, 


12146. .12190, 13209 


. .13271, 






14055. 


.14207, 


14056. 


.14184, 


14273. .14392, 14281 


. .14394, 






14286. 


.14399, 


14288. 


.14395 











Seq. No. 7172 Seq. ID 

Gene No. 15119 Strand 

Start 11933 End 

Name OJ990401 09 . 9923 . C5 . o7 . tm Method 



OJ990401_09.9923.C5 
17382 

TBLASTX: Maize 



7476 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11813 
none 



End 
Score 



13271 
91 



11813. .11896, 11823. .11918, 120.02 12202, 12002 12034 , 
12004. .12066, 12114. .12185, 1214 6 121 90, 13209.. 13271 



7172 
15119 
11933 

OJ990401_09.9923.C5.o3.gs 
11933 
none 

11933. .12190, 13209. .13273, 14054 14189, 14288 
14616. .14766, 15791 .. 15855, 15954 .. 16108 , 16193 
17338. .17382 



Seq. ID OJ990401_09. 9923.C5 
Strand 

17382 
GEN SCAN 
17382 
.82 



End 

Method 

End 

Score 



,14393, 
,16255, 



Seq. No. 7172 
Gene No. 15119 
Start 11933 

Name OJ990401_09 . 9923 . C5 . ol . tw 

Start 13209 
GI none 

Exons 13209. .13271, 14050 14 184 , 

14288. .14395, 14290 14400, 
14615. .14710 



Seq. ID OJ990401_09. 9923.C5 
Strand 

End 17382 

Method TBLASTX : Wheat 

End 14710 

Score 123 
14052. .14195, 14288. .14395, 
14612. .14710, 14613. .14684, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7172 
15119 
11933 

OJ990401_09 . 9923 . C5 . o5 . tm 
14080 



■ End 
Method 
End 

none Score 
14080. .14184, 14082. .14207, 14085 .. 14192, 14288 .. 14395, 
14289. .14396, 14290 14400, 14 612 .. 147 67 , 14 614 .. 14769, 
14615. .14767, 14638. .14769 



Seq. ID OJ990401_09.9923.C5 
Strand 

"17382 

TBLASTX: Maize 
14769 
95 



Seq. No. 7172 
Gene No. 15119 
Start 11933 

Name OJ990401_09 . 9923 . C5 . o2 . tc 

Start 14612 
GI none 
Exons 14 612, 

15788. 

15950, 

16190. 

16821. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990401 09. 9923. C5 



,14767, 14614. .14769, 14615. 

,15850, 15793. .15858, 15935. 

,16108, 15951. .16112, 16184. 

,16288, 16194. .16271, 16818. 
,16892 



17382 

TBLASTX: Cress 
16903 
82 

14767, 15786. .15857, 
16108, 15936. .16109, 
16270, 16188. .16271, 
16892, 16820. .16903, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ' No. 
Gene No. 



7172 

15119 

11933 

OJ990401_09. 9923.C5.o2.tw 

15792 

none 



Seq. ID OJ990401 09. 9923. C5 



Strand 
End 

Method 

End 

Score 



17382 

TBLASTX: Wheat 

16270 

81 



15792. .15857, 15950 16120, 15954 .. 16091, 16190.. 16270 



7172 
15119 



Seq. ID 
- Strand 



OJ990401 09. 9923. C5 



7477 



Start 


11933 




End 


17382 


Name 


OJ990401 09. 9923. C5. 


. 08 . tm 


Method 


TBLASTX: Maize 


Start 


15792 




End 


16270 


GI 


none 




Score 


87 


Exons 


15792. .15857, 15950, 


. .16120, 


15951. .16091, 16190.. 16270 


Seq. No. 


7172 




Seq. ID 


OJ990401J)9.9923 


Gene No. 


15120 




Strand 




Start 


18230 




End 


18620 


Name 


OJ990401 09. 9923. C5. 


.o2.tm 


Method 


TBLASTX: Maize . 


Start 


18230 




End 


18620 


GI 


none 




Score 


35 


Exons 


18230. .18244, 18242, 


. .18289, 


18275. .18313, 18281. .18619, 




18357. .18512, 18413. 


. .18619, 


18558. .18620 


Seq. No. 


7172 




Seq. ID 


OJ990401_09.9923 


Gene No. 


15121 




Strand 




Start 


18811 




End 


19004 


Name 


OJ990401 09. 9923. C5. 


. o3.tm 


Method 


TBLASTX: Maize 


Start 


18811 




End 


19004 


GI 


none 




Score 


289 


Exons 


18811. .19002, 18811. 


. .19002, 


18816. .19004, 18822.. 19004 


Seq. No. 


7172 




Seq. ID 


OJ990401_09.9923 


Gene No. 


15122 




Strand 




Start 


34578 




End 


34857 


Name 


OJ990401 09. 9923. C5. 


. 06. tm 


Method 


TBLASTX: Maize 


Start 


34578 




End 


34857 


GI 


none 




Score 


234 


Exons 


34578. .34847, 34579. 


. .34857, 


34633. .34£ 


148 


Seq. No. 


7173 




Seq. ID 


OJ990401_09.9923 


Gene No. 


15123 




Strand 


+ 


Start 


1 




End 


1423 


Name 


OJ990401 09. 9923. C6. 


, ol . np 


Method 


AAT/NAP 


Start 


1 




End 


1423 


GI 


4581164 




Score 


500 


Exons 


1..540, 1398. .1423 









s 3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



(AC006220) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



7173 

15123 

1 

OJ990401_09. 9923.C6.ol.tm 
5 

none 



Seq. ID OJ990401_09.9923.C6 

Strand + 

End 1423 

Method TBLASTX : Mai ze 

End 441 

Score 100 



5. .106, 106. .441, 117. .419, 121. .441 



7173 

15123 

1 

OJ990401_09.9923.C6.ol.ts 

106 

none 

106. .417, 126. .227, 310. .414 



Seq. ID OJ990401_09.9923.C6 

Strand + - 

End 1423 

Method TBLASTX : Soybean 

End 417 

Score 218 



7478 




Seq. No. 


7173 




Seq. ID 


OJ990401 


_09. 9923. 


C6 










+ . 






Start 


1 




End 


1423 






Name 


OJ990401 09.9923.C6.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


106 




End 


546 






GI 


none 




Score 


338 






Exons 


106. .546, 168. .509 












Seq. No. 


7173 




Seq. ID 


OJ990401 


_09.9923. 


C6 


bene lnu . 






q+- r^nrl 


+ 






Start 


1 




End 


1423 






Name 


OJ990401 09.9923.C6.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


521 




End 


818 






GI 


none 




Score 


304 






Exons 


521. .799, 522. .818 












Seq. No. 


7174 




Seq. ID 


OJ990401 


_09.9923. 


C7 


Gene No. 


15124 




Strand 


+ 






OLai L 


ji 3i 




End 


9298 






Name 


OJ990401 09.9923.C7.ol. 


np 


Method 


AAT/NAP 






Start 


3491 




End 


5492 






GI ■ 


5020219 




Score 


258 






Exons 


3491.. 4348, 5446.-5492 












GI Descrip. 


(AF149919) wax synthase 


i [Simmondsia chinensis] 






Seq. No. 


7174 




Seq. ID 


OJ990401 


_09.9923. 


C7 


Gene No. 


15124 




Strand 


+ 






OtdlL 


3491 




End 


9298 






Name 


OJ990401 09.9923.C7.o2. 


np 


Method 


AAT/NAP 






Start 


3820 




End 


9298 






GI 


4680203 




Score 


2935 






Exons 


3820.. 3850, 5145.. 6800, 


6954. 


.7184, 7461.. 82.66, 


9256. .9298 


GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


7174 




Seq. ID 


OJ990401 


_09.9923. 


C7 


Gene No. 


15124 




Strand 


+ 






Start 


3491 




End 


9298 






Name 


OJ990401 09.9923.C7.ol. 


gp 


Method 


AAT/GAP 






Start 


5149 




End 


8314 






GI 


342 1-.R1084 




Score 


4918 






Exons 


5149. .8314 












GI Descrip. 


M574406/gb IAAD24042.il 


0.0e+00 (AF121139) RIM2 


protein 


[0: 




sativa] 1 












Seq. No. 


7174 




Seq. ID 


OJ990401 


_09.9923. 


C7 


bene ino. 


15124 




Strand 


+ 






Start 


3491 




End 


9298 






Name 


OJ990401 09.9923.C7.o4. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


5470 




End 


5847 






GI 


none 




Score 


90 






Exons 


5470.. 5589, 5502.. 5627, 


5586. 


.5831, 5596.. 5847, 


5600. .5830 


Seq. No. 


7174 




Seq. ID 


OJ990401 


_09. 9923. 


C7 


Gene No. 


15124 




Strand 


+ 






Start 


3491 




End 


9298 






Name 


OJ990401 09.9923.C7.ol. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


57 68 . 




End 


6196 







7479 



GI none Score 100 

Exons 5768.. 5833, 57 69 . . 5843W 5928 . . 6131 , 5933.. 6109, 6119.. 6178, 

6128.. 6196 



Seq. No. - 


7174 








Seq. ID 


OJ990401_09.9923.C7 


Gene No. 


15124 








Strand 


+ 


Start 


3491 








End 


9298 


Name 


OJ990401 09. 


9923. 


C7.o2. 


tc 


Method 


TBLASTX: Cress 


Start ' 


5936 








End 


6277 


GI 


none 








Score 


149 


Exons 


5936. .6082, 


5937. 


.6125, 


6130. 


.6258, 6131.. 6277 


Seq. No. 


7174 








Seq. ID 


OJ990401_09.9923.C7 


Gene No. 


15124 








Strand 


+ 


Start 


3491 








End 


9298 


Name 


OJ990401 09. 


9923. 


C7.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6063 








End 


6534 


GI 


none 








Score 


68 


Exons 


6063. .6119, 


6074. 


.6121, 


6130. 


.6219, 6131.. 6223, 6227.. 6325, 






co *3 1; 


. D jZ / , 


OjUD . 


.6529, 6326.. 6529, 6328.. 6534, 




6430. .6534 












Seq. No. 


7174 








Seq. ID 


OJ990401_09.9923.C7 


Gene No. 


15124 








Strand 


+ 


Start 


3491 ■ 




- 




End 


9298 


Name 


OJ990401 09. 


9923. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6131 








End 


6565 


GI 


none 








Score 


223 


Exons 


6131. .6346, 


6131. 


.6346, 


6374. 


.6565 




Seq. No. 


7174 








Seq. ID 


OJ990401_09.9923.C7 


Gene No. 


15124 








Strand 


+ 


Start 


3491 








End 


9298 


Name 


OJ990401 09. 


9923. 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


6398 








End 


6598 


GI 


none 








Score 


200 


Exons 


6398.-6598 












Seq. No. 


7174 








Seq. ID 


OJ990401_09.9923.C7 


Gene No. 


15124 








Strand 


+ 


Start 


3491 








End 


9298 


Name 


OJ990401 09. 


9923. 


C7.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


.6656 








End 


7066 


GI 


none 








Score 


87 


Exons 


6656. .6706, 


6657. 


.6719, 


6705. 


.6947, 6725.. 6907, 6736.. 6948, 




6975. .7064, 


6980. 


.7066, 


6981. 


.7064 





Seq. No. 


7174 




Seq. ID 


OJ990401_09.9923. 


C7 


Gene No. 


15124 




Strand 


+ 




Start 


3491 




End 


9298 




Name 


OJ990401 09. 


9923.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


6981 




End 


7459 




GI 


none 




Score 


285 




Exons 


6981. .7457, 


7250. .7459 








Seq. No. 


7174 




Seq. ID 


OJ990401_09.9923. 


C7 


Gene No. 


15124 




Strand 


+ 





7480 




Start 


3491 










End 


9298 




Name 


OJ990401 09. 


9923 


. C7.ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


7067 










End 


8260 




GI 


none 










Score 


932 




Exons 


7067. 


.7969, 


7068 


. .7985, 


7653. 


.7970, 


7978.. 8019, 7979. 


.8029, 




7980. , 


.8024, 


8030 


. .8122, 


8031. 


.8090, 


8069.. 8209, 8070. 


.8198, 




8100. 


.8216, 


8222 


. .8260, 


8223. 


.8255 






Seq. No. 


7174 










Seq. ID OJ990401 09. 9923. C7 


Gene No. 


15124 










Strand 


+ 




Start 


3491 










End 


9298 




Name 


OJ990401 09. 


9923 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7355 










End 


7803 




GI 


none 










Score 


141 




Exons 


7355. , 


.7792, 


7355 


. .7798, 


7359. 


.7802, 


7552.. 7803, 7653. 


.7802 



Seq. No. 


7175 








Seq. ID 


OJ990401_09. 


9923. C8 


Gene No. 


15125 








Strand 


+ 




Start 


443 








End 


2487 




Name 


OJ990401 


09.9923 


.C8.ol 


.gs 


Method 


GENSCAN 




Start 


443 








End 


2487 




GI 


none 








Score 


.59 




Exons 


443. . 677, 


1217. . 


1341, 


1774. 


.1881, 2155 


..2226, 2247. 


.2487 


3 Seq. No. 


7176 








Seq. ID 


OJ990401_09. 


9923. C9 


ft Gene No. 


15126 








Strand 


+ 




jj Start 


.1 








End 


12459 




Z Name 


OJ990401 


09.9923 


,C9.ol 


.np 


Method 


AAT/NAP 




H Start 


1 








End 


5460 




J gi 


4544372 








Score 


439 





Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



1..31, 1218. .1990, 5422. .5460 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] . 



7176 Seq. ID 

15126 Strand 

1 End 

OJ990401_09. 9923.C9.ol.gs Method 

388 End 

none Score 



OJ990401_09.9923.C9 
+ 

12459 
GENSCAN 
6059 
.51 

,2019, 2137. .2317, 



388. .561, 652. .980, 1096. .1570, 1715. 
2414.. 2949, 3021.. 3169, 3245.. 3557, 3626.. 3884, 3962.. .4303, 
4616.. 4699, 4779.-4944, 4993.. 5253/ 5857.. 6059 



7176 

15126 

1 

OJ990401_09. 9923.C9.o2.np 
2289 
6063554 
2289. .2393, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6678.. 6766, 7110. .7303, 7983. .8011, 8648.. 8821 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990401JD9. 9923.C9 
+ 

12459 
AAT/NAP 
8821 
300 



7176 
15126 



Seq. ID OJ990401_09. 9923.C9 
Strand + 



7481 



j 



Start 


1 


End 








Name ■ 


OJ990401 09.9923.C9.o3.np 


Method 


AAT/NAP 






Start:' 


8238 


End' 


12459 






GI 


4680203 


Score 


126 






Exons 


8238.-8266, 12268.. 12459 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


7176 


Seq. ID 


OJ990401 


_09.9923 


,C9 


Gene No. 


15127 


Strand 


+ 






Start 


16834 . 


End 


19770 






Name 


OJ990401 09.9923.C9.o3.gs 


Method 


GENSCAN 






Start 


16834 


End 


19770 






GI 


none 


Score 


.64 






Exons 


16834. .16841, 17182 .. 17308, 


18841. .19041, 19393 


. .19666, 






19724. .19770 










Seq. No. 


7176 


Seq. ID 


OJ990401 


__09.9923 


.C9 


Gene No. 


15128 


Strand 


+ 






Start 


27278 


End 


27771 






Name 


OJ990401 09.9923.C9.o4.gp 


Method 


AAT/GAP 






Start 


27278 


End 


27771 






GI 


38782 1.R1084. 


. Score 


805 






Exons 


27278. .27771 










GI Descrip. 


•6069643/dbj | AP000616 . 1 1 AP000616 0.0e+00 Oryza , 


sativa genomii 




DNA, chromosome 6, clone : P0514G12 1 








Seq. No. 


7176 


Seq. ID 


OJ990401 


_09.9923 


.C9 


Gene No. 


15129 


Strand 


+ 






Start 


27891 


End 


33225 






Name 


OJ990401 09.9923.C9.o5.gs 


Method 


- GENSCAN 






Start 


27891 


End 


33225 






GI 


none 


Score 


.44 






Exons 


27891. .27893, 27929 .. 28099, 


28159. .28280, 28506 


. .28783, 






29208. .30587, 30808 .. 32576, 


32608. .33225 






Seq. No. 


7176 


Seq. ID 


OJ990401 


_09.9923 


.C9 


Gene No. 


15129 


Strand 


+ 






Start 


27891 


End 


33225 






Name 


OJ990401 09.9923.C9.o6.np 


Method 


AAT/NAP 






Start 


29327 


End 


33220 






GI 


4680179 


. Score 


3660 






Exons 


29327. .30398, 30501 .. 33220 . 










GI Descrip. 


(AF111709) polyprotein [Oryza sativa : 


subsp. indica] 




Seq. No. 


7176 


Seq. ID 


OJ990401 


_09.9923 


.C9 


Gene No. 


15130 


Strand 


+ 






Start 


38622 


End 


39682 






Name 


OJ990401 09.9923.C9.o7.gs 


Method 


GENSCAN 






Start 


38622 


End 


39682 






GI 


none 


Score 


.63 






Exons 


38622. .38696, 38855.. 39682 










Seq. No. 


7176 


Seq. ID 


OJ990401 


_09.9923 


.C9 


Gene No. 


15131 


Strand 


+ 






Start 


49228 


End 


53103 






Name 


OJ990401 09.9923.C9.o9.gs 


Method 


GENSCAN 






Start 


49228 


End 


53103 







7482 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



none 



Score 



.8 



49228. .49860, 49952 .. 50027, 50116 .. 51064, 51201 .. 51798 , 
51886. .52023, 52308 .. 52616, 52647 .. 52741, 52866.. 53103 



7176 

15132 

62965 

OJ990401_09. 9923. C9. oil. gs 

62965 

none 

62965.. 63768 

7176 

15133 

66549 

OJ990401_09. 9923.C9.ol2.gs 

66549 

none 

66549. .66940, 
68916. .68933, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990401_09. 9923.C9 
+ 

63768 
GENS CAN 
63768 
.95 



OJ990401 
+ 

69252 
GENS CAN 
69252 
.49 



09. 9923. C9 



67126. .67289, 
69209. .69252 



68581. .68683, 68774. .68889, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990401 
+ 

69252 
AAT/NAP 
68130 
78 



09. 9923. C9 



7176 
15133 
66549 

OJ990401_09. 9923.C9.ol0.np 
66601 
3868859 
66601. .66918, 68102. .68130 
(AB013887) RAV2 [Arabidopsis thaliana] 

gi | 63587 60 | gb | AAF07342 . 1 | AC011665_1 (AC011665) putative 

DNA-binding protein (RAV2-like) [Arabidopsis thaliana] 

gi | 6524177 | gb | AAF15062 . 1 1 AC011914_4 (AC011914) RAV2 [Arabidopsis 

thaliana] 



7176 
15134 
71387 ' 

OJ9904 01_09.9923.C9.o5.gp 
71387 

uC-osrocyp034b07al 
71387. .71780 

1 2191127 1.0e-24 (AF007269) A_IG002N01.1 gene product 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990401_ 
+ 

71780 
AAT/GAP 
71780 
788 



09. 9923. C9 



7176 

15135 

6211 

OJ9904 01__09.9923.C9.o2.gs 

6211 

none 



Seq. ID OJ990401_09. 9923.C9 
Strand 

End 15448 

Method GENSCAN 

End 15448 

Score .58 



6211. .6257, 6717. .6889, 6940. .7264, 7339. .7608, 8551. .8676, 
8887.-8982, 10528 .. 10609, 11320 .. 11452, 13903 .. 14029, 
15355. .15448 



7176 

15135 

6211 



Seq. ID 

Strand 

End 



OJ990401 09. 9923. C9 



15448 



7483 



Name 


OJ990401 09.9923.C9.o2.gp 


Method 


AAT/GAP 




Start 


12270 


End 


12543 




GI 


LIB3431-028-Pi-Nl-A10 


Score 


410 




Exons 


12270. .12445, 12473.. 12543 








GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 3.0e- 


-33 (AF114171) TNP2-lik. 




protein [Sorghum bicolor] 1 








Seq. No. 


7176 


Seq. ID 


OJ990401_ 


09. 9923. C9 


Gene No. 


15136 


Strand 






OLaiT. 


17354 


End 


19625 




Name 


OJ990401 09.9923.C9.o4.np 


Method 


AAT/NAP 




Start 


17354 


End 


19625 




GI 


2288899 


Score 


36 




Exons 


17354. .17379, 19400. .19625 








GI Descrip. 


(AJ000552) VP1 protein homologue [Craterostigma plantagineum] 


Seq. No. 


7176 


Seq. ID 


OJ990401_ 


o y . y y^o . cy 


Gene No. 


15137 


Strand 






Start 


19847 


End 


27025 




Name 


OJ990401 09.9923.C9.o5.np 


Method 


AAT/NAP 




Ot.cl.LL. 


19847 


'End 


24106 




GI 


6815052 


Score 


1471 




Exons 


19847. .19968, 20225 20303, 


20383. .21092, 21141. 


. 21285 , 




22060. .22153, 23069 23159, 


23465. .23588, 23852. 


.23930, 




23957. .24106 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


7176 


Seq. ID 


OJ990401_ 


09. 9923. C9 


Gene No. 


15137 


Strand 






Start 


19847 


End 


27025 




Name 


OJ990401 09.9923.C9.o4.gs 


Method 


GENS CAN 




Start 


20458 


End 


27025 




GI 


none 


Score 


.52 




Exons 


20458. .20600, 2114 1 21288, 


22131. .2211 


34, 23069. 


.23162, 




23366. .23463, 23936 .. 24081 , 


24518. .24561, 25159. 


.25561, 




26606. .26741, 26975.. 27025 








Seq. No. 


7176 


Seq. ID 


OJ990401_ 


09. 9923. C9 


Gene No. 


: £15137 


Strand 






Start 


19847 


End 


27025 




Name 


OJ990401 09.9923.C9.o3.gp 


Method 


AAT/GAP 




Start 


25958 


End 


26149 




GI 


5667165 


Score 


356 




Exons 


25958. .26149 








GI Descrip. 


5670155/gb|AF161269.1|AF161269 4.0e-86 


Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 




Seq. No. 


7176 


Seq. ID 


OJ990401_ 


09. 9923. C9 


Gene No. 


15138 


Strand 






Start 


43452 


End 


47358 




Name 


OJ990401 09.9923.C9.o7.np 


Method 


AAT/NAP 




Start 


43452 


End 


47358 






6539553 


Score 


6713 




Exons 


43452. .47358 









GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 



7484 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



[Oryza sativa] 

7176 

15139 

53518 

OJ9904 01_0 9 . 9923 . C9 . 08 . np 

53375 

4378066 



Seq.. ID OJ990401_09.9923.C9 
Strand 

End 59372 

Method AAT/NAP 

End 59258 

Score 3063 



53375. .58391, 58848 .. 58993, 59063.. 59258 
(AF098806) polyprotein [Sorghum bicolor] 

gi 14680208 | gb | AAD27571 . 1 |AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 





Seq. No. 


7176 


Seq. ID 


OJ990401_09.9923 




Gene No. 


15139 


Strand 






Start 


53518 


End 


59372 




Name 


OJ990401 09.9923.C9.ol0.gs 


Method 


GENS CAN 




Start 


53518 


End 


59372 




GI 


none 


Score 


.53 




Exons 


53518. .54425, 54486 .. 54928 , 


55001. .55635, 55695 .. 56081, 






56145. .56864, 57072 .. 58568 , 


58598. .58810, 58902.. 59372 




Seq. No. 


7176 


Seq. ID 


OJ990401_09. 9923 


!3 


Gene No. 


15140 


Strand 






Start 


71574 


End 


72214 




Name 


OJ990401 09.9923.C9.ol4.ts 


Method 


TBLASTX : Soybean 




Start 


598 


End 


57137 




GI 


none 


Score 


189 




Exons 


598'.. 936, 56868.. 57137 







5 ii 



Seq. No. 
Gene No. 
Start 
Name 
Start 



J GI 



Exons 



7176 

15140 

71574 

OJ990401_09.9923.C9.ol5.tw 

628 

none 



Seq. ID OJ990401_09.9923.C9 
Strand 

End 72214 

Method TBLASTX : Wheat 

End 57056 

Score 61 



628. .714, 56697. .56918, 56698 56919, 56925.. 57056 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



7176 

15140 

71574 

OJ990401_09.9923.C9.ol2.ts 

1343 

none 



Seq. ID OJ990401_09. 9923.C9 
Strand 

End 72214 

Method TBLASTX : Soybean 

End ' ' 56453 

Score 122 



1343.. 1567, 1574.. 1708, 31257 .. 31391 , 56088 .. 56222, 56229.. 56453 



7176 

15140 

71574 

OJ990401_09. 9923.C9.o6.tm 

1436 

none 



Seq. ID OJ990401_09.9923.C9 
Strand 

End 72214 

Method TBLASTX: Maize 

End 56364 

Score 226 



1436. .1762, 1447. .1662, 31212 .. 31457 , 56007 .. 56354 , 
56007. .56363, 56008.. 56364 



7176 
15140 



Seq. ID OJ990401_09.9923.C9 
Strand 



7485 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



71574" .End 

OJ9904 01_09 . 9923 . C9 . o4 . tw Method 

1529 End 

none Score 



72214 

TBLASTX: Wheat 

56267 

155 



1529. .1756, 1772. .1885, 31079 .. 31534 , 31080 .. 31562, 
31107. .31553, 55962.. 56267 



7176 
15140 
71574 

OJ990401_09;9923.C9.o9.tm 
1772 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990401 09. 9923. C9 



1772.. 1960, 31458, 
55875. .56003 



72214 

TBLASTX: Maize 
56003 
120 

31628, 31635. .31949, 31658 .. 31 927 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7176 Seq. ID 

15140 Strand 
71574 End 

OJ990401_09.9923.C9.o7.tw . Method 
1886 End 
none Score 



OJ990401_09. 9923.C9 
72214 

TBLASTX : Wheat 

55923 

66 



1886.. 1987, 31563. .31907, 31565 .. 31813 , 55504 55659, 
55522. .55650, 55662.-55922, 55662 .. 55922 , 55726.. 55923 



7176 
15140 
71574 

OJ990401_09.9923.C9.ol0.ts 
5800 
none 

5800.. 5841, 5805.. 6038, 5878.. 6039 



Seq. ID OJ990401_09. 9923.C9 



Strand 
End 

Method 
End 
Score 



72214 

TBLASTX: Soybean 

6039 

52 



La 



Seq. No. 7176 

Gene No. 15140 

Start 71574 

Name 0 J990401_09 . 9923 . C9 . ol2 . tw 

Start 29561 

GI none 

Exons 29561. .29938 

Seq. No. 7176 

Gene No. 15140 

Start 71574 

Name OJ990401_09. 9923.C9.ol4 . tm 

Start 29819 

GI none 

Exons 29819.. 30220 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990401_09. 9923.C9 
72214 

TBLASTX: Wheat 

29938 

268 



OJ990401J39.9923.C9 
72214 

TBLASTX: Maize 

30220 

232 



Seq. No. 7176 

Gene No. 15140 

Start 71574 

Name OJ990401_09 . 9923 . C9 . ol4 . tw 

Start 30536 

GI none 

Exons 30536. .30679, 30536 .. 30589, 
30768. .30938 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990401_09.9923.C9 
72214 

TBLASTX: Wheat 

30938 

145 



30580. .30678, 307 64 .. 30919, 



7486 





Seq. No. 


7176 




Seq. ID 


a mnA ^ m An aaoo 


. cy 




Gene No. 


15140 




Strand 








Start 


71574 




End 


72214 






Name 


OJ990401 09. 9923. C9 


. ol5 . tm 


Method 


TBLASTX: Maize 






Start 


30951 




End 


31148 






GI 


none 




Score 


196 






Exons 


30951. .31148, 31001 


. .31147 










Seq. No. 


7176 




Seq. ID 


OJ990401_09.9923 


.C9 




Gene No. 


1 C 1 A A 

15140 




Strand 








Start 


71574 




End 


72214 






Name 


OJ990401 09. 9923. C9 


.ol. ts 


Method 


TBLASTX : Soybean 






Start 


31503 




End 


55958 






GI 


none 




Score 


56 






Exons 


31503. .31535, 31503 


. .31535, 


31520. .31615, 31539. .31898, 








31539. .31847, 31655 


. .31870, 


55668. .55958 






Seq. No. 


7176 




Seq. ID 


OJ990401_09.9923 


. cy 




Gene No. 


15140 




Strand 








Start 


71574 




End 


72214 






Name 


OJ990401 09. 9923. C9 


. o2 . tw 


Method " 


TBLASTX: Wheat 






Start 


31913 




End 


32352 






GI 


none 




Score 


603 




3 
3 


Exons 


31913. .32338, 31914 


. .32339, 


31975. .32352 






Seq. No. 


7176 




Seq. ID 


OJ990401_09.9923 


r> A 

. cy 


I i 


Gene No. 


15140 




Strand 








Start 


71574 




End 


72214 






Name 


OJ990401 09. 9923. C9 


.o9.ts 


Method 


TBLASTX : Soybean 




y 


Start 


31920 




End 


55413 




13? 


GI 


none 




Score 


214 




j s 


Exons 


31920. .32165, 31949 


. .32047, 


55306. .55413 






Seq. No. 


7176 




Seq. ID 


OJ990401_09.9923 


O A 

. cy 




Gene No. 


15140 




Strand 








Start 


71574 




End 


72214 






Name 


OJ990401 09. 9923. C9 


. o3 . tm 


Method 


TBLASTX: Maize 






Start 


31983 




End 


32339 




5 


GI 


none 




Score 


471 




« 


Exons 


31983. .32336, 31986 


. .32339, 


31988. .32338 






Seq. No. 


7176 




Seq. ID 


OJ990401_09.9923 


. cy 




Gene No. 


15140 




Strand 








Start 


71574 




End 


72214 






Name 


OJ990401 09. 9923. C9 


.o5 . tw 


Method 


TBLASTX: Wheat 






Start 


32382 




End 


32907 






GI 


none 




Score 


97 






Exons 


32382. .32549, 32526 

- 


. .32903, 


32556. .32903, 32557.. 32907 






Seq. No. 


7176 




Seq. ID 


OJ990401JD9.9923 


.C9 




Gene No. 


15140 




Strand 








Start 


71574 




End 


72214 






Name 


OJ990401 09. 9923. C9 


.ol2.tm 


Method 


TBLASTX: Maize 






Start 


32554 




-End 


32871 






GI 


none 




Score 


261 






Exons 


32554. .32871, 32593 


. .32856, 


32667. .32870 





7487 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Jl Seq. No. 

'LI Gene No. 

:3 Start 

"T\ Name 

z t Start 
GI 

*!J Exons 

•■j Seq. No. 
l" s Gene No. 

Start 
"'^ Name 
i3 Start 

:3 gi 

5 =l Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7176':- 

15140 

71574 

OJ990401_09.9923.C9, 

32614 

none 

32614. .32787, 32635. 



Seq. ID OJ990401_09. 9923.C9 
Strand 

72214 

TBLASTX: Cress 
32931 
94 



End 

Method 
End 
Score 



o3 . tc 

.32787, 32788. .32931, 32790.. 32915 



7176 

15140 

71574 

OJ990401_09.9923.C9.o6.ts 

32700 

none 

32700. .32954, 32707 .. 32955, 

7176 
15140 
71574 ■ 

OJ990401_09.9923.C9.o4.tm 

32872 

none 

32872. .33189, 32874 33185, 
53869. .54084 

7176 

15140 

71574 

OJ990401_09.9923.C9.o8.tw 

32913 

none 

32913. .33191, 32914 .. 33195, 

7176 

15140 

71574 

OJ990401_09.9923.C9.o3.tw 

43588 

none 

43588. .43974, 43626 43973, 

7176 

15140 

71574 

OJ990401_09. 9923.C9.o8.ts 

43716 

none 

43716. .43925, 43795 .. 43920, 

7176 

15140 

71574 

OJ990401_09. 9923. C9. oil. tm 

43920 

none 

43920. .44258, 43921.. 44259 



Seq. ID OJ990401_09. 9923.C9 
Strand 

End 72214 

Method TBLASTX : Soybean 

End 32955 

Score 296 
32827.. 32955 

Seq. ID OJ990401_09. 9923.C9 
Strand 

End 72214 

Method TBLASTX: Maize 

End 54084 

Score 461 
32887. .33192, 45538.-45699, 



Seq. ID OJ990401_09. 9923.C9 
Strand 

End 72214 

Method TBLASTX : Wheat 

End 54087 

Score 362 
32942. .33220, 53869.. 54087 

Seq. ID OJ990401_09.9923.C9 
Strand 

End 72214 

Method TBLASTX : Wheat 

End 44064 

Score 351 
43989. .44063, 43993. .44064 

Seq. ID OJ990401_09. 9923.C9 
Strand 

End 72214 

Method TBLASTX : Soybean 

End 44057 

Score 7 9 
43944. .44057, 43951.. 44031 

Seq. ID OJ990401_09. 9923.C9 
Strand 

End 72214 

Method TBLASTX : Mai ze 

End 44259 

Score 196 



7488 




Seq. No. 


7176 




Seq. ID 


oj9904 0i_oy . yyz j . 




Gene No. 


15140 ■ 




Strand 






Start 


71574 




End 


72214 




Name 


OJ990401 09. 9923. C9. 


, oS.ts 


Method 


TBLASTX : Soybean 




Start 


44070 




End 


44415 




GI 


none 




Score 


118 




Exons 


44070. .44414, 44215. 


, .44415 








Seq. No. 


7176 




Seq. ID 


OJ990401_09.9923. 




Gene No. 


15140 




Strand 






Start 


71574 




End 


72214 




Name 


OJ990401 09. 9923. C9, 


,06. tw 


Method 


TBLASTX: Wheat 




Start 


44268 




End 


44813 




GI 


none 




Score 


48 




Exons 


44268. .44474, 44278, 


. .44400, 


44469. .44813, 44493.-44666 




Seq. No. 


7176 




Seq. ID 


OJ990401JD9.9923. 




Gene No. 


15140 




Strand 






Start 


71574 




End 


72214 




Name ■ 


OJ990401 09. 9923. C9 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


44349 




End 


44814 * 




GI 


none 




Score 


53 




Exons 


44349. .44813, 44452 


. .44562, 


44496.-44678, 44632. .44814 




Seq. No. 


7176 




Seq. ID 


OJ990401_09.9923, 


,C9 


Gene No. 


15140 




Strand 






Start 


71574 




End 


'72214 




Name 


OJ990401 09. 9923. C9 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


44484 




End 


44948 




GI 


5509260 




Score 


58 




Exons 


44484. .44948, 44503 


. .44562, 


44635. .44730, 44779. .44847 




GI Descrip. 












Seq. No. 


7176 




Seq. ID 


OJ990401_09.9923 


. cy 


Gene No. 


15140 




- Strand 






Start 


71574 




End 


72214 




Name 


OJ990401 09. 9923. C9 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


44595 




End 


44855 




GI 


none 




Score 


286 




Exons 


44595.. 44855 










Seq. No. 


7176 




Seq. ID 


OJ990401_09. 9923 


• C9 


Gene No. 


15140 




Strand 






Start 


71574 




End 


72214 




Name 


OJ990401 09. 9923. C9 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


44868 




End 


45624 




GI 


none 




Score 


200 




Exons 


44868. .45107, 44869 


. .45027, 


44885. .45115, 44888 .. 45103, 






45136. .45381, 45147 


. .45383, 


45159. .45380, 45173 .. 45382, 






45367. .45624, 45380 


. .45616 








Seq. No. 


7176 




Seq. ID 


OJ990401_09.9923 


.C9 


Gene No. 


15140 




Strand 






Start 


71574 




End 


72214 




Name 


OJ990401 09. 9923. C9 


. o7 . ts 


Method 


TBLASTX : Soybean 




Start 


45273 




End 


45672 





7489 



GI 


none 




Score 


97 




Exons 


45273. .45380, 45379. 


.45447, 


45448.-45672, 45494. .45664 




Seq. No. 


7176 




e^rr T D 
Octj. ± u 


n.TQQD4m fiq CjQO^ 

UU JJUtuI \J Z? • Z? Z* 


.C9 


Gene No . 


i ci /in 
10 14 U 




cf -r^ nH 






Start 


71574 




FnH 






Name 


OJ990401 09. 9923. C9. 


oll.tw 








Start 


45625 




FnH 


45816 




GI 


none 




Score 


1 ft 




Exons 


45625. .45816, 45625. 


.45816 








Seq. No. 


7176 




q^rr t n 


VU J ^ v 4 \J X. \J Zs • Zs Z? £~ ~J 


• C9 


Gene No . 


10 1 4 U 




JLI OilU 






Start 


71574 






/ x *± 




Name 


OJ990401 09. 9923. C9. 


oll.ts 


Mo ^ Vi /^H 


1 O J_i,tt,0 1A ■ ouyjjecni 




Start 


45682 






4 6068 




GI 


none 






o u 




Exons 


45682. .45930, 45913. 


.46068 








Seq. No. 


7176 




Seq. ID 


OJ990401_09.9923 


.C9 


Gene No . 


i n / n 

10 14 U 




Strand 






Start 


71574 




End 


72214 




Name 


OJ990401 09. 9923. C9. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


46095 




End 


46417 




GI 


none 




Score 


389 




Exons 


46095. .46286, 46096. 


.46410, 


46097. .4 6390, 4 6163. .4 6417 




Seq. No. 


7176 




Seq,. ID 


OJ990401_09.9923 


.C9 


bene wo. 


i k i a n 
1014U 




Strand 






Start 


71574 




End 


72214 




Name 


OJ990401 09. 9923. C9. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


46916 




End 


47229 




GI 


none 




Score 


288 




Exons 


46916. .47221, 46918. 


.47229 








Seq. No. 


7176 




Seq. ID 


OJ990401_09. 9923 


.C9 


Gene No . 


i ci /in 
1 014 U 




Strand 






Start 


71574 




End 


72214 




Name 


OJ990401 09. 9923. C9. 


o9.tw 


Method 


TBLASTX: Wheat 




Start 


46977 




End 


47364 




GI 


none 




Score 


250 




Exons 


46977. .47240, 46978. 


.47364, 


46979.-47353 




Seq. No. 


7176 




Seq. ID 


OJ990401_09.9923 


-C9 


Gene No . 


1 CI yin 
10 1 4 u 




Strand 






Start 


71574 




End 


72214 




Name 


OJ990401 09. 9923. C9. 


ol3.ts 


Method 


TBLASTX : Soybean 




Start 


53950 




End 


54309 




GI 


none 




Score 


90 




Exons 


53950. .54168, 54181. 


.54309 








Seq. No. 


7176 




Seq. ID 


OJ990401_09.9923 


.C9 


Gene No. 


15140 




■ Strand 






Start 


71574 




End 


72214 




Name 


OJ990401 09. 9923. C9. 


ol3.tw 


Method 


TBLASTX: Wheat 




Start 


54097 




End 


54486 




GI 


none 




Score 


246 





7490 




Exons 


54097. .54486 




- 






Seq. No. 


7176 




Seq. ID 


OJ990401_09.9923 


-C9 


Gene No. 


i c i a n 
lol4U 




Strand 






Start 


71574 




End 


72214 




Name 


OJ990401 09. 9923. C9 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


54136 




End 


54594 




GI 


none 




Score 


47 




Exons 


54136. .54594, 54137 


. .54229, 


54275. .54469 




Seq. No. 


7176 




Seq. . ID 


OJ990401_09.9923 


-C9 


Gene No. 


1014 U 




Strand 






Start 


71574 




End 


72214 




Name- 


OJ990401 09. 9923. C9 


.olO.tw 


Method 


TBLASTX: Wheat 




Start 


54796 




End 


55228 




GI 


none 




Score 


211 




Exons 


54796.-55227, 54797 


. .55228 








Seq. No. 


7176 




Seq. ID 


OJ990401__09.9923 


.C9 


Gene No. 


lol4U 




Strand 






Start 


71574 




End 


72214 




Name 


OJ990401 09. 9923. C9 


.ol3. tm 


Method 


TBLASTX: Maize 




Start 


55597 




End 


55869 




GI 


none 




Score 


156 




Exons 


55597. .55662, 55662 


. .55868, 


55702. .55869 




Seq. No. 


- 7176 




Seq. ID 


OJ990401JD9.9923 


.C9 


Gene No . 


15140 




Strand 






Start 


71574 




End 


72214 




Name 


OJ990401 09. 9923. C9 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


71530 




End 


71909 




GI 


none 




Score 


182 




Exons 


71530. .71796, 71574 


. .71909, 


71574. .71909 




Seq. No. 


7176 




Seq. ID 


OJ990401_09.9923 


.C9 


Gene No. 


1 C 1 A A 




Strand 






Start 


71574 




End 


72214 




Name 


OJ990401 09. 9923. C9 


. o2 . tm 


Method 


TBLASTX: Maize 




Start' 


71550 




End 


71849 




GI 


none 




Score 


336 - 




Exons 


71550. .71849, 71554 


. .71811, 


71627. .71848 




Seq. No. 


7176 




Seq. ID 


OJ990401_09.9923 


.C9 


Gene No. 






Strand 






Start 


71574 




End 


72214 




Name 


OJ990401 09. 9923. C9 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


71574 




End 


72206 




GI 


none 




Score 


321 




Exons 


71574. .72206, 71578 


. .71994, 


71903. .72022, 72100.. 72195 




Seq. No. 


7176 




Seq. ID 


OJ990401_09.9923 


.C9 


Gene No. 


15140 




Strand 






Start 


71574 




End 


72214 




Name 


OJ990401 09. 9923. C9 


. ol3.gs 


Method 


GEN SCAN 




Start 


71574 




End 


72203 




GI 


none 




Score 


.8 




Exons 


71574. .72203 











7491 




Seq. No. 


7176 


Seq. ID 


OJ990401_09.9923 


.C9 


Gene No. 




Strand 






Start 


71574 


End 


72214 




Name 


OJ990401 09.9923.C9.oll.np 


Method 


AAT/NAP 




Start 


71577 


End 


72107 




GI 


2191127 


Score 


737 




Exons 


71577. .72107 








GI Descrip. 


(AF007269) A_IG002N01.1 gene 


product 


[Arabidopsis thaliana] 


Seq. No. 


71 7 b 


Seq. ID 


OJ990401_09. 9923 


.C9 


Gene No. 


15140 


Strand 






Start 


71574 


End 


72214 




Name 


OJ990401 09.9923.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


71850 


End 


72214 




GI 


none 


Score 


363 




Exons 


71850. .72206, 71850 72206, 


71900. .72214 




Seq. No. 


ll 1 D 


Seq. ID 


OJ990401_09.9923 


.C9 


Gene No. 


15140 


Strand 






Start 


71574 


End 


72214 




Name 


OJ990401 09.9923.C9.o4.ts 


Method . 


TBLASTX : Soybean 




Start 


71910 


End 


72206 




GI 


none 


Score 


127 




Exons 


71910. .72206, 71913.. 72206 








Seq. No. 


7177 


Seq. ID 


OJ990401_09.9923 


.Cll 


Gene No. 


15141 


Strand 


+ 




Start 


104 


End 


236 




Name 


OJ990401 09.9923.Cll.ol.gs 


Method 


GENS CAN 




Start 


104 


End 


236 




GI 


none 


Score 


.5 




Exons 


104. .236 








Seq. No. 


7178 


Seq. ID 


OJ990401_09.9923 


.C12 


Gene No. 




Strand 


+ 




Start 


1 


End 


689 




Name 


OJ990401 09.9923.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


689 




GI 


5902445 


Score 


485 




Exons " 


1. .689 








GI Descrip. 


(AB030283) GAG-POL precursor 


' [Oryza sativa] 




Seq. No. 


71 IB 


Seq. ID 


OJ990401_09.9923 


.C12 


Gene No. 


15143 


Strand 






Start 


325 


End 


624 




Name 


OJ990401 09.9923.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


59 


End 


297 




GI 


none 


Score 


91 




Exons 


59. .139, 61. .138, 142. .297, 


151. .279 






Seq. No. 


7178 


Seq. ID 


OJ990401_09.9923 


.C12 


Gene No. 


15143 


Strand 






Start 


325 


End 


624 




Name 


OJ990401 09.9923.C12.ol.gs 


Method 


GENSCAN 




Start 


325 


End 


624 




GI 


none 


Score 


.48 





7492 



Exons 325.. 411, 532.. 624 

Seq. No. 7178 
Gene No. . 15143 
Start J 325 

Name OJ990401_09 . 9923 .C12 . o2 . tw 

Start 364 

GI none 

Exons 364.. 519, 367.. 570, 381.. 569 

Seq. No. 7179 

Gene No. 15144 

Start 2 

Name OJ990421_08 . 9923 .CI . ol . gs 

Start 2 

GI none 

Exons 2.. 247 



Seq. ID OJ990401_09. 9923.C12 

Strand 

End 624 

Method TBLASTX : Wheat 

End 570 

Score 172 



Seq. ID OJ990421_08.9923.C1 

Strand + 

End 247 

Method GEN SCAN 

End 247 

Score .99 



Seq. No. - 
Gene No. 
Start 
Name 
Start • 
□ GI 
Exons 

GI Descrip. 

[Ji Seq. No. 

j ^ Gene No. 

Ld Start 

;.g Name 

m Start 



GI 

Exons 



7180 
15145 
1 

OJ990421_08.9923.C2.ol.np 
1 

2792222 
1.-105 

(AF032689) NBS-LRR type resistance protein [Oryza sativa] 



Seq. ID OJ990421_08. 9923.C2 
Strand 

■105 . 
AAT/NAP 
105 
172 



End 

Method 

End 

Score 



7181 

15146 

60 

OJ990421_08.9923.C5.ol.gs 
60 

none 
60. .469 



Seq. ID OJ990421_08.9923.C5 

Strand + 

End 4 69 

Method GENSCAN 

End 4 69 

Score .72 



s 4 Seq. No.' 
\ s & Gene No. 
[*\ Start 

Name' 
l :i Start 
U GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7182 
15147 
1 

OJ990421_08.9923.C7.ol.np 
1 

4581143 
1..28, 401. .538 

(AC006919) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990421_08.9923.C7 
Strand + 

538 

AAT/NAP 
538 
86 



End 

Method 

End 

Score 



Seq. ID OJ990421_08.9923.C8 

Strand + 

End 616 

Method AAT/NAP 

End 590 

Score 241 



7183 
15148 
1 

OJ990421_08 . 9923. C8 .ol . np 
1 

3810596 
1. .590 

(AC005398) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 



7183 

15148 

1 



Seq. ID OJ990421_08.9923.C8 
Strand + 
End 616 ... 



7493 



Name 

Start 

GI 

Exons 



OJ990421_08 . 9923 . C8 . ol . tm Method TBLASTX : Maize 

60 End 616 

none Score 407 

60. .545, 170. .355, 511. .606, 548. .616, 552*.. 611 



Seq. No. 7183 

Gene No. 15148 

Start 1 

Name OJ990421_08 . 9923 -C8.ol.tw 

Start 60 

GI none 

Exons 60.. 395, 147.. 347, 164.. 355 

Seq. No. 7183 

Gene No. 15148 

Start 1 

Name OJ990421_08 . 9923 . C8 . ol . gs 

Start 69 

GI none 

Exons 69. .453 



Seq. ID OJ990421_08.9923.C8 

Strand + 

End 616 

Method TBLASTX : Wheat 

End 395 

Score 308 



Seq. ID OJ990421_08.9923.C8 

Strand + 

End 616 

Method ■ GENSCAN 

End 453 

Score .4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7184 
15149 
1 

OJ990421_08.9923.C9.ol.np 
1 

2792238 
1..1128 

(AF032697) NBS-LRR type resistance protein [Oryza sativa] 



Seq. ID OJ990421_08.9923.C9 
Strand + 

2118 
AAT/NAP 
1128 
1565 



End 

Method 

End 

Score 



7184 
15149 
1 

OJ990421_08 . 9923 .C9.o2 .np 
1 

2258317 
1..1671, 1786. .1832 

(AF004879) resistance complex. protein I2C-2 [Lycopersicpn 
esculentum] 



Seq. ID OJ990421_08.9923.C9 

Strand +. 

End 2118 

Method AAT/NAP 

End 1832 

Score 406 



Seq. No. 


7184 










. Seq. ID 


OJ990421 


Gene No. 


15149 










Strand 


+ 


Start 


1 










End 


2118 


Name 


OJ990421 08 


.9923 


-C9 


.ol 


. gs 


Method 


GENSCAN 


Start 


97 










End 


2118 


GI 


none 










Score 


.94 


Exons 


97. .2118 














Seq. No. 


7184 










Seq. ID 


OJ990421 


Gene No. 


15150 










Strand 


+ 


Start 


2505 










End 


2931 


Name 


OJ990421 08 


.9923 


.C9 


.ol 


.gp 


Method 


AAT/GAP 


Start 


2505 










End 


2931 


GI 


none 










Score 


822 


Exons 


2505. .2931 














Seq. No. 


7184 










Seq. ID 


OJ990421 



7494 




Gene No. 


15151 




Strand 


+ 


Start 


7773 




End 


9215 


Name 


OJ990421 08.9923.C9.o3. 


hp 


Method 


AAT/NAP 


Start 


7773 ~ 




End 


9215 


GI 


2792238 




Score 


1499 


Exons 


7773. . 9215 








GI Descrip. 


(AF032697) NBS-LRR type 


resistance protein [Oryza sativa] 


Seq. No. 


7184 




Seq. ID 


OJ990421_08 . 9923. C9 


Gene No. 


15152 




Strand 


— 


Start 


13119 




End 


15887 


Name 


OJ990421 08. 9923.C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1 ~~ 




End 


9056 


GI 


none 




Score 


89 


Exons 


1-.228, 334. .444, 555.. 


575, 748.-969, 


7836. .8018, 807 6. .8318, 




8424 . .8519, 8850. . 9056 








Seq. No. 


7184 




Seq. ID 


OJ990421_08 . 9923. C9 


Gene No. 


15152 




Strand 




Start 


13119 




End 


15887 


Name 


-OJ990421 08. 9923.C9.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


115 ~~ 




End 


.8600 


GI 


none 




Score 


344 


Exons 


115. .513, 115. .282, 297 


. .422, 


322. .429 


, 7800. .8006, 7983. .805 




8133. .8210, 8199. .8600, 


8235. 


.8519 




O C ^ . 1<W • 


7184 




Seq. ID 


OJ990421_08.9923.C9 


Gene No. 


15152 




Strand 




Start 


13119 




End 


.15887 


Name 


OJ990421 08. 9923.C9.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


127 ~~ 




End 


-8690 


GI 


none 




Score 


81 


Exons 


127. .246, 2S9..462, 535 


. .600, 


7950. .8030, 8064. .8189, 




82S6..8366, 8352. .8561, 


8628. 


.8690 




Sea. No. 


7184 




Seq. ID 


OJ990421_08.9923.C9 


Gene No. 


15152 




Strand 




Start 


13119 




End 


15887 


Name 


OJ990421 08. 9923.C9.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


130 




End 


8504 


GI 


none 




Score 


105 


Exons 


130. .270, 147. .275, 289 


. .414, 


8220. .8360, 8237. .8335, 




8378.-84 64, 8 37 9.. 8504 








Seq. No. 


7184 




Seq. ID 


OJ990421_08.9923.C9 


Gene No. 


15152 




Strand 




Start 


13119 




End 


15887 


Name 


OJ990421 08. 9923.C9.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


628 




End 


9269 


GI 


none 




Score 


297 


Exons 


628.. 1224, 780. -.1091, 796.. 1143, 1107. 


.1196, 8868.-8963, 




8871. .9269, 8924. .9178 








Seq. No. 


7184 




Seq. ID 


OJ990421_08.9923.C9 


Gene No. 


15152 




Strand 




Start 


13119 




End 


15887 


Name 


OJ990421 08.9923.C9.o5. 


ts 


Method 


TBLASTX: Soybean 



7495 






Start 


760 




End 


9170 






GI 


none 




Score 


186 






Exons 


760.. 1083, 8841.. 9170 










Seq. No. 


7184 




Seq. ID 


OJ990421_08.9923 


-C9 




Gene No. 


15152 




Strand 








Start 


13119 




End 


• 15887 






Name 


OJ990421_08 . 9923. C9 


o4 .np 


Method 


AAT/NAP 






Start 


13119 




End 


15887 






GI 


6466937 




Score 


2042 






Exons . 


13119. . 15887 












GI Descrip. 


( ACO 1 1 62 1 ) putative 


retroelement pol polyprotein [Arabidop 






thaliana] 












Seq. No. 


7184 




Seq. ID 


OJ990421_08.9923 


.C9 




Gene No. 


15152 




Strand 








Start 


13119 




End 


15887 






Name 


OJ99042l_08 . 992 3. C9 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


13223 




End 


13809 






GI 


none 




Score 


72 






Exons 


13223. .13291, 13228 


.13287, 


13233. .13328, 13294 .. 13809, 








13484. .13669 












Seq. No. 


7184 




Seq. ID 


OJ990421_08.9923 


-C9 


- -Z 


Gene No. 


15152 




Strand 






a 


Start 


13119 




End 


15887 




: s 
•- ; ; 


Name 


OJ990421_08 . 9923. C9 


o5 . tw 


Method 


TBLASTX: Wheat 




5 i i 


Start 


13444 




End 


13647 






GI 


none 




Score 


102 






Exons 


13444. .13647, 13484 


.13636 








. _jj 


Seq. No. 


7184 




Seq. ID 


OJ990421_08.9923 


.C9 


'\\ 


Gene No. 


15152 




Strand 








Start 


13119 




End 


15887 






Name 


OJ990421 08 . 9923. C9 


o2.tw 


Method 


TBLASTX: Wheat 




' ~ 


Start 


13648 




End 


14232 




■J 


GI 


none 




Score 


110 






Exons 


13648. .13770, 13846 


.14232, 


13901... 14140 






Seq. No. 


7184 




Seq. ID 


OJ990421_08.9923 


.C9 




Gene No. 


15152 




Strand 








Start 


13119 




End 


15887 






Name 


OJ990421_08 . 9923. C9 


ol.tm 


Method 


TBLASTX: Maize - 






Start 


13852 




End 


14487 






GI 


none 




Score 


392 






Exons 


13852. .14487, 13853 


.14374, 


13903. .14481 






Seq. No. 


7184 




Seq. ID 


OJ990421_08.9923 


-C9 




Gene No. 


15152 




Strand 








Start 


13119 




End 


15887 






Name 


OJ990421 08. 9923. C9. 


ol.ts 


Method 


TBLASTX : Soybean 






Start 


14080 




End 


14463 






GI 


none 




Score 


153 






Exons 


14080. .14463, 14081. 


.14434 










Seq. No. 


7184 




Seq. ID 


OJ990421_08.9923 


.C9 




Gene No. 


. 15152 




Strand 







7496 



Start 
Name 
Start" 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



13119 

OJ990421_08.9923.C9.ol.tw 

14320 

none 

14320. .14721, 14321.. 14578 



7184 

15152 

13119 

OJ990421_08.9923.C9. 

14488 

none 

14488. .14718, 14737. 



End 

Method 

End 

Score 



15887 

TBLASTX: Wheat 

14721 

133 



Seq. ID OJ990421_08. 9923.C9 
Strand 

15887 

TBLASTX: Maize 
14913 
157 



End 

Method 
End 
Score 



06. tm 

.14913, 14741. .14911 



7184 

15152 

13119 

OJ990421_08.9923.C9, 

14899 

none 

14899. .15153, 14956, 



; Seq. ID OJ990421_08 . 9923 . C9 
Strand 

End 15887 

o4.ts Method TBLASTX: Soybean 

End 15154 

Score' 91 
.15150, 15005.. 15154 



7184 

15152 

13119 

OJ990421_08.9923.C9.o2.tm 

14914 

none 

14914. .15441, 14915. .15241, 

7184 

15152 

13119 

OJ990421_08.9923.C9.o3.tw 

15064 

none 

15064. .15465 

7184 

15152 

13119 

OJ990421_08. 9923.C9.o2.ts 

15178 

none 

15178. .15537 

7184 

15152 

13119 

OJ990421_08.9923.C9.o3.tm 

15460 

none 

15460. .15885, 15461. .15877 

7184 

15152 

13119 



Seq. ID OJ990421_08. 9923.C9 
Strand 

End ' 15887 

Method TBLASTX : Mai ze 

End 15441 

Score 220 
15290. .15406 

Seq. ID OJ990421_08.9923.C9 
Strand 

End 15887 

Method TBLASTX : Wheat 

End 154 65 

Score 326 



Seq. ID OJ990421_08.9923.C9 
Strand 

End 15887 

Method TBLASTX : Soybean 

End 15537 

Score 292 



Seq. ID OJ990421_08.9923.C9 
Strand 

End 15887 

Method TBLASTX: Maize 

End 15885 

Score 263 



Seq. ID OJ990421_08.9923.C9 
Strand 

End 15887 



7497 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
''*t Start 
;!? Name 
^ Start 

fy gi 

;3 Exons 

'S Seq. No. 

[f„ Gene No. 

'y Start 

s Name 

;3 Start 

g GI 
Exons 



W Seq. No. 
O Gene No. 
Q Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



OJ990421_08 . 9923.C9.o4 .tw Method TBLASTX : Wheat 

15514 End 15886 

none Score 51 

15514. .15885, 15518 .. 15619, 15556 .. 15879, 15641.. 15886 



Seq. ID OJ990421__08. 9923. CIO 
Strand 

End 2076 

Method GENSCAN 

End 2076 

Score .66 



7185 
15153 
83 

OJ990421_08. 9923. CIO. ol.gs 
83 

none 

83. .351, 786. .2076 

7185 
15154 
2527 

OJ990421_08. 9923. CIO. o2.gs 
2527 
none 

2527. .2801, 3349. .3526, 4106. .4184, 4267. .4382, 4422. .4577, 
5837. .6096/ 6956. .7208 



Seq. ID OJ990421_08. 9923. CIO 
Strand 

End 7208 

Method GENSCAN 

End 7208 

Score .51 



7185 

15155 

7-559 

OJ990421_08 .9923 . C10 . ol . tm 
2 

none 



Seq. ID OJ990421_08. 9923. CIO 
Strand 

End 8160 

Method " TBLASTX: Maize 

End 331 

Score 8 9 



2. .331, 3. .146, 5. .247, 210. .326 



End 

Method 
End 
Score 



7185 
15155 
7559 

OJ990421_08. 9923. C10. o3.tm 
469 
none 

'469. .774, 494. .697 

7185 
15155 
7559 

OJ990421_08. 9923. CIO. o2.tm 
904 
none 

904. .1107, 1204. .1371, 1205. .1318 



Seq. ID OJ990421_08. 9923. C10 
Strand 

8160 

TBLASTX: Maize 
774 
75 



Seq. ID OJ990421_08. 9923. C10 
Strand 

8160 

TBLASTX: Maize - v - • 
1371 
89 



End 

Method 
End 
Score 



7185 
15155 
7559 

OJ990421_08. 9923. C10. o2.np 
7559 
6691203 
7559. .7663, 8086.. 8160 

(AC007508) F1K23.7 [Arabidopsis thaliana] 



Seq. ID OJ990421_08. 9923. C10 
Strand 

8160 
AAT/NAP 
8160 
82 



End 

Method 

End 

Score 



7186 
15156 



Seq. ID OJ990421_08.9923.C11 
Strand + 



7498 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



2141 End 5081 

OJ990421_08.9923.Cll.ol.np Method AAT/NAP 
2141 End 5078 

6691716 Score 2303 

2141. .3025, 3223. .3398, 3481. .3748, 3925. .4119, 4195. .4298, 
4448. .4560, 4633. .5078 

(AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7186 

15156 

2141 

OJ990421_08 . 9923 . Cll . o2 . gs 

2141 

none 

2141.. 3025, 3223.. 3398, 3481, 
4456. .4560, 4633. .5081 



OJ990421_08. 9923. Cll 
+ 

5081 
GENSCAN 
5081 
.86 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3812, 3932. .4119, 4195. .4384, 



Seq. No. 


7186 Seq. ID 


OJ990421_08. 9923. Cll 


Gene No. 


15157 Strand 




Start 


366 End 


1163 


Name 


OJ990421 08.9923.Cll.ol-.gs Method 


GENSCAN - ' 


Start 


366 End 


1163 


GI 


none Score 


.79 


Exons ' 


366. .564, 655. .738, 1096. .1163 




Seq. No. 


7186 Seq. ID 


OJ990421_08. 9923. Cll 


Gene No. 


15157 Strand 




Start 


366 End 


1163 


Name 


OJ990421 08.9923.Cll.ol.gp Method 


AAT/GAP 


Start 


661 End 


840 


GI 


uC-osf Icypl77g01al Score 


237 


Exons 


661. .840 




GI Descrip. . 


, 4884864/gb|AAD31846.1|AF133530 1 4 . Oe 


-12 (AF133530) water 




channel protein MipH [Mesembryanthemum crystallinum] 1 


Seq. No. 


7186 Seq. ID 


OJ990421_08. 9923. Cll 


Gene No. 


15158 Strand 




Start ' 


5394 End 


14480 


Name 


OJ990421 08.9923.Cll.o3.gs Method 


GENSCAN 


Start 


5394 End 


12625 


GI 


none Score 


.55 


Exons 


5394. .8555, 8691. .11555, 11922 .. 12048 , 


12441. .12625 


Seq. No. 


7186 Seq. ID 


OJ990421_08. 9923. Cll 


Gene No. 


15158 Strand 




Start 


5394 End 


14480 


Name 


OJ990421 08.9923.Cll.o2.np Method 


AAT/NAP 


Start 


5430 End 


11498 


GI 


5922631 Score 


6648 


Exons 


5430. .7957, 8564. .9487, 9614. .9762, 9805. .10376, 10422 10624 , 




10859. .11115, 11374. .11498 




GI Descrip. 


(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145 ) correspond to a 



region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 



7499 



C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene" No. 

Start 

Name 

Start 

GI 

Exons 



7186 
15158 
5394 

OJ990421_08.9923.Cll.o3.np 
12446 
2275208 
12446. .12559, 14420.. 14480 

(AC002337) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990421_08.9923.C11 
Strand 

End 14480 

Method AAT/NAP 

End 14480 

Score 101 



7186 

15159 

14651 

OJ990421_08.9923.Cll.o7.tm 

490 

none 



Seq. ID OJ990421_08.9923.C11 
Strand 

End 22034 

Method TBLASTX: Maize 

End 15746 

Score 120 



490. .597, 492. .578, 657. .683, 11988 .. 12092, 11989 .. 12093, 
11989. .i2111, 11990. .12124, 15433 .. 15531, 15435 .. 15530, 
15602, ..15631, 15629. .15739, 15633 .. 1574 6, 15634.. 15738 





Seq. No. 


7186 








Seq. ID 


OJ990421_08.9923.C11 




Gene No. 


15159 








Strand 






Start 


14651 








End 


22034 


1 i ; 

y 


Name 


OJ990421 08 


. 9923. 


Cll.o9 


. tw 


. Method 


TBLASTX: Wheat 




Start 


2260 








End 


2551 


. Ji 


GI 


none 








Score 


220 


:J 
t J 


Exons 


2260. .2343, 


2261. 


.2551, 


2443. 


.2514 






Seq. No. 


7186 








Seq. ID 


OJ990421_08.9923.C11 




Gene No. 


15159 








Strand 




;~ : 


Start 


14651 








End 


22034 




Name 


OJ990421 08 


.9923. 


Cll.06 


. tw 


Method 


TBLASTX: Wheat 


'4 


Start 


'5406 








End 


6020 




GI 


none 








Score 


62 




Exons - 


5406. .5543, 


5410. 


.5532, 


5529. 


.5687, 5742. .6020, 5758. .5859, 






5911. .6000 














Seq. No. 


7186 








Seq. ID 


OJ990421_08.9923.C11 




Gene No. 


15159 








Strand 






Start 


14651 








End 


22034 




Name 


OJ990421 08 


.9923. 


Cll.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


5445 








End 


5678 




GI 


none 








Score 


102 




Exons 


5445. .5546, 


5446. 


.5547, 


5526. 


.5678, 5527.. 5577 




Seq. No. 


7186 








Seq. ID 


OJ990421_08.9923.C11 




Gene No. 


15159 








Strand 






Start 


14651 








End 


22034 




Name 


OJ990421 08 


.9923. 


Cll.o9 


. tm 


Method 


TBLASTX: Maize 




Start 


5790 








End 


6063 




GI 


none 








Score 


56 




Exons 


5790. .5876, 


5886. 


.5969, 


5899. 


.5973, 5956. .6063, 5964. .6062 




Seq. No. 


7186 








Seq. ID 


OJ990421_08.9923.C11 



7500 




Gene No. 


1 CI CQ 

i o id y 








Strand 




Start 


14651 








End 


22034 


Name 


OJ990421 08 


.9923. 


Cll.o4. 


tw 


■Method 


TBLASTX: Wheat 


Start 


6135 








End 


6522 


GI 


none 








Score 


107 


Exons 


6135. .6320, 


6135. 


.6521, 


6211. 


.6522 




Seq. No. 


7186 








Seq. ID 


OJ990421_08.9923.C11 


Gene No . 


1 CI CQ 

loioy 








Strand 




Start 


14651 








End 


22034 


Name 


OJ990421 08 


.9923. 


Cll.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6165 








End 


6527 


GI 


none 








Score 


67 


Exons 


6165. .6212, 


6166. 


.6213, 


6193. 


.6507, 6204.. 6527, 6217.. 6507 


Seq. No. 


7186 








beq. ID 


A TQQOyi 01 no QQOQ pi 1 


Gene No. 


1 M CQ 








Strand 




Start 


14651 








End 


22034 


Name 


OJ990421 08 


.9923. 


Cll.olC 


I.tw 


Method 


TBLASTX: Wheat 


Start 


6525 








End 


00^4 


GI 


none 








Score 


ion 


Exons 


6525. .6665, 


6690. 


.6824 








Seq. No. 


7186 








beq. ID 


ojyyu4zi Uo.yy^o.cii 


Gene No. 


1 CI Cfl 








Strand 




"Start 


14651 








End 


22034 


Name 


OJ990421 08 


.9923. 


Cll.oS. 


tw 


Method 


TBLASTX: Wheat 


Start 


6840 








End 


7262 


GI 


none 








Score 


261 


Exons 


6840. .7262, 


6850. 


.7254 








Seq. No. 


7186 








Seq. ID 


OJ990421_08.9923.C11 


Gene No. 


1 CI CQ 

loio y 








Strand 




Start 


14651 








End 


22034 


Name 


OJ990421 08 


.9923. 


Cll.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


6883 








End 


7271 


GI 


none 








Score 


162 


Exons 


6883. .7263, 


6885. 


.7127, 


7167. 


.7271 




Seq. No. 


7186 








Seq. ID 


OJ990421_08. 9923.C11 


Gene No . 


1 CI CQ 

ioid y 








Strand 




Start 


14651 








End 


22034 


Name 


OJ990421 08 


.9923. 


Cll.08. 


tm 


Method' 


TBLASTX: Maize 


Start 


6936 








End 


7209 


GI 


none 








Score 


60 


Exons 


6936. .7034, 


6937. 


.7002, 


7038. 


.7208, 7039.. 7209 


Seq. No. 


7186 








Seq. ID 


OJ990421_08.9923.C11 


Gene No. 


15159 








Strand 




Start 


14651 








End 


22034 


Name 


OJ990421 08 


.9923. 


Cll.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


7299 








End 


7728 


GI 


none 








Score 


129 


Exons 


7299. .7727, 


7456. 


.7728 









Seq. No. 7186 Seq. ID OJ99042 1_08 . 9923 . Cll 

Gene No. 15159 Strand 



7501 






Start 


14651 








End 


22034 




Name 


OJ990421 08. 


9923. 


Cll.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


7386 








End 


7830 




GI 


■ none 








Score 


87 




Exons 


7386. .7412, 


7410. 


.7553, 


7423. 


.7554, 7575.-7829, 7576.. 7830 




Seq. No. 


7186 








Seq. ID 


OJ990421_08.9923.C11 




Gene No. 


15159 








Strand 






Start 


14651 








End 


22034 




Name 


OJ990421 08. 


9923. 


Cll.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


7497 








End 


7898 




GI 


none 








Score 


58 




Exons 


7497. .7898, 


7531. 


.7701, 


7656. 


.7865, 7738.. 7881 




Seq. No. 


7186 








Seq. ID 


ojyyu4zi ob. y92j.cn 




Gene No. 


15159 








Strand 






Start 


14651 








End 


1 A A *D A 

llu 34 




Name 


OJ990421 08. 


9923. 


Cll.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


7773 








End 


8192 




GI 


none 








Score 


A A *3 

24 3 




Exons 


7773. .8192, 


7774. 


.8190 










Seq. No. ' 


7186 








Seq. ID 


OJ990421 08.9923.C11 


C3 


Gene No. 


15159 








Strand 




Start 


14651 








End - 


A A A O A 

22034 




Name 


OJ990421 08. 


9923. 


Cll.o3 


.tm 


Method 


TBLASTX: Maize 


j*n 


Start 


8061 








End 


8417 


• - 


GI 


none 








Score 


1 A A 
1U0 


i y 

1. -J 


Exons 


8061. .8354, 


8061. 


.8417, 


8071. 


O O 1 c 

. 837 6 






Seq. No. 


7186 








Seq. ID 


^taaa>ioi ao nnoo oil 

OJ990421 0o.yy2j-Cll 


=1 

'i S? 


Gene No. 


15159 








Strand 




ru 


Start 


14651 








End 


A O A *3 A 

22034 




Name 


OJ990421 08. 


9923. 


Cll.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


8142 








End 


8507 


□ 


GI 


none 








Score 


Ijo 




Exons 

*■ '■■ 


8142. .8276, 


8283. 


.8507 








Is & 


Seq. No. 


7186 








Seq. ID 


OJ990421_08.9923.C11 




Gene No. 


15159 








Strand 






Start 


14651 








End 


22034 




Name 


OJ990421 08. 


9923. 


Cll.08 


.tw 


Method 


TBLASTX: Wheat 




Start 


8192 








End 


8426 




GI 


none 








Score 


121 




Exons 


8192. .8320, 


8193. 


.8363, 


8193. 


.8426, 8 


194. .8406 




Seq. No. 


7186 








Seq. ID 


OJ990421_08.9923.C11 




Gene No. 


15159 








Strand 






Start 


14651 








End 


22034 




Name 


OJ990421 08. 


9923. 


Cll.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


8427 








End 


9224 




GI 


none 








Score 


119 




Exons 


8427. .8720, 


8431. 


.8655, 


8767. 


.9003, 8' 


769.-8999, 9048. .9224 




Seq. No. 


7186 








Seq. ID 


OJ990421_08. 9923.C11 




Gene No. 


15159 








Strand 






Start 


14651 








End 


22034 



7502 



Name 

Start 

GI 

Exons 



OJ990421_08 . 9923 . Cll . o7 . tw Method 

.9798 End 

none Score 
9798.. 10199, 9892.. 10200 



TBLASTX: Wheat 

10200 

131 



Seq. No. 7186 
Gene No. 15159 
Start 14651 

Name OJ990421JD8 . 9923. Cll. o2.tm 

Start 12440. 
GI none 
Exons 12440, 

12631, 

12728, 

16051. 

16242, 

16342, 



,12634, 12453. 

,12714, 12631. 

,12835, 12729. 

,16248, 16064. 

,16325, 16242. 

,16419, 16348. 

16441. .16623, 16445. 



12635, 
12720, 
12836, 
16246, 
16346, 
16395, 
16618, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12629 

12632 

12839 

16192 

16249 

16440 

16534 



OJ990421 08. 9923. Cll 



22034 

TBLASTX: Maize 
16959 
164 

12712, 12630. .12713, 
12715, 12718. .12834, 
12880, 12840. .12881, 
16323, 16241. .16324, 
16326, 16329. .16394, 
16613, 16440. .16613, 
16623, 16870.. 16959 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7186 
15159 
14651 

OJ990421_08. 9923. Cll. o4.gs 
14651 



none • 
14651. 
16052. 
18316. 
21798. 



Seq. ID 
Strand 

End • 22034 
Method GENS CAN 
End 22034 
Score .61 
14911, 15393. .15507, 15602 .. 15678 , 15727 
16620, 16993. .17020, 17425 .. 17874 , 18068 
18472, 19592. .20028, 21027 .. 21157, 21568 
22034 



OJ990421 08. 9923. Cll 



,15874, 
,18186, 
,21648, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7186 

15159 

14651 

OJ990421 

16057 

2275208 



08.9923.Cll.o4.np 



Seq. ID OJ990421_08. 9923. Cll 
Strand 

End 22034 

Method AAT/NAP 

End 18150 

Score - 273 



16057. .16614, 17499. .17631, 17683 .. 17843, 17967. .18150 
(AC002337) hypothetical protein [Arabidopsis thaliana] 



7186 Seq. ID 

15159 Strand 

14651 End 

OJ990421_08.9923.Cll-.o5.np Method 

18812 End 

2275207 Score 
18812. .18929, 19592. .20032 

(AC002337) hypothetical protein [Arabidopsis thaliana] 



OJ990421_08. 9923. Cll 

22034 
AAT/NAP 
20032 
347 



7186 

15159 

14651 

OJ990421_08. 9923. Cll. o6.tm 

18869 

none 

18869. .18928, 19590 
19822. .19887, 19841 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_08. 9923. Cll 
22034 

TBLASTX: Maize 

19906 

212 



19673, 19591. 
19906 



,19728, 19592. .19747, 



7503 



Seq. No. 7187 

Gene No. 15160 

Start 331 

Name OJ990421_08 . 9923 . C12 . ol. gp 

Start 331 

GI 2312838 

Exons 331.. 393 

GI Descrip. 1420932/gb | U61383 | ORU61383 7, 
4-coumarate-CoA ligase gene, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_08.9923.C12 
393 

AAT/GAP . 

393 

71 



Oe-21 Oryza rufipogon 
intron 1, partial sequence 



Seq. No. 7188 Seq. ID 

Gene No. 15161 Strand 

Start 406 End 

Name OJ990421J38 . 9923 . C13 . ol . gs Method 

Start 406 End 

GI none Score 

Exons 4 06.. 67 9 



OJ990421_08.9923.C13 
+ 

679 

GEN SCAN 

679 

.66 



□ 



ji ! : 



! Li 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



7189 Seq. ID 

15162 Strand 

2463 End 
OJ990421JD8 . 9923 . C14 . ol . gs Method 

2463 End 

none Score 

2463. .2555, 2888. .3020, 3513. .3699 



OJ990421_08.9923.C14 
+ 

3699 
GENSCAN 
3699 
.72 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6598, 7486.-7526, 7608. .7676, 



7189 
15163 
4411 

OJ990421_08.9923.C14.ol.np 
4396 
6553906 

4396.. 4703, 5435.. 5861, 5977. 
7992. .8092, 8727. .8805, 9382. .9480, 9556. .9624, 9753. .9802, 
9894. .9975, 10458.. 10606 

(AC012563) putative protein kinase [Arabidopsis thaliana] 



OJ990421_08.9923.C14 
+ 

13106 
AAT/NAP 
10606 
1217 



l 3& Seq. No. 
Q Gene No. 
r% Start 
; i~ Name 
i; ~ Start 
GI 

Exons 



7189 

15163 

4411 

OJ990421_08. 9923.C14.o2.gs 

4411 

none 



Seq. ID OJ990421_08.9923.C14 

Strand + 

End 13106 

Method GENSCAN 

.End 10808 

Score .79 



4411. .4602, 4641. .4703, 5409. .5861, 5977. .6598, 7456. .7526, 
7608. .7676, 7992. .8092, 8727. .8805, 9358. .9480, 9556. .9624, 
9889. .9975, 10458. .10808 



Seq. No. 


7189 


Seq. ID 


OJ990421 


Gene No. 


15163 


Strand 


+ 


Start 


4411 


End 


13106 


Name 


OJ990421 08.9923.C14.ol.gp 


Method 


AAT/GAP 


Start 


5692 


End 


6242 


GI 


none 


Score 


1059 


Exons 


5692. .6242 






Seq. No. 


7189 


Seq. ID 


OJ990421 


Gene No. 


15163 


Strand 


+ 



7504 





Start 


4411 






End 


13106 






Name 


OJ990421 08. 


9923.C14.o2 


.gp 


Method 


AAT/GAP 






Start 


10432 






End 


11150 






GI 


84865 1.R1084 




Score 


1104 






Exons 


10432. .10552, 10682. .11150 










GI Descrip. 


1 3292831/emb | CAA19821 . 1 


I 4.0e-14 (AL031018) putative 






serine/threonine kinase 


[Arabidopsis thaliana] * 






Seq. No. 


7189 






Seq. ID 


OJ990421 


_08. 9923.C14 




Gene No. 


15163 






Strand 


+ 






Start 


4411 






End 


13106 






Name 


OJ990421 08. 


9923.C14.o2 


.np 


Method 


AAT/NAP 






Start 


10710 






End 


13106 






GI 


4581143 






Score 


123 






Exons 


10710. .10847 


, 11899. .12228, 


13065. .13106 






GI Descrip. 


(AC006919) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


7189 






Seq. ID 


OJ990421 


_08 . 9923 .C14 




Gene No. 


15164 






Strand 








Start 


11563 






End 


12894 






Name 


OJ990421 08. 


9923.C14.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


5433 






End 


6415 






GI 


none 






Score 


293 






Exons 


5433. .5720, 


5436. .5711, 


5780 


. .5863, 5793. .5888, 


5975. . 6148, 






5976. .6173, 


5977. .6198, 


5977 


..6174, 59^ 


8. .6208, 


■ 6154 . . 6300, 


Hi 




6202. .6249, 


6234. .6299, 


6310 


. .6414, 6326. .6415, 


6334. .6414 


- i s 

[ y 


Seq. No. 


7189 






Seq. ID 


OJ990421 


_08 . 9923 .C14 




Gene No. 


15164 






Strand 






III 


Start 


11563 






End 


12894 






Name 


OJ990421 08. 


9923.C14.ol 


.tc 


Method 


TBLASTX: 


Cress 


'"s si 


Start 


5436 






End 


5717 




:3 ; ; 


GI 


none 






Score 


227 






Exons 


5436. . 5717, 


5558. .5668 










1 3 
'! SS7 


Seq. No. 


7189 






Seq. ID 


OJ990421 


_08. 9923.C14 




Gene No . 


15164 






Strand 








Start 


11563 






End 


12894 






Name 


OJ990421 08. 


9923.C14.ol 


.ts 


Method 


TBLASTX: 


Soybean 


□ 


Start 


6520 






End 


10781 






GI 


none 






Score 


110 






Exons 


6520. .6603, 


6538. .6600, 


6542 


. .6607, 7483. .7527, 


7485. .7526, 






7607. .7678, 


7608. .7685, 


7991 


..8092, 7992. .8093, 


8752. .8805, 






9381. .9521, 


9382. .9483, 


9387 


. .9485, 9553. .9624, 


9555. .9623, 






9752. .9802, 


9753. .9803, 


9886 


. .9978, 9892. .9978, 


9894. .9995, 






' 10452. .10547 


, 10454. .10552, 


10680. .10781 






Seq. No. 


7189 






Seq. ID 


OJ990421 


_08. 9923.C14 




Gene No. 


15164 






Strand 








Start 


11563 






End 


12894 






Name 


OJ990421 08. 


9923.C14.o2 


.tm 


Method 


TBLASTX: 


Maize 




Start 


8006 






End 


9978 






GI 


none 






Score 


139 






Exons 


8006. .8119, 


8007. .8126, 


8725 


. .8805, 8727. .8810, 


8730. .8810, 






9381. .9518, 


9382. .9483, 


9553 


. .9624, 9555. .9626, 


9555. .9689, 






9752. .9802, 


9753. .9803, 


9754 


. .9804, 9886. .9975, 


9892. .9978, 



9894. .9977 



7505' 



Seq. No. 7189 

Gene No. 15164 

Start 11563 

Name OJ990421_08 . 9923 .C14 . o2 . tc 

Start 8709 

GI none 

Exons 8709.. 8804, 8716.. 8805, 9381. 

9553.. 9624, 9555.-9623, 9752. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 08.9923.C14 



12894 

TBLASTX: Cress 
10796 
111 

9521, 9382. .9483, 9392. .9487, 
9802, 9753.. 9803, 9892.. 9978, 



9894. .9995, 10452 .. 10547 , 10453 .. 10551, 10453 .. 10551, 
10454. .10552, 10454 .. 10561, 10680.. 10796 



"bb5 



Seq. No. 7189 Seq. ID 

Gene No. 15164 Strand 

Start 11563 End 

Name OJ990421_08 . 9923 .C14 . o3 . gs Method 

Start 11563 End 

GI none Score 

Exons 11563. .12310, 12675.. 12894 



OJ990421_08.9923.C14 

12894 
GENSCAN 
12894 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



r, Seq. No. 

Gene No, 
: i3 Start 
ry Name. 
;5 Start 

Exons 

^ Seq. No. 
hi Gene No. 
Start 
Name 
Start 
GI 

Exons 



7190 Seq. ID 

151.65 Strand 

3542 End 

OJ990421_08.9923.C15.o2.np Method 

3542 End 

6642775 Score 
3542..3888, 11829. .11851 

(AF116598) gag-pol polyprotein [Vitis vinifera] 



OJ990421_08.9923.C15 

'+ 

11851 
AAT/NAP 
11851 
66 



7190 

15165 

3542 

OJ990421_08.9923.C15.ol.gp 

4851 

none 

4851. .4926, 6387. .6845 

7190 

15166 

11422 

OJ990421_08.9923.C15.o2.gs 

11422 

none 

11422. .11543 



Seq. ID OJ990421_08.9923.C15 

Strand + 

End 11851 

^Method AAT/GAP 

~End 6845 

Score 998 



Seq. ID OJ990421_08.9923.C15 
Strand 

End 11543 

Method GENSCAN 

End 11543 

Score .67 



Seq. No. 7191 Seq. ID 

Gene No. 15167 Strand 

Start 575 End 

Name OJ990421_08 . 9923 . C16 . ol . gs Method 

Start 575 End 

GI none Score 

Exons ' 575.. 646, 2043.. 2067, 2542.. 2649 



OJ990421_08.9923.C16 
+ 

2649 
GENSCAN 
2649 
.59 



Seq. No. 7191 Seq. ID 

Gene No. 15168 Strand 

Start 2773 End 

Name OJ990421 08 . 9923 . C16 . ol . np . Method 



OJ990421_08.9923.C16 
+ 

2856 
AAT/NAP 



7506 





Start 


2773 








End 


2856 






GI 


5852084 








Score yj: 


-79 






Exons 


2773. .2856 
















GI Descrip. 


(AL117264) : 


zwh0007.1 [Oryza sativa] 








Seq. No. 


7191 








Seq. ID 


OJ990421_08.9923. 


.C16 




Gene No. 


15169 








Strand 


+ 






Start 


7215 








End 


0 y y h 






Name 


OJ990421 08 


.9923. 


,C16.o2. 


.np 


Method 


AAT/NAP 






Start 


7215 








End 


8994 






GI 


5669782 








Score 


1724 






Exons 


7215. .8994 
















GI Descrip. 


(AF108010) : 


HvlLRR2 [Hordeum vulgare] 








Seq. No. 


7191 








Seq. ID 


OJ990421_08.9923, 


.C16 




Gene No. 


15170 








Strand 


+ 






Start 


10945 








End 


11553 






Name 


OJ990421 08 


.9923, 


.C16.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


7698 








End 


8658 






GI 


none 








Score 


58 






Exons 


7698. .7754, 


7849, 


. .7977, 


8101. 


.8166, 8176:. 8256, 8320. .8487, 






8500. .8658 
















Seq. No. 


7191 








Seq. ID 


OJ990421_08.9923 


.C1'6 


L J 


Gene No. 


15170 








Strand 


+ 






Start 


10945 








End 


11553 






Name 


OJ990421 08 


. 9923. 


.C16.ol 


. ts 


Method 


TBLASTX : Soybean 




HI 


Start 


7903 








End 


8658 




.3 SS. 

: e 


GI 


none 








Score 


162 




: . £ 


Exons 


7903. .8145, 


8155, 


. .8295, 


8344. 


.8487, 8506. .8658 




^ _i 


Seq. No. 


7191 








Seq. ID 


OJ990421_08.9923 


-C16 


ru 


Gene No. 


15170 








Strand 


+ 




:3 


Start 


10945 








End 


11553 




! S J 


Name 


OJ990421 08 


. 9923 


.CI6.0I 


. tw 


Method 


TBLASTX: Wheat 




;. E 
" '-i 


Start 


8120 








End 


8471 




-2 


GI 


none 








Score 


396 




: ^ 


Exons 


8120. .8455, 


8143 


. .8469, 


8146. 


.8469, 8169. .8471 




"ac? 


Seq. No. 


7191 








Seq. ID 


OJ990421_08.9923 


.C16 


^| 


Gene No. 


15170 








Strand 


+ 






Start 


10945 








End 


11553 






Name 


OJ990421 08 


.9923 


.C16.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


8403 








End 


8723 






GI 


none 








Score 


273 






Exons 


8403. .8723, 


8404 


. .8685 












Seq. No. 


7191 








Seq. ID 


OJ990421_08.9923 


-C16 




Gene No. 


15170 








Strand 


+ 






Start 


10945 








End 


11553 






Name 


OJ990421 08 


.9923 


.C16.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


8689 








End 


9114 






GI 


none 








Score 


70 






Exons 


8689. .8763, 


8690 


. .8746, 


8776. 


.9114, 8781.. 9113 






Seq. No. 


7191 








Seq. ID 


OJ990421_08.9923 


.C16 




Gene No. 


15170 








Strand 


+ 





7507 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



!=ii Seq. No. 

: " Gene No. 

" a Start 

i*J Name 

\! Start 

M GI 

'. ~ Exons 

^ Seq. No. 
<=3 Gene No. 

Start 

Name 

Start 

GI 

Exons 



i:3 
en 



10945 End 

OJ990421_08 . 9923 . C16 . ol . tm Method 

8887 End 

none Score 
8887. .9198, 8889. .9074, 9208. 

7191 
15170 
10945 

OJ990421_08.9923.C16.o3.gs 
10945 
none 

10945. .10999, 11416.. 11553 
7192 

15171 •' Strand 

1540 End 
OJ990421_08 . 9923 . C17 . ol . gs Method 
1540 End 
none Score 
1540. .1684, 2116. .2217, 2271. .2409, 2420. .2726, 3635.;3949 



11553 

TBLASTX: Maize 
9750 
199 

.9387, 9463.. 9750 

Seq. ID OJ990421_08.9923.C16 

Strand + 

End 11553 

Method GENSCAN 

End 11553 

Score .48 



Seq. ID OJ990421_08.9923.C17 
+ 

3949 
GENSCAN 
3949 
.61 



7192 Seq. ID 

15171 Strand 

1540 End 

OJ990421_08. 9923.C17.ol.np Method 

2205 End 

5091603 Score 
2205.. 2353, 2420.. 2756 
(AC007858) 10A19I.7 [Oryza sativa] 



7192 

15172 

4043 

OJ990421_08. 9923.C17.o2.gs 

4043 

none 

4043. .4230, 4413. .4515 

7193 

15173 

87 

OJ990421_08.9923.C19.ol.gs 

87 

none 
87. .187 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_08.9923.C17 
+ 

3949 
AAT/NAP 
2756 
691 



OJ990421_08.9923.C17 

4515 
GENSCAN 
4515 
.59 



OJ990421_08.9923.C19 
+ 

187 

GENSCAN 

187 

.43 



Seq. No. 7194 

Gene No. 15174 

Start 3209 

Name OJ990421_08 . 9923 . C21 . o2 . gs 

Start 3209 

GI none 

Exons 3209.. 3217, 3469.. 3557, 
6510.. 6651, 6779.-6824, 



5315 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5468, 5664 



OJ990421_ 
+ 

8566 
GENSCAN 
8239 



08.9923.C21 



7948. .8077, 8124, 



.5915, 
.8239 



6013. .6316, 



Seq. No. 



7194 



Seq. ID OJ990421_08.9923.C21 



7508 



m • 



Gene No. 


15174 








Strand 


+ 




Start 


3209 . 








End 


8566 




Name 


OJ990421 08 


.9923 


.C21.o3. 


np 


Method . 


. AAT/NAP 




Start 


6651 








End 


8566 




GI 


6907106 








Score 


343 




Exons 


6651. . 6687, 


8123 


. .8286, 


8321. 


.8566 






GI Descrip. 


(AP001129). 


EST AU068291 (C12960) corresponds to a region 


of 




predicted gene.; 


hypothetical protein 


[Oryza sativa] 




Seq. No. 


7194 








Seq. ID 


OJ990421_08.9923 


.C21 


Gene No. 


15175 








Strand 






Start 


756 








End 


2010 




Name 


OJ990421_08 


.9923 


.C21.ol. 


np 


Method 


AAT/NAP 




Start .; , 


756 








End 


1992 




GI 


2792238 








Score 


1300 




Exons 


756. .1992 














GI Descrip. 


(AF032697) 


NBS-LRR type 


resistance protein [Oryza sativa] 


Seq. No. 


7194 








Seq. ID 


OJ990421_08.9923 


.C21 


Gene No. 


15175 








Strand 






Start 


756 








End ■ 


2010 




Name 


OJ990421_08 


. 9923 


.C21.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1162 . 








End 


198'3 




GI 


none 








Score 


71 




Exons - 


1162 . . 1563, 


1259 


. . 1378, 


1405 . 


.1542, 1663. .1701, 1666. .1776, 




1858 . .1983 














Seq. .No. 


7194 








Seq. ID 


OJ990421_08.9923 


.C21 


Gene No. 


15175 








Strand 






Start 


756 








End 


2010 




Name 


OJ990421_08 


. 9923 


.C21.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1231 








End 


2010 




GI 


none 








Score 


69 




Exons 


1231 . . 1341, 


1447 


. . 1689, 


1747. 


.1914, 1933. .2010 




Seq. No. 


7194 








Seq. ID 


OJ990421_08.9923 


.C21 


Gene No. 


15175 








Strand 






Start 


756 








End 


2010 




Name 


OJ990421_08 


.9923 


.C21.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1246 








End 


1527 




GI 


none 








Score 


66 




Exons 


1246. . 1452, 


1459 


. .1527 










Seq. No. 


7194 








Seq. ID 


OJ990421_08.9923 


.C21 


Gene No. 


15175 








Strand 






Start 


756 








End 


2010 




Name 


OJ990421 08 


.9923 


.C21.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1259 








End 


1545 




GI 


none 








Score 


43 




Exons 


1259. .1375, 


1261 


. .1404, 


1399. 


.1545, 1430. .1528 




Seq. No. 


7194 








Seq. ID 


OJ990421_08.9923 


.C21 


Gene No. 


15176 








Strand 






Start 


6528 








End 


6689 




Name 


OJ990421 08 


.9923 


.C21.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6528 








End 


6689 




GI 


none . 








Score 


178 





7509 




Exons 6528.. 6647, 6539.-6646, 6626.-6649, 6635.. 6682, 6645.. 6689 





Seq.' No. 


7194- 


Seq. ID 


OJ990421_08. 9923.C21 




Gene No. 


lol / / 


Strand 






Start 


8177 


End 


8470 




Name 


OJ990421 08.9923.C21.o2.tm 


Method 


TBLASTX: Maize 




Start 


8177 


End 


8470 




GI 


none 


Score 


82 




Exons 


8177. .8269, 8180. .8269, 8213. 


.8296, 8220. .8294, 8220.. 8348, 






8252. .8296, 8286. .8321, 8287. 


.8322, 8297.. 8356, 8337.. 8465, 






8337. .8465, 8422. .8469, 8423. 


.8470 






Seq. No. 


7195 


Seq. ID 


OJ990421_08.9923.C22 




Gene No. 


15178 


Strand 


- 




Start 


78 


End 


484 




Name 


OJ990421 08.9923.C22.ol.gs 


Method 


GENSCAN 




Start 


78 


End 


484 




GI 


none 


Score 


.55 




Exons 


78. .169, 221. .398, 407. .484 








Seq. No. 


7196 


Seq. ID 


OJ990421_08.9923.C23 




Gene No. 


15179 


Strand 


+ 




Start 


41 ■ 


End 


340 




Name 


OJ990421 08-9923. C23.ol.gs 


Method 


GENSCAN 


. *% 


Start 


41 


End 


340 




GI 


none - 


Score 


.5 




Exons 


41. .214, 305. .340 








Seq. No. 


7197 


Seq. ID 


OJ990421_08.9923.C24 




Gene No. 


15180 


Strand 


+ 


: ^ 


Start 


328 


End 


362 


;s ; ; 
; : = 


Name 


OJ990421 08.9923.C24.ol.gs 


Method 


GENSCAN 


; *S7 


Start 


328 


End 


362 


;= 


GI 


none 


Score 


.86 


;. J: 
'"• i 


Exons 


328. .362 






'Hi 


Seq. No. 


7198 


Seq. ID 


OJ990401_05. 9922. CI 




Gene No. 


15181 


Strand 




"t 
■ : 


Start 


199 


End 


1438 


i'T 


Name 


OJ990401 05.9922.Cl.ol.gs 


Method 


GENSCAN 


Start 


199 . 


End 


1438 




GI 


none 


Score 


.66 




Exons 


199.-364, 660. .718, 1403. .1438 






beq. no. 


7199 


Seq. ID 


OJ990401_05.9922.C2 




Gene No. 


15182 


Strand 


+ 




Start 


1154 


End 


6074 




Name 


OJ990401 05.9922.C2.ol.np 


Method 


AAT/NAP 




Start 


1154 


End 


6071 




GI 


5803260 


Score 


835 




Exons 


1154. .2118, 4618. .4731, 4918. 


.6071 






GI Descrip. 


(AP000399) similar to wakl gene (AJ009696) [Oryza sativa] 




Seq. No. 


7199 


Seq. ID 


OJ990401_05.9922.C2 




Gene No. 


15182 


Strand 


+ 




Start 


1154 


End 


6074 




Name 


OJ990401 05.9922.C2.ol.gs - 


Method 


GENSCAN 



7510 





Start 


1166 








End 


6074 




GI 


none x 








Score 


.68 




Exons 


1166. .2138, 


4639. 


.4800, 


4936. 


. 6074 






Seq. No. 


7199 








Seq. ID 


OJ990401_05.9922.C2 




Gene No. 


15182 








Strand 


+ 




Start 


1154 








End 


6074 




Name 


OJ990401 05 


. 9922 . 


C2 .ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1943 








End 


5879 




GI 


none 








Score 


76 




Exons 


1943. .2002, 


2030. 


.2110, 


4668. 


.4769, 5046.. 5156, 5090.. 5155, 






5165. .5353, 


5169. 


.5456, 


5453. 


.5572, 5466.-5549, 5567.. 5686, 






5568. .5708, 


5784. 


.5879 










Seq." No. 


7199 








Seq. ID 


OJ990401JD5. 9922. C2 




Gene No. 


15182 








Strand 


+ 




Start . 


1154 








End 


6074 




Name 


OJ990401 05 


. 9922 . 


C2 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


4965 








End 


5891 




GI 


none 








Score 


56 




Exons 


4965. .5057, 


5061. 


.5168, 


5171. 


.5365, 5172. .5456, 5232. .5381, 






5466. .5549, 


5480. 


.5554, 


5483. 


.5554, 5570. .5704, 5571. .5711, 


.3 =X 




5721.. 5891 














Seq. No. 


7199 








Seq. ID 


OJ99Q401_05;9922.C2 




Gene No. 


15182 








Strand 


+ 


;s ; k 


Start 


1154 








End 


6074 




Name 


OJ990401 05 


.9922. 


C2.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4968 








End 


5714 


j ll 


GI 


none 








Score 


44 


:. "1 


Exons 


4968. .5024, 


5061. 


.5168, 


5090. 


.5233, 5229.. 5456, 5456.. 5551, 






5466. .5549, 


5576. 


.5710, 


5586. 


.5714 






Seq. No. 


7199 








Seq. ID 


OJ990401_05. 9922..C2 


Q 


Gene No. 


15182 








Strand 


+ 




Start 


1154 








End 


6074 


: - 


Name 


OJ990401 05 


.9922. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 


51 


Start 


5079 








End 


5447 




GI 


none 








Score 


82 




Exons 


5079. .5168, 


5090. 


.5155, 


5183. 


.5353, 5184.. 5447 




Seq. No. 


7199 








Seq. ID 


OJ990401_05.9922.C2 




Gene No. 


15182 








Strand 


+ 




Start 


1154 








End 


6074 




Name 


OJ990401 05 


.9922. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5460 








End 


5726 




GI 


none 








Score 


104 




Exons 


5460. .5549, 


5579. 


.5704, 


5583. 


.5726 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7200 
15183 
157 

"OJ990401_05.9922.C3.ol.gs 
157 
none 



157. . 
3298, 



227, 562 
.3484 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.714, 1332. .1407, 1683. 



OJ990401_05. 9922.C3 
+ 

3787 
GEN SCAN 
3484 
.49 

1846, 2291. .2518, 



7511 



Seq. No. 


7200 


Seq. ID 


OJ990401 


_05.9922. 


C3 


Gene No. 


15183 


Strand 


+ 






Start 


157 


End 


3787 






Name 


OJ990401 05.9922.C3.ol.np 


Method 


AAT/NAP 






Start 


382 


End 


3787 






GI 


6721512 


Score 


150 






Exons 


382;. 509, 548. .668, 712. .775, 


1667. .1806, 3691. 


.3787 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


7200 * 


Seq. ID 


OJ990401 


05 . 9922 . 


Co 


Gene No. 


15184 


Strand 


+ 






Start 


4378 


End 


13055 






Name 


OJ990401 05.9922.C3.o2.gs 


Method 


GEN SCAN 






Start 


4378 


End 


5796 






GI 


none 


Score 


..91 






Exons 


4378.-4459, 5231. .5796 










Seq. No. 


7200 


Seq. ID 


OJ990401 


_05. 9922. 


C3 


Gene No. 


15184 


Strand 


+ 






Start 


4378 


End 


13055 






Name 


OJ990401 05.9922.C3.o4.np 


Method 


AAT/NAP 






Start 


4824 


End 


6940 






GI 


6721561 


Score 


269 






Exons 


4824. .4854, 6498. .6940 










GI Descrip. 


(AP001073) EST AU082058 (C1297 6) corresponds to 


a "region 


of 



the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


7200 


Seq. ID 


OJ990401_05. 9922. 


C3 


Gene No. 


15184 


Strand 


+ 




Start 


4378 


End 


13055 




Name 


OJ990401 05.9922.C3.o3.gs 


Method 


GENS CAN 




Start 


6518 


End 


13055 




GI 


none 


Score 


.53 




Exons 


6518. .6939, 7024. .7313, 9673 


..9768, 11141. .11288, 11718. 


.11941, 




12112. .12666, 12934. .13055 








Seq. No. 


7200 


Seq. ID 


OJ990401_05.9922. 


C3 


Gene No. 


15184 


Strand 


+ 




Start 


4378 


End 


13055 




Name 


OJ990401 05.9922.C3.o5.np 


Method 


AAT/NAP 




Start 


9576 


End 


13052 




GI 


6815052 


Score 


1029 




Exons 


9576.. 9668, 9966.. 10065, 10922 .. 11014 , 


11803. .11946, 






11995. .12509, 12591. .12666, 


12934. .13052 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


7200 


Seq. ID 


OJ990401_05.9922. 


C3 


Gene No. 


15185 


Strand 






Start 


1387 


End 


2771 




Name 


OJ990401 05.9922.C3.o2.np 


Method 


AAT/NAP 




Start 


1387 


End 


2771 




GI 


6721512 


Score 


56 




Exons 


1387. .1415, 2671. .2771 









7512 



GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7200 Seq. ID OJ990401_05 . 9922 .C3 

15186 Strand 

3632 End 3804 

OJ9904 01_05 . 9922 . C3 . ol . gp Method AAT/GAP 

3632 End 3804 

LIB3433-026-P1-K1-C1 Score 258 

3632.. 3804 

l 5852170/emb|AL117265.1|OST17804 1.0e-44 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7200 Seq. ID 

15187 Strand 

4190 End 

OJ9904 01_05 . 9922 . C3 . o3 . np Method 

4190 End 

6063554 Score 



OJ990401_05.9922.C3 

6332 
AAT/NAP 
6332 
154 



4190. .4363, 5400. .5474, 5559. .5736, 6292. .6332 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



7200 
15187 
4190 

OJ990401_05.9922.C3.o2.gp 
4431 
2427387 
4431. .4806 

5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica{GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990401 05. 9922. C3 



6332 
AAT/GAP 
4806 
687 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7200 Seq. ID 

15188 Strand 
7267 End 
OJ990401_05 . 9922 . C3 . ol . tw Method 
7267 End 
none Score 
7267. .7392, 7271. .7465 

7201 

15189 Strand 
1 End 
OJ990401_05 . 9922 . C4 . ol . np Method 
1 End 
6815052 Score 
1..261, 1183. .1517, 1599. .1668, 1948. .2067 
(AP001080) hypothetical protein [Oryza sativa] 



OJ990401_05.9922.C3 
7465 

TBLASTX: Wheat 
7465 
193 



Seq. ID OJ990401_05. 9922.C4 
+ 

2070 
AAT/NAP 
2067 
945 



7201 

15189 

1 

OJ990401_05.9922.C4 .ol.gs 

400 

none 



Seq. ID OJ990401_05.9922.C4 



Strand 
End 

Method 

End 

Score 



+ 

2070 
GENSCAN 
2070 
.55 



400. .553, 976. .1037, 1276. .1513, 1949. .2070 



7513 



Seq. No. 7201 
Gene No. 15190 
Start 2222 

Name OJ990401_05 . 9922 . C4 . o2 . np 

Start 2222 
GI 119714 
Exons 2222.. 2967 

GI Descrip. EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
. gi | 82169 | pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA320 90 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. ID OJ990401_05.9922.C4 

Strand + 

End 2967 

Method AAT/NAP 

End 2967 

Score 88 





Seq. No. 


7201 




Seq. ID 


OJ990401_05.9922 


.C4 




Gene No. 


15191 




Strand 








Start 


2195 




End 


3666 ' 






Name 


OJ990401 05 


.9922.C4.o2.gs 


Method 


GEN SCAN 






Start 


2195 




End 


3666 






GI 


none 




Score 


.74 






Exons 


2195. .2581, 


2903.. 2977, 3598 


. .3666 








Seq. No. 


7201 




Seq. ID 


OJ990401_05.9922 


.C4 




Gene No. 


15192 




Strand 






□ 


Start 


4228 




End 


4332 






Name 


OJ990401 05 


.9922.C4.ol.gp 


Method 


AAT/GAP 






■Start ' 


4228 




End 


4332 




!=!! 


GI 


3107009 




Score 


119 






Exons 


4228. .4332 










rl 


GI Descrip. 


4521194/dbj 


IAB013613.1 IAB013613 6.0e-40 Oryza sativa DNA, 






centromere 


sequence RCB11 








!"! s 


Seq. No. 


7202 




Seq. ID 


OJ990401_05. 9922 


-C5 


i s£ 


Gene No. 


15193 




Strand 


+ 






Start 


269 




End 


2660. 






Name 


OJ990401 05 


.9922.C5.ol.gs 


Method 


GEN SCAN 






■ btart 


269 




End . 


2660 






GI 


none 




Score 


.55 




\ H: 

'j ST 


Exons 


269. .410, 1758. .1842, 2051.. 


2292, 2557. 


.2660 . 




i; J 


Seq. No. 


7202 




Seq. ID 


OJ990401_05.9922 


.C5 




Gene No. 


15194 




Strand 








-Start 


3096 




End 


4418 






Name 


OJ990401 05 


.9922.C5.o2.gs 


Method 


GENSCAN 






Start 


3096 




End 


4418 






GI 


none 




Score 


.76 






Exons 


3096. .3273, 


3799.. 3846, 3935 


..4093, 422 


!8..4418 






Seq. No. 


7202 




Seq. ID 


OJ990401J)5.9922 


.C5 




Gene No. 


15195 




Strand 








Start 


4908 




End 


9321 






Name 


. OJ990401 05 


.9922.C5.o2.tm 


Method 


TBLASTX: Maize 






Start 


1986 




End 


8951 






GI 


none 




Score 


74 






Exons 


1986. ,2174, 


8638.. 8943, 8639 


..8941, 8640. .8951 






Seq. No. 


7202 




Seq. ID 


OJ990401_05.9922 


.C5 




Gene No. 


15195 




Strand 







7514 




Start 


4908 








End 


9321 


Name 


OJ990401 05 


.9922 


.C5.o3. 


gs 


Method 


GEN SCAN 


Start 


4908 








End 


9321 


GI 


none 








Score 


.43 


Exons 


4908. .4962, 


5176 


. .7186, 


7694 


..9096, 9274. .9321 


Seq. No. 


7202 








Seq. ID 


OJ990401_05.9922.C5 


Gene No. 


15195 








Strand 




Start 


4908 








End 


9321 


Name 


OJ990401 05 


.9922 


.C5.ol. 


np 


Method 


AAT/NAP 


Start 


5175 








End 


9080 


C7 
K3± 


6539553 








Score 


6704 


Exons 


5175. .9080 












GI Descrip. 


(AP000836) 


Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza 


sativa] 


gi | 6539590 | dbj | BAA88206 . 1 | (AP000837 )- 




Similar to 


Oryza 


australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 










Seq. No. 


7202 








Seq. ID 


OJ990401_05.9922.C5 


Gene No. 


15195 








Strand 




Start 


4908 








End 


9321 


Name 


OJ990401 05 


. 9922 


. C5 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


5311 








End 


5787 


GI 


none 








Score 


348 


Exons 


5311 . . 5697, 


5312 


. .5695, 


5349 


..5696, 5712. .5786, 5714. .5785, 




5716. .5787 












Seq. No. 


7202 








Seq. ID 


OJ990401_05.9922.C5 


Gene No . 


15195 








Strand 




Start 


4908 








End 


9321 


Name 


OJ990401_05 


. 9922 


,C5.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


5439 








End 


5780 


GI 


none 








Score 


78 


Exons 


5439 . . 5648, 


5518 


. .5643, 


5667 


..5780, 5674. .5754 


Seq. No. 


7202 








Seq. ID 


OJ990401_05.9922.C5 


Gene No. 


15195 








Strand 




Start 


4908 








End 


9321 


Name 


OJ990401 05 


.9922 


.C5.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


5643 








End 


5982 


GI 


none 








Score 


206 


Exons 


5643. .5981, 


5644 


. .5982 








Seq. No. 


7202 








Seq. ID 


OJ990401_05.9922.C5 


Gene No. 


15195 








Strand 




Start 


4908 








End 


9321 


Name 


OJ990401 05 


.9922 


.C5.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5793 








End 


6138 


GI 


none 








Score 


' 124 


Exons 


5793. .6137, 


5938 


. .6138 








Seq. No. 


7202 








Seq. ID 


OJ990401_05.9922.C5 


Gene No. 


15195 








Strand 




Start 


4908 








End 


9321 


Name 


OJ990401 05 


.9922 


. C5 . o3 . 


tw 


Method 


TBLASTX: Wheat 


Start 


5991 








End 


6536 


GI 


none 








Score 


48 



7515 






Exons 


5991. .6197, 


6001 


. .6123, 


6192. 


.6536, 6216. .6389 




Seq. No. 


7202 








Seq. ID 


OJ990401_05.9922.C5 




Gene No. 


15195 








Strand 






Start 


4908 








End 


9321 




Name 


OJ990401 05. 


9922 


.C5.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6090 








End 


6537 




GI 


none 








Score 


58 




Exons 


6090. .6536, 


6175 


. .6288, 


6219. 


.6401, 6355.. 6537 ' 




Seq. No. 


7202 








Seq. ID 


OJ990401_05.9922.C5 




Gene No. 


15195 








Strand 






Start 


4 yuy 








End 


9321 




Name 


OJ990401 05. 


9922 


.C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6207 








End 


6671 




GI 


5509260 








Score 


58 




Exons 


6207. .6671, 


6226 


. .6285, 


6358. 


.6453, 6502.. 6570 




GI Descrip. 


- 














Seq. No. 


7202 








Seq. ID 


OJ990401_05.9922.C5 




Gene No. 


15195 








Strand 






Start 


4 908- 








End 


9321 




Name 


OJ990401 05. 


9922 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 


f a? 


Start 


6318 








End 


6578 


. -J 


GI 


none 








Score 


62 


< ! : 


Exons 


6318.. 6578, 


6499 


. .6576 










Seq. No. 


7202 








Seq. ID 


OJ990401_05.9922.C5 


» 


Gene No. 


15195 








Strand 




: ! 


Start 


4908 








End 


9321 


IE? 


Name 


OJ990401 05. 


9922 


.C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6591 








End 


7347 


u 


GI 


none 








Score 


198 




Exons 


6591. .6830, 


6592 


. .6750, 


6608. 


.6838, 6611.. 6808, 6859.. 7125 


3 




6882. .7124, 


6890 


. .7135, 


6901. 


.7134, 7090.. 7347, 7103.. 7339 




Seq. No. 


7202 








Seq. ID 


OJ990401_05.9922.C5 




Gene No. 


15195 








Strand 






Start 


4908 








End 


9321 




Name 


OJ990401 05. 


9922 


.C5.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


6996 








End 


7395 




GI 


none 








Score 


97 




Exons 


6996. .7136, 


7132 


. .7170, 


7171. 


.7395, 7217.. 7387 




Seq. No. 


7202 








Seq. ID 


OJ990401_05.9922.C5 




Gene No. 


15195 








Strand 






Start 


4908 








End 


9321 




Name 


OJ990401 05. 


9922 


.C5.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


7183 








End 


7617 




GI 


none 








Score 


78 




Exons 


7183. .7617, 


7208 


. .7375 










Seq. No. 


7202 








Seq. ID 


OJ990401_05.9922.C5 




Gene No. 


15195 








Strand 






Start 


4908 








End 


9321 




Name 


OJ990401 05. 


9922 


.C5.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


7348 








End 


7539 



7516 



sat 



*3 



GI 


none 








Score 


Exons 


7348. .7539, 


7348 


. .7536 






Seq. No. 


7202 








Seq. ID 


Gene No. 


15195 








Strand 


Start 


4908 








End 


Name 


OJ990.401 05 


.9922 


.C5.ol. 


tm 


Method 


Start 


7817 








End 


GI 


none 








Score 


Exons 


7817. .7984, 


7818 


. .8132, 


7819. 


.8112, 71 


Seq. No. 


7202 








Seq. ID 


Gene No. 


15195 








Strand 


Start 


4908 








End 


Name 


OJ990401 05 


. 9922 


.C5.o4. 


tw 


Method 


Start 


8699 








End 


GI 


none 








Score 


Exons 


8699. .9028, 


8700 


. .9086, 


8701. 


, .9075 


Seq. No. 


7203 








Seq. ID 


Gene No. 


15196 








Strand 


Start 


575 








End 


Name 


OJ990401 05 


.9922 


.C6.ol. 


gs 


Method 


Start 


575 








End 


GI 


none . 








Score 


Exons 


575. .684 










Seq. No. 


7204 








Seq. ID 


Gene No. 


. 15197 








Strand 


Start 


517 








End 


Name 


OJ990401 05 


.9922 


.C9.ol. 


gs 


Method 


Start 


517 








End 


GI 


none 








Score 


Exons 


517. .531 










Seq. No. 


7205 








Seq. ID 


Gene No. 


15198 








Strand 


Start 


6925 








End 


Name 


OJ990401 05 


.9922 


,C10.o2 


.gs 


Method 


Start 


6925 








End 


GI 


none 








Score 


Exons 


6925. .7067, 


8888 


. .9044 






Seq. No. 


7206 








Seq. ID 


Gene No. 


15199 








Strand 


Start 


918 








End 


Name 


OJ990401 05 


.9922 


.Cll.ol 


. gs 


Method 


Start 


918 








End 


GI 


none 








Score 


Exons 


918. .1082, 


1104. 


.1131, 


1273. . 


,1353 


Seq. No. 


7207 








Seq. ID 


Gene No. 


15200 








Strand 


Start 


325 








End 


Name 


OJ990401 05 


.9922 


.C12.ol 


.gs 


Method 


Start 


325 








End 


GI 


none 








Score 



183 



9321 

TBLASTX: Maize 

8139 

395 



9321 

TBLASTX: Wheat 

9086 

256 



+ 

684 

GENSCAN 

684 

.99 



OJ990401_05.9922.C9 
+ 

531 

GENSCAN 

531 

.71 



OJ990401_05. 9922. C10 

9044 
GENSCAN 
9044 
.47 



OJ990401_05.9922.C11 

1353 
GENSCAN 
1353 
.59 



OJ990401_05.9922.C12 
+ 

5746 
GENSCAN 
5617 
.77 



7517 



Exons 


325.. 329, 809.. 965, 1024 


..1119, 1592.. 


1807, 5486.. 5617 


Seq. No. 


7207 




Seq. ID 


OJ990401_05.9922.C12 


Gene No. 


15200 




otrana 


+ 


Start 


. 325 




hina 


5746 


Name 


OJ990401 05.9922.C12.ol. 


gp 


Method 


AAT/GAP 


Start 


1185 




Lna 


5746 


GI 


5038950 




Score 


647 


Exons 


1185. .1214, 3421. .3488, 


C A O C 

o4 OD . 


. O / 4 O 




Seq. No. 


7207 




Seq. ID 


OJ9904 01_05. 9922.C12 


Gene No. 


15201 




otrana 


+ 


Start 


7058 




T7> __ _J 

bna 


11482 


Name 


OJ990401 05.9922.C12.o2. 


tnt 


Metnoa 


TBLASTX: Maize 


Start 


2964 




hna 


3260 


GI 


none 




Score 


76 


Exons 


2964. .3125, 2978. .3127, 


Jlz J . 


. oU 




Seq. No. 


7207 




Seq. ID 


OJ990401_05. 9922.C12 


Gene No. 


15201 




Strand 


+ 


Start 


7058 




End 


11482 


Name 


OJ990401 05.9922.C12.o2. 


gs 


Method 


GENSCAN 


Start 


7058 




End 


11470 


GI 


none 




Score 


.77 


Exons 


7058. .7066, 8429. .8641, 


8759. 


.8813, 9264. .9460, 9677. .9798, 



II 

U Seq. No. 

J Gene No. 

J Start 

=\ Name 

jl Start 

^ GI 
Exons 



GI Descrip. 



•Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



9881. .10028, 10282. .10351, 10437 .. 10582 , 11326.. 11470 



7207 

15201 

7058 

OJ990401_05.9922.C12.ol.np 

8449 

6630556 



Seq. ID OJ990401_05.9922.C12 

Strand ■+ 

End 11482 

Method AAT/NAP 

End 11482 

Score 1017 



8449. .8641, 8759. .8813, 9264. .9460, 9677. .9804, 9881. .10028, 
10282. .10351, 10437. .10582, 10662 .. 10707, 10790 .. 10836, 
11320. .11482 

(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



7207 

15201 

7058 

OJ9904 

8464 

none 

8464. . 

9209. . 

9675. . 

9882. . 

10431. 

10656. 

10788. 



01 05.9922.C12.ol.tm 



8643, 

9283, 

9785, 

10028, 

.10580 

.10709 

.10853 



OJ990401_05.9922.C12 
11482 

TBLASTX: Maize 
11481 
139 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8467. .8643, 8739.-8825, 8741. .8827, 8743. .8826, 
9259.-9459, 9261.. 9458, 9261.. 9473, 9263.. 9460, 
9676..979S, 9677. .9796, 9677.-9796, 9878. .10027, 
10279. .10353, 10280 .. 10351, 10281 .. 10352 , 
10431. .10580, 10432. .10584, 10433 10585, 
10659. .10709, 10660. .10722, 10786 .. 10842 , 
11315. .11473, 11316. .11474, 11344. .11481 



Seq. No. 
Gene No. 
Start 
Name 



7207 Seq. ID 

15201 Strand 
7058 End 

OJ990401 05.9922.C12.ol.tc Method 



OJ990401_05.9922.C12 
+ 

11482 

TBLASTX: Cress 



7518 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8563 
none 



End 
Score 



9406 
79 



8563.-8643, 8573 8641, 8741 .. 8827 , 8743.-8826, 8757. .8831, 
9259. .9405, 9263. .9406 



7207 

15201 

7058 

OJ990401J)5.9922.C12.ol.ts 

9263 

none 

9263.. 9406, 9268.. 9399, 9412 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9459, 9413.. 9460, 9676.. 9786, 
9677.. 9796, 9886.. 10032, 9893.. 10066, 9894.. 10028, 10279 .. 10353, 
10281. .10352, 10432. .10578, 10432 .. 10578 , 10433 10585, 
10659. .10709, 10659. .10709, 11325 .. 1147 1 , 11344.. 11481 



OJ990401_05.9922.C12 
+ 

11482 

TBLASTX : Soybean 
11481 
216 





Seq. No. 


7207 






Seq. ID 


OJ990401 




Gene No. 


15201 






Strand 


+ 




Start 


7058 






End 


11482 




Name 


OJ990401 05. 


9922. 


C12.ol.tw 


Method 


TBLASTX: 1 




Start 


10692 






End 


11481 




GI 


none 






Score 


39 




Exons 


10692. .10709 


, 107 


86. .10842, 


11314. .11481, 11344 


: i .Jl 


Seq. No. 


7208 






Seq. ID 


OJ990401 


I \ H 


Gene No. 


15202 






Strand 


+ 




Start 


4039 






End 


7859 




Name 


OJ990401 05. 


9922. 


C14 .ol.gs 


Method 


GENSCAN 


□ 


Start 


4039 






End 


7700 




GI 


none 






Score 


.54 


's =1? 


Exons 


4039. .4112, 


5920. 


.5941, 7287 


. .7700 




ru 


Seq. No. 


7208 






Seq. ID 


OJ990401 




Gene No. 


15202 






Strand 


+ 


L J 


Start 


4039 






End 


7859 


; E 

" m 4 


Name 


OJ990401 05. 


9922. 


C14 ,ol .np 


Method 


AAT/NAP 




Start 


7099 






End 


7859 




GI 


5091523 






Score 


179 



,9922. C14 



Exons 
! *f GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 



7099. .7859 

(AB023482) Similar to Gallus gallus mRNA for attachment region 
binding protein (ARBP) . (Y14166) [Oryza sativa] 



7208 Seq. ID 

15202 Strand 
4039 End 
OJ990401_05.9922.C14 ,o2.np Method 
7099 End 
5091523 Score 
7099. .7859 

(AB023482) Similar to Gallus gallus mRNA for attachment region 
binding protein (ARBP) . (Y14166) [Oryza sativa] 



OJ990401_05.9922.C14 
+ 

7859 * 
AAT/NAP 
7859 
180 



7208 Seq. ID 

15203 Strand 

19845 End 

OJ9904 01_05. 9922.C14 .o4.np Method 

19845 End 



OJ990401_05.9922.C14 
+ 

22239 

AAT/NAP 

22239 



7519 






GI 


5042463 


Score 


143 






Exons 


19845. .20067, 20507 .. 20674 , 


21312. .21494, 21545 .. 21732, 








22182. .22239 










GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 






Seq. No. 


7208 


Seq. ID 


OJ990401_05 . 9922 . 


C14 




Gene No. 


15204 


Strand 








Start 


8688 


End 


lOlio 






Name 


OJ990401 05.9922.C14.o2.gs 


Method 


GEN SCAN 






Start 


8688 


End 


10138 






GI 


none 


Score 


.83 






Exons 


8688.. 8825, 8924.. 9162, 10072.. 10138 








Seq. No. 


7208 


Seq. ID 


OJ990401 05.9922. 


C14 




Gene No. 


15205 


Strand 








Start 


12178 


End 


12767 






Name 


OJ990401 05.9922.C14.o3.gs 


Method 


GENSCAN 






Start 


12178 


End 


.12767 






GI 


none 


Score 


.75 






Exons 


12178. .12239, 12641.. 12767 










Seq. No. 


7208 


Seq. ID 


OJ990401_05.9922. 


C14 




Gene No. 


15206 


Strand 








Start 


13950 


End 


19374 






Name 


OJ990401 05.9922.C14.o3.np 


Method 


AAT/NAP 






Start 


13950 


End 


19374 




v - 


GI 


4680199 


Score 


305 




i 5? 


Exons 


13950. .13980, 1574 6 .. 15863, 


15951. .16523, 19346. .19374 




i s _5 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


7208 


Seq. ID 


OJ990401_05.9922. 


C14 




Gene No. 


15207 


Strand 








Start 


20136 


End 


27843 






Name 


OJ990401 05.9922.C14.o5.gs 


Method 


GENSCAN 




□ 


Start 


20136 


End 


27843 






GI 


none 


Score 


.42 






Exons 


20136. .20300, 22490 22609, 


23413. .23688, 23729 .. 23839, 








23854. .24123, 24135 .. 24302, 


25716. .25795, 26897 .. 27253, 




'sssl 
33, 
'n t=? 




27630. .27843 








:* *! 


Seq. No. 


7208 


Seq. ID 


OJ990401JD5.9922. 


C14 




Gene No.. 


15207 


Strand 








Start 


20136 


End 


27843 






Name 


OJ990401 05.9922'.C14.o5.np 


Method 


AAT/NAP 






Start 


22438 


End 


26641 






GI 


3645899 


Score 


557 






Exons 


22438.-22458, 26022.. 26641 










GI Descrip. 


(U68408) 5' end not determined experimentally [Zea mays] 






Seq. No. 


7208 


Seq. ID 


OJ990401_05.9922. 


C14 




Gene No. 


15208 


Strand 








Start 


33848 


End 


34909 






Name 


OJ990401 05.9922.C14.ol.tw 


Method 


TBLASTX: Wheat 






Start 


26021 


End 


26230 






GI 


none 


" Score 


68 






Exons 


26021. .26230, 26024.. 26227 









7520 






Seq. No. 


7208 




Seq. ID 


OJ990401_05.9922 


.C14 




Gene No. 


15208 


- 


Strand 








Start 


33848 




End 


34909 






Name 


OJ990401 05.9922.C14 


.ol.tm 


Method 


TBLASTX: Maize 






Start 


26024 




End 


26390 






GI 


none 




Score 


127 






Exons 


26024. .26266, 26048. 


.26254, 


26049. .26270, 26065 .. 2627 1, 








26259. .26390, 26261. 


.26389 










Seq. No. 


7208 




Seq. ID. 


OJ990401J35.9922 


.C14 




Gene No. 


15208 




Strand 








Start 


33848 




End 


34909 






Name 


OJ990401 05.9922.C14 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


26393 




End 


26753 






GI 


none 




Score 


47 






Exons 


26393. .26602, 26393. 


.26632, 


26661. .26744, 26661. .26753 






Seq. No. 


7208 




Seq. ID 


OJ990401JD5.9922 


.C14 




Gene No. 


15208 




Strand 








Start 


33848 




End 


34909 






Name 


OJ990401 05.9922.C14 


.06. gs. 


Method 


GENSCAN 






Start 


33848 




End 


34909 






GI 


none 




Score 


.45 






Exons 


33848. .34005, 34051. 


.34095, 


34233. .34407, 34801. .34 909 






Seq. No. 


7209 




Seq. ID 


OJ990401_05.9922 


.C15 


ru 


Gene No. 


15209 




Strand 


+ 




C3 


Start 


1 




End 


1797 






Name 


OJ990401 05.9922.C15 


.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


1797 




'1 J! 


GI 


6691193 




Score 


732 




r i £ 


Exons 


1..48, 1019. .1797 












GI Descrip. 


(AC007534) F7F22.17 


[Arabidopsis thaliana] 






Seq. No. 


7209 




Seq. ' ID 


OJ990401_05.9922 


.C15 




Gene No. 


15209 




Strand 


+ 






Start 


1 




End 


1797 




i; J 


Name 


OJ990401 05.9922.C15 


. ol . gs 


Method 


GENSCAN 






Start 


119 




End - 


1433 




.5 =S. 


GI 


none 




Score 


.57 






Exons 


119. .594, 927. .1057, 


1130. . 


1433 








Seq. No. 


7209 




Seq. ID 


OJ990401_05.9922 


.C15 




Gene No. 


15209 




Strand 


+ 






Start 


1 




End 


1797 






Name 


OJ990401 05.9922.C15 


.ol.ts 


Method 


TBLASTX: Soybean 






Start 


1246 




End 


1671 - 






GI 


none 




Score 


141 






Exons 


1246. .1413, 1272. .1415, 1415. .1453, 1462. .1659, 1477. .1671 




Seq. No. 


7209 




Seq. ID 


OJ990401_05.9922 


.C15 




Gene No. 


15209 




Strand 


+ 






Start 


1 




End 


1797 






Name 


OJ990401 05.9922.C15 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


1246 




End 


1650 






GI 


none 




Score 


135 






Exons 


1246.. 1413, 1263.. 1415, 144 


6. .1541, 1477. .1650 





7521 



Seq. No. 
Gene No. 
Start 
Name 
Start 
■ GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 
□ GI 
! s 3 Exons . 

i;n 

r i| Seq. No. 

Gene No. 
I 1 - Start 
'aW Name 
Q Start 
i B ii GI 

Exons 
ji^ GI Descrip. 

Seq. No. 

Gene No. 

i; 3 Start 

^ Name 

: ;~ Start 
u GI 

Exons 



7209 
15209 
1 

OJ990401_05.9922.C15.ol.tm 
1501 
none 

1501.. 1752, 1522.. 1590, 1639.. 1752 

7210 
15210 
1 

OJ990401_05.9922.C16.ol.np 
1 

6705984 

1..31, 289.-866 



7210 
15210 
1 

OJ990401_05.9922.C16.ol.tw 
275 
none 

275.-766, 351. .533, 432. .500- 

7211 
15211 
1 

"OJ990401_05.9922.C18.ol.np 
1 

6691191 
1. .1445 

(AC007534) F7F22.15 [Arabidopsis thaliana] 



Seq. ID 


OJ990401 


Strand 


+ 


End 


1797 


Method 


TBLASTX : I 


End 


1752 


Score 


I8l 


,1752 




Seq. ID 


OJ990401 


Strand 




End 


866 


Method 


AAT/NAP 


End 


866 


Score 


111 


l [Oryza 


sativa] 


Seq. ID 


OJ990401 


Strand 




End 


866 


Method 


TBLASTX : i 


End 


766 


Score 


78 


Seq. ID 


OJ990401 


Strand 


+ 


End 


1445 


Method 


AAT/NAP 


End 


1445 


Score 


1292 



7211 

15211 

1 

OJ990401_05 . 9922 .C18 . ol . gs 

427 

none 

427. .1428 



Seq. ID OJ990401_05. 9922.C18 

Strand + 

End 1445 

Method GENSCAN 

End 1428 

Score 1 



Seq. No. 7211 

Gene No. 15212 

Start 1694 

Name OJ990401_05 . 9922 . C18 . o4 . tw 

Start 1 

GI none 

Exons 1..174, 3.. 173 



Seq. ID OJ990401_05. 9922.C18 

Strand + 

End 1821 

Method TBLASTX : Wheat 

End 174 

Score 179 



Seq. No. 7211 
Gene No. 15212 
Start 1694 

Name OJ990401_05 . 9922 . C18 . ol . tm 

Start 7 

GI _ none 



Seq. ID OJ990401_05. 9922.C18 

Strand + 

End 1821 

Method TBLASTX : Mai ze 

End 318 

Score 211 



7522 



Exons 



7. .318, 117. .305 



Seq. No. 7211 Seq. ID 

Gene No. 15212 Strand 

Start 1694 End 

Name OJ990401_05. 9922.C18.o2 .tw Method 

Start 187 End 

GI none Score 

Exons 187. .387, 189. .371, 379. .474, 454. .657 



OJ990401_05. 9922.C18 
+ 

1821 

TBLASTX: Wheat 

657 

189 



Seq. No. 7211 Seq. ID 

Gene No. 15212 Strand 

Start 1694 End 

Name OJ990401_05 . 9922 . C18 . o3 . ts Method 

Start 193 - : . End 

GI none Score 

Exons 193.. 327, 193.. 309, 207.. 314 



OJ990401_05. 9922.C18 
+ 

1821 

TBLASTX: Soybean 

327 

200 



Seq. No. 7211 Seq. ID 

Gene No. 15212 Strand 

Start 1694 . End 

Name.. OJ990401_05 . 9922 . C18 . ol . tc Method 

Start- 451 End 

GI none Score 

Exons 451.. 753, 603.. 752 



OJ990401_05. 9922.C18 
+ 

1821 

TBLASTX: Cress 

753 . 

292 



y Seq. No. 7211 

3 Gene No. 15212 

J Start 1694 

S Name OJ990401_05 . 9922 . C18 . o2 . ts 

Start 774 

y GI none 

Exons 774.. 815, 775.. 816, 775.. 816, 



Seq. ID OJ990401_05. 9922.C18 

Strand + 

End 1821 

Method TBLASTX : Soybean 

End 1098 

Score 81 

813. .1097, 814. .1098 



Seq. No. 7211 Seq. ID 

Gene No. 15212 Strand 

Start 1694 End 

Name OJ990401_05 . 9922 .C18 . ol . tw Method 

Start 775 End 

GI ' none Score 

Exons 775.. 1230, 780.. 1220 



OJ990401_05. 9922.C18 
+ 

1821 

TBLASTX: Wheat 

1230 

364 



Seq. No. - 7211 . Seq. ID 

Gene No. 15212 Strand 

Start 1694 End 

Name OJ990401_05 . 9922 . C18 . ol . ts Method 

Start 1099 End 

GI none Score 

Exons 1099.. 1419, 1101.. 1337 



OJ990401_05. 9922.C18 
+ 

1821 

TBLASTX: Soybean 

1419 

351 



Seq. No. 7211 Seq. ID 

Gene No. 15212 Strand 

Start 1.694 End 

Name OJ990401_05 . 9922 . C18 . o3 . tw Method 

Start 1231 End 

GI none Score 

Exons 1231.. 1419, 1258.. 1419 



OJ990401_05.9922.C18 
+ 

1821 

TBLASTX: Wheat 

1419 

211 



7523 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

^ Exons 

| [J 

O Seq. No. 

! s e Gene No . 

^ Start 

^ Name 

rLJ Start 

i: GI 

Q Exons 

'-.j GI Descrip. 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990401_05.9922.C18 

Strand + 

End 1821 

Method AAT/GAP 

End 1821 

Score 153 



7211 
15212 
1694 

OJ990401_05. 9922.C18.ol.gp 
1694 

2315_5.R1084 
1694 . .1821 

' 6016845/dbj IAP000570.1 IAP000570 1.0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 1 



End 

Method 
End 
Score 



7212 
15213 
1079 

OJ990401_05.9922.C19.ol.gs 
1079 
none 

1079. .1213, 1721. .1845 

7212 
15214 
4412 

OJ990401_05.9922.C19.o2.gs 
4412 
none 

4 412. .4881/, 4 964. .5095, 6865. .7558 



Seq. ID OJ990401_05.9922.C19 
Strand + 

1845 
GENS CAN 
1845 
.92 



Seq. ID OJ990401_05.9922.C19 
Strand 

7558 
GENS CAN 
7558 
.46 



End 

Method 
End 
Score 



7213 
15215 
1 

OJ990401_05.9922.C20.ol.np 
1 

4539658 
1..31, 94. .226, 268. .435 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. ID OJ990401_05.9922.C20 

Strand + 

End 435 

Method AAT/NAP 

End 435 

Score 226 



7213 

15216 

784 

OJ990401_05.9922.C20.ol.tm 

52 

none 



Seq. ID OJ990401_05.9922.C20 

Strand + 

End 2193 

Method TBLASTX : Mai ze 

End 727 

Score 82 



52. .126, 52. .114, 111. .236, 118. .240, 118. .222, 123. .239, 
484. .600, 484. .612, 497. .613, 598. .723, 605. .727, 605. .709, 
610. .726 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



7213 

15216 

784 

OJ990401_05.9922.C20.ol.gs 

784 

none 



7214 
15217 



Seq. ID OJ990401_05.9922.C20 

Strand + 

End 2193 

Method GENSCAN 

End 2193 

Score .51 



784. .901, 1192. .1549, 1590. .2193 



Seq. ID OJ990401_04.9922.C1 
Strand 



7524 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• OJ990401_04 .9922.Cl.ol.np 
1 

4539660 . 
1. .1121 

(AF061282) polyprotein [Sorghum bicolor] 



□ 



;;f? Seq. No. 

^ Gene No. 

i : y Start 

£3 Name 

i7s Start 

' 5 2 GI 

'\f, Exons 

■3 Seq. No. 

p Gene No. 

«!j Start 

: 2 Name 

|e I Start 

Q GI 

LJ Exons 

r=i 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



End 

Method 
End 
Score 



1121 
AAT/NAP 
1121 
1492 



7214 

15217 

1 

OJ990401_04.9922.Cl.o3.tw 
3 

none 

3. .197, 61. .198 

7214 
15217 
1 

OJ9904 01_04.9922,Cl.ol.tm 
57 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990401_04.9922.C1 
1121 

TBLASTX: Wheat 

198 

73 



Seq. ID OJ990401_04.9922.C1 
Strand 

End 1121 

Method TBLASTX : Maize 

End 641 

Score 273 

57. .485, 58. .486, 127. .486, 344. .490, 345. .545, 483. .641, 
487. .639 



7214 
15217 
1 

OJ9904 01_04 . 9922 .CI . ol . tw 
198 
none 

198. .809, 199. .768 

7214 
15217 
1 

OJ990401_04.9922.Cl.o2.tm 
693 
none 

693. .983, 696. .803, 697. .984, 845.-985 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 

Score . 



OJ990401_04.9922.C1 
1121 

TBLASTX: Wheat 

809 

317 



OJ990401_04. 9922. CI 
1121 

TBLASTX: Maize 

985 

54 



7214 
•15217 
1 

OJ990401_04.9922.Cl,ol.ts 

786 

none 

786.. 1031, 787.. 1032 

7214 

15217 

1 

OJ990401_04 .9922.Cl.ol.tc 

808 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990401_04.9922.C1 
1121 

TBLASTX : Soybean 

1032 

108 



OJ990401_04. 9922. CI 
1121 

TBLASTX: Cress 

1121 

87 



808. .948, 840. .950, 951. .1121, 1003. .1116 

7214 Seq. ID OJ9904 01_04 . 9922 . CI 



7525 



Gene No. 


15217 


Strand 






Start 


1 


End 


1121 




Name 


OJ990401 04. 9922.Cl.o2.tw 


Method 


TBLASTX : Wheat 




Start 


840 


End 


1121 




GI 


none 


Score 


256 




Exons 


840. .1121, 844. .1116, 846. .1121 






Seq. No. 


7215 


Seq. ID 


OJ990401_04.9922, 


.C2 


Gene No. 


15218 


Strand 


- 




Start 


1 


End 


5077 




Name 


OJ990401 04.9922.C2.ol.np 


Method 






Start 


1 


End 


5077 




GI 


5257279 


Score 


5906 




Exons 


1..95, 210. .380, 597. .3315, 


3949. .4184, 


4532. .5077 




GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues. (L35053) [Oryza 


sativa] 






Seq. No. 


7215 


Seq. ID 


OJ990401_04 . 9922 


.C2 


Gene No. 


15218 


Strand 






Start 


1 


End 


5077 




Name 


OJ990401 04.9922.C2.o3.tm 


Method 


TBLASTX: Maize 




Start. 


57 


End 


296 




GI 


none 


Score 


208 




Exons 


57. .296, 64. .294 








Seq. No. 


7215 


Seq. ID 


OJ990401JD4.9922 


.C2 


Gene No. 


15218 


Strand 






Start 


1 


End 


5077 




Name 


OJ990401 04.9922.C2.o2.ts 


Method 


TBLASTX : Soybean 




Start 


63 


End 


309 




GI 


none 


Score 


115 




Exons 


63. .308, 64. .309 








Seq. No. 


7215 


Seq. ID 


OJ990401_04.9922 


.C2 


Gene No. 


15218 


Strand 






Start 


1 


End 


5077 




Name 


OJ990401 04.9922.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


85 


End - - 


401 




GI 


none 


Score 


94 




Exons 


85.-225, 117. .227, 228. .401, 


280. .393 






Seq. No. 


7215 


Seq. ID 


OJ990401_04.9922 


.C2 


Gene No. 


15218 


Strand 






Start 


1 


End 


5077 




Name 


OJ990401 04.9922.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


117 


End 


596 




GI 


none 


Score 


285 




Exons 


117. .596, 121. .483, 123. .506 






Seq. No. 


7215 


Seq. ID 


OJ990401_04.9922 


.C2 


Gene No. 


15218 


Strand 






Start 


1 


End 


5077 




Name 


OJ990401 04 .9922.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


597 


End 


1100 




GI 


none 


Score 


297 





Exons 



597. .1100, 676. .1065, 759. .1091 



7526 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 
□ GI 
i.j Exons 

Seq. No. 
= ^ Gene No. 
Q Start 
j.y Name 
i'n Start 

GI 

1 ^ Exons 

C3 Seq. No. 

Geri'e No. 
ui Start 
; ^ Name 
';~ Start 

« GI 
i[3 Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 
. Exons 



Seq. ID OJ990401_04.9922.C2 
Strand 

End 5077 

Method AAT/GAP 

End 2125 

Score 2484 



7215 

15218 '•• 
1 

OJ990401_04.9922.C2.ol.gp 
764 

4107139 
764. .2125 

5257279/dbj IBAA81778.il 0.0e+00 (AP000364) Similar to Transposon 
MAGGY gag and pol gene homologues . (L35053) [Oryza sativa] 



7215 

15218 

1 

OJ990401_04 . 9922 . C2 . ol . tm 

789 

none 



Seq. ID OJ990401_04.9922.C2 
Strand 

End 5077 

Method TBLASTX : Maize 

End- 1230 

Score 130 



789. .1229, 801. .1088, 802. .1230 



7215 

15218 

1 

OJ990401_04.9922.C2.o3.ts 

849 

none 

849. .1094, 964. .1065 

7215 

15218 

1 

OJ990401_04 .9922.C2.o4.tw 

1101 

none 

1101.. 1337, 1117.. 1338 

7215 

15218 

1 

OJ990401_04.9922.C2.ol.ts 

1116 

none 



Seq. ID OJ990401_04.9922.C2 
Strand 

End 5077 

Method TBLASTX : Soybean 

End 1094 

Score 83 



Seq. ID OJ990401_04.9922.C2 
Strand 

End 5077 

Method TBLASTX : Wheat 

End 1338 

Score 148 



Seq. ID OJ990401_04.9922.C2 
Strand 

End 5077 

Method TBLASTX : Soybean 

End " 1511 

Score 231 



1116. .1475, 1117. .1473, 1146. .1481, 1322. .1480/ 1479. .1511 



7215 

15218 

1 

OJ990401JD4 . 9922.C2.o4.tm 

1234 

none 

1234.. 1392, 1236.. 1397, 1242. 

7215 

15218 

1 

OJ990401_04.9922.C2.o3.tw 

1248 

none 



Seq. ID OJ990401_04. 9922.C2 
Strand 

5077 

TBLASTX: Maize 
1397 
124 



End 

Method 
End 
Score 
.1397 



Seq. ID OJ990401_04.9922.C2 
Strand 

End 5077 

Method TBLASTX : Wheat 

End 1934 

Score 47 



1248. .1286, 1339. .1383, 1452. .1934, 1456. .1599, 1485. .1805, 



7527 



1627. .1923 





Seq.. : No. 


7215 








Seq. ID 


OJ990401_04. 9922.C2 




Gene No. 


15218 








Strand 


- 




Start 


1 








End 


5077 




Name 


OJ990401 04 


.9922. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1398 








End 


1868 




GI 


none 








Score 


62 




Exons 


1398. .1868, 


i621. 


.1794 










Seq. No. 


7215 








Seq. ID 


OJ990401_04.9922.C2 




Gene No. 


15218 








Strand 


- 




Start 


1 








End 


5077 




Name 


OJ990401 04 


.9922. 


C2.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


1869 








End 


2031 




GI 


none 








Score 


■ 151 




Exons 


1869. .2030, 


1870. 


.2031 












7215 








Seq. ID 


OJ990401_04.9922.C2 




Gene No. 


15218 








Strand 






Start 


1 








End 


5077 




Name 


OJ990401 04 


.9922. 


C2.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


2106 








End 


2484 




GI 


none 








Score 


78 




Exons 


2106. .2228, 


2107. 


.2217, 


2112. 


.2264, 2262.. 2483, 2325.. 2483, 






2362. .2484 












! y 


Seq. No. 


7215 








Seq. ID 


OJ990401_04.9922.C2 


□ 


Gene No. 


15218 








Strand 






Start 


1 








End 


5077 


;.3 


Name 


OJ990401 04 


.9922. 


C2.o6. 


tm 


Method 


TBLASTX: Maize. 




Start 


2164 








End 


2489 




GI 


none 








Score 


58 


— 


Exons 


2164. .2298, 


2166. 


.2489, 


2341. 


.2442 




: : pf 


Seq. No. 


7215 








Seq. ID 


OJ990401_04. 9922.C2 


is JSs 


Gene No. 


15218 








Strand 






Start 


1 








End 


5077 




Name 


OJ990401 04 


.9922. 


C2.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


3036 








End 


3399 




GI 


none. 








Score 


107 




Exons 


3036. .3182, 


3207. 


.3398, 


3217. 


.3399 





Seq. No. 7216 

Gene No. 15219 

Start 278 

Name OJ990401_04 . 9922 . C3 . ol . gp 

Start 278 

GI uC-osflcyp033a04bl 

Exons 278.. 659 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ? 



Seq. ID OJ990401_04.9922.C3 
Strand + 

659 

AAT/GAP 
659 
679 



End 

Method 

End 

Score 



Seq. No. 7216 

Gene No. 15220 

Start 2404 

Name OJ990401_04 . 9922 . C3 . o3 . np 



Seq. ID OJ990401_04.9922.C3 

Strand + 

End 5687 

Method AAT/NAP 



7528 



Start 


2404 




End 


5687 


GI 


4539658 




Score 


107 


Exons 


2404. .2539, 


2917.. 2959, 5668. 


.5687 




GI Descrip. 


(AF061282) 


serine carboxypeptidase-like 


protein 




bicolor] 








Seq. No. 


7216 




Seq. ID 


OJ990401 


Gene No. 


15221 




Strand 






911 




End 


411 


Name 


OJ990401 04 


.9922.C3.ol.np 


Method 


AAT/NAP 


Start 


211 




End 


411 


GI 


4680186 




Score 


334 


Exons 


211. .411 








GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp. 


indica] 


Seq. No. 


7216 




Seq. ID 


OJ990401 


Gene No. 


15222 




Strand 




Cf art" 
o Lai L 






End 


565 


Name 


OJ990401 04 


.9922.C3.o2.np 


Method 


AAT/NAP 


Start 


508 




End 


565 


GI 


.5852180 




Score 


43 


Exons 


508. .565 








GI Descrip. 


(AL117265) 


zhb00010.1 [Oryza 


sativa] 




Seq. No. 


7216 




Seq. ID 


OJ990401 


Gene No. ' 


15223 




Strand 




Start 


3580 




End 


4103 


Name 


OJ990401 04 


.9922.C3.o2.gp 


Method 


AAT/GAP 


Start 


3580 




End 


4103 


GI 


LIB3434-038 


-Pl-Kl-Fl 


Score 


756 


Exons 


3580. .4103 









04. 9922. C3 



GI Descrip. ' 5257255/dbj | AP000364 . 1 1 AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 7217 Seq. ID 

Gene No. 15224 Strand 

Start 3971 End 

Name OJ9904 01_04 . 9922 . C4 . o2 . np Method 

Start 3971 End 

GI 5042462 Score 

Exons 3971.. 4318, 4347.. 4412 

GI Descrip. (AC007789) putative negatively light-regulated protein [Oryza 
sativa] 



OJ990401_04.9922.C4 
+ 

4412 
AAT/NAP 
4412 
94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7217 Seq. ID 

15225 Strand 

9233 End 

OJ990401JD4 . 9922 . C4 . o3 . gs Method 

9233 - End 

none Score 



OJ990401_04.9922.C4 
+ 

11401 
GENS CAN 
11401 
.71 



9233.-9246, 10015 .. 10396, 10455 .. 10615, 11348. .11401 



Seq. No. 7217 Seq. ID 

Gene No. 15226 Strand 

Start 1 End 

Name OJ990401JD4 . 9922 . C4 . ol . np Method 

Start 1 - End 



OJ990401_04.9922.C4 

3325 

AAT/NAP 

1027 



7529 



GI - 5902448 Score 

Exons 1. .64, 413. .1027 

GI Descrip. (AB030283) orf3 [Oryza sativa] 

Seq. No. 7217 Seq. ID 

Gene No. 15226 Strand 

Start 1 End 

Name OJ990401_04 . 9922 . C4 . ol . gs Method 

Start 908 End 

GI none Score 

Exons 908.. 1066, 2710.. 2840, 3283.-3325 



999 



OJ990401_04 .9922.C4 

3325 
GEN SCAN 
3325 
.56 



J.I H 

ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7217 Seq. ID 

15227 Strand 
4187 End 
OJ990401_04 . 9922.C4 .o3.np Method 
4187 End 
5852181 Score 
4187.. 4312, 5041.. 5315 

(AL117265) zhbOOll.l [Oryza sativa] 

7217 Seq. ID 

15228 Strand 
8978 End 
OJ990401_04.9922.C4.ol.tw Method 
617 End 
none Score 
617. .907 



OJ990401_04.9922.C4 

5315 
AAT/NAP 
5315 
117 



OJ990401_04.9922.C4 
10514 

TBLASTX: Wheat 

907 

214 



i s y Seq. No. 
i,2 Gene No. 
Start 
Name 
Start 
GI 

"'4 Exons 

GI Descrip. 



ru 



n 



a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990401_04.9922.C4 
Strand 

End 10514 
Method AAT/NAP 
End 10514 
Score . 175 

10301. .10514 

ESTs AU075609(C63344) , C71850 (E04 64 ) ,C98 611 (E04 64) 



04.9922.C4.o4.np 



7217 
15228 
8978 

OJ990401 
8978 
6063554 
8978. .9173, 
(AP000615) 

correspond to a region of the predicted gene, 
protein [Oryza sativa] 



hypothetical 



7217 
15228 
8978 

OJ990401_04.9922.C4.ol.gp 
9218 
2427387 
9218. .9593 

5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990401 04. 9922. C4 



10514 
AAT/GAP 
9593 
671 



Seq. No. 7218 

Gene No. 15229 

Start 1 

Name OJ990401_04 . 9922 . C5 . ol . 

Start 1 

GI 4680186 

Exons 1. . 110 



np 



Seq. ID OJ990401_04.9922.C5 

Strand + 

End 110 

Method AAT/NAP 

End ' 110 

Score 134 



7530 




GI Descrip. (AF111709) unknown [Oryza. sativa subsp. indica] 



Seq. No. 


7219 








Seq. ID 


OJ990401_04.9922.C6 


Gene No. 


15230 








Strand 


- 


Start 


418 








End 


2607 


Name 


OJ990401 04 


.9922 


,C6.ol. 


gs 


Method 


GENSCAN 


Start 


418 








End 


2575 


GI 


none 








Score 


.45 


Exons 


418. .692, 1094.. 


1375, 1479.. 


1607, 1742 


..1845, 2358. .2575 


Seq. No. 


7219 








Seq. ID 


OJ990401_04.9922.C6 


Gene No. 


15230 








Strand 




Start 


418 








End 


2607 


Name 


OJ990401 04 


ft ft o o 

. 9 9.2 2 


.C6.ol. 


np 


Method 


AAT/NAP 


Start 


1638 








End 


2607 


GI 


6691191 








Score 


831 


Exons 


1638 . . 2607 












GI Descrip. 


(AC007534 ) 


F7F22 


.15 [Arabidopsis thaliana] 


Seq. No. 


7219 








Seq. ID 


OJ990401JD4.9922.C6 


Gene' No. 


15230 








Strand 




Start 


418 








End 


2607 


Name 


OJ990401_04 


. 9922 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1737 








End 


2225 




none 








Score 


172 


Exons 


1737 . . 1826, 


1836 


. .2225, 


1837 


. .2223 




Seq. No. 


7219 








• Seq. ID 


OJ990401_04 .9922.C6 


Gene No. 


15230 








Strand 




Start 


4 18 








End 


2607 


Name 


OJ990401 04 


ft ft o o 

. 9922 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1833 








End 


2218 


GI 


none 








Score 


184 


Exons 


1833 . . 2213, 


1 O O A 

1834 


. .2154, 


2063 


. .2218 




Seq. No. 


7219 








Seq. ID 


OJ990401_04.9922.C6 


Gene No. 


15230 








Strand 




Start 


A 1 O 

4 lb 








End 


2607 


Name 


OJ990401 04 


ft ft o o 

. 3322 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


o o o c 

2226 








End 


2549 


GI 


none 








Score 


93 


Exons 


2226 . . 2399, 


2227 


. .2367, 


2363 


..2509, 2364. .2510, 2507. .2548, 




2508. .2549 












Seq. No. 


7219 








Seq. ID 


OJ990401_04.9922.C6 


Gene No. 


15230 








Strand 




Start 


418 








End 


2607 


Name 


OJ990401 04 


.9922 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2238 








End 


2548 


GI 


none 








Score 


130 


Exons 


2238. .2381, 


2363 


. .2548, 


2364 


. .2543 




Seq. No. 


7220 








Seq. ID 


OJ990401_04.9922.C7 


Gene No. 


15231 








Strand 




Start 


1 








End 


4159 


Name 


OJ990401 04 


.9922 


.C7.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


4159 



7531 





GI 


6691191 




Score 


1818 






Exons 


1..1742, 4081. .4159 












GI Descrip. 


(AC007534) F7F22.15 


[Arabidopsis thaliana] 






Seq. No. 


7220 




Seq. ID 


OJ990401 04 9922 


,C7 




Gene No. 


15231 




Strand 








Start 


1 




End 


4159 






Name 


OJ990401 04. 9922. C7 


. o4 . tw 


Method 


TBLASTX: Wheat 






Start 


8 




End 


340 






GI 


none 




Score 


92 






Exons 


8. .61, 80. .148, .137 


..340, 170 


. .337 








Seq. No. 


7220 




Seq. ID 


OJ990401 04 9922 


.C7 




Gene No . 


15231 




Strand 








Start 


1, 




End 


4159 






Name 


OJ990401 04. 9922. C7 


.ol .gs 


Method 


GENS CAN 






Start 


75 




End 


2717 






GI 


none 




Score 


.81 






Exons 


75.-273, 528.. 2133, 


2298. .2717 








Seq. No. 


7220 




Sea. ID 


OJ990401 04 9922 


.C7 




Gene No . 


15231 




Strand 








Start- 


1 




End 


4159 






Name 


OJ990401 04. 9922. C7 


. o3 . ts 


Method 


TBLASTX • Sovhpan 






Start 


- 200 




End 


334 




"s sf 


GI 


none 




Score 


79 




!.! s 


Exons 


200.. 334, 213. .320, 


218. .334 








i c? _ 

£3 


Seq. No. 


7220 




Sea. ID 


OJ990401 04 9922 

v-/ LJ ZJ Z* \J *± \J J- \J *± . Z* Zs C- C* 


.C7 




Gene No. 


15231 




Strand 








Start 


1 




End 


4159 




'is? 


Name 


OJ990401 04. 9922. C7 


. o3 . tm 


Method 


TBLASTX -Maize 




ry 


Start 


209 




End 


425 






GI 


none 




Score 


73 




.1 S3; 


Exons 


209. .424, 291. .425 












Seq. No. 


7220 




Seq. ID 


OJ990401 04 9922 


.01 




Gene No . 


15231 




Strand 








Start 


1 




End 


4159 






Name 


OJ990401 04. 9922. C7 


. o3.tw 


Method 


TBLASTX : Wheat 






Start 


353 




End 


658 






GI 


none 




Score 


63 






Exons 


353. .430, 354. .431, 


395. .658, 


427. .654 








Seq. No. 


7220 




Seq. ID 


OJ990401 04 9922 


.01 




Gene No . 


15231 




Strand 








Start 


1 




End 


4159 






Name 


OJ990401 04. 9922. C7 


o2.ts 


Method 


TBLASTX * Sovbean 






Start 


443 




End 


798 






GI 


none 




Score 


162 






Exons 


443. .733, 445. .732, 


733. .798 










Seq. No. 


7220 




Seq. ID 


OJ990401_04.9922 


.01 




Gene No. 


15231 




Strand 








Start 


1 




End 


4159 






Name 


OJ990401 04. 9922. C7 . 


ol . tm 


Method 


TBLASTX: Maize 






Start 


511 




End 


924 





7532 



GI none Score 121 

Exons 511.. 924, 512.. .832 

Seq. No. 7220 

Gene No. . 15231 Strand 

Start 1 End 

Name OJ9904 01_04 . 9922 -C7.ol.tw Method 

Start 658 End 

GI none Score 

Exons 658.. 1074, 665.. 973, 708.. 1067, 847.. 1068 



Seq. ID OJ990401_04.9922.C7 



4159 

TBLASTX : Wheat 
1074 
260 



Seq. No. 


7220 








Seq. ID 


OJ990401_04.9922 


.C7 


Gene No. 


15231 








Strand 






Start 


1 








End 


4159 




Name 


OJ990401_04 


. 9922 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


940 








End 


1302 




GI 


none 








Score 


224 




Exons 


940. .1302 














Seq. No. 


7220 




'•^ V 




Seq. ID 


OJ990401_04.9922 


.C7 


Gene No. 


15231 








Strand 






Start 


1 








End 


4159 . 




Name 


OJ990401 04 


. 9922 


.C7 ,ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1164 








End 


1590 




GI 


none 








Score 


132 




Exons 


1164 . . 1280, 


1165 


. . 1494, 


1165 


..1590, 1316.. 1564 




Seq. No. 


7220 








Seq. ID 


OJ990401_04.9922 


-C7 


Gene No. 


15231 








Strand 






Start 


1 








End 


4159 




Name 


OJ990401 04 


.9922 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1186 








End 


1590 




GI 


none 








Score 


202 




Exons 


1186. .1590, 


1304 


. .1573 










Seq. No. 


722*0 








Seq. ID 


OJ990401_04.9922 


.C7 


Gene No. 


15231 








Strand 






Start 


1 








End 


4159 




Name 


OJ990401 04 


.9922 


.C7.o3. 


np 


Method 


AAT/NAP 




Start 


2150 








End 


4159 




GI 


5852181 








Score 


114 




Exons 


2150. .2175, 


3377 


. .3561, 


4068 


. .4159 






GI Descrip. 


(AL117265) 


zhbOOll.l [Oryza 


sativa] 






Seq. No. 


7221 








Seq. ID 


OJ990401_04.9922 


.C8 


Gene No. 


15232 








Strand 


+ 




Start 


260 








End 


1136 




Name 


OJ990401 04 


.9922 


.C8.ol. 


gs 


Method 


GEN SCAN 




Start 


260 








End 


1102 




GI 


none 








Score 


.8 





Exons 260.. 1102 



Seq. No. 7221 Seq. ID 

Gene No. 15232' Strand 

Start 260 End 

Name OJ990401_04 . 9922 . C8 . ol . np Method 

Start 924 End 



OJ990401_04, 
+ 

1136 

AAT/NAP 

1136 



9922. C8 



7533 






GI 


4680339 


Score 


86 




Exons 


924. .1136 








GI Descrip. 


(AF128457) hypothetical protein' [Oryza 


sativa subsp. .indica] 




Seq. No. 


7222 


Seq. ID 


OJ990401_04.9922.C9 




Gene No 


15233 


Strand 


+ 




Start 


91 


End 


306 




Name 


OJ990401 04 9922 C9 ol as 


Mp thod 


GEN SCAN 




Start 


91 ~~ 


End 


306 




GI 


none 


Score 


.96 




Exons 


91. .306 








Seq. No. 


7223 


Seq. ID 


OJ990401_04.9922.C11 




Gene No. 


15234 


Strand 


+ 




Start 


1 * 


End 


1091 




Name 


OJ990401 04.9922.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


222 




GI 


4680186 


Score 


359 




Exons 


1. .222 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


7223 


Seq. ID 


OJ990401_04. 9922.C11 


3 


Gene No. 


15234 


Strand 


+ 


Start 


1 


End 


1091 


3 ^ 


Name 


OJ990401 04.9922.Cll.o2.np 


Method 


AAT/NAP 


R 


Start 


1 


End 


1091 


jj 


GI 


5852180 


Score 


153 




Exons 


1.-86, 905. .1091 






J 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




J 


Seq. No. 


7223 


Seq. ID 


OJ990401_04. 9922.C11 


y 


Gene No . 


15234 


Strand 


+ 




Start 


1 


End 


1091 


i 


Name 


OJ990401 04.9922.Cll.ol.gs 


Method 


GEN SCAN 


s~ 


Start 


115 


End 


1055 




GI 


none 


Score 


.63 


= 


Exons 


115. .175, 976. .1055 






3 
i 


Seq. No. 


7223 


Seq. ID 


OJ9904 01_04. 9922. CI 1 




Gene No. 


15235 


Strand 


- 




Start 


1 


End 


155 




Name 


OJ990401 04.9922.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


155 




GI 


uC-osflcyp033a'04bl 


Score 


287 




Exons 


1. .155 








GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 f 






Seq. No. 


7224 


Seq. ID 


OJ990401_04. 9922.C12 




Gene No. 


15236 


Strand 


+ 




Start 


1 


End 


699 




Name - 


OJ990401 04.9922.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


699 




GI 


5902448 


Score 


1116 




Exons 


1. .699 








GI Descrip. 


(AB030283) orf3 [Oryza sativa 


] 





7534 



Seq. No. 


7224 


Seq. ID 


OJ990401_04 


.9922, 


C12 


Gf>ne No 


15236 


Strand 


+ 






Start 


1 


End 


699 






Name 


OJ990401 04.9922.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7 


End 


198 






GI 


none 


Score 


177 






Exons 


7. .198 










Seq. No. 


7224 


Seq. ID 


OJ990401_04 


.9922. 


C12 


Gene No . 


15236 


Strand 


+ 






Start 


1 


End 


699 






Name 


OJ990401 04 .9922.C12.ol.gs 


Method 


GENS CAN 






Start 


364 


End 


690 






GI 


none 


Score 


. 68 






Exons 


364. .690 










Seq. No. 


7225 


Seq. ID 


OJ990401_04 


.9922. 


C14 


Gene No . 


15237 


Strand 


+ 






Start 


70 


End 


2274 






Name 


OJ990401 04.9922.C14.ol.gs 


Method. 


GENSCAN 






Start 


70 


End 


2274 






GI 


none 


Score 


. 7.3 






Exons 


70. .738, 764. .1333, 1772.. 


1884, 2094.. 


2274 






Seq. No. 


7225 


Seq. ID 


OJ990401_04 


.9922. 


C14 




15238 


Q-t- rand 


- 






Start 


5559 


End 


5693 






Name 


OJ990401 04.9922.C14.o2.gs 


Method 


GENSCAN 






Start 


5559 


End 


5693 






GI 


none 


Score 


.72 






Exons 


5559. .5693 










Seq. No. 


7226 


Seq. ID 


OJ990401_04 


.9922. 


C16 


Gene No. 


15239 


Strand 


+ 






Start 


242 


End 


4105 






Name 


OJ990401 04.9922.C16.ol.gs 


Method 


GENSCAN 






Start 


242 


End 


3563 






GI 


none 


Score 


.45 






Exons 


242.. 799, 859.. 1041, 1177. 


.1296, 1840. 


.2050, 2270. 


.2395, 






2453.. 2627, 2840.. 3563 











Seq. No. 7226 Seq. ID 

Gene No. 15239 Strand 

Start 242 End 

Name OJ990401_04 . 9922.C16.ol.np Method 

Start 245 End 

GI 6539553 Score 

Exons 245.. 4105 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206. 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ990401_04.9922.C16 
+ 

4105 
AAT/NAP 
4105 
4651 



Seq. No. 
Gene No. 
Start 
Name 



7226 

15240 

7755 

OJ990401 



04 .9922.C16.o2.np 



Seq. ID OJ990401_04. 9922.C16 

Strand + 

End 13255 

Method AAT/NAP 



7535 




Start 7755 End 13255 

GI 5922631 Score 5729 

Exons 7755. .7879, .8138. .8382, 8641. .8843, 8889. .9462, 9505. .9655, 

9782.. 10708, 11313.. 13255 
GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


7226 






Seq. ID 


OJ990401_04 .9922 


.C16 


Gene No. 


15240 






Strand 


+ . 




Start 


7755 






End 


13255 




Name 


OJ990401 04.9922 


.C16.o3. 


gs 


Method 


GENSCAN 




Start 


7755 






End 


8372 




riT 


nunc 






Score 


. 69 




Exons 


7755.. 7957, 8099 


. .8372 










Seq. No. • 


7226 






Seq. ID 


OJ990401_04 .9922 


.C16 


Gene No. 


15240 






Strand . 


+ 




Start 


7755 






End 


13255 




Name 


OJ990401 04.9922 


,C16.o4. 


gs 


Method 


GENSCAN 




Start 


8712 






End 


12529 ' 






none 






Score 


.52 




Exons 


8712. .8850, 8894 


. .10700, 


10795. .10998, 


11104. .12529 




Seq. No. 


7226 






Seq. ID 


OJ990401_04.9922 


.C16 


Gene No. 


15241 






Strand 






Start 


4819 






End 


6893 




Name 


OJ990401 04.9922 


.C16.o2. 


gs 


Method 


GENSCAN 




Start 


4819 






End. 


6893 






none 






Score 


.47 




Exons 


4819.. 4937, 4994 


. .5231, 


5538. 


.6374, 6616. .6718, 6754. .6893 


Seq. No. 


7226 






Seq. ID 


OJ990401_04 .9922 


.C16 


Gene No. 


15242 






Strand 






Start 


12980 






End 


17914 




Name 


OJ990401 04.9922 


.C16.ol2 


:.tw 


Method 


TBLASTX: Wheat 




Start 


266 






End 


619 




GI 


none 






Score 


48 . 




Exons 


266.. 328, 374.. 619 










Seq. No. 


7226 






Seq. ID 


OJ990401_04 .9922 


.C16 


Gene No. 


15242 






Strand 






Start 


12980 






End 


17914 




Name 


OJ990401 04.9922 


.C16.o9. 


tm 


Method 


TBLASTX: Maize 




Start 


370 






End 


676 




GI 


none 






Score 


232 




Exons 


370. .615, 371. .676 










Seq. No. 


7226 






Seq. ID 


OJ990401_04 . 9922 


.C16 


Gene No. 


15242 






Strand 






Start 


12980 






End 


17914 




Name 


OJ990401 04.9922 


.C16.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1186 






End 


1536 





7536 






GI 


none 








Score 


371 




Exons 


1186. .1296, 


1192 


. .1491, 


1200. 


.1454, 1321. .1491, 1495. .1536 




Seq. No. 


7226 








OcCJ. -L U 






Gene No. 


15242 








Q+- ~- a H 

0 Liana 






Start 


12980 








tna 


1 1 Q 1 A 




Name 


OJ990401 04. 


9922 


.CI6.0II 


.tw 


Method 


rnrjT 7S CTV • TaTV-»<=* =a +- 
J. D—H.O 1 A . l/vneaL 




Start 


1609 








tjna 






GI 


none 








Score 


OCT 

zo / 




Exons 


1609. .1950, 


1863 


. .1949 










Seq. No. 


7226 








Seq. ID 


OJ9904 01_04 . 9922 -C16 




Gene No. 


15242 








Strand 






Start 


12980 








End 


17914 




Name 


OJ990401 04. 


9922 


.C16.o7. 


tm 


Method 


TBLASTX: Maize 




.Start 


1804 








End 


2382 




GI 


none 








Score 


220 




Exons 


1804. .2112, 


1929 


. .2096, 


2133. 


.2303, 2134. .2382 




Seq. No. 


7226 








Seq. ID 


OJ990401_04.9922.C16 




Gene No. 


15242 








Strand 






Start 


12980 








End 


17914 




Name 


OJ990401 04. 


9922 


.C16.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1900 








End 


2298 




GI 


none 








Score 


220 


en 
ry 


Exons 


1900. .2124, 


1902 


. .2120, 


2127. 


.2192, 2134. .2298 




Seq. No. 


7226 








Seq. ID 


OJ990401_04.9922.C16 


i„y 


Gene No. 


15242 








Strand 






Start 


12980 








End 


17914 


'5 ssf 


Name 


OJ990401 04. 


9922 


.CI6.0I. 


tw 


Method 


TBLASTX : Wheat 


ry 


Start 


1956 








End 


2690 




. GI 


none 








Score 


615 


j S3 l 


Exons 


1956. .2390, 


1963 


. .2442, 


2446. 


.2622, 2496.. 2618, 2619.. 2690, 






• 2619. .2684, 


2621 


. .2686 








|S=S 


Seq. No. 


7226 








Seq. ID 


OJ990401_04.9922.C16 




Gene No. 


15242 








Strand 




i s= l 


brart 


iz ypu 








End 


17914 




Name 


OJ990401 04. 


9922 


.CI6.0I. 


ts 


Method 


TBLASTX : Soybean 




Start 


2625 








End 


3074 




GI 


5509260 








Score 


375 




Exons . . 


2625. .3074, 


2705 


. .3055 










GI Descrip. 


- 














Seq. No. 


7226 








Seq. ID 


OJ990401_04. 9922.C16 




Gene No . 


15242 








Strand 






Start 


12980 








End 


17914 




Name 


OJ990401 04. 


9922 


.CI6.0I. 


tc 


Method 


TBLASTX: Cress 




Start 


2703 








End 


2963 




GI 


none 








Score 


281 




Exons 


2703. .2963 














Seq. No. 


7226 








Seq. ID 


OJ9904 01_04 . 9922 .CI 6 




Gene No. 


15242 








Strand 






Start 


12980 








End 


17914 




Name 


OJ990401 04. 


9922 


.C16.o5. 


tm 


Method 


TBLASTX: Maize 



7537 



# • 



Start 


2744 








End 


3191 


GI 


none 








Score 


336 


Exons ' 


2744. .3106, 


2745. 


.3191 








Seq. No. 


7226 








Seq. ID 


OJ990401_04.9922.C16 


flan & Nfr^ 


1 S242 








Strand 




Start 


12980 








End 


17914 


Name 


OJ990401 04 


.9922. 


C16.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


2745 








End 


3290 


GI 


none 








Score 


316 


Exons 


2745. .3089, 


2762. 


.2875, 


2900. 


.3037, 3084.. 3290, 3158.. 3280 


Seq. No. 


7226 








Seq. ID 


OJ990401_04 . 9922. C16 




15242 








Strand 




Start 


12980 








End 


17914 


Name 


OJ990401 04 


.9922. 


C16.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


. 3123 








End 


3488 


GI 


none 








Score 


300 


Exons 


3123. .3488, 


3141. 


.3335, 


3143. 


.3472 t 




Seq. No. 


7226 








' Seq. ID 


OJ990401_04.9922.C16 




1 S242 - 








Strand 




Start 


12980 








End 


17914 


Name 


OJ990401 04 


.9922. 


CI6.08. 


tm 


Method 


TBLASTX: Maize 


Start 


3299 








End 


3637 . 


GI ■ 


none 








Score 


195 


Exons 


3299. .3541, 


3312. 


.3539, 


3535." 


.3636, 3536.. 3637 


Seq. No. 


7226 








Seq. ID 


OJ990401_04 . 9922. C16 


Gene No. 


15242 








Strand 




O Lai L, 


12980 








End 


17914 


Name 


OJ990401 04 


.9922. 


C16.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3495 








End 


3969 


GI 


none 








Score 


55 


Exons . 


3495. .3539, 


3500. 


.3541, 


3503. 


.3538, 3535.. 3564, 3536.. 3568, 




3582.. 3923, 


3583. 


.3945, 


3584. 


.3967, 3586.-3969 


Seq. No. 


7226 








Seq. ID 


OJ990401JD4. 9922.C16 




15242 








Strand 




Start 


12980 








End 


17914 


Name 


OJ990401 04 


.9922. 


CI6.06. 


ts 


Method 


TBLASTX : Soybean 


Start 


3535 








End 


3841 


GI 


none 








Score 


75 


Exons 


3535. .3603, 


3536. 


.3613, 


3632. 


.3841, 3637.. 3768 


Seq. No. 


7226 








Seq. ID 


OJ990401_04 . 9922. C16 


uCHC IN W . 


15242 








Strand 




Start 


12980 








End 


17914 


Name 


OJ990401 04 


.9922. 


CI6.0IC 


1. tw 


Method 


TBLASTX: Wheat 


Start 


9066 








End 


9468 


GI 


none 








Score 


289 


Exons 


9066. .9335, 


9067. 


.9468 








Seq. No. 


7226 








Seq. ID 


OJ990401_04.9922.C16 


Gene No. 


15242 








Strand 




Start 


12980 








End 


17914 


Name- 


OJ990401 04 


.9922. 


CI6.08. 


tw 


Method 


TBLASTX: Wheat 



7538 



Start 
Exons 



10081 End 
none ■ Score 

10081. .10482, 10221. .10466 



10482 
327 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7226 

15242 

12980 

OJ9904 01_04 .9922.C16.o3.tw 

10723 

none 



Seq. ID OJ990401_04.9922.C16 
Strand 
End 

Method 
End 
Score 



17914 

TBLASTX: Wheat 

11179 

447 



10723. .10848, 10724 .. 1117 9, 1084 1 .. 11155, 10918. .11178 



Seq. No. 7226 Seq. ID 

Gene No. 15242 Strand 

Start 12980 End 

Name OJ990401_04 . 9922 . C16 . 06 . tm Method 

Start 10918 End 

GI none Score 

Exons 10918. .11199, 10919.. 11209 



OJ990401_04.9922.C16 
17914 

TBLASTX: Maize 

11209 

333 



Seq. No. 
Gene No, 
Start 
Name 
Start 
GI : 
Exons 

Seq. No. 
L-y Gene No. 
hi Start 
rlj Name 
Start 

gi 

Exons 

""4 

M Seq. No. 
■ k j Gene No. 
ijg Start 

Name 
kJ Start 

GI 

Exons 



7226 

15242 

12980 

OJ990401_04 .9922.C16.o9.tw 

11179" 

none 

11179. .11496, 11180. .11497 

7226 

15242 

12980 

OJ990401_04. 
11372 
none 



9922.C16.o4 .ts 



Seq. ID 
Strand 
.End <■ 
Method 
End 
Score 



OJ990401_04.9922.C16 
17914 

TBLASTX: Wheat 

11497 

321 



Seq. ID OJ990401 04.9922.C16 



Strand 
End 

Method 

End 

Score 



17914 

TBLASTX: Soybean 

11746 

269 



11372. .11746, 11389. .11532, 11405.. 11686 



7226 
15242 . 
12980 

OJ990401_04 . 9922 . C16 . o4 . tm 
11440 
none 

11440. .11694, 11441. .11695, 11716 .. 11847 , 117 17 .. 11860, 
11858. .11884 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990401 04.9922.C16 



17914 

TBLASTX: Maize 

11884 

277 



Seq. No. 


7226 




Seq. ID 


OJ990401_04. 9922 


.C16 


Gene No. 


15242 




Strand 






Start 


12980 




End 


17914 




Name 


OJ990401 04.9922.C16. 


o7 . tw 


Method 


TBLASTX .-Wheat 




Start 


11542 




End 


11971 




GI 


none 




Score 


390 




Exons 


11542. .11817, 11543.. 


11971 








Seq. No. 


7226 




Seq. ID 


OJ990401_04.9922 


C16 


Gene No. 


15242 




Strand 






Start 


12980 




End 


17914 




Name 


. OJ990401 04 .9922.C16. 


o5 . ts 


Method 


TBLASTX : Soybean 





7539 




Start 


11999 




End 


12387 




GI- 


none 




Score 


88 




Exons 


11999, .12103, 12007. 


.12213, 


12143. .12385, 12268. .12387 




Seq. No. 


7226 




^prr ID 

^ • XL/ 


OJ990401 04 9922 


.C16 


t*ene ino . 






rand 






Start 


12980 




Fnd 


17914 




Name 


OJ990401 04.9922.C16 


.o5 . tw 




TBLASTX 'Wheat 




Start 


12008 




End 


12430 




GI 


none 




Score 


394 




Exons 

• 


12008. .12430, 12013. 


.12354 . 








Seq. No. 


7226 




o ~ • x l/ 


OJ990401 04 9922 


.C16 


bene ino . 






m Li. ai iu 






Start 


12980 




End 


17914 




Name 


OJ990401 04.9922.C16 


.olO.tm 




TRLA^TX • Mai zp 




Start 


12191 




End 


12514 




GI 


none 




Score 


199 




Exons 


12191. .12514 










Seq. No. 


7226 




Seq. ID 


OJ990401_04 .9922 


.C16 


bene ino . 


i con 




Strand 






Start 


12980 




- End 


17914 




Name 


OJ990401 04.9922.C16 


•o2.tm 


Method 


TBLASTX: Maize 




Start . 


12743 




End 


13105 




GI 


none 




Score 


415 




Exons 


12743. .13066, 12763. 


.13053, 


13058. .13105 




Seq. No. 


7226 




Seq. ID 


OJ990401_04.9922 


.C16 


Gene No . 






Strand 






Start 


12980 




End 


17914 




Name 


OJ990401 04.9922.C16 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


12748 




End 


13137 




GI 


none 




Score 


393 




Exons 


12748. .13059, 12749. 


.13135, 


12956. .13135, 13090.. 13137 




Seq. No. 


7226 




Seq. ID 


OJ990401_04.9922 


.C16 


Gene No. 


15242 




Strand 












End 


17914 




Name 


OJ990401 04.9922.C16 


.o5.gs 


Method 


GENSCAN 




Start 


12980 




End 


17914 




GI 


none 




Score 


.65 




Exons 


.12980. .13356, 15231. 


.15532, 


15615. .16450, 16513. .17004, 






17274. .17444, 17837. 


.17914 








Seq. No. 


7226 




Seq. ID 


OJ990401_04 .9922 


.C16 


Gene No. 


15242 




Strand 






Start 


12980 




End 


17914 




Name 


OJ990401 04.9922.C16 


. o3 .np 


Method 


AAT/NAP 




Start 


14299 




End 


16713 




GI 


479357 




Score 


972 




Exons 


14299. .14340, 14700. 


.15133, 


15231. .15532, 15615 .. 1644 4 , 





16507. .16713 

GI Descrip. hypothetical protein 612 - maize transposon MuA2 
gi|22375|emb|CAA44165| (X62251) ORF [Zea mays] 



Seq. No. 7226 Seq. ID OJ990401_04 . 9922 . C16 



7540 






belie iNO. 


1 ^9 AO 


O il CII1L1. 








Start 


12980 


End 


17914 






Name 


OJ990401 04.9922.C16.oll.tm 


Method 


TBLASTX: Maize 






Start 


14922 


End 


15125 






GI 


none 


Score 


79 






Exons 


14922. .15125, 14961.. 15116 










Seq. No. 


7226 


Seq. ID 


OJ990401J)4.9922 


.016 




Gene No. 


15242 


Strand 








OLalL 


1 9 QRH 


End 


17914 . 






Name 


OJ990401 04.9922.C16.ol.tm 


Method 


TBLASTX: Maize 






Start 


15370 


End 


16078 






GI 


none 


Score 


83 






Exons 


15370. .15531, 15386. .15529, 


15620. .15730, 15621 .. 15722 , 








15731. .15802, 15738. .15803, 


15798. .16073, 15800.. 16078 






Seq. No. 


7226 


Seq. ID 


O.TQQfUm OA QQ9 9 


.C16 






1 R949 


Strand 








Start 


12980 


End 


1 7 Q1 A 






Name 


OJ990401 04.9922.C16.ol2.tm 


Method 


TBLASTX: Maize 






Start 


16082 


End 


16375 






GI 


none 


Score • 


63 




:* ^ 


Exons 


16082. .16375, 16140.. 16367 








» 


Seq. No. 


7227 


Seq. ID 


OJ990401_04. 9922 


.017 


.t s^ 


Gene No. 


15243 


Strand 


+ 




•e ! e 


oT.art 


1 


End 


6192 




i*U 


Name 


OJ990401 04.9922.C17.ol.np 


Method 


AAT/NAP 




S3 


Start 


1 


End 


5805 




y 


GI 


5852180 


Score 


344 






Exons 


1..418, 1093.. 1150, 5786. .5805 






! h 
: it 
; ST 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






i; 

,; S3, 


Seq. No. 


7227 


Seq. ID 


OJ990401_04.9922 


.017 


: "S 
i. 


Gene No. 


15243 


Strand 


+ 






Start 


1 


End 


6192 




is 


Name 


OJ990401 04.9922.C17.ol.gp 


Method 


AAT/GAP 




i 

S3, 

f, c 


Start 


5226 


End 


5512 




'i 

.3 C3. 


GI 


uC-osflcyp033a04bl 


Score 


427 






Exons 


5226. .5512 








□ 


GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


■59 Oryza sativa genomic 






DNA, chromosome 1, clone: P0711E10 ' 








Seq. No. 


7227 


Seq. ID 


OJ990401_04. 9922 


.017 




Gene No. 


15243 


Strand 


+ 






Cf-a -r-t" 
O L elX, L 


1 


End 


6192 






Name 


OJ990401 04 .9922.C17.o2.np 


Method 


AAT/NAP 






Start 


5324 


End 


6192 






GI 


5852180 


Score 


51 






Exons 


5324. .5377, 6132. .6192 










GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 








Seq. No. 


7227 


Seq. ID 


OJ990401_04.9922 


.017 




Gene No. 


15244 


Strand 








Start 


2917 


End 


6192 






Name 


OJ990401 04.9922.C17.o3.np 


Method 


AAT/NAP 






Start 


2917 


End 


6192 





7541 





GI 


5852180 


Score 


53 




Exons 


2917.. 2991, 3281.. 3349, 5340.. 5453, 5934.. 5987, 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 






Seq. No. 


7228 


Seq. ID 


OJ990401 




Gene No. 


15245 


Strand 


+ 




Start 


1 


End 


1567 




Name 


OJ990401 04.9922.C18.ol.np 


Method 


AAT/NAP 




q+- r f 


1 


End 


1567 




GI 


6691716 


Score 


470 




Exons 


1..26, 630. .907, 1105. .1270 


, 1347. .1567 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gil 6691717 |dbj |BAA89397.1| 


(AP000570) 


hypotheti 






[Oryza sativa] 








Seq. No. 


7228 


Seq. ID 


OJ990401 






15245 


Strand 


_j_ 




Start 


1 


End" 


1567 




Name 


OJ990401 04.9922.C18.ol.gs 


Method 


GEN SCAN 




Start 


635 


End 


1559 




GI 


none 


Score 


.59 




Exons 


635. .907, 1063. .1270, 1322. 


.1559 




I s 1 


Seq. No. 


7229 


Seq. ID 


OJ990401 




Gene No. 


15246 


' Strand 






Start 


1 


End 


974 


I s ft' 


Name 


OJ990401 04.9922. C19.ol.np 


Method 


AAT/NAP 




C 4- v+- 


1 


End 


962 


o 


GI 


6691716 


Score 


764 


i : 3 


Exons 


1..38, 113. .215, 33S..448, 


523. .962 






GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 






gi | 6691717 | dbj | BAA89397 . 1 | 


(AP000570) 


hypotheti 


; y 

!5 




[Oryza sativa] 








Seq. No. 


7229 


Seq. ID 


OJ990401 


"H.J 


bene ino • 


15246 


Strand 


+ 




Start 


1 


End 


974 




Name 


OJ990401 04.9922.C19.ol.gs 


Method 


GENSCAN 




Start 


333 


- End 


97 4 




GI 


none 


Score 


.98 


. -j 


Exons 


333. .448, S23..974 








Seq. No. 


7229 


■ a Seq. ID 


OJ990401 




bene jno . 


15247 


Strand 






Start 


1304 


End 


2303 




Name 


OJ990401 04.9922.C19.o2.gs 


Method 


GENSCAN 




Start 


1304 


End 


2137 




GI 


none 


Score 


.67 




Exons 


1304.. 1536, 1576.. 2137 








Seq. No. 


7229 


Seq. ID 


OJ990401_ 




Gene No. 


15247 


Strand 






Start 


1304 


End 


2303 




Name 


OJ990401 04.9922.C19.o2.np 


Method 


AAT/NAP 




Start 


1307 


End 


2303 




GI 


5902445 


Score 


1643 




Exons 


1307. .2303 







04.9922.C19 



protein 



04.9922.C19 



7542 




GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 


7229 








Seq. ID 


OJ990401_04.9922 


.C19 


Gene No. 


15247 








Strand 






Start 


1304 








End 


2303 




Name 


OJ990401 04 


.9922 


.C19.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1316 








End 


1930 




GI 


none 








Score 


95 




Exons 


1316. .1447, 


1439 


. .1930, 


1641. 


.1769, 1824. .1910 




Seq. No. 


7229 








Seq. ID 


OJ990401JD4. 9922 


.C19 


Gene No. 


15247 








Strand 






Start 


1304 








End 


2303 




Name 


OJ990401 04 


.9922 


.C19.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1355 








End 


1618 




GI 


none 








Score 


97 




Exons 


1355. .1456, 


1356 


. .1457, 


1436. 


.1618, 1437. .1562 




Seq. No. 


7229 








Seq. ID 


OJ990401_04.9922 


.C19 


Gene No. 


15247 








Strand 






Start 


1304 








End 


2303 




Name 


OJ990401 04 


.9922 


.C19.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1899 








End 


2282 




GI 


none , 








Score 


87 




Exons 


1899. .2045, 


1901 


. .2014, 


2009. 


.2275, 2025.. 2282 




Seq. No. 


7229 








Seq. ID 


OJ990401JD4.9922 


.C19 


Gene No. 


15247 








Strand 






Start 


1304 








End 


2303 




Name 


OJ990401 04 


.9922 


.C19.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1932 








End 


2299 




GI 


none 








Score 


221 




Exons 


1932. .2294, 


1934 


. .2299, 


2045. 


.2299 






Seq. No. 










Seq. ID 


OJ990401_04.9922 


con 


Gene No. 


15248 








Strand 


+ 




Start 


3194 








End 


4746 




Name 


OJ990401 04 


.9922 


.C20.O2 


.np 


Method 


AAT/NAP 




Start 


3194 








End 


4746 




GI 


6539588 








Score 


59 




Exons 


3194. .3525, 


4729 


. .4746 










GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


7230 








Seq. ID 


OJ990401_04.9922 


.C20 


Gene No. 


15248 








Strand 


+ 




Start 


3194 








End 


4746 




Name 


OJ990401 04 


.9922 


.C20.o3 


. gs 


Method 


GEN SCAN 




Start 


3573 








End 


4588 




GI 


none 








Score 


.5 




Exons 


3573. .3913, 


3968 


. .4331, 


4445. 


.4588 






Seq. No. 


7230 








Seq. ID 


OJ990401_04. 9922 


.C20 


Gene No. 


15249 








Strand 


+ 




Start 


5572 








End 


8207 




Name 


OJ990401 04 


.9922 


.C20.O4 


.gs 


Method 


GENSCAN 




Start 


5572 








End 


8207 




GI 


none 








Score 


.65 





7543 



Exons 



5572.. 5706, 8064.. 8207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7230 

15250 

1 

OJ990401_04.9922.C20.ol.np 
1 

5922631 



Seq. ID OJ990401_04.9922.C20 
Strand 

End 5550 

Method AAT/NAP 

End 5550 

Score 3182 



1..1355, 1961.. 2828, 5503.. 5550 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 





Cinful-1. 


(AF049110) [Oryza sativ 






Seq. No. 


7230 




Seq. ID 


OJ990401_04.9922 


.C20 


Gene No. 


15250 




Strand 






start 


1 




End 


5550 




Name 


OJ990401 


04.9922.C20.o2.gs 


Method 


GENSCAN 




Start 


910 




End ; .. 


3344 




GI 


none 




Score 


.85 




Exons 


910. .1599, 1698. .1872, 1969.. 


2633, 2673. .2827, 3242.. 3344 


Seq. No. 


/ £- O \J 




Seq. ID 


OJ990401_04.9922 




Gene No. 


15251 




Strand 






otart 


9055 




End 


9408 




Name 


OJ990401 


04.9922.C20.o4.tw 


Method 


TBLASTX: Wheat 




Start 


247 




End 


660 




GI 


none 




Score 


228 




Exons 


247. .519, 


314. .655, 556. .660 








Seq. No. 


7230 




Seq. ID 


OJ990401_04.9922 


.C20 


Gene No. 


15251 




Strand 






Start 


9055 




End 


9408 




Name 


OJ990401 


04.9922.C20.o2.ts 


Method 


TBLASTX : Soybean 




Start 


281 




End 


663 




GI 


none 




Score 


65 




Exons 


281. .421, 


283. .525, 455. .520, 


565 . . 663, 


575. .661 




Seq. No. 


. 7230 




Seq. ID 


OJ990401_04.9922 


.C20 


Gene No. 


15251 




Strand 






Start 


9055 




End 


9408 




Name 


OJ990401 


04. 9922.C20.o3.tw 


Method 


TBLASTX: Wheat 




Start 


697 




End 


1126 




GI 


none 




Score 


99 




Exons 


697. .1125 


, 812. .1126 








Seq. No. 


7230 




Seq. ID 


OJ990401_04.9922 


.C20 


Gene No. 


15251 




Strand 






Start 


9055 




End 


9408 




Name 


OJ990401 


04.9922.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


796 




End 


1228 




GI 


none 




Score 


134 




Exons 


796. .951, 


970. .1227, 973. .1227, 974. .1228 





7544 



Seq. No. 
Gene No. 
... Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
'*Z Gene No. 
i;f1 Start 
! LI Name 
Li Start 

LJ GI 
."i Exons 

'i =f 

i'sJ Seq. No. 
!5 Gene No. 
p Start 

Name 
2 Start 

; ; gi 

*=f Exons 

- -i 

□ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



7230 








Seq. ID 


OJ990401_04.9922 


.C20 


1 R9M 














9055 








End 


9408 




OJ990401 04 


.9922 


.C20.ol 


.ts 


Method 


TBLASTX : Soybean 




922 








End 


1326 




none 








Score 


136 




922. .1326, 


929. . 


1276 










7230 








Seq. ID 


OJ990401JJ4.9922 


.C20 


1 ^9 M 








o Li aitu 






9055 








End 


9408 




OJ990401 04 


.9922 


.C20.o2 


.tw 


Method 


TBLASTX : Wheat 




1171 








End 


1590 




none 








Score 


224 




1171. .1590, 


1172 


. .1588 * 










7230 








Seq. ID 


OJ990401_04.9922 


.C20 


1 "=19^1 

Ul Jl 








Strand 






9055 








End 


9408 




OJ990401 04 


.9922 


,C20.o2 


. tm 


Method 


TBLASTX: Maize 




1459 








End 


1814 




none 








Score 


82 




1459. .1635, 


14 69 


. .1639, 


1629. 


.1676, 1629.. 1814, 1660..1773 A 


7230 








Seq. ID 


OJ990401_04.9922 


.C20 


1 ^9 R 1 








Strand 






9055 








End 


9408 




OJ990401 04 


.9922 


.C20.o5 


.tw 


Method 


TBLASTX: Wheat 




1635 








End 


1823 




none 








Score 


40 




1635. .1823, 


1637 


. .1675, 


1660. 


.1821 






7230 








Seq. ID 


OJ990401_04.9922 


.C20 










Strand 






9055 








End 


9408 




OJ990401 04 


.9922 


.C20.ol 


.tw 


Method 


TBLASTX: Wheat 




1824 








End 


2621 




none 








Score 


128 




1824. .2117, 


1828 


. .2028, 


2164. 


.2400, 2166. .2396, 2445. .2621 


7230 








Seq. ID 


OJ990401_04.9922 


.C20 


1 R9M 








Strand 






9055 








End 


9408 




OJ990401 04 


.9922 


.C20.o3 


.tm 


Method 


TBLASTX: Maize 




2135 








End 


2312 




none 








Score 


105 




2135. .2266, 


2136 


. .2312, 


2167. 


.2301 






7230 








Seq. ID 


OJ990401_04.9922 


.C20 


1 R9M 








Strand 






9055 








End 


9408 




OJ990401 04 


. 9922 


.C20.o5 


.gs 


Method 


GENSCAN 




9055 








End 


9408 




none 








Score 


.65 




9055. .9092, 


9318 


. .9408 










7231 








Seq. ID 


OJ990401_04.9922 


.C21 



7545 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15252 Strand + 

1 . End v v 3938 

OJ9904 01_04 . 9922 . C21 . ol . np Method AAT/NAP 

1 End 3938 

5852180 Score 708 

1..107, 160. .230, 1212. .1330, 1382. .1964, 2020. .2153, 

2701.. 3027, 3113.. 3938 

(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990401 04.9922.C21 



7231 
15253 
79 

OJ990401_04. 9922.C21.ol.gp 
79 

uC-osflcyp033a04bl 
79. .460 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



4 60 

AAT/GAP 

460 

667 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7231 

15254 

1728 

OJ9904 01_04 .9922.C21.o2.np 

1728 

5042447 



Seq. ID OJ990401_04.9922.C21 
Strand 

End 6577 

Method AAT/NAP 

End 6577 

Score 432 



1728.. 1750, 5130.. 5873, 6553.. 6577 

(AC007789) putative polyprotein [Oryza sativa] 



.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990401 04.9922.C21 



6577 
AAT/GAP 
2195 
356 



7231 
15254 
1728 

OJ990401_04. 9922.C21.o4. 
1862 

61605_3.R1084 
1862. .2195 

1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 

7231 Seq. ID OJ990401_04 . 9922 . C21 

15254 Strand 

1728 End 6577 

OJ990401_04.9922.C21.o5.gp Method AAT/GAP ' 

2727 End 3156 

2428185 Score 813 

2727. .3156 

5852170/emb|AL117265.1 IOST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone:tl7804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7231 Seq. ID OJ990401_04 . 9922 . C21 

15254 t Strand 

1728 End 6577 

OJ990401_04. 9922.C21.o6.gp Method AAT/GAP 

3174 End 3908 

101153_1.R1084 Score 584 

3174. .3402, 3719. .3908 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



7546 



Seq. - No . 


12. Jl 


Seq. ID 


OJ990401_04, 


: y y ^ ^ 


CO 1 


Gene No. 


15254 


Strand 








Start 


1728 


End 


6577 






Name 


OJ990401 04.9922.C21.o2.gs 


Method 


GENS CAN 






Start 


3563 


End 


5864 






GI 


none 


Score 


.73 






Exons 


3563.. 3572, 3719.. 4036, 4987 


..5015, 5263.. 5864 






Seq. No. 


f ZoL 


Seq. ID 


OJ990401_04. 


,9922 


. J. 


Gene No. 


15254 


Strand 








Start 


1728 


Cjna 


6577 






Name 


OJ990401 04.9922.C21.ol.tw 




TBLASTX: Wheat 




Start 


5499 




5793 






GI 


none 


Score 


43 






Exons 


5499.. 5564, 5533.-5793, 5602 










Seq. No. 


1 ZoL 


beq. id 


OJ990401_04. 


.9922 


P91 
. ± 


Gene No. 


15254 


Of ranrl 








Start - 


1728 


End 


6577 






Name 


OJ990401 04.9922.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


5533 




5793 






GI 


none 


Score 


206 






Exons 


5533.. 5793 










Seq. No. 


7231 


beq. lu 


uo y yu4 ui U4 . 


.9922 


.C21 


Gene No. 


15254 


btrana 








Start 


1720 


hjna 


6577 






Name 


OJ990401 04.9922.C21.o8.gp 


Method 


AAT/GAP 






Start 


6411 


End 


6577 






GI 


61605 3.R1084 


Score 


209 






Exons 


6411. .6577 










GI Descrip. 


, 1402920/emb|CAA66965| 2.0e- 


zu [ a? 0 1 ) 


peroxidase 


[Arabidopsis 




thaliana] ' 










Seq. No. 


7232 


Qar-r T Ft 

beq. id 


OJ990401_04, 


.9922 


.C23 


Gene No . 


i core; 


■ Strand 


+ 






Start 


1 


End 


482 






Name 


OJ990401 04.9922.C23.ol.np 


Method 


AAT/NAP 






Start 


1 


' End 


181 






GI 


5852180 


Score 


43 






Exons 


1..22, 111. .181 










GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


7232 


Seq. ID 


OJ990401JD4. 


.9922 


.C23 


Gene No . 


15255 


Strand 


+ 






Start 


1 


End 


482 






Name 


OJ990401 04.9922.C23.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


482 






GI 


4680186 


Score 


241 






Exons 


1..126, 253. .482 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 






Seq. No. 


7232 


Seq. ID 


OJ990401_04. 


.9922 


.C23 


Gene No. 


15256 


Strand 








Start 


30 


End 


411 






Name 


OJ990401 04.9922.C23.ol.gp 


Method 


AAT/GAP 







7547 



Start 


30 


End 


411 






GI 


uC-osflcyp033a04bl 


Score 


667 






Exons 


30. .411 










GI Descrip. 


' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


-59 Oryza sativa genom: 




DNA, chromosome 1, clone : P0711E10 ' • 








Seq. No. 


f Zoo 


Cart t n 
oeq. iu 


OJ990401_04. 


9922 


.C24 


Gene No. 


lozo / 


oiiana 


+ 






Start 


b / 


Dna 


338 






Name 


ujyyu4ui U4 . y yzz . uz4 . o± . gs 


neinou 


GENSCAN 






Start 


67 


End 


338 






GI 


none 


Score 


.6 






Exons 


an o 00 
b / . . jjo 










Seq. No. 


1 Zoo 


Seq. ID 


OJ990401J34. 


9922 


.C24 


Gene No. 


1 C O C O 


Strand 








otart 


i by 


End 


412 






Name 


OJyyU4Ui 04 . yyzz . Cz4 . oi . np 


Method 


AAT/NAP 






Start 


169 


End 


412 








5902445 


Score 


259 






Exons 


- iby . . 4iz 










GI Descrip. 


(ABOoOzoi) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


7234 


Seq. ID 


OJ9 904 01 04 . 


9922 


.C25 


Gene No. 


i c o c n 


Strand 








Start 


128 


End 


1 o o c 

1225 






Name 


ojyy04Ui 04 . y yzz . czd . oi . gs 


Method 


GENSCAN 






Start 


128 


End 


1225 






GI 


none 


Score 


• D / 






Exons 


izo..z/z, Juu..o4i, yyo..izzD 










Seq. No. 


/z Jo 


Seq. ID 


OJ990401_04 . 


9922 


.C26 


Gene No. 


1 OCA 

lozbU 


Strand 








btart 


-i 
1 


End 


3744 






Name 


ojyyu4ui U4 . y yzz . cz b . oi . np 


Method 


AAT/NAP 






Start 


l 


End 


3744 






GI 


4680179 


Score 


603 






Exoris 


1 OH ■ 0/10*7 OHIO OQOC OTyi/ 
1..JU/ Z4o/..Z/ZZ, ZooO..O/44 










GI Descrip. 


(AFlll/uy) poiyprotein L oryza 


sativa 


subsp. indica] 






Seq. No. 


/Zoo 


Seq. ID 


OJ990401_04. 


9922 


.C26 


Gene No. 


±0Z bU 


Strand 








Start 


1 


End 


3744 






Name 


OJ990401 04.9922.C26.ol.gs 


Method 


GENSCAN 






Start 


159 


End 


1153 






GI 




Score 


.56 






Exons 


159. .388, 928. .1153 










Seq. No. 


7235 


Seq. ID 


OJ990401_04 . 


9922 


,C26 


Gene No. 


15260 


Strand 








Start 


1 


End 


3744 






Name 


OJ990401 04.9922.C26.o2.gs 


Method 


GENSCAN 






Start 


2139 


End 


3723 






GI 


none 


Score 


.75 






Exons 


2139.. 2294, 2403.. 2506, 2520. 


.3723 








Seq. No. 


7235 


Seq. ID 


OJ990401_04. 


9922 


.C26 



7548 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15260 
1 

OJ990401_04.9922.C26.ol.tm 

2962 

none 

2962.. 3261, 3134.. 3247 

7235 

15260 

1 

OJ990401_04 . 9922 .C26.ol . tw 

3145 

none 

3145. .3501, 3146. .3499 



Strand 
End 

Method 

End 

Score 



3744 

TBLASTX: Maize 

3261 

77 



Seq. ID OJ990401_04.9922.C26 
Strand 

End 3744 

Method TBLASTX : Wheat 

End 3501 

Score 153 



Seq. ID OJ990401_04.9922.C27 
Strand + 

2671 
AAT/GAP 
2671 
620 



7236 
15261 
2287 

OJ990401_04 . 9922 .C27 .ol .gp 
2287 

uC-osflcyp033a04bl 
2287.. 2671 

1 6016845/dbj IAP000570.1 IAP000570 3.0e-59 Oryza sativa .genomic 
DNA, chromosome 1, clone : P0711E10 1 



End 

Method 

End 

Score 



Seq. No. 


7236 






Seq. ID 


OJ99040 


Gene No. 


15262 






Strand 




Start 


945 






End 


3891 


Name 


OJ990401 04 


.9922 


.C27 .ol.np 


Method 


AAT/NAP 


Start 


945 






End 


3891 


GI 


5852180 






Score 


596 


Exons 


945. .1361, 


1413. 


.1530, 2520.. 


.2567, 3814 


:. .3891 


GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


7236 






Seq. ID 


OJ99040 


Gene No. 


15262 






Strand 




Start 


945 






End 


3891 


Name 


OJ990401 04 


.9922 


.C27 .o2 .gs 


Method 


GENSCAN 


Start 


1723 






End 


1854 


GI 


none 






Score 


.43 


Exons 


1723. .1854 










Seq. No. 


7236' * . 






Seq. ID . 


OJ99040 


Gene No. 


15262 






'Strand 




Start 


945 






End 


3891 


Name 


OJ990401 04 


.9922 


.C27.o3.gs 


Method 


GENSCAN 


Start 


3039 






End 


3239 


GI 


none 






Score 


.63 


Exons 


3039. .3239 










Seq. No. 


7237 






Seq. ID 


OJ99040 


Gene No. 


15263 






Strand 


+ 


Start 


145 






End 


198 


Name 


OJ990401 04 


.9922 


.C28.ol.gs 


Method 


GENSCAN 


Start 


145 






End 


198 


GI 


none 






Score 


.82 


Exons 


145. .198 











7549 






Seq. No. 


7238 


Seq. ID 


OJ990401_04.9922.C30 






15264 


Strand 


+ 




Start 


1 


End 


827 




Name 


OJ990401 04.9922.C30.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


827 




GI 


5902445 


Score 


941 




Exons 


1..31, 186. .827 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






( L JO 


Seq. ID 


OJ990401_04.9922.C30 




Gene No. 


15264 


Strand 


+ 




Start 


1 


End 


827 




Name 


OJ990401 04 .9922.C30.ol.gs 


Method 


GENSCAN 




Start ■ 


208 


End 


710 




GI 


none 


Score 


.59 




Exons 


208. .710 








Seq. No. 


7238 


Seq. ID 


OJ990401JD4. 9922. C30 




Gene No. 


15265 


Strand 


+ 




OLalL 


1709 


End 


3738 




Name 


OJ990401 04 . 99.22. C30.o3.np 


Method 


AAT/NAP 




Start 


1709 


End' 


3738 


J 


GI 


81286 


Score 


88 


==■ 


Exons 


1709.. 1805, 3015.. 3115, 3340. 


.3738 




n 


GI Descrip. 


extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 


1 1 




(X65165) extensin [Volvox carteri] 




3 


oeq . lno . 


7238 


Seq. ID 


OJ990401_04. 9922.C30 


: e 


Gene No. 


15266 


Strand 






Start 


1158 


End 


3599 


! 1 


Name 


OJ990401 04.9922.C30.ol.tw 


Method 


TBLASTX: Wheat 




Start 


201 


End 


815 




GI 


none 


Score 


353 


sr 


Exons 


201. .695, 203. .292, 359. .466, 


681. .815 




it 




7238 


Seq. ID 


OJ990401_04. 9922.C30 




Gene No. 


15266 


Strand 






Start 


1158 


End 


3599 




Name 


OJ990401 04.9922.C30.ol.tm 


Method 


TBLASTX: Maize 




Start 


525 


End 


779 




GI 


none 


Score 


157 




Exons 


525. .698, 572. .697, 677. .778, 


678. .779 






Seq. No. 


7238 


Seq. ID 


OJ990401_04. 9922.C30 




UCilC LNW ■ 


15266 


Strand 






Start 


1158 


End 


3599 




Name 


OJ990401 04.9922.C30.o2.gs 


Method 


GENSCAN 




Start 


1158 


End 


3599 




GI 


none 


Score 


.92 




Exons 


1158. .1609, 1859.. 2048, 2123. 


.2238, 2388.. 2522, 2565.. 2773, 






2829.. 3098, 3502.. 3599 








Seq. No. 


7238 • 


Seq. ID 


OJ990401_04 . 9922. C30 




Gene No. 


15266 


Strand 






Start 


1158 


End 


3599 




Name 


OJ990401 04.9922.C30.o2.np 


Method 


AAT/NAP 



7550 




Start 


1161 




End 


2994 




GI 


6691716 




Score 


1312 




Exons 


1161.. 1609, 1683.. 1798, 


1948. 


.2048, 2123. .2310, 2388. .2573, 




2646. .2746, 2829.-2994 










GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 






gi I 6691717 | dbj IBAA89397 


.1.1 (AP000570) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


7239 




Seq. ID 


OJ990401_04 


.9922. C31 




15267 




Strand 


- 




Start 


102 




End 


296 




Name 


OJ990401 04.9922.C31.ol 


.gs 


Method 


GENSCAN 




Start 


102 




End 


296 




GI 


none 




Score 


.79 




Exons 


102. .296 










Seq. No. 


7240 




Seq. ID 


OJ990401_04 


.9922. C32 


Gene No. 


15268 




Strand 


- 




Start 


1 




End 


1022 




Name 


OJ990401 04.9922.C32.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


214 




GI 


5902448 




Score 


259 




Exons 


1..214 










GI Descrip. 


(AB030283) orf3 [Oryza 


sativa] 






Seq. No. 


7240 






OJ990401_04 


9922. C32 








Strand 


- 




Start 


1 




End 


1022 




Name 


OJ990401 04.9922.C32.ol 


.gs 


Method 


GENSCAN 




Start 


86 




End 


1022 




GI 


none 




Score 


.59 




Exons 


86. .253, 340. .445, 952. 


.1022 








Seq. No. 


7241 




Seq. ID 


OJ990401_04 


9922. C33 


flp-np Mo 


15269 




Strand 


- 




Start 


50 




End 


298 




Name 


OJ990401 04.9922.C33.ol 


.gs 


Method 


GENSCAN 




Start 


50 




^nd 


298 




GI 


none 




'Score 


.66 




Exons 


50. .298 










Seq. No. 


7242 




Seq. ID 


OJ990401_04 


9922. C34 


fjpnp Wo 


15270 




Strand 


- 




Start 


117 




End 


268 




Name 


OJ990401 04.9922.C34.ol 


.gs 


Method 


GENSCAN 




Start 


117 . 




End 


268 




GI 


none 




Score 


.68 




Exons 


117. .268 










Seq. No. 


7243 




Seq. ID 


OJ990401_04. 


9922. C35 


Gene No. 


15271 




Strand 


+ 




Start 


1 




End 


404 




Name 


OJ990401 04.9922.C35.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


404 




GI 


6063554 




Score 


146 




Exons 


1..129, 232. .404 










GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 



7551 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



7243 
15271 
1 

OJ990401_04 . 9922 . C35 . ol .gp 
43 

2428185 
43.. 244 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl7804 



Seq. ID OJ990401_04. 9922.C35 

Strand + 

End 404 

Method AAT/GAP 

End .244 

Score 335 



7244 

15272 

1 

OJ990421_07 . 9923.Cl.ol.gp 
1 

148 1.R1084 



Seq. ID OJ990421_07.9923.C1 
Strand 

End 1153 

Method AAT/GAP 

End 1153 

Score 838 



1..119, 238. .321, 418. .491, 951. .1153 

'5931625/dbj | BAA84717.il 1.0e-106 (AB032761) rab5B [Oryza 
sativa] 1 



'I' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7244 

15272 

1 

OJ990421_07.9923.Cl.ol.np 
1 

5931625 



Seq. ID OJ990421_07. 9923. CI 

Strand - , 

End 1153 

Method AAT/NAP 

End 975 

Score 37 9 



1..119, 238. .321, 418. .491, 951. .975 
(AB032761) rabSB [Oryza sativa] 



7244 

15272 

1 

OJ990421_07.9923.Cl.ol.tc 
18 

none 



Seq. ID OJ990421_07. 9923. CI 
Strand 

End 1153 

Method TBLASTX: Cress 

End 373 

Score 138 



18. .122, 22. .120, 214. .309, 217. .309, 233. .373 



7244 

15272 

1 

OJ990421_07 .9923.Cl.ol.tm 

21 

none 



Seq. ID OJ990421JD7. 9923. CI 
Strand 

End 1153 
Method TBLASTX: Maize 
End 1001 
Score 154 

21. .122, 22. .120, 213. .323, 214. .309, 215. .373, 228. .323, 
419. .439, 448. .495, 449. .496, 948. .1001, 949.-999 



7244 

15272 

1 

OJ990421_07 . 9923 . CI . ol . ts 
21 

none 



Seq. ID OJ990421_07. 9923. CI 
Strand 

End 1153 

Method TBLASTX : Soybean 

End 341 

Score 126 



21. .122, 22. .120, 214. .309, 215, .334, 249. .341 



7552 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7244 

15272 

1 

OJ990421_07.9923.Cl.ol.gs 
25 

none 



Seq. ID OJ990421J37. 9923. CI 
Strand 

End * 1153 

Method GENS CAN 

End 913 

Score .67 



25. .119, 238. .321, 418. .491, 856. .913 



7245 

15273 

1126 

OJ990421_07. 9923.C2.ol.gs 

1126 

none 

1126. .1394 



Seq. ID OJ990421_07.9923.C2 

Strand + 

End 1394 

Method GENS CAN 

End 1394 

Score .5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
: 2 ; e Start 
:,Z, Name 
u Start 
I. J GI 
! & 3 Exons 

ry 

!L GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7245 

15274 

5443 

OJ990421_07.9923.C2.o3.gs 

5443 

none 

5443. .5501, 5555. .5741 



Seq. ID OJ990421_07.9923.C2 

Strand + 

End 5741 

Method GENS CAN 

End 5741 

Score .5 



7245 
15275 
6574 

OJ990421_07.9923.C2.ol.np 
6574 
913227 



Seq. ID OJ990421_07.9923.C2 
Strand + 

15826 
AAT/NAP 
15826 
208 



End 

Method 
End 
Score 

6S74..6742, 8118. .8164, 9944. .10037, 10959 .. 11018 , 11128 .. 1117 1 , 
11883. .11945, 12034. .12193, 12281 .. 12336, 12510 .. 1262 6, 
15800.. 15826 

transcription factor X1DP-1 [Xenopus laevis, embryos, Peptide, 
409 aa] 



7245 

15276 

6189 

OJ990421_07.9923.C2.o4 .gs 

6189 

none 



Seq. ID OJ990421_07.9923.C2 
Strand 

End 8004 

Method GENS CAN 

End 8004 

Score .91 



.6189. .6772, 6895. .6973, 7086. .7348, 7482. .7667, 7881. .8004 



7245 

15276 

6189 

OJ990421_07. 9923.C2.o2. tm 

6666 

none 



Seq. ID OJ990421_07.9923.C2 
Strand 

End 8004 

Method TBLASTX: Maize 

End 7560 

Score 104 



6666. .6791, 6666. .6779, 6674. .6790, 6893. .6973, 6894. .6974, 
6896. .6970, 7480. .7560 



Seq. No. 7245 

Gene No. 15276 

Start 6189 

Name OJ9904 2 1_07 . 9923 . C2 . ol . gp 



Seq. -ID OJ990421_07.9923.C2 
Strand 

End 8004 

Method AAT/GAP 



7553 




Start 


7287 




End 


7655 






GI 


5038563 




Score 


729 






Exons 


7287. .7655 












Seq. No. 


7245 




Seq. ID 


OJ990421 


_07.9923. 


C2 


Gene No. 


15277 




Strand 








Start 


10261 




End 


14753 






Name 


OJ990421 07. 9923. C2. 


ol.ts 


• Method 


TBLASTX : 


Soybean 




Start 


10261 




End 


14388 






GI 


none 




Score 


68 






Exons 


10261. .10326, 10939. 


.11028, 


10958. .11017, 11118 


. .11177, 






11126. .11173, 11877. 


.11909, 


11880. . 11942, 12030 


. .12173, 






12031. .12192, 12031. 


.12198, 


12262. .12360, 12267 


. .12332, 






12507. .12608, 12509. 


.12604, 


12695. . 12775, 12698 


. .12775, 






12705. .12776, 12705. 


.12776, 


14323. .14388 






Seq. No. 


7245 




Seq. ID 


OJ990421 


_07. 9923. 


C2 


Gene No. 


15277 




Strand 








Start 


10261 




End 


14753 






Name 


OJ990421 07. 9923. C2. 


ol . tm 


Method 


TBLASTX : 


Maize 




Start 


12036 




End 


14753 






GI 


none 




Score 


151 






Exons 


12036. .12173, 12036. 


.12173, 


12037. .1218 


0, 12037 


. .12225, 






12262. .12360, 12266. 


.12409, 


12267. .12335, 12500 


. .12607, 






12507. .12608, 12507. 


.12608, 


12508. .12609, 12698 


. .12775, 






12701. .12775, 12705. 


.12776, 


14301. .14576, 14323 


. .14580, 






14325. .14642, 14327. 


.14614, 


14705. . 14752, 14706 


. .14753 




Seq. No. 


7245 




Seq. ID 


OJ990421 


_07.9923. 


C2 


Gene No. 


15277 




Strand 








Start 


10261 




End 


14753 






Name 




oi . tc 


Method 


TBLASTX: 


3r es s 




Start 


12064 




End 


14388 






GI 


none 




Score 


179 






Exons 


12064. .12192, 12070. 


.12171, 


12262. .12360, 12479 


. .12604, 






12507. .12608, 12507. 


.12608, 


12509. .12634, 12698 


. .12775, 






12704. .12775, 14323. 


.14388 










Seq. No. 


7246 




Seq. ID 


OJ990421 


_07.9923. 


C4 . 


Gene No. 






Strand 


+ 






Start 


330 




End 


492 






Name 


OJ990421 07. 9923. C4. 


ol . gs 


Method 


GENSCAN 






Start 


330 




End 


492 






GI 


none 




Score 


.43 






Exons 


330. .363, 410. .492 












Seq. No. 


7247 




Seq. ID 


OJ990421 


_07.9923. 


C5 


Gene No. 


15279 




Strand 


+ 






Start 


1 




End 


722 






Name 


OJ990421 07. 9923. C5. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


722 






GI 


5441880 




Score 


216 






Exons 


1..361, 460. .722 












GI Descrip. 


(AP000367) EST C28952 (C62945 ) corresponds to a 


region of the 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



7554 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 
_ GI 
" *:Exons 
Q GI Descrip. 

'l s? 

Seq.' No. 

Gene No. 
\Ji Start 

Name 
Ly Start 
= 5 GI 

Exons 

Seq. No. 
y Gene No. 
: y Start 
j s ,4 Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



^3 



7247 

15279 

1 

OJ990421_07.9923.C5.ol.gs 
97 

none 

97. .353, 446. .713 

7248 

15280. 

502 

OJ9904 21_07.9923.C6.ol.gs 

502 
none 

502.. 555, 613;. 771 

7249 

15281 

1 

OJ 99042 1_0 7. 9923. C7 : ol . np 
1 

4206306 

1..1468, 4075. .4150 
(AF049110) prpol [Zea mays] 

7249 

15281 

1 

OJ990421_07.9923.C7.ol.gs 
58 

none 

58. .299, 503. .689, 931. .1490 

7249 

15282 

1731 

OJ990421_07.9923.C7.ol.tw 

108 

none 

108. .344, 341. .547, 346. .546 

7249 

15282 

1731 

OJ990421_07.9923.C7.ol.tm 

287 

none 

287..343, 288. .344, 337. .576, 



Seq. No. 7249 

Gene No. 15282 

Start 1731 

Name OJ990421_07 . 9923 . C7 . o2 . tm 

Start 605 

GI none 

Exons 605.. 844, 646. .837, 848.. 955, 



Seq. ID OJ990421_07.9923.C5 

Strand + 

End 722 

Method GENSCAN 

End 713 

Score .58 



Seq. ID OJ990421_07.9923.C6 

Strand 

End 771 

Method GENSCAN 

End 771 

Score . 4 



Seq. ID OJ990421_07.9923.C7 

Strand + 

End 4150 

Method AAT/NAP 

End 4150' 

Score 1355 



Seq. ID OJ990421_07.9923.C7 

Strand + 

End 4150 

Method GENSCAN 

End 1490 

Score .55 



Seq. ID OJ990421_07.9923.C7 
Strand 

End 6625 

Method TBLASTX : Wheat 

End 547 

Score 175 



Seq. ID OJ990421_07.9923.C7 
Strand 

End 6625 

Method TBLASTX : Mai ze 

End 577 

Score 69 

341. .577 

Seq. ID OJ990421_07.9923.C7 
Strand 

End 6625 

Method TBLASTX :Maize 

End 965 

Score 241 

848. .952, 849. .965 



7555 




Seq. No. 


7249 






Seq. ID 


OJ990421_07. 9923 


,C7 


Hon Mo 


15282 






Strand 






Start 


1731 






End 


6625 




Name 


OJ990421 


07. 9923. C7, 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


662 






End 


1061 




GI 


none 






Score 


200 




Exons 


662. .844, 


667. .837, 


849. .1061, 


854. .952 




Seq. No. 


7249 






Seq. ID 


OJ990421_07.9923 


-C7 


Gene No. 


15282 






Strand 






Start 


1731 






End 


6625 




Name 


OJ990421 


07. 9923. C7, 


.ol.ts 


Method 


TBLASTX: Soybean' 




Start 


740 






End 


1073 




GI 


none 






Score 


126 




Exons 


740. .835, 


745. .837, 


822. .1073 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7249 

15282 

1731 

OJ990421_07.9923.C7.o3.tw 

1136 

none 

1136.. 127.9, 1143.. 1376 

7249 

15282 

1731 

OJ990421_07 . 9923 . C7 .'o2 . gs 

1731 

none 

1731.. 2452, 2563.. 2860, 4971, 
5571.. 5836, 6269.. 6415 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_07. 9923.C7 
6625 

TBLASTX: Wheat 

1376 

216 



OJ990421_07. 9923-C7 

6625 
GEN SCAN 
6415 
.64 



,5103, 5189.. 5305, 5399.. 5533, 



OJ990421 07.9923.C7 



7249 ' Seq. ID 

15282' Strand 
1731 End 6625 

OJ990421_07.9923.C7.o2.np " Method AAT/NAP 
5022 End 6625 

6523547 Score 407 

5022. .5305, 5589.. 6028, 6061.. 6625 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carter! f. nagariensis] 



Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 

GI Descrip. 



7250 Seq. ID OJ990421_07 . 9923 . C8 

15283 Strand 

1 End 10205 

OJ990421_07 . 9923 . C8 . ol . np Method AAT/NAP 

1 End 1347 

6635256 Score 159 

1..99, 909. .1347 

(AB036339) tRNA intron endonuclease [Arabidopsis thaliana] 

gi I 6635258 | dbj IBAA88628.il (AB036340) tRNA intron endonuclease 

[Arabidopsis. thaliana] 



Seq. No. 
Gene No. 
Start 



7250 

15283 

1 



Seq. ID OJ990421_07. 9923.C8 
Strand 

End 10205 



7556 



Name 

Start 

GI 

Exons 



OJ990421_07.9923.C8.ol.gs . Method GEN SCAN 

454 End 3933 

none Score .46 

454. .478, 836. .1383, 1893. . 2332, -2421 2649, 2765. 
3050.. 3118, 3594.. 3740, 3854.. 3933 



.2930, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7250 

15283 

1 

OJ990421_07.9923.C8.ol.tm 

940 

none 



Seq. ID OJ990421_07. 9923.C8 
Strand 
End 

Method 
End 
Score 



10205 

TBLASTX: Maize 

1400 

262 



940. .1356, 941. .1357, 1208 .. 1360, 1221 .. 1400 , 1222. .1362 



[3 



Seq. No. " 7250 
Gene No. 15283 
Start 1 

Name OJ990421_07 . 9923.C8.o2.tm 

Start 1798 
GI none 

Exons 1798.. 1998, 1801.. 1950, 1803. 

1969.. 2070, 2070.. 2198, 2110. 
4672. .4809, 4674. .4868, 4902. 
4945. .5073, 8478. .8690, 8488. 
8745. .8837 



Seq. ID OJ990421_07.9923.C8 
Strand 

End 10205 
Method TBLASTX : Maize 
End 8870 
Score 211 

.1997, 1953. .2069, 1962. .2120, 
.2196, 2199. .2228, 4671. .4868, 
;4991, 4914. .4940, 4944. .5069, 
.8643, 8496. .8678, 8745. .8870, 



Seq. No. 
Gene No. 
Start 
Name ^ 
Start 
GI 

Exons 



O GI Descrip. 



7250 

15283 

1 

OJ990421_07.9923.C8.o2.np 

1800 

3426064 

1800.. 2011, 8669.. 9006, 9107 
10120. .10199 
(AJ007588) monooxygenase 
gi|44 67141|emb|CAB37510| 
[Arabidopsis thaliana] 



Seq. ID OJ990421J37. 9923. C8 
Strand 

End 10205 

Method AAT/NAP 

End 10199 

Score 867 
.9330, 9415.. 9616, 



9854. .10026, 



[Arabidopsis thaliana] 
(AL035540) monooxygenase 2 (M02) 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 



7250 

15283 

1 

OJ990421_07, 

1806 

none 

1806. .2015, 
2450. .2650, 
3633. .3743, 
5329. .5541, 
8487. .8684, 
9412. .9570, 



Seq. ID OJ990421_07. 9923.C8 
Strand 

End 10205 
Method TBLASTX : Cress 
End 10029 
Score 80 
.1980, 2031.. 2264, 2041.. 2214, 2440.. 2667, 
.2932, 2763.. 2921, 2786.. 2923, 3608.. 3742, 
.4880, 4872. .5138, 4930. .5064, 5158. .5232, 
.5551, 5612. .5773, 6590. .67 66, 6657. .67 67, 
,8640, 8739.. 8837, 9079.. 9333, 9122.. 9331, 
.10028, 9919.. 10029 



9923.C8.ol.tc 



1861. 
2762. 
4671. 
5330. 
8491. 
9873. 



Seq. No. 7250 Seq. ID 

Gene No. 15283 Strand 

Start 1 End 

Name OJ990421_07 . 9923 . C8 . o2 . ts Method 

Start 1806 End 

GI none Score 



OJ990421_07. 9923.C8 
10205 

TBLASTX : Soybean 

8837 

75 



7557 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1806. .1916, 2016. .2237, 2110. .2208, 4668. .4781, 4875. .5108, 
4927. .5109, 8487. .8594, 8739.-8837 



7250 
15283 
1 

OJ990421_07.9923.C8.ol.ts 
2428 
none 

2428.. 2667, 2432. 
5441. .5545, 5612. 
9412. .9456 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2650, 2762.. 2806, 
5656, 9109.. 9333, 



OJ990421_07.9923.C8 
10205 

TBLASTX : Soybean 
9456 
170 

5317. .5541, 5330. .5422, 
9113.. 9214, 9233.. 9331, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



7250 Seq. ID 

15283 Strand 

1 End 

OJ990421_07 . 9923 . C8 . o4 . tm Method 

244 9 End 

none Score 



OJ990421_07.. 9923.C8 
10205 

TBLASTX: Maize 

9342 

152 



2449. .2652, 2450. .2650, 2479. .2652, 2532. .2690, 5331. .5456, 
5333.. 5539, 5335.. 5541, 9088.. 9342, 9125.. 9331 



7250 

15283 

1 

OJ990421_07. 9923.C8.ol.gp 

2467 

4715556 

2467..2649, 2765. 



OJ990421 07. 9923. C8 



Seq. ID _ 
Strand 

End 10205 
Method AAT/GAP 
End 4003 
Score 1291 
.2930, 3050. .3118, 3594. .3740, 3854. .4003 
3426064/embl CAA07575.il 7.0e-18 (AJ007588) monooxygenase 
[Arabidopsis thaliana] >gi_446714 l_emb_CAB37510_ (AL035540) 
monooxygenase 2 (M02) [Arabidopsis thaliana] 



Seq. ID OJ990421_07. 9923.C8 
Strand 

End 10205 
Method TBLASTX: Wheat . 
End 9583 
Score 91 

2650, 2587. .2652, 2587. .2649, 2757. .2933, 2762. .2932, 
5538, 5477. .5539, 5612. .5785, 5613. .5783, 9268. .9330, 



7250 
15283 
1 

OJ990421_07.9923.C8.ol.tw 
2585 
none 
2585. 
5476. 



9269.. 9364, 9412.. 9579, 9413.. 9583 



7250 
15283 
1 

OJ990421_07.9923.C8.o2.tw 
3039 
none 

3039.. 3119, 3050.. 3121, 3052. 
3630.. 3743, 3715.. 3747, 6584, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 07. 9923. C8 



10205 

TBLASTX: Wheat 
10163 
55 

3111, 3059.. 3121, 3593. 
6766, 6642.. 6767, 6651. 



,3742, 
,6767, 



6847.. 6906, 9731.. 9808, 9735. .9800, 9855. .10028, 9904. .10029, 
10119. .10163 



7250 

15283 

1 



Seq. ID 

Strand 

End 



OJ990421 07. 9923. C8 



10205 



7558 



Name 

Start 

GI 

Exons 



OJ990421_07.9923.C8.o3.tm 

3577 

none 

3577.. 3663, 3578.-3655, 3581. 
6599.. 6766, 6617.. 6766, 6645. 
9891.. 10028, 9907.. 10029 



Method TBLASTX : Mai ze 
End - 10029 
Score 87 

.3742, 3582. .3743, 3715. .3762, 
.6800, 6651. .6767, 6847. .6906, 



Seq. No. 7250 

Gene No. 15283 

Start 1 

Name OJ990421_07 . 9923 . C8 . o2 . gs 

Start 4 650 

GI none 

Exons 4650.. 5203, 
6848. . 6933 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_07.9923.C8 

10205 
GEN SCAN 
6933 
.94 



5310. .5538, 5615. .5780, 5863. .5931, 6618. .6764, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



^ Seq. No. 

■*3 Gene No. 

□ Start 
Name 
Start 
GI 

Exons 



7250 Seq. ID OJ990421_07 . 9923 . C8 

15283 Strand 

1 End 10205 

OJ990421_07 . 9923 . C8 . o2 . gp Method AAT/GAP 

4742 End -5098 

71705_1.R1084 Score 673 

4742. .5098 

, 3426064/emb|CAA07575.1| 1.0e-18 (AJ007588) monooxygenase 
[Arabidopsis thaliana] >gi_44 6714 l_emb_CAB37510_ (AL035540) 
monooxygenase 2 (M02) [Arabidopsis thaliana] 1 



7250 Seq. ID 

15283 Strand 

1 • End 

OJ990421_07 . 9923 . C8 . o3 . gp Method 

5641 End 

25992 1.R1084 Score 



OJ990421_07.9923.C8 

10205 
AAT/GAP 
6989 
899 



5641. .5780, 5863. .5931, 6618. .6764, 6848. .6989 
1 342 6064 /emb | CAA07575.il 7.0e-18 (AJ007588) monooxygenase 
[Arabidopsis thaliana] >gi_44 67141_emb_CAB37510_ (AL035540) 
monooxygenase 2 (M02) [Arabidopsis thaliana] ' 



7250 

15283 

1 

OJ990421_07.9923.C8.o3.gs 

8484 

none 

8484. .9010, 9102. .9330, 9415. 
10120. .10205 



OJ990421_07.9923.C8 

10205 
GENSCAN 
10205 
.8 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9580, 9729.-9797, 9850.. 10026, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



7251 
15284 
1 

OJ990421_07.9923.C9.ol.np 
1 

6006359 
1..37, 662. .781, 993. .1038 

(AP000559) hypothetical protein [Oryza sativa] 



Seq. ID OJ990421_07.9923.C9 
Strand 

End 1038 

Method AAT/NAP 

End 1038 

Score 70 



7251 



Seq. ID OJ990421_07.9923.C9 



7559 



Gene No. 15284 Strand 

Start 1 End 1038 

Name OJ990421_07 . 9923 . C9 . ol .gs Method GEN SCAN 

Start 603 End 833 

GI none Score .44 

Exons 603.. 833 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 



7252 

15285 

134 

OJ990421_07. 9923. CIO. ol.gs 

134 

none 



Seq. ID OJ990421_07. 9923. CIO 

Strand + 

End 14 4 6 

Method GENS CAN 

End 1446 

Score .63 



134. .555, 747. .871, 935. .1067, 1263. .1309, 1355. .1446 



7252 

15286 

2655 

OJ990421_07. 9923. C10. o2.gs 

2655 

none 

2655.. 3290 



Seq. ID OJ990421_07. 9923. C10 
Strand 

End 3290 

Method GENSCAN 

End 3290 

Score .95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7252 

15287 

3836 

OJ990421_07. 9923. C10. ol.tm 

3830 

none 



Seq. ID OJ990421_07. 9923. C10 
Strand 

End 6881 

Method TBLASTX : Mai ze 

End 4195 

Score 115 



3830. .4150, 3840. .4013, 3848. .4030, 4100. .4195, 4100. .4192 



'*? s Seq. No. 
TU Gene No. 
a Start 
i;3 Name 
Start 
"■ GI 
Exons 
'"-^ GI Descrip. 



7252 

15287 

3836 

OJ990421_07. 9923. C10. ol.np 

3833 

3426064 



Seq. ID OJ990421_07.9923.C10 
Strand 

End 6881- 

Method AAT/NAP 

End 68 60 

Score 793 



3833. .4353, 4446.-4674, 4752. .4977, 6424. .6570, 6781. .6860 
(AJ007588) monooxygenase [Arabidopsis thaliana] 
gi|4467141|emb|CAB37510| (AL035540) monooxygenase 2 (M02) 
[Arabidopsis thaliana] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



7252 ' ' 

15287 

3836 

OJ990421_07. 9923. C10. o3~.gs 

3836 

none 



Seq. ID OJ990421_07.9923.C10 
Strand 

End 6881 

Method GENSCAN 

End 6881 

Score . 9 



3836. .4353, . 4446. .4674, 4752. .4950, 5006. .5074, 6424. .6570, 
6781. .6881 



Seq.' No. 7252 

Gene No. 15287 

Start 3836 

Name OJ990421_07 . 9923 . C10 . ol . tc 

Start 3839 

GI none 



Seq. ID OJ990421_07. 9923. C10 
Strand 

End 6881 

Method TBLASTX : Cress 

End 6852 

Score 69 



7560 




Exons 


3839. .4036, 


3843. 


.4010, 


4013. 


.4192, 4137. .4193, 4450. .4683, 




4466. .4681, 


4749. 


.4907, 


6426. 


.6572, 6463.\ 6573, 6772.. 6852 


Seq. No. 


7252 








C prT Tf) 


D.TQQD491 D7 QQ9? PI f) 


Gene No . 


LOZo f 








Q +- r*a n H 
OLX CUICJ. 




Start 


3836 








HIIvJl 


fift ft 1 
DO O X 


Name 


OJ990421 07 


.9923. 


C10.o2 


. ts 


ric L i J. (J LI 




Start 


3839 










A 9 6ft 


GI 


none 








Score 


6Q 


Exons 


3839. .3925, 


4019. 


.4192, 


4134. 


.4268 




Seq. No. 


7252 








Seq. ID 


OJ990421_07. 9923. C10 


Gene No . 


1 COQ7 








Strand 




Start 


3836 








End 


6881 


Name 


OJ990421 07 


.9923. 


ClO.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


4453 








End 


4793 


GI 


none 








Score 


111 


Exons 


4453. .4683, 


4457. 


.4558, 


4462. 


.4677, 4577. .4681, 4749. .4793 


Seq. No. 


7252 








Seq. ID 


OJ990421_07. 9923. C10 


Gene No . 


1 COOT 








Strand 




Start 


3836 








End 


6881 


Name 


OJ990421 07 


.9923. 


C10.o2 


.tm' 


Method 


TBLASTX: Maize ' 


Start 


4469 








End 


4704 


GI 


none 








Score 


143 


Exons 


4469.. 4675, 


4471. 


.4704 








Seq. No. 


7252 








Seq. ID 


OJ990421_07. 9923. C10 


Gene No. 


1 COOT 








Strand 




Start 


3836 








End 


6881 


Name 


OJ990421 07 


.9923. 


ClO.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4612 








End 


4920 


GI 


none 








Score 


71 


Exons 


4612. .4683, 


4613. 


.4714, 


4749. 


.4916, 4750.. 4920 


Seq. No. 


7252 








Seq. ID 


OJ990421_07. 9923. C10 


Gene No . 


1 COOT 








Strand 




Start 


3836 








End 


6881 


Name 


OJ990421 07 


.9923. 


C10.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


5008 








End 


6834 


GI 


none 








Score 


151 


Exons 


5008. .5082, 


6435. 


.6572, 


6448. 


.6573, 6781.. 6834- 


Seq. No. 


7252 








Seq. ID 


OJ990421_07. 9923. C10 


Gene No . 


1 COOT 

Ij^O / 








Strand 




Start 


3836 








End 


6881 


Name 


OJ990421 07 


.9923. 


C10.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


6435 








End 


6846 


GI 


none 








Score 


147 


Exons 


6435. .6572, 


6451. 


.6573, 


6781. 


. 6846 




Seq. No. 


7253 








Seq. ID 


OJ990421_07.9923.C11 


Gene No. 


15288 








Strand 


+ 


Start 


786 








End 


1034 


Name 


OJ990421 07 


.9923. 


Cll.ol 


.gs 


Method 


GENSCAN 


Start 


786 








End 


1034 


GI 


none 








Score 


.55 



7561 



Exons 



• 

786. .1034 



Seq. No. 


7254 








Seq. ID 


OJ990421_07.9923. 


C12 


Gene No. 


15289 








Strand 


+ 




Start 


4414 








End 


6694 




Name 


OJ990421 07 


.9923 


.C12.o2 


. gs 


Method 


GEN SCAN 




Start 


4414 








End 


6669 




GI 


none 








Score 


. 66 




Exons 


4414. .6017, 


6065 


. .6132, 


6157. 


.6669 






Seq. No. 


7254 








Seq. ID 


OJ990421_07.9923. 


C12 


Gene No. 


15289 








Strand 


+ 




Start 


4414 








End 


6694 




Name 


OJ990421 07 


.9923 


.C12.ol 


,np 


Method.. 


AAT/NAP 




Start 


4453 








End 


6694 




GI 


6850900 








Score 


1349 




Exons 


4453. .5029, 


5072 


. .5420, 


5490. 


.6694 






GI Descrip. 


(AL137898) 


copia 


-type polyprotein [Arabidopsis thaliana] 




Seq. No. 


7254 








Seq.- . ID 


OJ990421_07.9923. 


C12 


Gene No. 


15290 








Strand 






Start 


3247 








End 


4070 




Name 


OJ990421 07 


.9923 




tTTl 


Method 


TBLASTX: Maize 




Start 


3241 








End 


3606 




GI 


none 








Score 


112 




Exons 


3241. .3561, 


3251 


. .3424, 


3259. 


.3441, 3511. .3606, 3511. .3588 


Seq. No. 


7254 








Seq. ID 


OJ990421_07.9923. 


C12 


Gene No. 


15290 








Strand 






Start 


3247 








End 


4070 




Name 


OJ990421 07 


.9923 


PI 9 ol 




Method 


GENSCAN 




Start 


3247 








End 


4070 




GI 


none 








Score 


.97 




Exons 


3247. .3764, 


3846 


. .3981, 


4035. 


.4070 






Seq. No. 


7254 








Seq. ID 


OJ990421_07.9923. 


C12 


Gene No. 


15290 








Strand 






Start 


3247 








End 


4070 




Name 


OJ990421 07 


.9923 


.C12.ol 


. tc 


Method 


TBLASTX : Cress 




Start 


3250 








End 


3604 




GI 


none 








Score 


62 




Exons 


3250. .3447, 


3424 


. .3603, 


3548. 


.3604 






Seq. No. 


7254 








Seq. ID 


OJ990421_07.9923. 


C12 


Gene No. 


15290 








Strand 






Start 


3247 








End 


4070 




Name 


OJ990421 07 


.9923 


.C12.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


3250 








End 


3679 




GI 


none 








Score 


58 




Exons 


3250. .3336, 


3430 


. .3603, 


3545. 


.3679 






Seq. No. 


7254 








Seq. ID 


OJ990421_07.9923. 


C12 


Gene No. 


15291 








Strand 






Start 


4316 








End 


5097 




Name 


OJ990421 07 


.9923 


-C12.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


4316 








End 


4694 




GI 


none 








Score 


47 





7562 



n 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Naiiie 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4316. .4426, 4358. .4384, 4456. .4692, 4482.-4694 



7254 

15291 

4316 

OJ990421_07.9923. 

4588 

none 

4588. .4983, 4690. 

7254 

15291 

4316 

OJ990421_07.9923. 

4708 

none 

4708. .4911, 4713. 

7254 

15292 

5514 

OJ990421_07.9923. 

5514 . 

none 

5514.. 5690, 5515. 

7254 

15292 

5514 

OJ990421_07.9923. 

5535 

none 

5535. .5738, 5536. 

7254 

15293 

5973 

OJ990421_07.9923. 

5973 

none 

5973. .6257 . 

7254 

15293 

5973 

OJ990421JT7 . 9923. 

6078 

none 

6078.. 6524, 6278. 

7254 

15293 

5973 

OJ990421_07.9923. 

6270 

none 

6270.. 6611, 6278. 



C12.o2.tw 



,4926 



Seq. ID. OJ990421_07.9923.C12 
Strand 

End 5097 

Method TBLASTX : Wheat 

End 4983 

Score 232 



. tm 



Seq. ID OJ990421_07.9923.C12 
Strand 

5097 

TBLASTX: Maize 
5097 
197 



End 

Method 
End 
Score 



C12.o2 

.4907, 4923. .4979, 4924 .. 5034 , 5014 5097 



C12.o4.tm 
.5733, 5794. 

C12.o3.tw 



Seq. ID OJ990421_07. 9923.C12 
Strand 

5964 

TBLASTX: Maize 
5925 
188 



End 

Method 
End 
Score 
.5925 



Seq. ID OJ990421_07.9923.C12 
Strand 

End 5964 

Method TBLASTX : Wheat 

End 5964 

Score 169 



,5781, 5797.. 5904, 5905.. 5964 



C12.o3.ts 



Seq. ID OJ990421_07.9923.C12 
Strand 

End 6692 

Method TBLASTX : Soybean 

End 6257 

Score 184 



C12.6l.tw 



.6517, 6528, 



C12.ol. tm 



.6601, 6624. 



Seq. ID OJ990421_07.9923.C12 
Strand* 

6692 

TBLASTX: Wheat 
6623 
338 



End 

Method 
End 
Score 
.6623 



Seq. ID OJ990421_07.9923.C12 
Strand 

End 6692 

Method TBLASTX: Maize 

End 6692 

Score 384 
.6692 



7563 








10 S4 


Qnct TP) 






Gene No. 


15293 


Strand 






Start 


5973 


End 


6692 




Name 


OJ990421 07.9923.C12.ol.ts 


Method 


TBLASTX: Soybean 




Start 


6297 


End 


6689 




GI 


none 


Score 


345 




Exons 


6297.. 6689, 6305.. 6598 








Qon Mo 
OC^i IN vj . 


1 *J *i 








Gene No. 


15293 


Strand 






Start 


5973 


End 


6692 




Name 


OJ990421 07.9923.C12.o2.tc 


Method 


TBLASTX: Cress 




Start 


6312 


End 


6689 




GI 


none 


Score 


234 




Exons 


6312.. 6689, 6314.. 6397, 6422 


. .6595 






Seq. No. 


7255 


Seq. ID 


OJ990421_07 . 9923 .C13 




Gene No. 


15294 


Strand 


+ 




Start 


1 


End 


1544 




Name 


OJ990421 07 9923- C13 ol nD 


Method 


AAT/NAP 




Start 


1 


End 


1544 




GI 


5295971 


Score 


1488 


Q 


Exons 


1. .1544 








GI Descrip. 


(AB026295) EST D24315 (R1718 ) 


corresponds to a region of the 


fn 




predicted gene.; Similar to 


Tobacco DNA for retroviral-like 


t. f B 
: L? 




transposon Tnt 1-94 . (X13777 ) 


[Oryza sativa] 


,: =1 
i- -J 


o e Cj • IN O . 




Seq. ID 


OJ990421_07.9923.C13 




Gene No. 


15294 


Strand 


+ 


;.l 


Start 


1 


End 


1544 


:"; * 


Name 


OJ990421 07.9923.C13.ol.gs 


Method 


GEN SCAN 


: zS 


Start 


45 


End 


1538 


»5 


GI 


none 


Score 


.5 


Q 


Exons 


45. .1538 






h& 


Seq; No. 


7255 


Seq. ID 


OJ990421_07.9923.C13 


. =~ 


Gene No. 


15295 


Strand 


+ 


'r ™ 
ss. 


Start 


7849 


End 


11262 


'3 Sf 


Name 


OJ990421 07.9923.C13.o3.np 


Method 


AAT/NAP 


i~ -J 


Start 


7849 


End 


11262 




GI 


3757522 


Score 


404 




Exons 


7849.. 8037, 8071. .8362, 9982 


..10031, : 


10127. .10183, 10376. .10444, 






11235. .11262 








GI Descrip. 


(AC005167) putative splicing 


factor [Arabidopsis thaliana] 




Seq. No. 


7255 


Seq. ID 


OJ990421_07.9923.C13 






15296 


Strand 






Start 


1 


End 


4412 




Name 


OJ990421 07.9923.C13.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


4412 




GI 


3426062 


Score 


240 




Exons 


1..43, 2046. .2176, 3043. .3212, 4000. .4192, 4342. .4412 




GI Descrip. 


(AJ007587 ) monooxygenase [Arabidopsis 


thaliana] 




Seq. No. 


7255 


Seq. ID 


OJ990421_07 . 9923. C13 




Gene No. 


15296 


Strand 





7564 



Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 

OJ990421_07. 9923.C13.o2.ts Method 

9 End 

5509260 Score 
9. .497, 74. .247, 332. .469 



7255 Seq. ID 

15296 Strand 

1 End 
OJ990421_07 . 9923 . C13 . o2 . tm Method 

27 End 

none Score 

27. .341, 45. .326 



Seq. No. 7255 Seq. ID 

Gene No.. 15296 Strand 

Start 1 End 

Name OJ990421_07 . 9923 . C13 . o2 . tc Method 

Start 116 End 

GI none Score 

Exons 116.. 247, 117.. 380 



4412 

TBLASTX: Soybean 

497 

362 



OJ990421_07.9923.C13 
4412 

TBLASTX: Maize 

341 

318 



OJ99042-1_07.9923.C13 
4412 

TBLASTX: Cress 

380 

224 



Seq. No. 7255 Seq. ID 

Gene No. 15296 . Strand 

Start 1 End 

Name OJ990421_07 . 9923 . C13 . ol . tw Method 

Start 161 End 

GI none Score 
Exons 



OJ990421_07.9923.C13 
4412 

TBLASTX: Wheat 

716 

253 



161. .247, 162. .506, 162. .509, 492. .716 



I- Seq. No. 7255 Seq. ID 

"U 1 Gene No. 15296 Strand 

s Start 1 End 

;3 Name OJ990421_07 . 9923 . C13 . o3 . tm Method 

U Start 543 End 

7 GI none Score 

*Z Exons 543.. 806, 543.. 785, 545.. 805 



:=<=s 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7255 Seq. ID 

15296 Strand 

1 End 
OJ990421_07 . 9923 . C13 . ol . tm Method 

810 End 

none Score 

810. .1262, 845. .1189, 1062. .1241 



Seq. No. 7255 Seq. ID 

Gene No. 15296 Strand 

Start 1 End 

Name OJ9904 21_07 . 9923 . C13 . ol . tc Method 

Start 848 End 

GI none Score 

Exons 848. .1117, 849. . 1142, 1146. . 1262, 1260 
1313. .1459 



OJ990421_07. 9923.C13 
4412 

TBLASTX: Maize 

806 

245 



OJ990421_07.9923.C13 
4412 

TBLASTX: Maize 

1262 

425 



OJ990421_07.9923.C13 
4412 

TBLASTX: Cress 

1511 

274 

..1511, 1302. .1454, 



Seq. No. 



7255 



Seq. -ID OJ990421_07. 9923.C13 



7565 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



15296 Strand 

1 End 

OJ990421_07.9923.C13.ol.ts Method 

870 End 

none Score 



4412 

TBLASTX : Soybean 

1520 

151 



870. .1031, 899. .1036, 1044. .1520, 1331. .1459 



Seq. No. 7255 Seq. ID 

Gene No. 15296 Strand 

Start 1 End 

Name OJ990421_07 . 9923.C13.o2.tw Method 

Start 1038 End 

GI none Score 

Exons 1038.. 1265, 1287.. 1481, 1313.. 1480 



OJ990421_07.9923.C13 
4412 

TBLASTX: Wheat 

1481 

146 



Seq. No. 7255 Seq. ID 

Gene No. 15296 Strand 

Start 1 End 

Name OJ990421JD7 . 9923 . C13 . o5 . tm Method 

Start 1268 End 

GI none Score 

Exons 1268.. 1459, 1269.. 1487 



OJ990421_07.9923.C13 
4412 

TBLASTX: Maize 

1487 

186 



,s sr. 



Seq. No. 7255 Seq. ID 

Gene No. 15296 Strand 

Start 1 End 

Name OJ990421_07 . 9923 .C13 . o2 . gs Method 

Start 1824 End 

GI hone Score 

Exons 1824.. 2210 



OJ990421_07.9923.C13 

4412 
GENSCAN 
2210 
.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7255 Seq. ID 

15296 Strand 

1 End 

OJ990421_07.9923.C13.o3.ts Method 

2009 End 

none Score 
2009.. 2185, 2010.. 2060, 2079.. 2177 



OJ990421_07.9923.C13 
4412 

TBLASTX : Soybean 

2185 

60 



Seq. No. 7255 Seq. ID 

Gene No. 15296 Strand 

Start 1 End 

Name OJ990421_07 . 9923 . C13 . o4 . tm Method 

Start 2009 End 

GI none Score 

Exons 2009.. 2185, 2010.. 2177 



OJ990421_07. 9923.C13 
4412 

TBLASTX: Maize 

2185 

111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



7255 Seq. ID 

15296 Strand 

1 End 

OJ990421_07.9923.C13.o3.tw Method 

2113 End 

none Score 



OJ990421_07.9923.C13 
4412 

TBLASTX: Wheat 

3211 

81 



2113. .2163, 2114. .2185, 2115. .2177, 3040. .3207, 3041. .3211 



7255 
15296 



Seq. ID OJ990421_07.9923.C13 
Strand 



7566 



Start 1 

Name OJ990421_07 . 9923 . C13 . o4 . 

Start 3287 

GI none 

Exons 3287.. 3355, 4057.. 4194, 

Seq. No. 7255 

Gene No. 15296 

Start 1 

Name OJ990421JD7 . 9923 . C13 . 06 . 

Start 4057 

GI none 

Exons 4057.. 4194, 4073.. 4195 

Seq. No. 7256 

Gene No. 15297 

Start 134 

Name OJ990421_07 . 9923 . C15 . ol . 

Start 134 

GI 5541717 

Exons 134.. 263, 597.. 706 

GI Descrip. (AL049655) kinesin-like 

Seq. No. 7256 

Gene No. 15297 

Start 134 

Name OJ990421_07 . 9923 . C15 . ol . 

Start 138 

GI none 

Exons 138. .263 



tw 



End 

Method 
End 
Score 
4070. .4195 



Seq. ID 

Strand 

End 

Method 

End 

Score 



tm 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



4412 

TBLASTX: Wheat 

4195 

157 



OJ990421_07.9923.C13 
4412 

TBLASTX: Maize 

4195 

162 



OJ990421_ 
+ 

706 

AAT/NAP 

706 

196 



07.9923.C15 



protein [Arabidopsis thaliana] 

Seq. ID OJ990421_07.9923.C15 

Strand + 

End 706 

gs Method GENSCAN 

End 263 . 

Score .44 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



7257 Seq. ID OJ990421_07 . 9923 . C18 

15298 Strand + 

1 End 593 

OJ990421JD7 . 9923 . C18 . ol . np Method AAT/NAP 
1 End 593 

119702 Score • 152 

1..153, S23..593 

EXONUCLEASE gi | 75977 | pir | | NDBPXL exonuclease (EC 3.1.-.-) - 
phage lambda gi | 215137 (J02459) exonuclease [Bacteriophage 
lambda] 

7257 Seq. ID OJ990421_07 . 9923 . C18 

15299 Strand 

197 End 593 

OJ990421_07 . 9923 . C18 . o2 . np Method AAT/NAP 
185 End 593 

137511 Score 258 

185. .593 

RECOMBINATION PROTEIN BET gi | 75978 | pir | | QBBPL recombination 
protein bet - phage lambda gi 1215138 (J02459) bet 
(recombination; 261) [Bacteriophage lambda] 



7257 Seq. ID 

15299 Strand 

197 End 

OJ990421_07 . 9923.Clg.ol.gs Method 



OJ990421_07.9923.C18 
593 

GENSCAN 



7567 




Start 


197 








End 


526 


GI 


■ none 








Score 


.98 


Exons 


197. .526 












Seq. No. 


7258 








Seq. ID 


OJ990421_07.9923.C20 


ucllc LNU . 


U JUU 










+ 


Start 


1111 








End 


2674 


Name 


OJ990421 07 


.9923 


.C20.ol 


-gs 


Method 


GEN SCAN 


Start 


1111 








End 


2674 


GI 


none 








Score 


.89 


Exons 


1111. .1326, 


1472 


. .2674 








Seq. No. 


7258 








Seq. ID 


OJ990421_07. 9923.C20 


Gene No. 


15300 








Strand 


+ 


Qf- art 


1111 








End 


2674 


Name 


OJ990421 07 


.9923 


.C20.ol 


.np 


Method 


AAT/NAP 


Start 


1123 








End 


2161 


GI 


4538930 








Score 


563 


Exons 


1123. .1336, 


1413 


. .2161 








GI Descrip. 


(AL049483) 


putative peroxidase [Arabidopsis thaliana] 


Seq. No. 


7258 








Seq. ID 


OJ990421_07. 9923.C20 


Gene No. 


15301 








Strand 




Q+- a r-f- 

otail 


^£^n 








End 


9612 


Name 


OJ990421 07 




. (_*:U . OX 


. tm 


Method 


TBLASTX: Maize 


Start 


1188 








End 


2248 


GI 


none 








Score 


156 


Exons 


1188. .1343, 


1198 


. .1326, 


1426. 


.1890, U 


129. .1539, 1430. .1891, 




1895. .2248, 


1952 


. .2230, 


1972. 


.2241 




Seq. No. 


7258 








Seq. ID 


OJ990421_07.9923.C20 




1J JUJ. 








Strand 




Start 


3630 








End 


9612 


Name 


OJ990421 07 


.9923 


.C20.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1198. 








End 


2158 


GI 


none 








Score 


100 


Exons 


1198. .1326, 


1430 


. .1495, 


1502. 


.1693, 1769.. 1813, 1892.. 2158 


Seq. No. 


7258 








Seq. ID 


OJ990421_07.9923.C20 


Gene No. 


15301 








Strand 






*36*}0 
j \j -j \j 








End 


9612 


Name 


OJ990421 07 


.9923 


.C20.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1282 








End 


2161 


GI 


none 








Score 


48 


Exons 


1282. .1320, 


1429 


. .1671, 


1430. 


.1675, 1691.. 1813, 1696.. 1806, 




1913. .2161 












Seq. No. 


7258 








Seq. ID 


OJ990421_07 . 9923. C20 




1 J Jul 








Strand 




Start 


3630 








End 


9612 


Name 


OJ990421 07 


.9923 


,C20.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1535 








End 


1885 


GI 


none 








Score 


214 


Exons 


1535. .1690, 


1555, 


. .1689, 


1670. 


.1885, 1678. .1884 


Seq. No. 


7258 








Seq. ID 


OJ990421_07.9923.C20 


Gene No. 


15301 








Strand 





7568 



Start 
Name 
Start 
GI 

Exons 



3630 End 9612 

OJ990421_07.9923.C20.o2.gs Method - GEN SCAN 
3630 End 9567 

none Score . 63 

3630. .4040, 5516. .5647, 6001. .6103, 6242. .6309, 7041. .7183, 
7521. .7713, 9088. .9567 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7258 

15301 

3630 

OJ990421_07.9923.C20.o2.np 

5495 

1663724 



Seq. ID OJ990421_07.9923.C20 
Strand 

End 9612 

Method AAT/NAP 

End 9612 

Score 717 



5495. .5611, 6001. .6103, 6242. .6309, 7041. .7183, 7521. .7713, 
9088.. 9612 

(U50846) 4-coumarate: coenzyme A ligase [Nicotiana tabacum] 



7258 Seq. ID 

15301 Strand 

3630 End 

OJ990421_07 . 9923 . C20 . o2 . ts Method 

5504 . End 

none Score 



OJ990421_07.9923.C20 
9612 

TBLASTX : Soybean 

9597 

65 



5504. .5614, 5514. .5612, 5541. .5615, 5998. .6096, 5999. .6097, 
7038. .7142, 7519. .7641, 7675 .. 7725, ■ 9088 .. 9402 , 9107. .9328, 
'9455. .9571, 9460. .9597 



□ Seq. No. 

iM Gene No. 

'"t. Start 

[*f m Name 

fU Start 

=i GI . 

ri Exons 



7258 Seq. ID 

15301 Strand 

3630 End 
OJ990421_07 . 9923 . C20 . o2 . tc Method 

5513 ' End 

none Score 8 

5513.. 5614, 5998.. 6087, 5999.. 6097, 7038 

7519.. 7683, 7675.. 7722, 9088.. 9402, 9107 



OJ990421 07.9923.C20 



9612 

TBLASTX: Cress 
9543 
81 

7136, 7038. .7175, 
9328, 9448. .9543 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7258 
15301 
3630 

OJ990421 07.9923.C20.o3.tm 



7119 
none 

7119. .7184, 
7522. .7716, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7119. .7184, 7120. .7185, 7496 
9086.. 9304, 9088.. 9306, 9107 



OJ990421 07.9923.C20 



9612 

TBLASTX: Maize 
9306 
111 

7714, 7519. .7725, 
9304 



Seq. No. 


7258 








Seq. ID 


OJ990421_07.9923 


.C20 


Gene No. 


15301 








Strand 






Start 


3630 








End 


9612 




Name 


OJ990421 07 


9923 


.C20.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


9307 








End 


9610 




GI 


none 








Score 


329 




Exons 


9307. .9609, 


9326 


. .9610 










Seq. No. 


7259 . 








Seq. ID 


OJ990421_07.9923 


.C21 


Gene No. 


15302 








Strand 


+ 




Start 


1505 








End 


2236 




Name 


OJ990421 07 


9923 


.C21.ol 


.np 


Method 


AAT/NAP 





7569 




Start 1505 End 2236 

GI 5441880 Score 411 

Exons 1505.. 2236 

GI Descrip. (AP000367) EST C28 952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7260 

15303 

1 

OJ990421_07.9923.C22.ol.np 
1 

5441880 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..380, 822. .871, 1133. .2191, 2290. .2510, 2813. .3069, 3478. .3722 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ990421_07.9923.C22 
+ 

4272 
AAT/NAP 
3722 
592 



a gi 



Seq. No. 
Gene No. 
Start 
Name - 
Start 



7260 

15303 

1 

OJ990421_07-.9923.C22.ol.tm 
2 

none 



Seq. ID OJ990421_07.9923.C22 
Strand 
End 

Method 
End 
Score 



+ 

4272 

TBLASTX: Maize 

523 

77 



Exons 



2. .94, 19. .63, 94. .399, 95. .403, 443.-523, 445. .471 



iii Seq. No. 7260 Seq. ID 

;=? Gene No. 15303 Strand 

H Start 1 End 

=y Name OJ990421_07 . 9923 . C22 . ol . gs Method 

Jy Start 38 End 

= [j GI none Score 

" Exons 38.. 327, 490.. 1510, 1927.. 2183, 2276.. 

L 3212. .3332, 3430. .3597, 4139. .4272 



OJ990421_07.9923.C22 
+ 

4272 
GENSCAN 
4272 
.65 

2543, 2813. .3175, 



Seq. No. 7260 Seq. ID 

Gene No. 15303 Strand 

Start 1 End 

Name OJ990421_07 . 9923 . C22 . ol . tw Method 

Start 232 End 

GI none Score 
Exons 



OJ990421_07.9923.C22 
+ 

4272 

TBLASTX: Wheat 

619 

197 



232. .381, 233. .409, 233. 
459. .542 



.382, 422. .619, 430. .477, 434. .523, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7261 

15304 

5479 

OJ990421_07.9923.C23.o2.gs 

5479 

none 



Seq. ID OJ990421_07.9923.C23 



Strand 
End 

Method 

End 

Score 



+ 

6783 
GENSCAN 
6782 
.9 



5479. .6028, 6158. .6237, 6499. .6599, 6716. .6782 



Seq. No. 7261 Seq. ID 

Gene No. 15304 Strand 

Start 5479 End 

Name OJ990421_07 . 9923.C23.ol .np Method 

Start 54 91 End 



OJ990421_07.9923.C23 
+ 

6783 

AAT/NAP 

6783 



7570 



GI • 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3402689 Score 410 

5491.. 6028, 6158.. 6237, 6499.. 6599, 6716.. 6783 
(AC004697) unknown protein [Arabidopsis thaliana] 



7261 Seq. ID 

15305 Strand 

18 End 

OJ990421_07 . 9923 . C23 . ol . gs Method 

18 End 

none Score 



OJ990421_07.9923.C23 

4077 
GENSCAN 
4077 
.8 



18. .173, 2132. .2233, 3476. .3576, 3849. .4077 



7261 Seq. ID 

15305 Strand 
18 End 
OJ990421JD7 . 9923 . C23 . ol . tm Method 
1524 End 
none Score 

1524.. 1703, 1525.. 1701, 1566.. 1742, 2120 

2306. .2425, 2306. .2425, 2307. .244 4 



OJ990421 07.9923.C23 



4077 

TBLASTX: Maize 
2444 
274 

2236, 2129.. 2233, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



7262 Seq. ID 

15306 * Strand 
1 End 
OJ990421_07.9923.C24.ol.np Method 1 
1 End 
3402689 Score 
1..85, 199. .292, 378. .427 

(AC004697) unknown protein [Arabidopsis thaliana] 



OJ990421_07.9923.C24 
+ 

427 

AAT/NAP 
427 
194 



7262 



Seq. ID OJ990421_07.9923.C24 



15307 
378 

OJ990421_07.9923.C24.ol.tc 
38 

none 



Strand 
End 

Method 
End 
Score 

38. .85, 199. .300, 201. .299, 223. .300, 365. .427, 376. .429, 
797. .913, 798. .941 



+ 

947 

TBLASTX: Cress 

941 

58 



7262 Seq. ID 

15307 Strand 
378 End 
OJ990421_07 .9923 . C24 . ol . gs Method 
378 End 
none Score 
378.. 426, 797.. 947 

7263 Seq. ID 

15308 Strand 
259 End 
OJ990421_07. 9923.C25.ol.np Method 
259 End 
3402691 Score 
259. .345, 663. .719, 1532.. 1587, 2067 



OJ990421_07 . 9923 . C24 
+ 

947 

GENSCAN 

947 

.73 



OJ990421_ 
+ 

2302 
AAT/NAP 
2124 
128 
.2124 



07.9923.C25 



(AC004697) unknown protein [Arabidopsis thaliana] 

7263 Seq. ID OJ990421_07 . 9923 . C25 



7571 




ucuc INU • 


IjjUO 




O IL ClIlU 


+ 


Start 


259 




End 


2302 


Name 


OJ990421 07.9923.C25. 


ol.gs 


Method 


GENSCAN 


Start 


663 




End 


2302 


GI 


none 




Score 


.55 


Exons 


663. .719, 1532.. 1587, 


2194. 


.2302 




Seq. No. 


7263 




Seq. ID 


OJ990421 


Gene No. 


15309 




Strand 


+ 


Start 


2359 




End 


2588 


Name 


OJ990421 07.9923.C25. 


ol.gp 


Method 


AAT/GAP 


Start 


2359 




End 


2588 


GI 


5005358 




Score 


392 


Exons 


2359. .2588 









Seq. No. 7264 . Seq. ID 

Gene No. 15310 Strand 

Start 693 End 

Name OJ990421__07 . 9923 .C26. ol . gs Method 

Start 693 End 

GI none Score 

Exons 693.. 969, 1214.. 1291,. 1365.. 2022, 2479 



OJ990421JD7. 9923. C26 
+ 

5099 
GENSCAN 
5099 
.65 

,.2624, 2790.. 2938, 



3154. 
5029. 



,3308, 3648. 
,5099 



,3853, 3939. .4072, 4154. .4455, 4685. .4788, 



Seq. No. 
Gene No. 
Start 
Name - . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7264- < Seq. ID 

15310' Strand 

693 End 
OJ990421_07 . 9923 . C26 . ol . gp Method 

3155 End 

none Score 

3155.. 3308, 3648.. 3867 



OJ990421_07.9923.C26 
+ 

5099 
AAT/GAP 
3867 
668 



7264 Seq. ID OJ990421_07 . 9923 . C26 

15310 Strand + 

693 End 5099 

OJ990421_07.9923.C26.o2.gp Method AAT/GAP 

4037 .End 4765 

28299_1.R1084 Score 783 

4037.. 4072, 4154.. 4457, 4686.-4765 

, 1420932/gb'|U61383|ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence* 



7264 

15311 

5109 

OJ990421_07.9923.C26.o2.tm 

936 

none 



Seq. ID OJ990421_07.9923.C26 

Strand + 

End 5588 

Method TBLASTX : Mai ze 

End 1876 

Score 58 

1288, 1215.. 1295, 



936.. 980, 938.. 988, 1213.. 1287, 1214 
1219. .1290, 1379. .1582, 1379. .1516, 1381. .1518, 1643. .1696, 
1683. .1871, 1694. .1876, 1694. .1870, 1816. .1875. 



Seq. No. 7264 Seq. ID OJ990421_07 . 9923 . C26 

Gene No. 15311 Strand + 

Start 5109 End 5588 

Name 0 J9 9 0 4 2 1_07 . 9 92 3 . C2 6 . o4 . tm Method TBLASTX : Mai ze 



7572 



Start 
GI 

Exons 



1877 End 2560 

none Score 207 

1877.. 2056, 1911.. 2054, 1957.. 2055, 2473.. 2556, 2474.. 2560, 
2474. .2557 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7264 

15311 

5109 

OJ990421_07. 9923.C26.o3.tm 

2946 

none 



Seq. ID OJ990421 07.9923.C26 



Strand 
End 

Method 
End . 
Score 



+ 

5588 

TBLASTX: Maize 

3073 

209 



2946. .3062, 2947. .3063, 2948. .3073, 2960. .3064 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
| B y Gene No. 
□ Start 

Name 
:= jf Start 
;;3 GI 
FLJ Exons 



7264 

15311 

5109 

0 J9 90 4 2 1_07 . 9 92 3 . C2 6 . ol . tm 
3130 
none 
3130. 
3646. 
3937 . 
4367. 
4684. 



.3309, 3174.. 3308, 3636. 

.3852, 3816.. 3854, 3838. 

.4071, 3938.. 4075, 4151. 

.4456, 4369.. 4458, 4369. 

.4788, 4686. .4802, 5026. 



7264 

15311 

5109 

OJ990421_07.9923.C26.ol.ts 

3151 

none 

3151.. 3309, 3153.. 3308, 3636. 
3810.. 3851, 3812.. 3862, 3933. 



Seq. ID OJ990421_07.9923.C26 

Strand + 

End 5588 

Method TBLASTX : Mai ze 

End 5166 

Score 229 

.3851, 3645. .3788, 3646. .3852, 
.4071, 3911.. 4084, 3936.. 4070, 
.4414, 4159.. 4362, 4170.. '4382, 
.4458, 4371. .4460, 4683. .4787, 
.5103, 5038.. 5097, 5140.. 5166 

Seq. ID OJ990421_07.9923.C26 

Strand + 

End 5588 

Method TBLASTX : Soybean 

End 4074 

Score 201 

.3686, 3646.. 3771, 3796.. 3897, 
.4073, 3937. .4074, 3941. .4072 



Seq. No. 
Gene No. 
Start 
Name 
Start 

3 GI 
Exons 

GI Descrip. 



"~4 
\> & 

'saf 

.ssa 



7264 Seq. ID 

15311 Strand ■ 

5109 End 
OJ990421_07 . 9923 . C26 . o3 . gp Method 
5109 End 
17795_1.R1084 Score 
5109. .5588 

1 3426064/emb | CAA07575 . 1 | 7.0e-18 (AJ007588) monooxygenase 
[Arabidopsis thaliana] >gi_4 4 67141_emb_CAB37510_ (AL035540 
monooxygenase 2 (M02) [Arabidopsis thaliana] ' 



OJ990421_07.9923.C26 
+ 

5588 
AAT/GAP 
5588 
908 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7265 Seq. ID 

15312 Strand 

1 End 

OJ990421_07 . 9923 . C27 . ol . np Method 

1 End 

5541717 Score 



OJ990421_07. 9923.C27 
+ 

4357 
AAT/NAP 
4357 
1146 



1..197, 658. .783, 877. .1000, 1357. .1541, 2163. .2387, 2488. .2628, 
2714.. 2859, 3026.. 3114, 3768.. 3980, 4316.. 4357 



GI Descrip. (AL049655) kinesin-like protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



7265 
15312.- 



Seq. ID OJ990421_07.9923.C27 
Strand + 



7573 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

f2 Seq. No. 
"2 Gene No. 

Start 

Name 
l s iJ Start 
□ GI 
h! Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990421_07.9923.C27.ol.gs- 
85 

none 



End 

Method 

End 

Score 



4357 
GENSCAN 
3980 . 
.62 



85. .453, 683. .783, 877. .1041, 1356. .1469, 2163. .2384, 
2471. .2624, 2710. .2859, 3026. .3114, 3768. .3980 



7265 

15312 

1 

OJ990421_07.9923.C27.ol.ts 

2162 

none 

2162.. 2386, 2163.. 2387 

7265 

15312 

1 

OJ990421_07.9923.C27.o2.tm 

2551 

none 



Seq. ID OJ990421_07.9923.C27 

Strand + 

End 4357 

Method TBLASTX : Soybean 

End 2387 

Score 229 



Seq. ID OJ990421_07. 9923.C27 

Strand + 

End 4357 

Method TBLASTX : Mai ze 

End 2795 

Score 105 



2551.. 2628, 2558.. 2647, .2708. .2794, 2709.. 2795 



7265 

15312 

1 

OJ990421_07.9923.C27.ol.tm 

3028 

none 



Seq. ID OJ990421_07.9923.C27 

Strand + 

End 4357 

Method TBLASTX : Mai ze 

End 3954 

Score 116 



3028.. 3114, 3033.. 3110, 3034.. 3111, 3059.. 3124, 3765.. 3953, 
3767.. 3850, 3769.-3954, 3846.. 3896 



7266 

15313 

1 

OJ990421_07.9923.C28.ol.np 
1 

5541717 



Seq. ID OJ990421_07. 9923.C28 

Strand + 

End 2609 

Method AAT/NAP 

End 2609 

Score ' 234 



1..22, 352. .492, 639. .870, 1157. .1545, 1623. .1728, 1815. .1907, 
2245.. 2370, 2535.. 2609 

(AL04 9655) kinesin-like protein [Arabidopsis thaliana] 



7266 

15313 

1 

OJ990421_07.9923.C28.ol.gs 

358 

none 



Seq. ID OJ990421_07.9923.C28 

Strand + 

End 2609 

Method GENSCAN 

End 2370 

Score .89 



358.-492, 639. .818, 1182. .1289, 1393. .1518, 1599. .1728, 
1815.. 1907, 2245.. 2370 



7266 

15313 

1 

OJ990421_07.9923.C28.ol.tm 

1403 

none 



Seq. ID OJ990421_07. 9923.C28 

Strand + 

End 2609 

Method TBLASTX : Mai ze 

End 1754 

.Score 85 



7574 



Exons 



1403.. 1489, 1414.. 1488, 1596.. 1754, 1598.. 1741 



Seq. No. 7267 Seq. ID OJ990421_07 . 9923 . C29 

Gene No. 15314 Strand + 

Start 1 End 2368 

Name OJ990421_07 . 9923 . C29 . ol . np Method AAT/NAP 

Start 1 End 2356 

GI 5541717 Score 502 

Exons 1..60, 394.. 519, 1281.. 1424, 1979.. 2107, 2226.. 2356 

GI Descrip. (AL049655) kinesin-like protein [Arabidopsis thaliana] 



Seq. No. 7267 Seq. ID OJ990421JD7 . 9923 . C29 

Gene No. 15314 Strand + 

Start 1 End 2368 

Name OJ990421_07 . 9923 . C29. ol . gs : Method GENS CAN 

Start 414 End 2368 

GI none Score .99 

Exons 414. .519, 1281. .1424, 1979. .2107, 2226. .2368 



Seq. No. 


7267 








Seq. ID 


OJ990421 


_07.9923 


.C29 


Gene No. 


15315 








Strand 








Start 


1280 








End 


4718 






Name 


OJ990421 07 


.9923. 


C29.ol, 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


1280 








End 


2365 








none 








Score 


155 






Exons 


1280. .1426, 


1309. 


.1434, 


1977. 


.2099, 1978. .2106, 


2225. .2365 


Seq. No. 


7267 








Seq. ID 


OJ990421 


_07.9923 


.C29 


Gene No. 


15315 








Strand 








Start 


1280 








End 


4718 






Name 


OJ990421 07 


.9923. 


C29.o2, 


.np 


Method 


AAT/NAP 






Start 


1280 








End 


3929 






GI 


6498423 








Score 


562 






Exons 


1280. .1343, 


3276. 


.3589, 


3621. 


.3929 








GI Descrip. 


(AP000815) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


7267 








Seq. ID 


OJ990421 


_07.9923 


.C29 


Gene Np. 


15315 








Strand 








Start 


1280 








End 


4718 






Name 


OJ990421 07 


.9923. 


C29.o2, 


.tin 


Method 


TBLASTX: 


Maize 




Start 


2079 








End 


2370 






GI 


none 








Score 


50 






Exons 


2079. .2105, 


2080. 


.2106, 


2224. 


.2370, 2225.. 2368 






Seq. No. 


7267 








Seq. ID 


OJ990421 


_07. 9923 


.C29 


Gene No. 


15315 








Strand 








Start 


1280 








End 


4718 






Name 


OJ990421 07 


.9923. 


C29.ol. 


.gp 


Method 


AAT/GAP 






Start 


2530 








End 


2936 






GI 


3759173 








Score 


586 






Exons 

*'*t?' - . 


2530. .2817, 


2898. 


.2936 












Seq. No. 


7267 








Seq. ID 


OJ990421 


__07.9923 


.C29 


Gene No. 


15315 








Strand 








Start 


1280 








End 


4718 






Name 


OJ990421 07 


.9923. 


C29.ol, 


.tm 


Method 


TBLASTX: 


Maize 




Start 


2785 








End 


4718 







7575 



GI 

Exons 



none 

2785. 

4313. 

4528. 

4628. 



.2817, 2898. 

,4408, 4314. 

,4587, 4538. 

.4717, 4629. 



.3011, 2898. 

.4409, 4315. 

.4621, 4539. 
.4718 



Score 90 

.3014, 2899.. 3015, 2899.. 3015, 

.4395, 4316. .4411, 4526.-4579, 

.4586, 4593. .4643, 4606. .4710, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7267 

15315 

1280 

OJ990421_07.9923.C29.o2.gs 

2874 

none 

2874. .3012, 
4538. .4653 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_07.9923.C29 

4718 
GENSCAN 
4653 
.71 



3337. .3536, 3545. .3729, 3734. .3846, 4314. .4402, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

□ 

ij Seq. No. 
;»S Gene No. 

:::: start 

Name 
U Start 

y gi 

1 Exons 



□ 

i k 

□ 



Seq. No. 
Gene No. 
Start ( 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7268 
15316 
1 

OJ990421_07. 9923.C30.ol.np 
1 

3757522 

1..214, 350. .532, 1798. .1852 

(AC005167) putative splicing factor [Arabidopsis thaliana] 



Seq. ID OJ990421_07. 9923.C30 
Strand 

End 1852 

Method AAT/NAP 

End 1852 

Score 131 



7268 

15316 

1 

OJ990421_07.9923.C30.ol.tm 

125 

none 



'Seq. ID OJ990421_07. 9923. C3'0 
Strand 

End 1852 

Method TBLASTX : Maize 

End 1666 

Score 101 



125. .220, 126. .221, 127. .207, 128. .223, 338. .391, 340. .399, 
350. .433, 351. .398, 405. .455, 418. .522, 440. .529, 441. .530, 
624. .656, 1595. .1666, 1603. .1665 



7268 
15316 
1 

OJ990421_07.9923.C30.ol.gs 
126 
none 

126. .214, 350. .569, 1601. .1665 

7268 
15316 
1 

OJ990421_07.9923.C30.o2.tm 
811 
none 

811. .858, 812. .859, 861. .1013, 874. .1038, 875. .1039 



Seq. ID OJ990421_07. 9923.C30 
Strand 

End 1852 

Method GENSCAN 

End 1665 ; : - 

Score .9 



Seq. ID OJ990421_07.9923.C30 
Strand 

End 1852 

Method TBLASTX : Mai ze 

End 1039 

Score 48 



Seq. No. . 7269 

Gene No. 15317 

Start 91 

Name OJ9904 21_07 . 9923 . C31 . ol . gs 

Start 91 

GI none 

Exons 91.. 155, 789.. 872, 1374.. 1587 



Seq. ID OJ990421_07. 9923.C31 
Strand 

End 1924 

Method GENSCAN 

End 1587 

Score .76 



7576 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7269 

15317 

91 

OJ990421_07.9923.C31.ol.np 
789 

3757522 



Seq. ID OJ990421_07.9923.C31 
Strand 

End 1924 

Method AAT/NAP 

End 1587 

Score 371 
1587 



789.-872, 975.. 1049, 1085.. 1213, 1374 
(AC005167) putative splicing factor [Arabidopsis thaliana] 



Seq. No. 7269 

Gene No. 15317 

Start 91 

Name OJ990421_07 . 9923 . C31 . ol . tm 

Start 1094 

GI none 
Exons 



Seq. ID OJ990421_07.9923.C31 
Strand 

End 1924 

Method TBLASTX : Mai ze 

End 1924 

Score 238 



1094. .1228, 1324. .1593, 1371. .1595, 1372. .1599, 1827. .1916, 
1850. .1924, 1852. .1923 



Seq. ID OJ990421_07.9923.C31 
Strand 

End 1924 

Method TBLASTX : Soybean 

End 1604 

Score 48 

1371. .1430, 1390. .1428, 1464. .1586, 1468. .1587, 1470. .1604 



Seq. No. 7269 

Gene No. 15317 

Start 91 

Name " ' " " OJ990421_07 . 9923 . C31 . ol . ts 

Start 1371' 

GI none 
Exons 



r 5 ! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7270 

15318 

323 

OJ990421_07.9923.C33.ol.gs 

323 
none 

323. .467 



Seq. ID OJ990421_07.9923.C33 

Strand + 

End 467 

Method GENSCAN 

End 4 67 

Score .57 



7271 
15319 
1 

OJ990421_07.9923.C34.ol.gp 
1 

148_1.R1084 
1..145, 342. .447 

, 5931625/dbj IBAA84717.il 1.0e-106 (AB032761) rab5B [Oryza 
sativa] 1 



Seq. ID OJ990421_07.9923.C34 
Strand + 

678 

AAT/GAP 
447 
350 



End 

Method 

End 

Score 



Seq. No. 7271 

Gene No. 15319 

Start 1 

Name OJ990421_07 . 9923 . C34 . ol . np 

Start 1 

GI 5931625 

Exons 1..145, 342.. 460, 574.. 678 
GI Descrip. (AB032761) rabSB [Oryza sativa] 



Seq. ID OJ990421_07.9923.C34 

Strand + 

End . 678 

Method AAT/NAP 

End 678 

Score 270 



Seq. No. 
Gene No. 
Start 



7271 

15319 

1 



Seq. ID OJ990421_07.9923.C34 
Strand + 
End 678 



7577 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

; s f Seq. No. 

Gene No. 

CH start 

ry Name 

r3 Start 

ll GI 

"~Z Exons 

'"t 

fU Seq. No. 

;i Gene No. 

□ Start 

.[1 Name 

. '~ 4 Start 

i-; gi 

hi Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990421_G7 . 9923 . C34 . ol . gs Method GENSCAN 

51 End 447 

none Score .94 
51. .145, 372. .447 



7272 
15320 
1 

OJ990421_07.9923.C36.ol.np 
1 

3426064 
1..507, 589.-646 

(AJ007588) monooxygenase [Arabidopsis thaliana] 

gi | 4467141 | emb | CAB37510 | (AL035540) monooxygenase 2 (M02) 

[Arabidopsis thaliana] 



Seq. ID OJ990421_07,9923.C36 
Strand 

702 

AAT/NAP 
646 
345 



End 

Method 

End 

Score 



7272 

15320 

1 

OJ990421_07.9923.C36.ol.tc 
2 

none 



Seq. ID OJ990421_07.9923.C36 
Strand 

End 702 

Method TBLASTX : Cress 

End 661 

Score 57 



2. .190, 87. .164, 167. .346, 294. .347, 593. .661 



7272 

15320 

1 

OJ990421_07.9923.C36.ol.tm 
2 

none 



Seq. ID OJ990421_07.9923.C36 
Strand 

End 702 

Method TBLASTX : Mai ze 

End 34 9 

Score 97 



2. .304, 3. .167, 254. .349, 254. .346 



7272 

15320 

1 

OJ990421_07.9923.C36.ol.gs 
38 

none 

38.. 507, 589.. 702 



Seq. ID OJ990421_07.9923.C36 
Strand 

End 702 

Method GENSCAN 

End 702 

Score . 97 



7273 
15321 
1 

OJ990421_07.9923.C37.ol.np 
1 

3757522 
1..162, 243. .287 

(AC005167) putative splicing factor [Arabidopsis thaliana] 



Seq. ID OJ990421_07.9923.C37 
Strand + 

530 

AAT/NAP 
287 
130 



End 

Method 

End 

Score 



7273 

15321 

1 

OJ990421_07.9923.C37.ol.tm 
45 

none 



Seq. ID OJ990421_07.9923.C37 

Strand + 

End 530 

Method TBLASTX : Maize 

End 286 

Score 105 



45. .161, 45. .161, 46. .162, 52. .162, 243. .284, 245. .286 



7578 




Seq. No. 


7273 


Seq. ID 


OJ990421_07.9923 


.C37. 






9t* r3 nH 


+ 




Start 


i \- :'• 1 


End 


530 ' 




Name 


OJ990421 07.9923.£37.ol.gs 


Method 


GENS CAN 




Start 


48 


End 


162 




GI 


none 


Score 


.64 




Exons 


48. .162 








Seq. No. 


7273 


Seq. ID 


OJ990421_07. 9923 


.C37 


bene ino • 


± «J o c. ± 


9t- r*a nH 


+ 




Start 


1 


End 


530 




Name 


OJ990421 07.9923.C37.ol.gp 


Method 


AAT/GAP 




Start 


124 


End 


530 




GI 


3759173 


Score 


586 




Exons 


124. .162, 243. .530 








Seq. No. 


7274 


Seq. ID 


OJ990421_07.9923 


.C38 


Gene No. 


15322 


Strand 






Start 


1 


End 


414 




Name 


OJ990421 07.9923.C38.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


414 




GI 


6440857 


Score 


301 




Exons 


1. .414 








GI Descrip. 


(AU066528) 40S ribosomal protein S9 [Chlamydomonas sp-] 




Seq. No. 


7274 


Seq. ID 


OJ990421_07.9923 


.C38 


Gene No. 


15322 


Strand 






Start 


1 


End 


414 




Name 


OJ99042L 07.9923.C38.ol.gp 


Method 


AAT/GAP 






137 


End 


386 




GI 


5144 1.R1084 


Score 


433 




Exons 


137. .386 








GI Descrip. 


, 3426064/emb|CAA07575.1| 7 . Oe 


-18 (AJ007588) monooxygenase 




[Arabidopsis thaliana] >gi 4467141 emb 


CAB37510 (AL035540) 




monooxygenase 2 (M02) [Arabidopsis thaliana] ' 




Seq. No. 


7274 


Seq. ID 


OJ990421_07.9923 


.C38 




15322 ' 


Strand 






Start 


1 


End 


414 




Name 


OJ990421 07.9923.C38.ol.ts 


Method 


TBLASTX: Soybean 




Start 


137 


End 


404 




GI 


none 


Score 


204 




Exons 


137. .385, 139. .384, 186. .404 








Seq. No. 


7274 


Seq. ID 


OJ990421_07. 9923 


.C38 


belle InU . 


15322 


Strand 






Start 


1 


End 


414 




Name 


OJ990421 07.9923.C38.ol.tm 


Method 


TBLASTX: Maize 




Start 


137 


End 


387 




GI 


none 


Score 


243 




Exons 


137.. 385, 139.. 387, 139.. 384 








Seq. No. 


7274 


Seq. ID 


OJ990421_07. 9923 


.C38 


Gene No. 


15322 


Strand 






Start , 


1 


End 


414 




Name 


OJ990421 07.9923.C38.ol.tc 


Method 


TBLASTX: Cress 




Start 


137 


End 


408.. 





7579 





GI 


none 




Score 


167 




Exons 


137. .319,. 138. .404, 139 


. .408, 


139. .405 






Seq. No. 


7274 




Seq. ID 


OJ990421_07.9923.C38 




none Wn 


15322 




Strand 






Start 


1 




End 


414 




Name 


OJ990421 07.9923.C38.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


139 




End 


400 




GI 


none 




Score 


259 




Exons 


139. .387, 139. .384, 146 


. .400 








Seq. No. 


7274 




Seq. ID 


OJ990421_07. 9923.C38 




OC11C . 


15322 




Strand 






Start 


1 




End 


414 




Name 


OJ990421 07.9923.C38.ol 


. gs 


Method 


GEN SCAN 




Start 


192 




End 


386 




GI 


none 




Score 


.8 




Exons 


192. .386 










Seq. No. 


7275 




Seq. ID 


OJ990421_07.9923.C39 




Gene No. 


15323 




Strand 


+ 




Start 


- 1 




End 


440 




Name 


OJ990421 07.9923;C39.ol 


.np 


Method 


AAT/NAP 


H 


Start 


1 




End 


440 




GI 


5257259 




Score 


106 




Exons 


1..68, 363. .440 








tn 


GI Descrip. 


(AP000364) hypothetical prote 


in [Oryza 


sativa] 


ru 


Seq. No. 


7275 




Seq. ID 


OJ990421_07.9923.C39 


1 r 1 




15324 




rand 


+ 


■ =: 


Start 


481 




End 


567 




Name 


OJ990421 07.9923.C39.ol 


.gs 


Method 


GEN SCAN 


ru 


Start 


481 




End 


567 


IE 


GI 


none 




Score 


.98 


.S3* 


Exons 


481. .567 








j 
L - : - 


Seq. No. 


7275 




Seq. ID 


OJ990421_07. 9923.C39 




Gene No. 


15325 




Strand 




03. 


Cf art* 


3233 




End 


3771 




Name 


OJ990421 07.9923.C39.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3210 




End 


3765 




GI 


none 




Score 


106 




Exons 


3210.. 3320, 3217.. 3363, 


3516. 


.3596, 3518. .3628, 3522. .3617, 






3544. .3618, 3598. .3765, 


3613. 


.3762 






Seq. No. 


7275 




Seq. ID 


OJ990421_07.9923.C39 




Gene No. 


15325 




Strand 






Start 


3233 




End 


3771 




Name 


OJ990421 07.9923.C39.o2 


.np 


Method 


AAT/NAP 




Start 


3233 




End 


3763 




GI 


4884932 




Score 


202 




Exons 


3233.. 3307, 3518.. 3763 









GI Descrip. (AF141659) AtHVA22a [Arabidopsis thaliana] 

gi 14884 944 | gb I AAD31885 . 1 |AF141977_1 (AF141977) AtHVA22a 
[Arabidopsis thaliana] gi I 6539254 | gb | AAF15924 . 1 1 AC011765_20 
(AC011765) AtHVA22a [Arabidopsis thaliana] 



7580 




Seq. No. 


7275 


Seq. ID- 


OJ990421_07.9923 


.C39 




15325 


Strand 






Start 


3233 


End 


3771 




Name 


OJ990421 07.9923.C39.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3525 


End 


3771 




GI 


none 


Score 


44 




Exons 


3525.. 3575, 3607.. 3762, 3625. 


.3771 






Seq. No. 


7275 


Seq. ID 


OJ990421_07.9923 


.C39 


VjCJIC lnu • 


15326 


Strand 






Start 


7177 


End 


7452 




Name 


OJ990421 07.9923,C39.o2.tm 


Method 


TBLASTX: Maize 




Start 


7177 


End 


7452 




GI 


none 


Score 


238 




Exons 


7177.. 7452, 7179.. 7283 








Seq. No. 


7276 


Seq. ID 


OJ990421_07.9923 


.C40 


Gene No. 


15327 


Strand 






Start 


84 


End 


1180 




Name 


OJ990421 07.9923.C40.ol.np 


Method 


AAT/NAP 




Start 


84 


End 


1180 




GI - 


4884932 


Score 


193< 




Exons 


84.. 404, 113*0.. 1180 








GI Descrip. 


(AF141659) AtHVA22a [Arabidopsis thaliana] 





gi|4884944 | gb | AAD31885 . 1 | AF141977_1 (AF141977) AtHVA22a 
[Arabidopsis thaliana] gi | 6539254 | gb | AAF15924 . 1 | AC011765_20 
(AC011765) AtHVA22a [Arabidopsis thaliana] 



Seq. No. 


7276 








Seq. ID 


OJ990421_07.9923.C40 


Gene No. 


15327 








Strand 




Start 


84 








End 


1180 


Name 


OJ990421 


07.9923.C40 


. ol . 


tc 


Method 


TBLASTX: Cress 


Start ■ 


144 








End 


405 


GI 


none 








Score 


84 


Exons 


144. .302, 


245. .403, 


264. 


.386, 


298. .405 




Seq. No. 


7276 








Seq. ID 


OJ990421_07.9923.C40 


Gene No. 


15327 








Strand 




Start 


84 








End 


1180 


Name 


OJ990421 


07.9923.C40 


.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


148 








End 


417 


GI 


.none 








Score 


66 


Exons 


148. .291, 


159. .299, 


246. 


.401, 


254. .403, 


266. .412, 304. .417 


Seq. No. 


7276 








Seq. ID 


OJ990421_07 . 9923 . C40 


Gene No. 


15327 








Strand 




Start 


84 








End 


1180 


Name 


OJ990421 


07.9923.C40 


.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


157 








End 


406 


GI 


none 








Score 


106 


Exons 


157. .237, 


159. .269, 


163. 


.258, 


239. .406, 


254. .403 


Seq. No. 


7276 








Seq. ID 


OJ990421_07.9923.C40 


Gene No. 


15327 








Strand 




Start 


84 








End 


1180 


Name 


OJ990421 


07.9923.C40 


. ol . 


gs 


Method 


GENSCAN 


Start 


159 








End 


543 



7581 



Li 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI 


none 


Score 


.75 




Exons 


159. .404, 541, .543 








Seq. No. 


7276 


Seq. ID 


OJ990421_07.9923. 


C40 


UCHC Vi\J • 


15327 


Strand 






Start 


84 


End 


1180 




Name 


OJ990421 07.9923.C40.ol.tw 


Method 


TBLASTX: Wheat 




Start 


166 


End 


412 




GI 


none 


Score 


44 




Exons 


166. .216, 248. .403, 258. .404, 


266. .412 






Seq. No. 


7277 


Seq. ID 


OJ990421_07.9923. 


C42 


Gene No. 


15328 


Strand 






Start 


1 


End 


1126 




Name 


OJ990421 07. 9923.C42.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


1126 




GI 


4715556 


Score 


767 




Exons 


1..53, 173. .241, 717. .863, 977. .1126 







3426064/emb|CAA07575.1| 7.0e-18 (AJ007588) monopxygenase 
[Arabidopsis thaliana] >gi_44 67141_emb_CAB37510_ (AL035540) 
monooxygenase 2 (M02) [Arabidopsis thaliana] 



7277 
15328 

1 -^v 

OJ990421_07. 9923.C42.ol.np 
1 

3426064 
1..37, 646.-863, 977. .1056 

(AJ007588) monooxygenase [Arabidopsis thaliana] 
gi|4467141|emb|CAB37510| (AL035540) monooxygenase 2 (M02) 
[Arabidopsis thaliana] 



Seq. ID OJ990421_07.9923.C42 
Strand 

End 1126 

Method AAT/NAP 

End 1056 

Score 183 



7277 

15328 

1 

OJ990421_07. 9923.C42.ol.tw 
30 

none 



Seq. ID OJ990421_07.9923.C42 
Strand 

End 1126 

Method TBLASTX : Wheat 

End 870 

, Score 39 - . 



30.. 56, 32.. 55, 162.. 242, 173\.244, 175.. 234, 18.2.. 244, 
702. .800, 716. .865, 753. .866, 838..870 



Seq. ID OJ990421_07.9923.C42 
Strand 

1126 
GEN SCAN 
1056 
.88 



End 

Method 

End 

Score 



Seq. No. 7277 

Gene No. 15328 

Start 1 

Name OJ990421_07 . 9923 .C42 . ol . gs 

Start 173 

GI none 

Exons 173.. 241, 717.. 863, 977.. 1056 

Seq. No. 7277 

Gene No. 15328 

Start 1 

Name OJ990421_07 . 9923 . C42 . ol . tm 

Start 700 

GI none 

Exons 700. .786, .701. .778, 704. .865, 705. .866, 838. .885 



Seq. ID OJ990421_07.9923.C42 
Strand 

End 1126 

Method TBLASTX : Mai ze 

End 885 

Score 87 



7582 



Seq. No. 7278 

Gene No. 15329 

Start 222 

Name OJ990421_07 . 9923 .C4 6. ol . gs 

Start 222 

GI none 

Exons 222.. 418, 473.. 660 



Seq. ID OJ990421_07. 9923.C46 

Strand 

End - 660 

Method GENSCAN 

End 660 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7279 Seq. ID OJ990421_07 . 9923 . C47 

15330 Strand 

56 End 230 

OJ990421_07 . 9923 . C47 . ol . gp Method AAT/GAP 

56 End 230 

2769_1.R1084 Score 312 

56. .230 

'1663724 3.0e-26 (U50846) 4 -coumarate : coenzyme A ligase 
[Nicotiana tabacum] 1 



7280 Seq. ID 

15331 Strand 

76 End 
OJ99042 1_07 . 9923 . C4 8 . ol . gs Method 

7 6 End 

none Score 

76. .141, 392. .508 



OJ990421_07.9923.C48 
508 

GENSCAN 

508 

.87 



Seq. No. 7281 Seq. ID 

Gene -No. 15332 Strand 

Start 474 End 

Name OJ990421_07 . 9923 . C51 . ol . gs Method 

Start 474 End 

GI none Score 

Exons 474 . . 541 



OJ990421_07.9923.C51 
+ 

541 

GENSCAN 

541 

.57 



Seq. No. 7282 Seq. ID 

Gene No. 15333 Strand 

Start 327 End 

Name OJ990421_07 . 9923 . C53 . ol. gp Method 

Start 327 End 

GI 5004678 - Score 

Exons 327.. 570 



OJ990421_07.9923.C53 
570 

AAT/GAP 

570 

421 



Seq. No. 7283 Seq. ID 

Gene No. 15334 Strand 

Start 732 End 

Name OJ990421_07 . 9923 . C56 . ol . gs Method 

Start 732 End 

GI none Score 

Exons 732.. 887 



OJ990421_07.992'3.C56 
887 

GENSCAN 

887 

.'98 



Seq. No. 7284 Seq. ID 

Gene No. 15335 Strand 

Start 1 End 

Name OJ990421_07 . 9923 . C59 . ol . np Method 

Start 1 End 

GI 4206306 . Score 



OJ990421_07.9923.C59 
+ 

668 

AAT/NAP 

668 

444 



7583 



Exons 1 . . 668 

GI Descrip. (AF049110) prpol [Zea mays] 



Seq. No. 7284 Seq. ID 

Gene No. 15335 Strand 

Start 1 End 

Name OJ990421JD7 . 9923 . C59 . ol . gs Method 

Start 58 End 

GI none Score 

Exons 58.. 585 



OJ990421_07.9923.C59 
+ 

668 

GENSCAN 

585 

.58 



Seq. No. 7284 Seq. ID 

Gene No. 15335 Strand 

Start 1 End 

Name OJ990421_07 . 9923 . C59 . ol . tw Method 

Start 24 9 End 

GI none Score 

Exons 249.. 359, 366.. 587 



OJ990421_07.9923.C59 
+ 

668 

TBLASTX: Wheat 

587 

65 



Seq. No. 7285 Seq. ID 

Gene No. 15336 Strand 

Start 236 End 

Name OJ990421_07'. 9923 . C60 . ol\ gs Method 

Start 236 End 

GI none Score 

Exons 236.. 504 



OJ990421_07.9923.C60 
504 

GENSCAN 

504 

.57 



Seq. No. . 7286 Seq. ID 

Gene No. 15337 Strand 

Start 11 End 

Name OJ990421_07 . 9923 . C62 . ol . gs Method 

Start 11 End 

GI none Score 

Exons 11 . . 336 



OJ990421_07.9923.C62 
336 

GENSCAN 

336 

.68 



Seq. No. 7287 Seq. ID 

Gene No. 15338 Strand 

Start 426 End 

Name OJ99042l_07 . 9923 . C64 . ol . gs Method 

Start ' 426 End 

GI none Score 

Exons 426. .494 



OJ990421_07.9923.C64 
494 

GENSCAN 

494 

.88 



Seq. No. 7288 Seq. ID OJ990421_07 . 9923 . C65 

Gene No. 15339 Strand 

Start 573 End 637 

Name OJ990421_07 . 9923 . C65 . ol . gp Method AAT/GAP 

Start 573 End 637 

GI 4715947 Score 61 

Exons 573.. 637 

GI Descrip. 2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



Seq. No. 



7289 



Seq. ID OJ990421_06.9923.C1 



7584 






Gene No. 


15340 




Strand 


+ 






Start 


167 




End 


394 






Name 




yp 


. Method 


AAT/GAP 






Start 


167 




End 


394 






GI 


30241 1.R1084 




Score 


405 






Exons 


167. .394 












GI Descrip. 


'417 6420/dbj |BAA37167| 


2.0e 


-11 (AB008097) cytochrome P450 






[Arabidopsis thaliana] 1 












Seq. No. 


7289 




Seq. ID 


OJ990421_06.9923 


.CI 




bene no . 


J. D J4 U 




Strand 


+ 






Start 


167 




iLna 


O .7 4 






Name 


OJ990421 06. 9923. CI. ol. 


gs 


Method 


GENS CAN 






Start 


250 




End 


305 






GI 


none 




Score 


.89 






Exons 


250. .305 












Seq. No. 


7290 




Seq. ID 


OJ990421_06.9923 


.C2 




Gene No . 


1 




Strand 








Start 


17 




EjTIQ. 


1 9fi 
1ZO 






Name 


OJ990421 06.9923.C2.ol. 


gs 


Method 


GENSCAN 






Start 


17 




End 


128 






GI 


none 




Score * 


.44 




,J 

, _l 


Exons 


17. .128 










s sa 

! J 


Seq. No. 


7291 




Seq. ID 


OJ990421_06.9923 


.C4 


i : z 

is? 


bene no . 






Strand 


+ 






Start 


254 




HjIIu 


a 1 n 






Name 


OJ990421 06.9923.C4.ol. 


gs 


Method 


GENSCAN 






Start 


254 




End 


410 




;3 


GI 


none 




Score 


.54 




: i i 


Exons 


254. .410 










:3 


Seq. No. 


7292 




Seq. ID 


OJ990421_06.9923 


.C5 


:. 1 


bene no . 


i cin 
1 jj4 j 




Strand 


+ 






Start 


16 




EjIKJ. 


O u 






Name 


OJ990421 06.9923.C5.ol. 


gs 


Method 


GENSCAN 




SX 


Start 


16 




End . 


86 




5 


GI 


none 




Score 


.84 




-* 


Exons 


16. .86 












Seq. No. 


7293 




Seq. ID 


OJ990421_06.9923 


.C6 




uene no • 


1 CO/1/ 

± D O 4 4 




Strand 


- 






Start 


4 96 




End 


599 






Name 


OJ990421 06. 9923.C6.ol. 


gs 


Method 


GENSCAN 






Start 


496 




End 


599 






GI 


none 




Score 


.41 






Exons 


496. .599 












Seq. No. 


7294 




Seq. ID 


OJ990421_06.9923 


• C7 




Gene No. 


15345 




Strand 


+ 






Start 


1 




End 


235 






Name 


OJ990421 06.9923.C7.ol. 


gp 


Method 


AAT/GAP 






Start 


1 




End 


235 






GI 


20435 1.R1084 




Score 


470 






Exons 


1. .235 












GI Descrip. 


f 4512237/dbj IBAA75235.1 


1 2. 


Oe-89 (AB014746) polyprotein 


[Hordeum 



7585 



-vulgare] 1 



Seq. No. 7295 
Gene No. 15346 
Start 4882 

Name OJ990421_06 . 9923 . C8 . o2 . gs 

Start 4882 
GI none 
Exons 4882. , 

9862.., 

16918. 

19195, 



6459. .6667, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7709. .7869, 



OJ990421_ 
+ 

19520 
GENSCAN 
19325 
.73 

8272. .8766, 



06. 9923. C8 



9430. .9730, 



4901, 

9950, 13479. .13637, 13953 .. 14035 , 14 729 .. 15020, 
.16988, 17515. .17717, 17845 .. 18115, 19081 .. 19163, 
.19325 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7295 



Seq. ID OJ990421_06.9923.C8 



15346 Strand + 

4882 End 19520 

OJ990421_06 . 9923 . C8 . o2 . np Method AAT/NAP 

5886 End 8658 

1708618 Score 32 

5886. .5928, 8479. .8658 

NUCLEAR FACTOR NF-KAPPA-B P100 SUBUNIT [CONTAINS: NUCLEAR FACTOR 
NF-KAPPA-B P52 SUBUNIT] gi 1407031 (U0 01.11). NF-kB p52/pl00 
[Gallus gallus] gi I 738738 | prf | | 2001399A NF-kappa B plOO protein 
[Gallus gallus] 



7295 

15346 

4882 

OJ990421_06.9923.C8.ol.gp 

6469 

none 



Seq. ID OJ990421_06.9923.C8 



Strand 
End 

Method 

End 

Score 



+ 

19520 
AAT/GAP 
8737 
1718 



6469. .6667, 7709. .7869, 7948. .8022, 8272. .8737 



Seq. No. 
!;i Gene No. 
s '; ! Start 
= : ~ Name 
i fc 3 Start 

Q GI 

Exons 



7295 Seq. ID 

15346 Strand 

4882 End 

OJ990421_06.9923.C8.o2.gp Method 

12371 End 

none Score 

12371. .12401, 12490. .12533, 12611 .. 12 665 , 13477 .. 13780, 
13953.. 14261 



OJ990421_06.9923.C8 
+ 

19520 
AAT/GAP 
14261 
1342 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7295 Seq. ID 

15346 Strand 

4882 End 

OJ990421_06. 9923.C8 .o4 .gp Method 

17494 End 

none Score 

17494. .17839, 17913.. 18038 



OJ990421_06.9923.C8 
+ 

19520 
AAT/GAP 
18038 
876 



Seq. ID OJ990421_06.9923.C8 



7295 

15346 Strand + 

4882 End 19520 

OJ990421 _06 . 9923 . C8 . o5 . gp Method AAT/GAP 

18046 End 19520 

none Score 832 

18046. .18115, 18308. .18373., 19195.. 19520 



7586 



Seq. No. 


7295 


■ Seq. ID 


OJ990421 


_06.9923 


.C8 




15347 


Strand 


+ 






Start 


20333 


End 


21786 






Name 


OJ990421 06.9923.C8.o3.np 


Method 


AAT/NAP 






Start 


20200 


End" 


20833 






GI 


4234854 


Score 


718 






Exons 


20200. .20833 










GI Descrip. 


(AF082134) pol polyprotein 


[Zea mays] 








Seq. No. 


7295 


Seq. ID 


OJ990421 


_06. 9923 


.C8 


VJCllC L\\J • 




Strand 


+ 






Start 


20333 


End 


21786 






Name 


OJ990421 06.9923.C8.o3.gs 


Method 


GENSCAN 






Start 


20333 


End 


21786 






GI 


none 


Score 


.43 






Exons 


20333. .20692, 21046 .. 21156, 


21203. .21363, 21401 


. .21456, 






21534. .21644, 21701. .21786 










Seq. No. 


7295 


Seq. ID 


OJ990421 


_06.9923 


.C8 


Gene No . 


15348 


Strand 


+ 






Start 


22735 


End 


23035 






Name 


OJ990421 06.9923.C8.o4.np 


Method 


AAT/NAP 






Start 


22735 


End 


23035 






GI 


13203 


^Score 


475 






Exons 


22735.. 23035 










GI Descrip. 


(X53710) apocytochrome b [Oryza sativa] 








Seq. No. 


7295 


Seq. ID 


OJ990421 


JD6.9923 


.C8 


uCllC IHKJ • 


15349 


Strand 


+ 






Start 


23849 


End 


27871 






Name 


OJ990421 06.9923.C8.o4.gs 


Method 


GENSCAN 






Start . 


23849 


End 


27050 






GI 


none 


Score 


.59 






Exons 


23849. .23896, 24 370 .. 244 93, 


24580. .24668, 24829 


. .24953, 






25834. .26040, 26315 .. 26543, 


26607. .27050 






Seq. No. 


7295 


Seq. ID 


OJ990421 


_06. 9923 


.C8 


Gene No. 


15349 


Strand - 


+ 






Start 


23849 


End 


27871 






Name 


OJ990421 06.9923.C8.o5.np 


Method 


AAT/NAP 






Start 


26239 


End 


27871 






GI 


. 5922636 


Score 


291 






Exons 


26239. .26314, 26809 27044 , 


27826. .27871 






GI Descrip. 


■ (AP000492) ESTs C99517 (E20319) , AU07813C 


) (E20319) 


correspond 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 7295 Seq. ID 

Gene No. 15350 Strand 

Start 1071 End 

Name 0 J9 9 0 4 2 1_0 6.9923.C8.ol.np Method 

Start 1071 End 

GI 4680186 Score 

Exons 1071.. 1225, 1729.. 1888 



OJ990421_06. 9923.C8 

1888 
AAT/NAP 
1888 
235 



7587 



GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 7295 

Gene No. 15351 

Start 14388 ' 

Name OJ990421_06 . 9923 ,C8 . o3 . gp 

Start 14388 

GI uC-osroM202017a05al 

Exons 14388.. 14671 

GI Descrip. ' 6041846/gb | AAF02155 . 1 | AC009853_15 1.0e-09 (AC009853) unknown 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ990421_06.9923.C8 
Strand 

End 14671 

Method AAT/GAP 

End 14671 

Score 568 





Seq. No. 


7295 






Seq. ID 


OJ990421_06.9923 


.C8 




Gene No. 


15352 






Strand 








Start 


21480 






End 


21533 






Name 


OJ990421 06. 9923. C8. 


o6.gp 


Method 


AAT/GAP 






Start 


21480 






End 


21533 








none 






Score 


63 






Exons 


21480. 


.21533 












Seq. No. 


7295 






Seq. ID 


OJ990421_06.9923 


.C8 




Gene No. 


15353 






'Strand 








Start 


23940 






'End 


24054 






Name 


OJ990421 06. 9923. C8. 


ol . tm 


Method 


TBLASTX: Maize 




's sr 


Start 


20214 






End 


20794 




w 


(IT 


none 






Score 


44 




fy 


Exons 


20214. 


.20270, 20291. 


.20395, 


20378. .20554, 20597.. 20794 






Seq. No. 


7295 






Seq. ID 


OJ990421_06.9923 


.C8 




Gene No. 


15353 






Strand 








Start 


23940 






End 


24054 






Name 


OJ990421 06. 9923. C8. 


ol . ts 


Method 


TBLASTX : Soybean 




; y 


Start 


20214 






End 


20779 






GI 


none 






Score 


68 




N 6 


Exons 


20214. 


.20288, 20291. 


.20395, 


20408. .20587, 20597.. 20779 




: a 


Seq. No. 


7295 






Seq. ID 


OJ990421_06.9923 


.C8 




Gene No. 


- -15353 






Strand 






h J 


Start 


23940 






End 


24054 




U 


Name 


OJ990421 06. 9923. C8 . 


ol . tw 


Method 


TBLASTX: Wheat 




□ 


Start 


20383 






End 


20782 






GI 


none 






Score 


262 






Exons 


20383. 


.20616, 20387. 


.20782, 


20420.. 20626 






Seq. No. 


7295 






Seq. ID 


OJ990421_06.9923 


.C8 




Gene No. 


. 15353 






Strand 








Start 


23940 






End 


24054 





Name OJ990421_06 . 9923 . C8 . 08 . gp Method AAT/GAP 

Start 23940 End 24054 

GI uC-osflcyp091g05al Score 196 

Exons 23940. .24054 

GI Descrip. • ' 4521194/dbj | AB013613 . 1 1 AB013613 7.0e-13 Oryza sativa DNA, 
centromere sequence RCB11 1 



Seq. No. 
Gene No. 
Start 



7296 

15354 

98 



Seq. ID OJ990421_06. 9923.C9 
Strand 

End 2117 



7588 





Name 


OJ990421 06.9923.C9.ol.gs 


Method 


GENSCAN 




■Start 


98 


End 


2117 




•GI 


none 


Score 


.44 




Exons 


98. .202, 427. .477, 1926. .2117 






Seq. No. 


7297 


Seq. ID 


OJ990421_06. 9923. Cll 




Gene No. 


15355 


Strand 


-f- 




Q+- -a r-h 


1 


End 


964 




Name 


OJ990421 06.9923.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


942 




GI 


4262224 


Score 


824 




Exons 


1..519, 598.. 942 








GI Descrip. 


(AC006200) putative amino acid permease [Arabidopsis thaliana] 




Seq. No. 


n o a "7 


Seq. ID 


OJ990421_06. 9923. Cll 




Gene No. 


i c o c c 
10 ODD 


Strand 


+ 




Start 


1 
1 


End 


964 




Name 


OJyyU4^1 Do . 332.5 . Cll . Ol . gs 


Method 


GENSCAN 




Start 


10U 


End 


945 




GI 


none 


Score 


.51 




Exons 


iuu . . y4o 








Seq. No. 


7297 


Seq. ID 


OJ990421JD6. 9923. Cll 


3 


Gene No. 


Id odd 


Strand 


+ 


3 ■ 


Start 


1 


End 


964 




Name 


ojyyu4zi U0.9yzj.c11.0z.gp 


Method 


AAT/GAP 


n 


Start 


by/ 


End 


964 




GI 


oUlll l.R10o4 


Score 


703 




Exons 


d3 i . . y b4 








GI Descrip. 


f 2801536 3.0e-22 (AF039531) 


lysophospholipase homolog [Oryza 






sativa] ' 






ts 


Seq. No. 


1 23 I 


Seq. ID 


OJ990421_06. 9923. Cll 




Gene No. 


1 c -3 c /r 


Strand 




__i 


Start 


Q Q 
O O 


End 


948 


E 


Name 


ujyyu^zi u d . y y 2 0 . 1 . o± . gp 


Method 


AAT/GAP 


a. 


Start 


Q Q 
OO 


. End 


262 


=3. 


GI 


uC-osflM202062f04bl 


Score 


310 ■ 


S* 


Exons 


88. .262 






-f 


GI Descrip. 


M262224/gb|AAD14517| 2.0e- 


39- (AC006200) putative amino acid or 






GABA permease [Arabidopsis 


thaliana] 1 






Seq. No. 


7297 


Seq. ID 


OJ990421_06. 9923. Cll 




uene no. 


15356 


Strand 






Start 


88 


End 


948 




Name 


OJ990421 06.9923.Cll.ol.tc 


Method 


TBLASTX: Cress 




Start 


99 


End 


948 




GI 


none 


Score 


4 75 




Exons 


99. .554, 103. .591, 597. .947 


, 598. .948 






Seq. No. 


7297 


Seq. ID 


OJ990421_06. 9923. Cll 




Gene No. 


15356 


Strand 






Start 


•88 


End 


948 




Name 


OJ990421 06.9923.Cll.o2.ts 


Method 


TBLASTX: Soybean 




Start 


99 


End 


414 




GI 


none 


Score 


144 




Exons 


99. .254, 103. .255, 246. .413, 247. .414 





7589 



oeq. no. 


"7 0 QT 

/ z y / 


- 




Seq. ID 


OJ990421_06.9923.C11 


Gene No. 


15356 






Strand 




Start 


88 






End 


948 


Name 


OJ990421 


06.9923.Cll.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


291 






End 


945 


GI 


none 






Score 


110 


Exons 


291. .413, 


300.. 512, 301. 


.567, 


304. .519, 597. .944, 598. .945 


oeq. NO. 


/ z y / 






Seq. ID 


OJ990421_06.9923.C11 


Gene No. 


15356 






Strand 




Start 


88 






Hi 11 (J. 


*i O 


Name 


OJ990421 


06.9923.Cll.ol. 


ts 


4- V* y-v 


TRT ZiQT'Y • Qri\/Koan 
1 £5J_iM.O 1 A • OUyDcail 


Start 


613 






HiIlU. 




GI 


none 






Score 


Z z u 


Exons 


613. .948, 


792. .947 








oeq • NO . 


1 9 QP 






oeq. 1U 


PiTQQPl/101 H£ QQO'J PI 0 


Gene No. 


15357 






Strand 


^. 


Start 


406 






End 


680 


Name 


OJ990421 


06.9923.C12.ol. 


gs 


Method 


GENSCAN 


Start 


406 






End 


680 


GI 


none 






Score 


.45 ; . 


Exons 


406. .680 










Seq. No. 


7299 






Seq. ID 


OJ990421_06.9923.C13 


Gene No. 


15358 






Strand 




Start 


119 






End 


1471 


Name 


OJ990421 


06.9923.C13.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


97 






End 


1471 


GI 


none 






Score 


72 


Exons 


97. .285, 


110. .298, 111.. 


290, 


119. .301, 


120. .302, 400. .549, 




414. .644, 


429. .644, 1191 


..1346, 1193.. 


1471, 1410. .1448 



□ Seq. No. 
! *j Gene No. 
i : Start 

)S=S 

_ Name 

w start ■ 

□ GI 

□ Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



Seq. ID OJ990421_06.9923.C13 
Strand 

End 1471 

Method AAT/GAP 

End 477 

Score 454 



7299 
15358 
119 

OJ990421_06.9923.C13.ol.gp 
119 

uC-osflM202062f04bl 
119. .300, 422. .477 

1 4262224/gb | AAD14517 | 2.0e-39 (AC006200) putative amino acid or 
GABA permease [Arabidopsis thaliana] ' 



Seq. ID OJ990421_06.9923.C13 
Strand 

End 1471 

Method AAT/NAP 

End 1454 

Score 711 



7299 
15358 
119 

OJ990421_06.9923.C13.ol.np 
119 

2444271 

119. .300, 422. .641, 1069. .1087, 1194. .1454 

(AF019637) putative amino acid or GABA permease [Arabidopsis 
thaliana] 



7299 

15358 

119 



Seq. ID OJ990421_06.9923.C13 
Strand 

End 1471 



7590 



Name 


OJ990421 06.9923.C13.ol.gs. 


Method 


GENSCAN 




Start 


119 


End 


1454 




GI 


none 


Score 


.89 




Exons 


119. .216, 422. .641, 1069. .1087, 1194. 


.1454 




Seq. No. 


/^yy 


oeq. iu 


OJ990421_06.9923 


.C13 


Gene No. 


1 coco 


Strand 






Start 


1 1 Q 


Hi I l\J. 


1471 




Name 


nTQQHyl 01 H£ QQO'5 r*1 "3 r\ 1 4-tti 

ujyyu4^i ud. yyzj.Lio.oi. uui 




TBLASTX: Maize 




Start 


400 


End 


644 




GI 


none 


Score 


227 




Exons 


400. .642, 420. .644, 426. .644 








Seq. No. 


7299 


Seq. ID 


OJ990421_06. 9923 


.C13 


Gene No. 


15358 


Strand 






Start 


119 


End 


1471 




Name 


OJ990421 06.9923.C13.ol.ts 


Method 


TBLASTX: Soybean 




Start 


523 


End 


1313 




GI 


none 


Score 


87 




Exons 


523. .645, 525. .644, 1191. .1313, 1193. 


.1312 




Seq. No. 


. 7299 


Seq. ID 


OJ990421_06.9923 


.C13 


Gene No. 


15358 


Strand 






Start 


119 


End 


1471 




Name 


OJ990421 06.9923.C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


1193 


End 


1456 




GI 


none 


Score 


115 




Exons 


1193. .1342, 1193. .1456 








Seq. No. 


7300 


Seq. ID 


OJ990421_06.9923 


.C16 


Gene No. 


15359 


Strand 






Start 


282 


End 


326 




Name 


OJ990421 06.9923.C16.ol.gs 


Method 


GENSCAN 




Start 


282 


End 


326 




GI 


none 


Score 


.91 




Exons 


282. .326 








Seq. No. 


7301 


Seq. ID 


OJ990421_06.9923 


.C17 


Gene No. 


15360 


Strand 


-t- 




Start - 


10718 


End 


10853 




Name 


OJ990421 06.9923.C17.o3.gp 


Method 


AAT/GAP 




Start 


10718 


End 


10853 




GI 


4715818 


Score 


243 




Exons 


10718. .10853 








GI Descrip. 


4521194 /dbj I ABO 1 3 61 3 . 1 1 ABO 13 61 3 7.0e- 


L3 Oryza sativa DNA, 




centromere sequence RCB11 








Seq. No. 


7301 


Seq. ID 


OJ990421_06.9923 


.C17 


Gene No. 


15361 


Strand 


+ 




Start 


11678 


End 


11928 




Name 


OJ990421 06.9923.C17.o4.gp 


Method 


AAT/GAP 




Start 


11678 


End 


11928 




GI 


3760084 


Score 


456 




Exons 


11678. . 11928 








Seq. No. 


7301 


Seq. ID 


OJ9"90421_06.9923 


.C17 


Gene No. 


15362 : . 


Strand. . 







7591 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



272 



End 

Method 
End 
Score 



1068 
AAT/GAP 
1068 
804 



OJ990421_06.9923.C17.ol.gp 
272 

uC-osflcyp091g05al 
272.. 540, 924.. 1068 

? 4521194/dbj | AB013613 . 1 | AB013613 7.0e-13 Oryza sativa DNA, 
centromere sequence RCB11' 

7301 Seq. ID OJ990421_06 . 9923 . C17 

15363 Strand 

1644 End 1770 

OJ990421 J)6 . 9923 . C17 . o2 . gp Method AAT/GAP 

1644 End 1770 

uC-osflcyp091g05bl Score 222 

1644. .1770 

'4521194/dbj | AB013613 . 1 | AB013613 7.0e-13 Oryza sativa DNA, 
centromere sequence RCBll 1 



7301 

15364 

7322 

OJ990421_06 . 9923 . C17 . ol . tm. 
71 

none 



Seq. ID OJ990421_06.9923.C17 
Strand 

End 11918 

Method TBLASTX : Maize 

End 983 

Score 73 



71. .175, 256.-279, 260. .280, 353. .475, 356. .400, 400. .474, 
531. .629, 532. .630, 573. .647, 580. .630, 707. .799, 744. .800, 
846. .983, 856. .981 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



7301 

15364 

7322 

OJ990421JD6. 9923 . C17 . ol . np 

7322 

82640 

7322. .7873, 8041. .8122, 9832 



OJ990421 06.9923.C17 



Seq. ID _ 
Strand 

End 11918 
Method AAT/NAP 
End 98 60 

Score 644 
9860 

maturase-related protein (nadl intron) - wheat mitochondrion 
gi| 1334611|emb|CAA41033| (X57965) initiation unknown [Triticum 
aestivum] 



7301 

15364 

7322 

OJ990421_06.9923.C17.o3.gs 

8895 

none 



Seq. ID OJ990421_06.9923.C17 
Strand 

End 11918 

Method GENSCAN 

End 11918 

Score . 65 



8895.. 9079, 9147.. 9219, 9912.. 9996, 11821.. 11918 



7302 

15365 

1654 

OJ990421_06. 9923.C18.ol.gs 

1654 

none 

1654. .1727, 1850. .1934 
7303 

15366 - 



Seq. ID OJ990421_06. 9923.C18 
Strand 

End 1934 

Method GENSCAN 

End 1934 

Score .51 



Seq. ID OJ990421_06.9923.C19 
Strand + 



7592 



Start 
Name 
Start 
GI 

Exons 



27 End 2465 

OJ990421_06 . 9923 . C19 . ol . gs Method GENSCAN 
27 End 2465 

none Score .52 

27. .78, 262. .485, 730. .900, 2358. .2465 





Seq. No. 


7303 


Seq. ID 


OJ990421_06. 9923.C19 




Gene No. 


15366 


Strand 


+ 




Start 


27 


End 


2465 




Name 


OJ990421 06-9923. C19.ol.gp 


Method 


AAT/GAP 




Start 


215 


End 


581 




GI 


3760085 


Score 


672 




Exons 


215. .581 








Seq. No. 


7303 


Seq. ID 


OJ990421_06. 9923.C19 




Gene No. 


15367 


Strand 


+ 




Start 


6789 


End 


16289 




Name 


OJ990421 06.9923.C19.ol.np 


Method 


AAT/NAP 






5458 


End 


5550 




GI 


5852084 


Score 


84 




Exons 


5458. .5550 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


7303 


Seq. ID 


OJ990421_06.9923.C19 




Gene . No . 


15367 


Strand 


+ 


ss. 
: ■ : 


Start 


6789 


End 


16289 


sn 


Name 


OJ990421 06.9923.C19.o2.gs 


Method 


GENSCAN 




Start 


6789 


End 


9961 


i* j 


GI 


none 


Score 


.42 




Exons 


6789. .6953, 7240. .7416, 8080 


..8107, 8807. .9021, 9758. .9961 


! &3 


Seq. No. 


7303 


Seq. ID 


OJ990421_06. 9923.C19 




Gene No. 


15367 


Strand 


+ 




Start 


6789 


End 


16289 




Name 


OJ990421 06.9923.C19.o2.gp 


Method 


AAT/GAP 




Start 


7157* 


End 


14199 




GI 


30241 1.R1084 


Score 


1328 


jaw 


Exons 


7157.. 7384, 8040... 8107, 9758 


..9946, 13959. .14199 


i. 1 
: st 


GI Descrip. 


, 4176420/dbj IBAA37167] 2 . Oe- 


11 (AB008 


097) cytochrome P4 50 


=i 

i 3 J 




[Arabidopsis thaliana] ' 






:=» 
i. — : 


Seq. No. 


7303 


Seq. ID 


OJ990421_06. 9923.C19 




Gene No. 


15367 


Strand 


+ 




Start 


6789 


End 


16289 




Name 


OJ990421 06.9923.C19.o4.gs 


Method 


GENSCAN 




Start 


13121 


End 


16130 




GI 


none 


Score 


.99 




Exons 


13121. .13211, 13959. .14918, 


15657. .16130 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7303 

15367 

6789 

OJ990421_06.9923.C19.o3.gp 
14361 

20435 1.R1084 



Seq. ID OJ990421_06. 9923.C19 



Strand 
End 

Method 

End 

Score 



+ 

16289 
AAT/GAP 
16289 
2110 



14361. .14918, 15657. .16130, 16217.. 16289 



GI Descrip. 1 4512237/dbj | BAA75235 . 1 1 2.0e-89 (AB014746) polyprotein [Hordeum 



7593 






vulgare] ' 

- 












Seq. No. 


7303 




Seq. ID 


OJ990421_06-. 


9923 


.C19 


Gene No. 


15368 




Strand 








Of -> vf 


1 1 09^ 




End 


12255 






Name 


OJ990421 06.9923.C19 


. o3 .gs 


Method 


GENSCAN 






Start 


11023 




End 


12255 






GI 


none 




Score 


.68 






Exons 


11023. .11148, 11176. 


.11580, 


11600. .11680, 12059. .12151, 






12235. .12255 












Seq. No. 


7304 




Seq. ID 


OJ990421 06 


9923 


.C20 


Gene No . 






Strand 








Start 


1583 




End 


1740 






Name 


OJ990421 06.9923.C20 


.ol.gs 


Method 


GENSCAN 






Start 


1583 




End 


1740 






GI 


none 




Score 


.96 






Exons 


1583. .1740 












Seq. No. 


7304 




Seq. ID 


OJ990421_06 


9923 


.C20 


bene jno. 


i R^in 
1DO / u 




Cf r anH 
oil ai L\ji 


+ 






Start 


4314 




End 


4474 






Name 


OJ990421 06.9923.C20 


. o2 .gs 


Method 


GENSCAN 






Start 


4314 




End 


4474 






GI 


none 




Score 


.96 






Exons 


4314. .4474 












Seq. No. 


7305 




Seq. ID 


OJ990421_06 


9923 


.C21 


Gene No. 


15371 . 




C f- y -a n H 
OLI a. I J.i-1 


+ 






o tar u 


1 




End 


1304 






Name 


OJ990421 06.9923.C21 


. o 1 . np 


Method 


AAT/NAP 






Start 


1 




End 


1301 






GI 


4097940 




Score 


901 






Exons 


1..822, 1207. .1301 












GI Descrip. 


(U72251) beta-1, 3-glucanase 


precursor 


[Oryza sativa] 




Seq. No. 


7305 






OJ990421_06 


9923 


.C21 


Gene No . 


15371 




• Strand 


+ 






Start 


1 




End 


1304 






Name 


OJ990421 06.9923.C21 


.ol .gs 


Method 


GENSCAN 






Start 


144 




End 


836 






GI 


none 




Score 


1 






Exons 


144. .836 












Seq. No. 


7305 




Seq. ID 


OJ990421_06 


9923 


.C21 


Gene No . 


15371 




Strand 


+ 






Start 


1 




End 


1304 






Name 


OJ990421 06.9923.C21 


. o2 . gs 


Method 


GENSCAN 






Start 


1149 




End 


1304 






GI 


none 




Score 


.99 






Exons 


1149. .1304 












Seq. No. 


7305 




Seq. ID 


OJ990421_06 


9923 


.C21 


Gene No. 


15372 




Strand 








Start 


1 




End 


5807 






Name 


OJ990421 06.9923.C21 


. o3 . np 


Method 


AAT/NAP 






Start 


1 




End 


4090 







7594 






GI 


,5803259 




Score 


277 




Exons 


1..105, 3359.. 4090 










GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


7305 




oeq . x u 


OJ990421_06.9923.C21 




Gene No. 


15372 




o trana 






olalt 


i 

X 




Ejno 


07 




Name 


OJ990421 06.9923.C21.ol 


. IC 


tUf /"\ V% /™\ 


TBLASTX: Cress 




Start 


117 




tina 


1301 




GI 


none 




Score 


70 




Exons 


117.. 230, 230.. 271, 234 


. .344, 


351. .524, 


398. .520, 546. .803,. 






551. .799, 1224. .1301 










Seq. No. 


7305 




oeq. xu 


OJ990421_06. 9923.C21 




bene lno ■ 


1 R*379 




oL.rana 






Start 


1 




LUG 


5807 




Name 


OJ990421 06.9923.C21.ol 


-1- a 

. 15 


fyf V^l /"^\ /"I 


TBLASTX : Soybean 




Start 


117 




rjiiQ 


800 




GI 


none 




Score 


74 




Exons 


117.. 230, 237.. 275, 273 


. .392, 


399. .524, 


546. .800, 551. .799 




Seq. No. 


7305 ' 




oeq. xu 


OJ990421_06.9923.C21 






1 ^79 




Strand 






Start 


1 




bna 


5807 


sst 


Name 


OJ990421 06.9923.C21.ol 


4- T T 

. tw 


Me tnoa 


TBLASTX: Wheat 


- 


Start 


117 




hna 


374 


p 


GI 


none 




Score 


147 


| 3 


Exons 


117. .272, 119. .271, 273 




273. .371, 


278. .373 


3 

; E 


Seq. No. 


7305 




Seq. ID 


OJ990421_06. 9923.C21 


=e 


Gene No. 


15372 




Strand 






Start 


1 




End 


5807 


; £ 


Name 




.gp 


Method 


AAT/GAP 




Start 


122 




End 


1191 


C5. 


GI 


124 1.R1084 




Score 


1009 


J 


Exons 


122.. 822, 1147.. 1191 








; 


GI Descrip. 


■4884526/dbj IBAA77783.1 


I l.Oe 


-169 (AB027428) beta 1 , 3-glucanase 


C3. 




[Oryza sativa] ' 








J 


Seq. No. 


7305 




Seq. ID 


OJ990421_06.9923.C21 






1 ^?79 




Strand 






Start 


1 




. End 


5807 




Name 


OJ990421 06.9923.C21.ol 


• till 


Method 


TBLASTX: Maize 




Start 


542 




End 


821 




GI 


none 




Score 


217 




Exons 


542. .820, 543. .821 










Seq. No. 


7305 




Seq. ID 


OJ990421_06. 9923.C21 




Gene No. 


15372 




Strand 








X 




End 


5807 




Name 


OJ990421 06.9923.C21.o3 


. gs 


Method 


GENSCAN 




Start 


1692 




End 


5807 




GI 


none 




Score 


.67 




Exons 


1692. .1810, 1915. .2209, 


2336. 


.2613, 2884. .3097, 3138. .3262, 






3346. .3809, 4534. .4614, 


5240. 


.5469, 5694.. 5807 




Seq. No. 


7305 




Seq. ID 


OJ990421_06. 9923.C21 



-7595 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 




15372 
1 

OJ990421_06.9923.C21.o2.np 
1913 
6721561 

1913.. 2675, 2757.. 2815, 



Strand 
End 

Method 
End 
Score 
2884. .3066, 



5807 
AAT/NAP 
3636 
985 
3570. .3636 



(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 idbj IBAA90372.il (AP001081) EST AU082058 (C12976 ) 



corresponds to a region of the predicted gene, 
protein [Oryza sativa] 



hypothetical 



Seq. No. 7305 Seq. ID 

Gene No. 15372 Strand 

Start 1 End 

Name 0 J9 90 4 2 1_0 6 . 9 92 3 . C2 1 . o 4 . hp Method 

Start 3301 End 

GI 6721512 Score 

Exons 3301.. 3320, 4710.. 4889, 4917.. 5024 
GI Descrip. 



OJ990421_06. 9923.C21 

5807 
AAT/NAP 
5024 
107 



(AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 


■ 7306 


Seq. ID 


OJ990421_06.9923.C22 


Gene No.' 


15373 


Strand 




Start 


1274 


End 


2460" 


Name 


OJ990421 06.9923.C22.ol.gp 


Method 


AAT/GAP 


Start 


1274 


End 


2384 


GI 


807 1.R1084 


Score 


1883 


Exons 


1274. .2384 






GI Descrip. 


'2623783 0.0e+00 (AF030166) 


glucanase 


[Oryza sativa] 1 


Seq. No. 


7306 


Seq. ID 


OJ990421_06.9923.C22 


Gene No. 


15373 


Strand 




Start 


1274 


End 


2460 


Name 


OJ990421 06.9923.C22.o2.gs 


Method 


GENSCAN 


Start 


1456 


End 


2384 


GI 


none 


Score 


.99 


Exons 


1456. .2384 






Seq. No. 


7306 


Seq. ID 


OJ990421_06.9923\C22 


Gene No. 


15373 


Strand 




Start 


1274 


End 


2460 


Name 


OJ990421 06.9923.C22.ol.np 


Method 


AAT/NAP 


Start 


1459 


End 


24 60 


GI 


4097938 


Score 


1465 


Exons 


1459. .2460 






GI Descrip. 


( U7 2 25 0 ) - beta- 1 , 3-glucanase 


precursor 


[Oryza sativa] 



Seq. No. 7306 Seq. ID OJ990421_06 . 9923 . C22 

Gene No. 15373 Strand 

Start 1274 End 2460 

Name OJ990421_06 . 9923 . C22 . o2 . gp Method AAT/GAP 

Start - 1764 End 2186 

GI LIB3433-014-Q6-K1-G9 Score 603 

Exons 1764.. 2087, 2143.. 2186 

GI Descrip. '4097938 2.0e-49 (U72250) beta-1, 3-glucanase precursor [Oryza 
sativa] \ 



7596 




Seq. No. 


7306 








Seq. ID 


OJ990421_06.9923.C22 


Gene No. 










Strand 




Start 


2385 








End 


2592 ■ 


Name 


OJ990421 06. 


9923 


.C22.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1449 








End 


1740 


GI 


none 








Score 


193 


Exons 


1449. .1595, 


1450 


. .1644, 


1450. 


.1740, 1478. .1735 


Seq. No. 


7306 








Seq. ID 


OJ990421_06.9923.C22 


Gene No. 


i cot/I 
10O / 4 








Strand 




Start 


2385 








End 


2592 


Name 


OJ990421 06. 


9923 


.C22.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1456 








End 


1851 


GI 


none 








Score 


179 


Exons 


1456. .1650, 


1459 


. .1851, 


,14 60. 


.1849, 1804. .1851 


Seq. No. 


7306 








Seq. ID 


OJ990421_06.9923.C22 


Gene No. 


15374 








Strand 




Start 










End 


2592 


Name 


OJ990421 06. 


9923 


.C22.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1459 








End 


2373 


GI 


none 








Score 


50 


Exons 


1459. .1794, 


1531 


. .1569, 


1577. 


.1765, 1798.. 1938, 1933.. 2013, 




2020. .2163, 


2212 


. .2373 








Seq. No. 


7306 








Seq. ID' 


OJ990421_06.9923.C22 


Gene No. 


15374 








Strand 




Start 


2385 








End 


2592 


Name 


ojyy04zi Do . 


fl Cl o o 

y yzo 


POO 1 

. CZZ . Ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1459 








End 


2391 


GI 


none 








Score 


91 


Exons 


1459. .1578, 


1472 


. .1579, 


1579. 


.1788, 1646. .1765, 1816. .1938, 




1859. .1912, 


1943 


. .2020, 


1945. 


.2019, 2081. .2116, 2083. .2391, 




2318. .2380 












Seq. No. 


7306 








Seq. ID 


OJ990421_06.9923.C22 


Gene No. 


T con A 

loo /4 








Strand 




Start 


2385 








End 


2592 


Name 


OJ990421 06. 


9923 


.C22.o2 


.tm 


Method 


TBLASTX': Maize 


Start 


1960 








End 


2390 


GI 


none 








Score 


113 


Exons 


1960. .2163, 


1970 


. .2116, 


2206. 


.2388, 2206.. 2382, 2319.. 2390 


Seq. No. 


7306 








Seq. ID 


OJ990421_06.9923.C22 


Gene No. 


15374 








Strand 




b tar l 


ZooO 








End 


2592 


Name 


OJ990421 06. 


9923 


.C22.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


1993 








End 


2346 


GI 


none 








Score 


79 


Exons 


1993. .2088, 


1993 


. .2091, 


2092. 


.2136, 2093. .2116, 2203. .2346, 




2203. .2346 












Seq. No. 


7306 








Seq. ID 


OJ990421_06.9923.C22 


Gene No. 


15374 








Strand 




Start 


2385 








End 


2592 


Name 


OJ990421 06. 


9923, 


.C22.o3 


.gp 


Method 


AAT/GAP 


Start 


2385 








End 


2592 



7597 




GI ....... ,2796754 ' Score 408 

Exons -jae%#5-385" P . : 2592 ? 1 , . •* ■ ,* '* - 

GI Descript-^4097937^ Oryza sativa 

beta-1, 3-glucanase precursor (Gns4) gene, complete cds 





Seq. No. 


7307 




Seq. ID 


OJ990421JD6.9923 


.C23 




Gene No. 


15375 




Strand 


- 






Start 


912 




End 


1307 






Name 


OJ990421_06. 9923.C23. 


ol . ts 


Method 


TBLASTX: Soybean 






u Lai L. 






End 


1247 






GI 


none 




Score 


83 






Exons 


892. .1011, 900. .1037, 


901. . 


1038, 1038. 


.1247, 1039.. 1155 






Seq. No. 


7307 




Seq. ID 


'OJ990421JD6. 9923 


.C23 




Gene No. 


15375 




Strand 


- 






Start 


912 




End 


1307 






Name 


OJ990421 06.9923.C23. 


ol.tm 


Method 


TBLASTX: Maize 






O L CIA. L. 


906 




End 


1304 






GI 


none 




Score 


95 






Exons 


906. .1304, 915. .1016, 


925. . 


1056, 1093. 


.1302 






Seq. No. 


7307 




Seq. ID 


OJ990421_06. 9923 


.C23 




Gene No.. 


15375 




Strand 


- 






Start 


912 




End 


1307 






Name 


OJ990421_06.9923.C23. 


ol.tc 


Method 


TBLASTX: Cress 






OLdl l 


q n q 




End 


1253 






GI 


none 




Score 


99 




u 


Exons 


909.. 1001, 990.. 1031, 


1035. 


.1253, 1036 


. .1155 






Seq. No. 


7307 




Seq. ID 


OJ990421_06. 9923 


.C23 




Gene No. 


15375 




Strand 


- 






Start 


912 




End 


1307 




LI 


Name 


OJ990421 06.9923.C23. 


ol .gs 


Method 


GEN SCAN 






Start 


912 




End 


1211 






GI 


none 




Score 


1 






Exons 


912. .1211 












Seq. No. . 


7307 




Seq. ID . 


OJ990421_06. 9923 


.C23 




Gene No. 


15375 




Strand 


- 




3 


Start 


912 




End 


1307 






Name 


OJ990421 06.9923.C23. 


ol .np 


Method 


AAT/NAP 






Start 


915 




End -. 


1307 








4097936 




S core 


647 






Exons 


915. .1307 












GI Descrip. 


(U72249) beta-1, 3-glucanase 


precursor 


[Oryza sativa] 






Seq. No. 


7307 




Seq. ID 


OJ990421_06.9923 


.C23 




Gene No. 


15375 




Strand 








Start 


912 




End 


1307 






Name 


OJ990421 06.9923.C23. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


918 




End 


1199 






GI 


none 




Score 


165 






Exons 


918. .1199, 919. .1155 












Seq. No. 


7308 




Seq. ID 


OJ990421_06. 9923 


.C24 




Gene No. 


15376 




Strand 


+ 






Start ' 


.7872 




End 


8378 





7598 




Name 


OJ990421 06.9923. 


C24 ,o4 .gs 


Method 


GEN SCAN 




Start, 


7872 




End , 


. 837.8 . 




GI 


none 




Score 


.96 ■ : 




Exons 


7872. .8378 










Seq. No. 


7308 




Seq. ID 


OJ990421_06. 9923 


.C24 


Gene No. 


15377 




Strand 






Start 


1 




End 


659 




Name 


OJ990421 06.9923. 


C24 .ol.np 


Method 


AAT/NAP 




Start 


1 




End 


.659 




GI 


4097936 




Score 


494 




Exons 


1..250, 581. .659 










GI Descrip. 


(U72249) beta-1,3 


-glucanase 


precursor 


[Oryza sativa] 




Seq. No. 


7308 




Seq. ID 


OJ990421_06. 9923 


.C24 


Gene No . 


15377 




Strand 






Start 


1 




End 


659 




Name 


OJ990421 06.9923. 


C24.ol.gs 


Method 


GENSCAN 




Start 


12 




End 


659 




GI 


none 




Score 


. 86 




Exons 


12. .250, 581. .659 








Seq. No. 






Seq. ID 


OJ990421_06. 9923 


.C24 


Gene No . 


X D O / O 




Strand 






Start 






End 


3838 




Name 


\JU J Z. J. VJO.I7-7ZO. 


C24.o2.gs 


Method 


GENSCAN 




Start 






End 


3231 




GI 


none 




Score 


. 97 




Exons 


2200 3231 










Seq. No. 


7308 




Seq. ID 


OJ990421_06. 9923 


.C24 


Gene No. 


15378 




Strand 






Start 


2200 




End 


3838 




Name 


OJ990421 06.9923. 


C24 .o2.np 


Method 


AAT/NAP 




Start 


2289 




End 


3838 




GI 


4097934 




Score 


1632 




Exons 


2289.. 3232, 3738. 


.3838 








GI Descrip. 


(U72248) beta-1,3 


-glucanase 


precursor 


[Oryza sativa] 




Seq. No. 


7308 




Seq. ID 


OJ990421_06. 9923 


.C24 


Gene No. 


15378 




Strand 






Start 


2200 




End 


3838 ■■ 




Name 


OJ990421 06.9923. 


C24 .ol.gp 


Method 


AAT/GAP 




Start 


2825 




End 


3263 




GI 


LIB3432-005-P1-K1 


-Dl 


Score 


823 




Exons 


2825. .3263 










GI Descrip. 


•4097934 3.0e-61 


(U72248) beta-1, 3-glucanase precursor 


[Oryza 




sativa] 1 










Seq. No. 


7308 




Seq. ID 


OJ990421_06. 9923 


.C24 


Gene No. 


15379 




Strand 






Start 


4267 




End 


7831 




Name 


OJ990421 06.9923. 


C24.o3.gs 


Method 


GENSCAN 




Start 


4267 




End 


6171 




GI 


none 




Score 


.8 




Exons 


4267. .4403, 4842. 


.5019, 5164 


..5298, 5803. .5990, 6090. .6171 



7599* 



Seq. No. 7308 

Gene No. . 15379,. . 

Start - - ' 4267 ' ■ 

Name OJ990421JD6 . 9923 . C24 . o3 . np 

Start 4738 

GI 6143863 

Exons 4738.. 5014, 5159 
6979.. 7180, 7682 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_06. 9923.C24 

7831 • 
AAT/NAP 
7831 
723 



5298, 5407.. 5553, 5821.. 5990, 6090.. 6177, 
7831 



GI Descrip. (AC010927) putative RecA protein [Arabidopsis thaliana] 



7308 

15380 

11455 

OJ990421_06. 9923.C24.o5.gs 
11455 



Seq. ID OJ990421_06.9923.C24 
Strand 

End 13688 
Method GENSCAN 
End 13688 
none Score .88 

11455. .11811, 11902. .12031, 12124 .. 12413, 12506 .. 12687 , 
12768. .12987, 13097 13115, 13202 .. 13462, 13582.. 13688 



Seq. No. 

Gene No. 

Start 
,, a Name 
j ^ Start 
hi GI 
\,n Exons 

t: : s 

GI Descrip. 



7308 Seq. ID 

15380 Strand 
11455 ' End 

OJ990421JD6. 9923.C24 .o4 .np> Method 
11464 • End 

2444271 Score 



OJ990421_06. 9923.C24 

13688 
AAT/NAP 
13677 
1503 



11464. .11811, 11902. .12031, 12124 .. 12413, 12506 .. 12687, 
12768. .13002, 13198 13462, 13582.. 13677 

(AF019637) putative amino acid or GABA permease [Arabidopsis 
thaliana] 



Seq. No. 7308 Seq. ID 

Gene No. 15381 Strand 

Start 14376 End 

Name OJ990421_06 . 9923 .C24 .o2 . tm Method 

Start 3 End 

GI none Score 
Exons 



3..239, 126. .239, 2320. .2406, 2321. .2404, 
2408. .2428, 2434. .2487, 2435. .2488, 2569. 
2623.. 2712, 2689.-2775, 2785.. 2928, 2786. 
3061.. 3237 



OJ990421_06. 9923.C24 
16855 

TBLASTX: Maize 

3237 

69 

2404. .2427, 
2619, 2578. .2622, 
2914, 2941.^3039, 



Seq. No. 7308 

Gene No. 15381 

Start 14376 

Name OJ990421_06 . 9923 . C24 . o2 . tc 

Start 6 

GI none 
Exons 



Seq. ID OJ990421_06.9923.C24 
Strand 

End 16855 

Method TBLASTX: Cress 

End 3222 

Score 70 

6. .239, 10. .237, 2320. .2508, 2632.-2697, 2701. .2781, 2791. .2883, 
2944. .3024, 3061. .3222 



Seq. No. 7308 

Gene No. 15381 

Start 14376 

Name OJ990421_06 . 9923 . C24 . o2 . tw 

Start 6 

GI none 
Exons 



Seq. ID OJ990421_06. 9923.C24 
Strand 

End 16855 

Method TBLASTX : Wheat 

End 3196 

Score 126 



6. .206, 10. .207, 105. .212,. 131. .211, 2849. .2935, 2869.-2934, 



7600 



2932. .2979, 3049.. 3195, 3149.. 3196 



Seq.v No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



-7308 " 

15381 

14376 

OJ990421_06.9923.C24.ol.ts 
9 

none 



Seq. ID OJ990421_06. 99,23. C24" 
Strand 

End 16855 

Method TBLASTX : Soybean 

End 3222 

Score 87 



9. .239, 10. .237, 2290. .2508, 2318. .2353, 2411. .2509, 2569. .2625, 
2701. .2781, 2708. .2782, 2791. .2928, 2798. .2917, 2917. .3015, 
3061. .3222 



Seq. No. 7308 

Gene No. 15381 

Start 14376 

Name OJ990421_06 . 9923 . C24 . ol . tw 

Start 2295 

GI none 

Exons 2295.-2447, 2320.. 2508, 2321. 



Seq. ID OJ990421_06.9923.C24 
Strand 

End 16855 

Method TBLASTX : Wheat 

End 2509 

Score 203 
.2509 



a 

!; 

u 

'4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7308 

15381 

14376 

OJ990421_06.9923.C24.o6.tm 

4864 

none 

4864. .4959, 4864. .4959, 4865. 
4958.. 5020, 5168.. 5221, 5170, 

7308 

15381 

14376 

OJ990421_06.9923.C24.o5.tm 

5224 

none 

5224.. 5280, 5404.. 5553, 5404. 
5857. .6006 



Seq. ID OJ990421_06. 9923.C24 
Strand 

End 16855 

Method TBLASTX : Maize 

End 5223 

Score 7 6 
.4960, 4889. .4975, 4954. .5022, 
.5223 

Seq. ID OJ990421_06.9923.C24 
Strand 

End 16855 

Method TBLASTX : Maize 

End 6007 

Score 175 

.5553, 5819. .6007, 5849. .5935, 



Seq. No. 7308 

Gene No. 15381 

Start 14376 

Name OJ990421JD6 . 9923 . C24 . o3 . ts 

Start 5857 

GI none 
Exons 



Seq. ID OJ990421_06.99'23.C24- 
Strand 
End 

Method 
End 
Score 



16855 

TBLASTX : Soybean 

6166 

52 



5857.. 5991, 5858.. 5992, 6073.. 6165, 6089.. 6166 



Seq. No. 7308 

Gene No. 15381 

Start 14376 

Name OJ990421_06 . 9923 .C24 , 

Start 11467 

GI none * "• 

Exons 11467. .11580, 11468.. 

11893. .12033, 11905.. 

14397. .14504, 14397., 

14511. .14735, 14599.. 

14841. .14969, 15064.. 



ol . tm 



11584, 
12033, 
14504, 
14736, 
15153, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_06.9923.C24 
16855 

TBLASTX: Maize 

15157 

80 



11582. .11839, 11587. .11811, 

12123. . 12212, 12124. .12213, 

14398. .14508, 14502 .. 14735, 

14834. .14965, 14837 .. 14965, 
15065. .15157 



7601 



Seq., No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7308 
15381' 
14376 
OJ99042 
11470 
none 
11470. . 
11902. . 
12506. . 
13196. . 
13581. . 
14511. . 
14835. . 
15453. . 
16101. . 
16742. . 



1 06.9923.C24.ol.tc 



11577, 
12033, 
12688, 
13324, 
13646, 
14537, 
14969, 
15590, 
16130, 
16816, 



11480. 
11903. 
12507. 
13198. 
13582. 
14515. 
15064. 
15454. 
16369. 
16755. 



,11578, 
,12034, 
,12689, 
,13455, 
,13617, 
,14736, 
,15372, 
,15645, 
,16479, 
,16790 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11587. .11811, 



OJ990421 06.9923.C24 



12123. . 12410, 
12766. .13020, 
13202. .13456, 
14395. . 14502, 
14589. .14735, 
15065. . 15352, 
15762. .15980, 
16370. .16627, 



16855 

TBLASTX: Cress 
16816 
68 

11591. .11812, 
12124. .12411, 
12775. .13020, 
13373. .13462, 
14397. .14501, 
14834. .14965, 
15450. .15650, 
15771. .16001, 
16374. .16631, 



Seq. No. 7308 Seq. ID 

Gene No. 15381 Strand 

Start 14376 End 
Name . OJ990421_06 . 9923 . C24 . o3 . tm Method 

Start 12659 ' End 

,s = GI none Score 

% Exons 12659. .12688, 12766 .. 12990, 

:Z 15756. .15980, 15771.. 15986 



OJ990421_06.9923.C24 
16855 

TBLASTX: Maize 
15986 
192 . 

12767. .12991, 15615 .. 1564 4 , 



i y Seq. No. 7308 

□ Gene No. 15381 
hi Start 14376 

^ Name OJ990421_06 . 9923 .C24 . o4 . tm 

;f t Start 13190 

1 ^ GI none 

Exons 13190. .13453, 13201 .. 13446, 

□ 16386.. 16640 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_06.9923.C24 
16855 

TBLASTX: Maize 

16640 

126 



16372. .16503, 16373 .. 16618, 



L ^ Seq. No. 7308 
r " Gene No. 15381 
°f Start 14376 

□ Name . OJ990421JD6 . 9923 . C24 . o2 . ts 

;3 Start 13223 
GI none 
Exons 13223. 

16395. 
16754. 



13285, 13228. 
16457, 16400. 
16798 



13284, 
16456, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13288 

16460 



OJ990421 06.9923.C24 



16855 

TBLASTX: Soybean 
16798 
60 

13407, 13292. . 13450, 
16639, 16464. .16622, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



7308 Seq. ID 

15381 Strand 

14376 End 

OJ990421_06.9923.C24.o6.gs Method 

14376 End 

none Score 



OJ990421_06.9923.C24 

16855 
GENSCAN 
16843 
.87 



14376. 
15764. 

7308 
15381 



,14735, 14765. .14942, 15065 .. 15354 , 154 62 .. 1564 3, 
,15983, 16101. .16119, 16374 16634 , 16755. .16843 



Seq. ID 
Strand 



OJ990421 06.9923.C24 



7602 



Start 14376 End 16855 

.Na&e - DJ990421_06.9923.C24.o5.np : Method^, AAT /NAP. 

Start • . 14388 ' : End "■■-.'..'16855' 

GI ' 2444271 Score " 1510 

Exons 14388. .14735, 14834 .. 14963, 15065 15354 , 15462, 

15764. .15998, 16370 16634 , 16755.. 16855 
GI Descrip. (AF019637) putative amino acid or GABA permease 
thaliana] 



.15643, 
[Arabidopsis 



Seq. No. 7309 Seq. ID 

Gene No. 15382 Strand 

Start 1 End 

Name OJ990421_06 . 9923 . C25 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1 . . 334 



OJ990421_06.9923.C25 
+ 

334 

AAT/GAP 

334 

656 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7309 Seq. ID OJ990421_06 . 9923 . C25 

15383 Strand + 

2100 End 2510 

OJ990421_06. 9923.C25.o2.gp Method AAT/GAP 

2100 End 2510 

LIB3431-022-P1-N1-F9 Score 810 

2100. .2510 

! 5295936/dbj IAB026295.2 IAB026295 1.0e-174 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



7309 Seq. ID 

15384 Strand 

236 End 

OJ990421_06 . 9923 . C25 . ol . gs Method 

236 End 

none Score 



OJ990421_06.9923.C25 

5551 
GENSCAN 
5551 
.66 



236.-592, 680. .788, 911. .1200, 1292. .1473, 1569. .1788, 
2247..2436, 3391. .3555, 3835. .4095, 4197. .4402, 4802. .4861, 
5109. .5283, 5463. .5551 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7309 

15384 

236 

OJ990421_06. 9923.C25.ol.np 

248 . 

4262224 



Seq. ID OJ990421_06.9923.C25 

Strand - -'* 

End 5551 

Method AAT/NAP 

End 5098 

Score 1583 



248. .592, 680. .809, 911. .1200, 1292. .1473, 1569. .1788, 
3813.. 4095, 4197.. 4255, 5056.. 5098 

(AC006200) putative amino acid permease [Arabidopsis thaliana] 



7309 Seq. ID 

15384 Strand 

236 End 

OJ990421_06 . 9923 . C25 . ol . tm Method 

251 End 

none Score 



OJ990421_06.9923.C25 
5551 

TBLASTX: Maize 

1000 

62 



251. .337, 257. .592, 258. .593, 553. .594, 683. .823, 683. .811, 
687. .827, 715. .822, 911.. 1000, 922. .999 



Seq. No. 



7309 



Seq. ID OJ990421_06. 9923.C25 



7603 





Gene No. 


15384 




Strand 


- 




, Start 


236 . 




.End 


5551 . .V..' 




Name - --Xi/ 


OJ990421 .06.9923.C25.or. 


tc : . ' 


Method 


TBLASTX: Cress 




O LCtl t 


255- 




End 


4258 




GI 


none 




Score 


234 




Exons 


255.. 593, 257.. 592, 680. 


.811, 


681. .812, 


683. .823, 736. .822, 






911.. 1006, 922. .1212, 1067.. 1201, 1292. 


.1480, 1299. .1481, 






1567. .1788, 1576. .1653, 


1705. 


.1791, 3783.-3983, 3823. .4095, 






3832.. 3891, 3834.. 4097, 


4196. 


.4258, 4197. .4244 




Seq. No. 


7309 




Seq. ID 


OJ990421_06.9923.C25 






15384 




Strand 






Start 


236 




End 


5551 




Name 


OJ990421 06. 9923.C25.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1445 




End 


1791 




GI 


none 




Score 


202 




Exons 


1445. .1474, 1567. .1788, 


1568. 


.1789, 1576. .1791, 1697. .1789 




Seq. No. 


7309 




Seq. ID 


OJ990421_06.9923.C25 




Gene No. 


15384 




Strand 






Start 


236 




End 


5551 




Name 


OJ990421 06.9923.C25.o3. 


gp 


Method 


AAT/GAP 




Start 


2536 




End 


3087 




GI 


9531 1.R1084 




Score 


1056 


- «J 


Exons 


2536. .3087 










GI Descrip. 


'5295954/dbj |BAA81855.1| 


7.0e 


-37 (AB026295) hypothetical protein 


'rz 
,»E 

: ii 




[Oryza sativa] 1 








; ss. 
: 


Seq. No. 


7309 




Seq. ID 


OJ990421_06.9923.C25 


:sr 




15384 




Strand 




>y 


Start 


236 




End 


5551 


; J 


Name 


OJ990421 06 9923 C25 o3 


tm 


Method 


TBLASTX: Maize 




Start 


3834 




End 


4097 




GI 


none 




Score 


109 


3 


Exons 


3834.. 3983, 3834.. 4097, 


3847. 


.4086 




: 


Seq. No. 


7309 




Seq. ID 


OJ990421_06.9923.C25 




Gene No. 


15384 




Strand 






Start 


236 




End 


5551 




Name 


OJ990421 06. 9923.C25.ol. 


ts 


Method 


TBLASTX : Soybean 


=J 


Start 


3855 




End 


4243 




GI 


none 




Score 


70 




Exons . 


3855.. 3917, 3856.. 3918, 


3921. 


.4040, 3925. .4083, 4032. .4082, 






4175. .4243 










Seq. No. 


7310 




Seq. I'D 


OJ990421_06.9923.C26 




Gene No. 


15385 




Strand 


+ 




Start 


1 




End 


1120 




Name 


OJ990421 06. 9923.C26.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1107 




GI 


6714289 




Score 


107 




IT vAn o 
CjJ\.\ji. lo 


1..26, 523. .630, 730. .801, 1045. .1107 






GI Descrip. 


(AC013354) F15H18.13 [Arabidopsis thaliana] 




Seq. No. 


7310 




Seq. ID 


OJ990421_06.9923.C26 




Gene No. 


15385 




Strand 


+ 




Start 


1 




End 


1120 



7604 



Name OJ990421_06. 9923.C26. ol.gp Method AAT/GAP 

Start . 705. # .End - ' 1120 

GI ' ; 2428226 ' Score 260 

Exons 705. .801,. 1045.^1120 

GI Descrip. 2801536 3.0e-22 (AF039531) lysophospholipase homolog [Oryza 
sativa] 





Seq. No. 


7310 


Seq. ID 


OJ990421_06. 9923 


.C26 




Gene No. 


15386 


Strand 


- 






Start 


41 


End 


1212 






Name 


OJ990421 06.9923.C26.ol. 


gs Method 


GENSCAN 






Start 


41 


End 


1212 






GI 


none 


Score 


.89 






Exons 


41. .293, 1119. .1212 










Sea No 


7311 


Seq. ID 


OJ990421_06.9923 


.C28 




Gene No. 


15387 


Strand 








Start 


1 


End 


208 






Name 


OJ990421 06.9923.C28.ol. 


gp Method 


AAT/GAP 






Start 


1 


End 


135 






GI 


uC-osflm2021I3d05bl 


Score 


250 






Exons 


1. .135 










GI ' Descrip. 


'5922636/dbj | BAA84637.il 


1.0e-14 (AP000492) ESTs 




1= VS. 




C99517 (E20319) ,AU078130 (E20319) correspond to a region 


of thp 

\J J_ cue 






predicted- gene. ; hypothetical protein [Oryza sativa] 




w 




>gi 6016869 dbj BAA85212 


M (AP000570) 


ESTs 








C99517(E20319),AU078130(E20319) correspond to -a region 


of the 


ru 




predicted gene.; hypothetical protein [Oryza sativa]' 




'■- B? 

; . E 


Seq. No. 


7311 


Seq. ID 


OJ990421_06.9923 


.C28 




Gene No. 


15387 


Strand 






w 


Start 


1 


End 


208 




ru 


Name 


OJ990421 06.9923.C28.ol. 


gs Method 


GENSCAN 






Start 


11 


End 


208 






GI 


none 


Score 


.59 






Exons 


11. .208 - 










Q^rr Mo 

OC^. IN U • 


7312 


Seq. ID 


OJ990421_06.9923 


.C30 


S3. 
: e 
'idt 


Gene No. 


15388 


Strand 


+ 




u 


Start 


* 204 


End 


652 




Llj 


Name 


OJ990421 06.9923.C30.ol. 


tm Method 


TBLASTX: Maize 






Start 


5 


End 


652 






GI 


none 


Score 


38 






Exons 


5. .88, 12. .101, 47. .88, 


100. .180, 100.. 


153, 100. .246, 100. .183, 






108. .155, 118. .171, 171. 


.227, 173. .277, 


188. .280, 189.. 


281, 






189.. 284, 216.. 368, 230. 


.370, 239. .364, 


240. .371, 254 . . 


367, 






255. .374, 261. .362, 262. 


.378, 266. .346, 


390. .503, 393.. 


500, 






394. .501, 400. .549, 400. 


.519, 401. .502, 


409. .498, 416.. 


496, 






417. .515, 418. .501, 419. 


.550, 434. .502, 


529. .651, 541.. 


639, 






544, .615, 551. .652, 575. 


.652 








Seq. No. 


7312 


Seq. ID 


OJ990421_06. 9923 


.C30 




Gene No. 


15388 


Strand 


+ 






Start 


204 


End 


652 






Name 


OJ990421 06.9923.C30.ol. 


gs Method 


GENSCAN 






Start 


204 


End 


341 






GI 


none 


Score 


:55 





7605 



# • 



Exons 


204. .341 








Seq. No. 


7313 * 


Seq'. ID 


OJ990421JD6.9923 


.C31 




15389 


Strand 


+ 




Start 


366 


End 


563 




Name 


OJ990421 06.9923.C31.ol.gs 


Method 


GENS CAN 




Start 


366 


End 


563 




GI 


none 


Score 


.81 




Exons 


366. .563 








Seq. No. 


7313 


Seq. ID 


OJ990421_06. 9923 


.C31 


Gene No. 


15390 


Strand 






Start 


978 


End 


1081 




Name 


OJ990421 06.9923.C31.ol.gp 


Method 


AAT/GAP 




Start 


978 


End 


1081 




GI 


69953 1.R1084 


Score 


130 




Exons 


978. .1081 








GI Descrip. 


'5295936/dbj | AB026295 . 2 | AB026295 7 . Oe- 


34 Oryza sativa genomic 




DNA, chromosome 6, clone : P0681F10, complete sequence 1 




Seq. No. 


7314 


Seq. ID 


OJ990421 06.9923 


. C34 




1 S"391 


St rand 






Start 


4 96 
*± ^ \j 


End 


632 




Name 


V./U Z< y v t ^. 1 \J \J • ZJ Z/ » ^/ Ji • Ul • UO 


Mp1~ h od 


OTNSCAN 




Start 


496 ~ 


End 


632 




Gl' 


none 


Score 


. 69 




Exons 


496.. 632 








Seq. No. 


7315 


Seq. ID 


OJ990421 06 9923 


. C35 


Gene No. 


1 S^92 


St" rand 


+ 




Start 


983 


End 


1293 




Name 


OJ990421 06.9923.C35.ol.np 


Method 


AAT/NAP 




Start 


983 


End 


1293 




GI 


4097938 


Score 


90 




Exons 


983. .1080, 1252. .1293 








GI Descrip. 


(U72250) beta-1, 3-glucanase 


precursor 


[Oryza sativa] 




Seq. No. 


7315 


Seq. ID 


OJ990421__06. 9923 


.C35 


rzpnp No 


15393 


Strand 






Start 


619 


End 


768 




Name 


OJ990421 06.9923.C35.ol.gs 


Method 


GENSCAN 




Start 


619 


End 


768 




GI 


none 


Score 


.98 




Exons 


619.. 768 








Seq. No. 


7316 


Seq. ID 


OJ990421_06.9923 


.C39 


(2f*np No 


15394 


Strand 






Start 


24 


End 


78 




Name 


OJ990421 06.9923.C39.ol.gs 


Method 


GENSCAN 




Start 


24 


End 


78 




GI 


none 


Score 


.91 




Exons 


24. .78 








Seq. No. 


7317 


Seq. ID 


OJ990421_06.9923 


.C41 


Gene No. 


15395 


Strand 






Start 


302 


End 


409 




Name 


OJ990421 06.9923.C41.ol.gs 


Method 


GENSCAN 





7606 





Start 


302 








End 


409 




GI . 


none 








Score 


.83 




. Exons 


302. .409 














Seq. No. 


7318 








Seq. ID 


OJ990421_01.9922.C1 




Gene No. 


15396 








Strand 


+ 




otdit 










End 


13500 




Name 


OJ990421 01 


.9922. 


Cl.ol. 


gs 


Method 


GENSCAN 




Start 


3020 








End 


13500 




GI 


none 








Score 


.47 




Exons 


3020. .3684, 


3760. 


.4259, 


4850. 


.4909, 5465. .5641, 5970. .6221, 






8934. .9067, 


11271 


..11417, 13405. .13500 






Seq. No. 


7318 








Seq. ID 


OJ990421_01.9922.C1 






J. 3 j y u 








Strand 


+ 




Start 


3020 








End 


13500 




Name 


OJ990421 01 


.9922. 




L-1U 


Method 


TBLASTX: Maize 




Start 


3581 








End 


3889 




GI 


none 








Score 


61 




Exons 


3581. .3619, 


3646. 


.3831, 


3689. 


.3889, 3701. .3889 




Seq. No. 


7318 








Seq. .ID 


OJ990421_01.9922.C1 






1 J J 








Strand 


+ 




Start 


3020 








End 


13500 


sS 


Name 


OJ990421 01 


.9922. 


CI . o5 . 


tw 


Method 


TBLASTX: Wheat 


J 


Start 


5055 








End 


5414 


n 


GI 


none 








Score 


99 


y 

3 

. : 


Exons 


5055. .5186, 


5059. 


.5184, 


5185. 


.5409, 5229. .5276, 5328. .5414 


Seq. No. 


7318 








Seq. ID 


OJ990421_01.9922.C1 




Gene No. 


15396 








Strand 


+ 


=? 


ouait. 










End 


13500 


y 


Name 


OJ990421 01 


.9922. 


CI . o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


5467 








End 


6181 


1 


GI 


none 








Score 


122 


sr 


Exons 


5467. .5643, 


5475. 


.5660, 


5651. 


.5962, 5773. .5895, 5936. .6064, 


-J 




5947. .6093, 


6119. 


.6181, 


.6121. 


.6180 




3 


Seq;' No. . 


'1-318 








Seq. ID 


OJ990421_01.9922.C1 




CI cit~\ d KT /~\ 
uCIlC LNvJ • 










Strand 


+ 




Start 


3020 








End 


13500 




Name 


OJ990421 01 


.9922. 


Cl.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5651 








End 


6043 




GI 


none 








Score 


340 




Exons 


5651. .6043, 


5701. 


.6033 










Seq. No. 


7318 








Seq. ID 


OJ990421_01.9922.C1 




Gene No. 


15396 








Strand 


+ 






JU^U 








End 


13500 




Name 


OJ990421 01 


.9922. 


Cl.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6320 








End 


7291 




GI 


none 








Score 


92 




Exons 


6320. .6424, 


6343. 


.6420, 


6397. 


.6969, 6427. .6717, 6684. .6941, 






6929. .7291 














Seq. No. 


7318 








Seq. ID 


OJ990421_01.9922.C1 




Gene No. 


15396 








Strand 


+ 



7607 




Start 


. 3020 








End 


13500 


Name 


t - OJ990421 01 


.9922 


.Cl.o4. 


tw • 


Method 


TBLASTX : Wheat 


Start 


• 6394 








End 


6681 


GI 


none 








Score 


265 


Exons 


6394. .6681, 


6423 


. .6644, 


6424. 


.6645 




Seq. No. 


7318 








Seq. ID* 


OJ990421 01.9922 


Gene No. 


15396 








Strand 


+ 


Start 


3020 








End 


13500 


Name 


OJ990421 01 


9922 


.CI.06. 


tw 


Method 


TBLASTX: Wheat 


Start 


6682 








End 


6957 


GI 


none 








Score 


100 


Exons 


6682. .6795, 


6684 


. .6764, 


6805. 


.6957 





Seq. No.. 


7318 








Seq. ID 


OJ990421JD1. 9922. CI 


Gene No. 


15396 








Strand 


+ 


Start 


3020 








End 


13500 


Name 




QQ99 


PI n1 




Method 


TBLASTX: Soybean 


Start 


6886 








End 


7411 


GI 


none 








Score 


57 


Exons 


6886. .6942, 


7003. 


.7044, 


7013. 


.7240, 7123. .7212, 7307. .7411 


Seq. No. 


7318 








Seq. ID 


OJ990421JU. 9922. CI 


Gene No. 


15396 








Strand 


+ 


Start 


3020 








End 


13500 . 


Name 




QQ99 


Pi 


LW 


Method 


TBLASTX: Wheat 


Start 


7037 








End 


7585 


GI 


none 








Score 


168 


Exons 


7037. .7282, 


7277. 


.7408, 


7487. 


.7585 




Seq. No. 


7318 








Seq. ID 


OJ990421_01.9922.C1 


Gene No. 


15396 








Strand 


+ 


Start 


3020 








End 


13500 






QQ99 


PI n9 

\^J- • Kit- • 


t-m 

L.1LL 


Method 


TBLASTX: Maize 


Start 


7448 








End 


7955 


GI 


none 








Score 


332 


Exons 


7448. .7702, 


7483. 


.7713, 


7484. 


.7855, 7887. .7955, 7889. .7951 


Seq. No. 


7318 








Seq. ID 


OJ990421_01. 9922. CI 


Gene No. 


15396 








Strand 


+ 


Start 


3020 








End 


13500 


Name 


OJ990421 01 


9922. 


Cl.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7679 








End 


8048 


GI 


none 








Score 


147 


Exons 


7679. .7882, 


7866. 


.8048, 


7889. 


.8047 




Seq. No. 


7318 








Seq. ID 


OJ990421_01. 9922. CI 


Gene No. 


15396 








Strand 


+ 


Start 


3020 








End 


13500 


Name 


OJ990421 01. 


9922. 


Cl.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


8127 








End 


8417 


GI 


none 








Score 


-.172 


Exons 


8127. .8324, 


8162. 


.8239, 


8181. 


.8312, 8319. .8417 


Seq. No. 


7319 








Seq. ID 


OJ990421_01.9922.C2 


Gene No. 


15397 








Strand 


+ 


Start 


1001 








End 


3387 



7608 






Name 


OJ990421 01.9922.C2.ol.np 


Method 


AAT/NAP 




Start 


1001 ,'• 


. End 


3387 




GI 


58521*80 ' '. 


Score 


574 




Exons 


1001.. 1048, 2037.. 2153, 2205. 


.2616, 3317.. 3387 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


7319 


Seq. ID 


OJ990421_01.9922.C2 




Gene No. 


15398 


Strand 


- 




Start 


1716 


End 


4416 




Name 


OJ990421 01.9922.C2.ol.gp 


Method 


AAT/GAP 




Start 


897 


End 


1281 




GI 


uC-osflcyp033a04bl 


Score 


620 




Exons 


897. .1281 








GI Descrip. 


'6016845/dbj I AP000570 . 1 | AP000570 3.0e- 








DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 




oeq. id 


OJ990421_01.9922.C2 








Strand 


- 




Start 


1716 


End 


4416 




Name 


OJ990421 01.9922.C2.ol.gs 


Method 


GENSCAN 




Start 


1716 


End 


4416 




GI 


none 


Score 


71 




Exons 


1716.. 1801, 2096.. 2653, 4191. 


.4416 




.SSI 
L ~A 


Seq. No. 


• 7319 


Seq. ID 


*'OJ990421_01.9922.C2 




bene ino . 


15399 


Strand 


- 


rn 


Start 


5382 


End 


7019 


ry 


.Name 


OJ990421 01.9922.C2.o2.gs 


Method 


GENSCAN 




Start 


5382 


End 


7019 




GI 


none 


Score 


. 62 


EX 


Exons 


5382. .5537, 5646.. 7019 






ru 


Seq. No. 


7319 


Seq. ' ID 


OJ990421_01.9922.C2 


is 


Gene No. 


15399 


Strand 






Start 


5382 


End 


7019 




Name 


OJ990421 01.9922.C2.o2.np 


Method 


AAT/NAP 




Start 


.5699 


End 


6730 




GI 


161752 


Score 


100 




Exons 


5699... 5801, 6069.. 6147, 6293. 


.6368, 6402.. 6535, 6653.. 6730 


□ 


GI Descrip. 


(L03710) cnjB [Tetrahymena thermophila] gi | 7374 94 | prf | | 1922371A 


sz 
UJ 




cnjB gene [Tetrahymena thermophila] 






Seq. No. 


7320 


Seq. ID 


OJ990421_01.9922.C3 




uciie in . 


15400 


Strand 


+ 




Start 


122 


End 


600 




Name 


OJ990421 01.9922.C3.ol.gs 


Method 


GENSCAN 




Start 


122 


End 


600 




GI 


none 


Score 


.67 




Exons 


122.. 203, 314.. 600 








Seq. No. 


7321 


Seq. ID 


OJ990421_01.9922.C4 




Gene No. 


15401 


Strand 






Start 


1 


End 


1975 




Name 


OJ990421 01.9922.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1559 




GI 


4680179 


Score 


587 




Exons 


1..27, 298. .533, 702. .1559 







7609 



GI Descrip. 



(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 


7321 


Seq. ID' 


OJ990421_01.9922 


.C4 


Gene No. 


15401 


Strand 


— 




Start 


1 


End 


1975 




Name 


OJ990421 01.9922.C4.ol.gs 


Method 


GENSCAN 




Start 


189 


End 


1975 




GI 


none 


Score 


.57 




Exons 


189. .1538, 1910. .1975 








Seq. No. 


7321 


Seq. ID 


OJ990421_01.9922 


.C4 


Gene No. 


15401 


Strand 


— 




Start 


1 


End 


1975 




Name 


OJ990421 01.9922.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


777 


End 


1076 




GI 


none 


Score 


75 




Exons 


777. .1076, 973. .1062 








Seq. No. 


7321 


Seq. ID 


OJ990421_01. 9922 


.C4 


Gene No. 


15401 


Strand 


— 




Start 


1 


End 


1975 




Name 


OJ990421 01. 9922. C4 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


957 


. End 


1316 




GI 


none 


Score 


54 




Exons 


957. .1247, 957. .1316, 961. 


.1314 






Seq. No. 


7322 


Seq. ID 


OJ990421_01. 9922 


-C5 


Gene' No . 


15402, 


Strand 






Start 


1 


End 


440 




Name 


OJ990421 01.9922.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


440 




GI 


729092 


Score 


575 




Exons 


1..440 








GI Descrip. 


CALCIUM-DEPENDENT PROTEIN 


KINASE, ISOFORM AK1 (CDPK) 





gi I 477484 | pir | | A49082 calcium-dependent protein kinase isoform 
AK1 - Arabidopsis thaliana gi 1304105 (L14771) calcium-dependent 
protein kinase [Arabidopsis thaliana] 



Seq. No. 


7322 






Seq. ID 


OJ990421_01-. 9922 


,C5 


Gene No. 


15402 






Strand 






Start 


1 






End 


440 




Name 


OJ990421 01. 9922. C5 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 






End 


200 




GI 


none 






Score 


119 < 




Exons 


1..183, 3. .200 












Seq. No. 


7322 






Seq. ID 


OJ990421_01.9922 


.C5 


Gene No. 


15402 






Strand 






Start 


1 






End 


440 




Name 


OJ990421 01. 9922. C5 


.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1 






End 


377 




GI 


none 






Score 


56 




Exons 


1..81, 3. .377, 12.. 


107, 


130. 


.300 






Seq. No. 


7322 






Seq. ID 


OJ990421_01. 9922 


.C5 


Gene No. 


15402 






Strand 






Start 


1 






End 


440 





7610 



Name 

Start' 

Gr 

Exons 



OJ990421_0,1 . 9922 .C5.ol.tm Method 

1 , ; :v ■ End . 

none Score 
1..297, 3. .332, 286.-333 



Seq. No. 7322 Seq. ID 

Gene No. 15402 Strand 

Start 1 End 

Name OJ990421_01 . 9922 . C5 . ol . tc Method 

Start 1 End 

GI none Score 

Exons 1..297, 3. .428, 349. .420 

Seq. No. 7322 Seq. ID 

Gene No. 15402 Strand 

Start 1 End 

Name OJ990421_01 . 9922 .C5.ol.gs Method 

Start 9 End 

GI none Score 

Exons 9.. 374 



TBLASTX: Maize 

.333 

240 



OJ990421_01.9922.C5 
440 

TBLASTX: Cress 

428 

146 



OJ990421_01.9922.C5 
440 

GENSCAN 
.374 
.91 



Seq. No. 7323 Seq. ID 

Gene No. 15403 Strand 

Start 366 End 

Name OJ990421_01 . 9922 .C6.ol.gs Method 

Start 366 End 

GI none Score 

Exons 366.. 497 



OJ990421_01.9922.C6 
+ 

497 

GENSCAN 

497 

.91 



Seq. No. 7324 Seq. ID OJ990421_01 . 9922 . C7 

Gene No. 15404 Strand 

Start 1 End 6472 

Name OJ990421_01 . 9922 .C7 .ol .np Method AAT/NAP 

Start 1 End- 6472 

GI 4680207 Score 978 

Exons 1..1134, 5770.. 6472 

GI Descrip. (AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. No. 7324 

Gene No. 15404 
Start * 1 

Name .. OJ990421_01 . 9922 .C7 .ol .gs 

Start 24 

GI none 

Exons 24.. 1078, 3565.. 3664, 3989. 

Seq. No. 7324 

Gene No. 15404 

Start 1 

Name OJ990421_01 . 9922 .C7 .ol . ts 

Start 93 

GI none 
Exons 



OJ990421_0.1.9922.C7 

6472 
GENSCAN 
6428 
.44 

.4544, 5770. .6428 

OJ990421 01. 9922. C7 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



6472 

TBLASTX : Soybean 

4504 

74 



93. .218, 105. .263, 360. .416, 498. .581, 600. .674, 666. .881, 
690. .788, 900. .983, 901. .960, 1009. .1137, 1089. .1178, 
3974. .4252, 4229. .4303, 4415. .4504 



7611 





Seq. No. 


7324 




Seq. ID 


OJ990421_01.9922.C7 




Gene No. • 


15404 




Strand 






'Start • 


1 




■ End 


6472 




Name 






Method 


TBLASTX: Cress 




Start 


150 




End 


6008 




GI 


none 




Score 


52 




Exons 


150.. 290, 504.. 578, 684 


. .857, 


685. .810 


, 852. .980, 853. .960, 






1164. .1220, 4010. .4183, 


4011. 


.4136, 4178. .4270, 4179. .4271, 






4490. .4546, 5946. .6008, 


5950. 


.6006 






Seq. No. 


7324 




Seq. ID 


OJ990421_01.9922.C7 




Liene ino . 


X D 4 U 4 




Qt* t a n H 

O LI dilU 






Start 


1 




End 


6472 




Name 


OJ990421 01.9922.C7.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


165 




End . 


590 




GI 


none 




Score 


175 




Exons 


165. .278, 330. .590 










Seq. No. 


7324 




Seq. ID 


OJ990421_01.9922.C7 




bene ino . 


± D 4 VJ 4 




Strand 






Start 


1 




End 


6472" 




Name 


OJ990421 01.9922.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


309 




End 


713 




GI 


none 




Score 


65 




Exons 


309.. 356, 369.-473, 472 


. .582, 


480. .584 


, 588. .713, 592. .702 


rfl 


Seq. No. 


7324 




Seq. ID 


OJ990421_01.9922.C7 


: isS 


Gene No . 


15404 




Strand 






Start 


1 




End 




1 : ~ 


Name 


OJ990421 01.9922.C7.ol. 


tm 


Method 


■ TBLASTX: Maize 


ISA 


Start 


642 




End 


4213 




. GI 


none 




Score 


133 


r[| 


Exons 


642. .887, 643. .879, 4004. .4213, 4008.. 


4205 


is 

□ 


■ ' , 

Seq. No. 


7324 




Seq. ID 


OJ990421_01.9922.C7 




Gene No. 


15404 




Strand 






OLaiL 


1 




End 


6472 


(•* 


Name 


OJ990421 01.9922.C7.o2. 


tw 


Method 


TBLASTX: Wheat - 




Start 


714 




End 


4297 




GI 


none 




Score 


94 




Exons 


714. .884, 733.-885, 903 


. .974, 


904. .978 


, 4011. .4289, 4013. .4231, 






4226.. 4297 










Seq. No. 


7324 




Seq. ID 


OJ990421_01.9922.C7 




Gene No. 


15404 




Strand 






Start 


1 




End 


6472 




Name 


OJ990421 01.9922.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


892 




End 


4547 




GI 


none 




Score 


68 




Exons 


892.. 975, 903.. 974, 998 


. .1075 


, 999. .1076, 1098. .1220, 






1099. .1221, 4218. .4289, 


4226. 


.4297, 4324. .4404, 4424. .4546, 






4464. .4547 










Seq. No. 


7325 




Seq. ID 


OJ990421 01. 9922. C8 




Gene No. 


15405 




Strand 


+ 




Start 


859 




End 


1024 




Name 


OJ990421 01.9922.C8.ol. 


gs 


Method 


GENSCAN 



7612 



Start 


859 


End 


1024 








GI 


none 


Score 


.86 








Exons ' x ;. 


"859:. 1024 












Seq. No. 


7325 


Seq. ID 


OJ990421 


_01. 


9922 


.C8 


Gene No. 


15406 


Strand 


+ 










4578 


End 


1 n 

D 4 J. U 








Name 


OJ990421 01. 9922.C8.ol.np 


Method 


AAT/NAP 








Start 


4541 


End 


4858 








GI 


6539588 


Score 


100 








Exons 


4541. .4858 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa]- 








Seq. No. 


7325 


" Seq. ID 


OJ990421 


_01. 


9922 


.C8 


Gene No . 


15406 


Strand ' 


+ 








Start 


4578 


End 


5410 








Name 


OJ990421 01 . 9922 . C8 . o2 . gs 


Method 


GENSCAN 








Start 


4578 


End 


5410 








GI 


none 


Score 


.78 








Exons 


4578. .4802, 5285. .5410 












Seq. No. 


7325 


Seq. ID 


OJ990421 




9922 


.C8 


Gene No . 


15407 


Strand 










Start 


6252 


End 


7269 








Name 


OJ990421_01 . 9922 .C8 . o3.gs 


Method 


GENSCAN 








Start 


6252 


End 


"7269 








GI 


none 


Score 


.63 








Exons 


6252.. 6505, 7230.. 7269 












Seq. No. 


7326 


Seq. ID 


OJ990421 


_01. 


9922 


.C10 


Gene No . 


15408 


Strand 


+ 








Start 


93 


End 


551 








Name 


OJ990421 01 . 9922 . C10 . ol . gs 


Method 


GENSCAN 








Start 


y j 


bna 


551 








GI " ' 


none 


Score 


.54 








Exons 


93. .169, 339. .551 












Seq. No. 


7326 


Seq. ID 


OJ990421 


_01. 


9922 


.C10 


Gene No. 


15409 


Strand 


+ 








ouart 


478 


• End 


£ Q £ 
O J D 








Name 


OJ990421 01.9922.C10.ol.np 


Method 


AAT/NAP 








Start 


478 


End 


696 








GI 


4680186 


Score 


289 








Exons 


478. .696 












GI Descrip. 


(AF111709) unknown [Oryza ; 


sativa subsp 


. indica] 








Seq. No. 


7326 


Seq. ID 


OJ990421 


_01. 


9922 


.C10 


Gene No. 


15410 


Strand 










Start 


359 


End 


62 9 








Name 


OJ990421 01.9922.C10.ol.gp 


Method 


AAT/GAP 








Start 


359 


End 


629 








GI 


uC-osflcyp033a04bl 


Score 


451 








Exons 


359. .629 












GI Descrip. 


? 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza : 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 










Seq. No. 


7327 


Seq. ID 


OJ990421 


_01. 


9922 


.Cll 



7613 



Gene No. 15411 . - Strand 

Start 2450 . , End 

Name OJ990421_01 . 9922 . Cll . o3 . hp Method 

Start 2450 End 

GI 4680186 Score 

Exons 2450.. 2490, 6410.. 6465, 7305.. 7506 
GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



+ 

75Q6 
AAT/NAP 
7506 
346 



Seq. No. 7327 

Gene No. 15412 

Start 619 

Name OJ990421_01 . 9922 . Cll . ol . gs 

Start 619 

GI none 
Exons 



Seq. ID OJ990421_01. 9922. Cll 
Strand 

End 7439 

Method GENSCAN 

End 7334 

Score .57 



619. .2765, 2836. .5107, 5334. .5362, 5401. .5569, 5628. .6167, 
7269.. 7334 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7327 
15412 

619 ^ 

OJ990421_01. 9922. Cll. ol.np 
622 

4680179 
622. .3991, 4025. .5110 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990421_01. 9922. Cll 
Strand 

End 7439 

Method AAT/NAP 

End 5110 

Score 5298 



7327 
15412 
619 

OJ990421_01. 9922. Cll. o5.tw 
667 
none 

667. .999, 688. .996, 767. .1000 



Seq. ■ ID OJ990421_01. 9922. Cll 
Strand 

End 7439- 

Method TBLASTX : Wheat 

End 1000 

Score 121 



Seq. No. 


7327 






Seq. ID 


OJ990421_01.9922. 


Cll 


Gene No. 


15412 






Strand 






Start 


619 






End 


7439 




Name 


OJ990421 01 


.9922 


.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


847 






End 


1446 




GI 


none 






Score 


241 




Exons 


847. .1287,' 


863. . 


1288, 1285. 


.1446, 1292 


. .1438 




Seq. No. 


7327. 






Seq. ID 


OJ990421_01.9922. 


Cll 


Gene No. 


15412 






Strand 






Start 


619 






End 


7439 




Name 


OJ990421 01 


.9922 


.Cll.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1000 






End 


1626 




GI 


none 






Score 


266 




Exons 


1000. .1626, 


1001 


. .1570 









Seq. No. 7327 . Seq. ID 

Gene No. 15412 Strand 

Start 619 End 

Name OJ990421_01 . 9922 . Cll . o3. tm Method 

Start 1495 End 

GI none Score 

Exons 1495. .1785, 1499. . 1786, .1599. . 1787 



OJ990421_01. 9922. Cll 
7439 

TBLASTX: Maize 

1787 

212 



7614 






Seq. No. 


7327 . . 








Seq. . ID 


OJ9904.21_01 . 9922 . Cll- 




Gene No. 


15412 








Strand 






Start 


619 








End 


•7439 




Name 


OJ990421 01 


.9922 


.Cll.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1584 








End 


1845 




GI 


none 








Score 


155 




Exons 


1584. .1766, 


1585 


. .1845, 


1586. 


.1840 






Seq. No. 


7327 








Seq. ID 


OJ990421 01.9922.C11 




Gene No. 


15412 








Strand 






Start 


619 








End 


7439 




Name 


OJ990421 01 


.9922 


.Cll.ol 


.tc 


Method 


TBLASTX : Cress 




Start 


1609 








End 


1926 




GI 


none 








Score 


85 




Exons 


1609. .1752, 


1610 


. .1750, 


1753. 


.1926 






Seq. No. 


7327 








Seq. ID 


OJ990421 01. 99zz.CH 




Gene No. 


15412 








Strand 






Start 


619 








End 


7439 




Name 


OJ990421 01 


.9922 


.Cll.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1633 








End 


2200 




GI 


none 








Score 


334 




Exons 


1633. .2169, 


1634 


. .2200 








'1 
S3" 


Seq. No. 


7327 - 








Seq. ID 


OJ990421_01 . 9922 . Cll 




Gene No. 


15412 








Strand 






Start 


619 








End 


7439 




Name 


OJ990421 01 


.9922 


.Cll.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


2191 








End 


2554 


y 


GI 


none 








Score 


152 




Exons 


2191. .2553, 


2200 


. .2553, 


2204. 


.2554 




y 


Seq. No. 


7327 








Seq. ID 


OJ990421 oi. yy2z.cn 


'i 


Gene No. 


15412 








Strand 




«=■ 


Start 


619 








End 


7439 


i E 


Name 


OJ990421 01 


.9922 


.Cll.o3 


.tw 


Method * 


TBLASTX: Wheat 


; 


Start 


2203 








End 


2625 




GI 


none 








Score 


.349 


"1 


Exons 


2203. .2625, 


2204 


. .2593 








3 


Seq. No. 


■ 7327., 








Seq. ID 


OJ990421' 01.9922.. Cll 




Gene No. 


•15412 : \ 








Strand 






Start 


619 - 








End 


7439* 




Name 


OJ990421 01 


.9922 


.Cll.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


2374 








End 


2619 




GI 


none 








Score 


66 




Exons 


2374 . .2619, 


2474 


. .2602 










Seq. No. 


7327 








Seq. ID 


OJ990421_01. 9922. Cll 




Gene No. 


15412 








Strand 






Start 


619 








End 


7439 




Name 


OJ990421 01 


.9922 


.Cll.oS 


. tm 


Method 


TBLASTX: Maize 




Start 


2560 








End 


2875 




GI 


none 








Score 


45 




Exons 


2560. .2658, 


2560 


. .2667, 


2652. 


.2810, 2653. .2808, 2828.. 2875 



7615 



Seq. No. 7,327. 

Gene -Nb"...ii ; -- 154 : 12 - 

Start " 619 " ' 

Name OJ990421JD1 . 9922 . Cll . o7 . tw 

Start 2640 

GI none 

Exons 2640.. 2804, 2641.. 2811, 2641. 

2808. .2894, 2825. .2896 



..Seq. ID OJ990421_01. 9922. Cll 
VStrand * - 
End 

Method 
End 
Score 

.2772, 2643. .2810, 2804. .2896, 



7439 

TBLASTX: Wheat 

2896 

109 



Seq. No. 7327 

Gene No. 15412 

Start 619 

Name OJ990421_01 . 9922 . Cll . ol . ts 

Start 2641 

GI none 

Exons 2641.. 2811, 
2972. .3004, 



2643. .2810, 2804. 
2973. .3002 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_01. 9922. Cll 
7439 

TBLASTX: Soybean 

3004 

136 



.2968, 2823. .2900, 2825. .2968, 



Seq. No. 7327 Seq. ID 

Gene No. 15412 Strand 

Start 619 End 

Name OJ990421_01 . 9922 .Cll . o4 . tm Method 

Start 2891 End 

GI none Score 

Exons "2891.. 3322, 2898. .3092 



OJ990421JU. 9922. Cll 
7439 

TBLASTX : Maize. 

3322 

76 



Seq. No. 


7327 








Seq. ID 


OJ990421_01. 9922. Cll 


Gene No. 


15412 








Strand 




Start 


619 








End 


7439 ' 


Name 


OJ990421 01 


.9922 


.C11.04 


.tw 


Method 


TBLASTX: Wheat 


Start 


2945 








End 


3427 


GI 


none 








Score 


217 


Exons 


2945. .3322, 


2988 


. .3323, 


3377. 


.3427 




Seq. No. 


7327 








Seq. ID 


OJ990421JU. 9922. Cll 


Gene No. 


15412 








Strand 




Start 


619 








End 


7439 


Name 


OJ990421 01 


.9922 


.CII.08 


v tw 


Method 


TBLASTX: Wheat 


Start 


3527 






End 


3964 


GI 


none 








Score 


69 


Exons 


3527. .3568, 


.3596 


. .3709, 


3597. 


.3710, 3755.. 3964, 3756.. 3908 


Seq. . No. 


7327 








Seq. ID 


OJ99042i_01.S922.Cll 


Gene No. 


15412 








Strand 




Start 


619 








End 


7439 


Name 


OJ990421 01 


.9922 


.Cll.o7 


.tm 


Method 


TBLASTX: Maize 


Start 


3647 








End 


4000 


GI 


none 








Score 


192 


Exons 


3647. .4000 












Seq. No. 


7327 








Seq. ID 


OJ990421_01. 9922. Cll 


Gene No. 


15412 








Strand 




Start 


619 








End 


7439 


Name 


OJ990421 01 


.9922 


.Cll.06 


.tw 


.Method 


TBLASTX: Wheat 


Start 


4283 








End 


4634 


GI 


none 








Score 


112 


Exons 


4283. .4633, 


4440 


. .4634 









7616 






oeq. iNu . * 










n 1 




Gene No: 


-15412 -■ * 




Strand 








Start 


619 




End 


7439 






Name 


OJ990421 01.9922.Cll.o6 


.tm 


Method 


TBLASTX: Maize 






Start 


4328 




End 


4633 






GI 


none 




Score 


90 






Exons 


4328.-4633, 4503. .4619 












Seq. No. 


7327 . 




Seq. ID 


OJ990421JD1.9922 


.Cll 




Cone* Nn 


15412 




Strand 








Start 


619 




End 


7439 






Name 


OJ990421 01.9922.Cll.o2 


. np 


Method 


AAT/NAP 






Start 


4349 




End 


6166 






GI 


4512231 




Score 


144 






Exons 


4349. .4382, 5596. .6166 












GI Descrip. 


(AB014741) ORFO protein 


[Oryza sativa] 








Corr Nri 
JCt|. IN vJ . 






Seq. ID 




n 1 




Gene No. 


15412 




Strand 








Start 


619 




End 


7439 






Name 


OJ990421 01.9922.Cll.o9 


.tw 


Method 


TBLASTX: Wheat 






Start 


4668 




End 


4867 : 






GI 


none 




Score 


115 




*3 
3 


Exons 


4668. .4865, 4670. .4867 . 










n 


Seq. No. 


7327 




Seq. ID 


OJ990421JD1. 9922 


.Cll 


u 


Gene No. 


15412 




Strand 








Q4- 3 


619 




End 


7439 




5 


Name 


OJ990421 01.9922.Cll.ol 


• gp 


Method 


AAT/GAP 






Start 


7056 




End 


7439 




1 


GI 


uC-osflcyp033a04bl 




Score 


669 






Exons 


7056. .7439 












GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 


-J 




DNA, chromosome 1, clone : P0711E10 1 






J 


Seq. No. 


7328 




Seq. ID. 


OJ990421_01. 9922 


.C12 






15413 




Strand 


+ 






Start 


199 




End 


3960 




3 


Name 


OJ990421 01.9922.C12.ol 


. np 


Method 


AAT/NAP 






Start 


199 


End 


3960 




sf 


GI 


4680179 , 




Score 


5958.. 






Exons 


"199. .3960 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






OtrV-£ . ViKJ • 


7328 




Seq. ID 


OJ990421_01. 9922 


.C12 




Gene No. 


15414 




Strand 








Start 


4228 




End 


4684 






Name 


OJ990421 01.9922.C12.o7 


. tw 


Method 


TBLASTX: Wheat 






Start 


531 




End 


935 






GI 


none 




Score 


142 






Exons 


531.. 737, 581.. 679, 765 


. .935, 


791. .934 








Seq. No. 


7328 - 




Seq. ID 


OJ990421_01.9922 


.C12 




Gene No. 


15414 




Strand 








Start 


4228 




End 


4684 






Name 


OJ990421 01.9922.C12.o3 


.tw 


Method 


TBLASTX: Wheat 





7617 



Start 
GI 

.Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1110 
none 

1110. .1592/ 

7328 

15414 

4228 

OJ990421_01. 

1120 

none 

1120. .1395, 

7328 

15414 

4228 

OJ990421_01. 

1146 

none 

1146. .1460, 

7328 

15414 

4228 

OJ990421_01. 
1479 •■ 
none 

1479. .1658, 

7328 

15414 

4228 

OJ990421_01. 

1533 

none 

1533. .1565, 

7328 

15414 

4228 ' 

OJ990421_01. 

1641 

none 

1641. .1943, 

7328 

15414 

4228 

OJ990421_01. 

1944 

none 

1944. .2453, 

7328 

15414 

4228 

OJ990421_01. 
1950 



End 
Score 



. 1592 
538 



1214. .1549 



9922.C12.o5.tm 



Seq. ID OJ990421_01.9922.C12 
Strand 

End 4 684 

Method TBLASTX : Maize 

End 1411 

Score 93 



1121. .1402, 1122. .1409, 1220. .1411 



9922.C12.o3.ts 



1262. .1459 



9922.C12.o3.tm 



Seq. ID OJ990421_01.9922.C12 
Strand 

End 4 684 

Method TBLASTX : Soybean 

End 1460 

Score 186 



Seq. ID OJ990421_01.9922.C12 

Strand - - 

End 4 684 

Method TBLASTX : Maize 

End 1979 

Score 161 



1644.. 1979, 1730.. 1861, 1731.. 1940 



9922.C12.ol.ts 
1569.. 1928, 1569. 

9922.C12.o5.tw 
1642. .1728, 1679. 

9922.C12.o2.tw 



Seq. ID OJ990421_01.9922.C12 
Strand 

End 4684 

Method TBLASTX : Soybean 

End 1928 

Score 57 
.1799, 1685.. 1927 



Seq. ID OJ990421_01.9922.C12 
Strand 

4684 

TBLASTX: Wheat 
1943 

375,- 



End 

Method 
End 
Score 
.1942 - 



Seq. ID OJ990421_01.9922.C12 
Strand 

End 4684 

Method TBLASTX : Wheat 

End 2453 

Score 596 



1976.. 2287, 2022.. 2354, 2330.. 2362 



9922.C12.o4.ts 



Seq. ID OJ990421_01.9922.C12 
Strand 

End 4684 

Method TBLASTX : Soybean ' 

End 2195 



7618 






GI 


none 








Score 


181 






Exons 


195Q..2195, 


/1 973 


. .2194 












Seq. No. . 


7328 








Seq. ID 


... ... , 

OJ990421JD1- 9922 


-C12 




Hon 0 NJf\ 


1 S4 1 4 








Strand 








Start 


4228 








End 


4684 






Name 


OJ990421 01 


. 9922 


.C12.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


2016 








End 


2374 






GI 


none 








Score 


455 






Exons 


2016. .2369, 


2018 


. .2194, 


2019. 


.2354, 2036.. 2374 






Seq. No. 


7328 








Seq. ID 


OJ990421_01. 9922 


.C12 




Gene No. 


15414 








Strand 








JLdi L 


*4 £. £. O 








End 


. 4684 






Name 


OJ990421 01 


.9922 


.C12.o4 


.tw 


Method 


TBLASTX: Wheat 






Start 


2457 








End 


2937 






GI 


none 








Score 


416 






Exons 


2457. .2852, 


2490 


. .2837, 


2681. 


.2851, 2701. .2871, 2800. .2937, 






2838. .2936 
















Seq. No. 


7328 








Seq. ID 


OJ990421_01. 9922 


-C12 






15414 








Strand 








Start 


4228 








End 


4684 






Name 


OJ990421 01 


.9922 


.C12.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


2643 








End 


2961 




' E 


GI 


none 








Score 


91 




1" fs 


Exons 


2643. .2816, 


2821 


. .2961, 


2835. 


.2960 






ni 


Seq. No. 


7328 








Seq. ID 


OJ990421JD1.9922 


.C12 




VjCHC Vi\J ■ 


1 S4 1 4 








Strand 






uy 


Start 


4228 








End 


4684 






Name 


OJ990421 01 


9922 


.C12.o2 


.ts 


Method 


TBLASTX : Soybean 






Start 


2724 








End 


2985 






GI 


none 








Score 


110 




:. -i 


Exons 


2724. .2837, 


2729 


. .2833, 


2797. 


.2985, 2847.. 2984 






Seq. No. 


7328 








Seq. ID 


OJ990421_01.9922 


.C12 




yj cue 1. * ■ 


1 S4 1 4 








Strand- 








Start 


4228 








End 


4684 - 




;* 


Name 


OJ990421 01. 


9922 


.C12.o4 


.tm 


Method 


TBLASTX: Maize 




;SS=. 


Start 


2783 








. End 


3075. 








none 








Score 


69 






Exons 


2783. .2836, 


2784 


. .2852, 


2836. 


.3069, 2842.. 3075, 2847.. 3071 : 




Seq. No. 


7328 








Seq. ID 


OJ990421_01.9922 


.C12 




Cpnp NJr> 


1^414 








Strand 








Start 


4228 








End 


4684 






Name 


OJ990421 01. 


9922. 


C12.ol 


tw 


Method 


TBLASTX: Wheat 






Start 


2944 








End 


3583 






GI 


none 








Score 


432 






Exons 


2944. .3333, 


2946. 


.3332, 


3353. 


.3583, 3454. .3582 






Seq. No. 


7328 








Seq. ID 


OJ990421_01. 9922 


.C12 




Gene No. 


15414 








Strand 








Start 


4228 








End 


4684 






Name 


OJ990421 01. 


9922. 


C12.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


3124 








End 


3735 





7619 



GI 

Exons 



none Score 208 

3124.. 3285, 3126.. 3278, 32.82.. 3332, 3283.-3333, 3338.. 3649, 
3416.. 3580, 3463.. 3597, 3645.-3677, 3648.-3722, 3649.. 3735 



U 



Seq. No. 


7328 


Seq. ID 


OJ990421_01 . 9922 .C12 


Gene No. 


15414 


Strand 




Start 


4228 


End 


4684 


Name 


OJ990421 01.9922.C12.o6.tw 


Method 


TBLASTX: Wheat 


Start 


3583 


End 


3950 


GI 


none 


Score 


84 


Exons 


3583. .3648, 3584. .3649, 3649. .3915, 3675. .3797, 3897. .3950 


Ccirr Mo 

UC^t IN \J . 


7328 


Seq. ID 




Gene No. 


15414 


Strand 




Start 


4228 


End 


4684 


Name 


OJ990421 01.9922.C12.o2.np 


Method 


AAT/NAP 


Start 


4228 


End 


4684 


GI 


6721559 


Score 


380 


Exons 


4228.-4363, 4394. .4684 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




gi I 6815084 | dbj | BAA90370 . 1 1 


(AP001081) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


7329 


Seq. ID 


OJ990421_01.9922.C13 


Gene No. 


15415 


Strand 




Start 


829 


■ End 


6680 


Name 


OJ990421 01.9922.C13.ol.np 


Method 


AAT/NAP 


Start 


829 


End 


6680 


GI 


4680183 


Score 


174 


Exons 


829.. 918, 1528.. 1595, 6662. 


. 6680 




GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


7329 


Seq. ID 


OJ990421_01.9922.C13 


Gene No. 


15415 


Strand 




Start 


829 


End 


6680 


Name 


OJ990421 01.9922.C13.ol.gs 


Method 


GENSCAN 


Start 


873 


End 


3167 


GI 


none 


Score 


.6 


Exons 


873.. 999, 3026.. 3167 






Seq. No. 


7329 


Seq. ID 


OJ990421_01.9922.C13 


Gene No\ 


15415 


Strand - 




Start' 


-829 


End 


6680. 


Name 


OJ990421 01.9922.C13.o2.np 


Method 


AAT/NAP 


Start 


4703 


End 


5714 


GI 


3894163 


Score 


148 


Exons 


4703.. 4860, 4916. .5132, 5597.. 5714 




GI Descrip. 


(AC005312) putative phloem- 


■specific lectin [Arabidopsis 




thaliana] 






Seq. No. 


7329 


Seq. ID 


OJ990421_01.9922.C13 


Gene No. 


15415 


Strand 




Start 


829 


End 


6680 


Name 


OJ990421 01.9922.C13.o2.gs 


Method 


GENSCAN 


Start 


4706 


End 


6057 


GI 


none 


Score 


. 94 


Exons 


4706.. 5132, 5982. .6057 







7620 




Seq. No. 


7330 




Seq. ID . 


OJ990421_01-.9922.C14 * 


Gene No. 


15416 




Strand 


+ 


Start 


2593 




End 


6066 


Name 


OJ990421 01. 


9922.C14.o2.gs 


Method 


GEN SCAN 


Start 


2593 




End 


6066 


GI 


none 




Score 


.51 


Exons 


2593. .2796, 


5167.. 5270, 5331 


..5496, 5896. .6066 


Seq. No. 


7330 




Seq. ID 


OJ990421_01. 9922.C14 


Gene No. 


15417 




Strand 




Start 


596 




End 


4228 


Name 


OJ990421 01. 


9922.C14.ol.np 


Method 


AAT/NAP 


Start 


596 




End 


4228 


GI 


4773893 




Score 


292 


Exons 


S96..886, 991. .1127, 1825. .2102, 2480. 


.2634, 4141. .4228 


GI Descrip. 


(AF076243) putative receptor 


-like protein kinase [Arabidopsis 




thaliana]^ 








Seq. No. 


7330 




Seq. ID 


OJ990421_01. 9922.C14 


Gene No. 


15418 




Strand 




Start 


5222 




End 


5730 


Name 


OJ990421 01. 


9922.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


845 




End 


2056 


GI 


none 




Score 


70 


Exons 


845. ,904, 998. .1114, 1037. .1099, 1105. 


.1128, 1106. .1135, 




1824. .2051, 


1827.. 2051, 1853 


..2056, 1957. .2055 


Seq. No. 


7330 




Seq. ID 


OJ990421_01. 9922.C14 


Gene No. 


15418 




Strand 




Start 


5222 




End 


5730 


Name 


OJ990421 01. 


9922.C14.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1022 




End 


2659 


GI 


none 




Score 


107 


Exons 


1022. .1123, 


1032.. 1124, 1827 


..2033, 1836. .2030, 2387. .2659 


Seq. No. 


7330 




Seq. ID 


OJ990421_01.9922.C14 


Gene No. 


15418 




Strand 




Start 


'5222 




End 


5730 


Name 


OJ990421 01. 


9922.C14.o2.tm 


Method 


TBLASTX: Maize 


Start 


2393 




End 


2697 


GI 


none • ■-.>• 




Score 


69 


Exons - 


2393. .2467, ' 


2400.. 2471, 2401 


..2514, 2417. .2641, 2423. .2641, 




2448. .2645, 


2449. .2646, 2452 


. .2697 




Seq. No. 


7330 




Seq. ID 


OJ990421_01. 9922.C14 


Gene No. 


15418 




Strand 




Start 


5222 




End 


5730 


Name 


OJ990421 01. 


9922.C14.o2.np 


Method 


AAT/NAP 


Start 


5222 




End 


5730 


GI 


5734709 




Score 


82 


Exons 


5222. .5309, 


5428. .5730 






GI Descrip. 


(AC008075) Contains PF| 00069 


Eukaryotic protein kinase domain 




[Arabidopsis 


thaliana] 






Seq. No. 


7331 




Seq. ID 


OJ9904 21_01. 9922.C15 


Gene No. 


15419 




. Strand 





7621 




Start 


991 




End 


4796 






Name ■ 


OJ990421 01.9922,'C15.al.:gs 


Method 


GENSCAN 






Start 


991 




End 


4796 






GI 


none 




Score 


.42 






Exons 


991. .1085, 2461. .2725, 3218. 


.3315, 3389.. 3503, 


4476. .4796 


Seq. No. 


7331 




Seq. ID 


OJ990421 


_01.9922 


• X *J 


Gene No. 


15420 




.Strand 








Start 


10654 




End 


12381 






Name 


OJ990421 01.9922.C15 


. ol . rip 


Method 


AAT/NAP 






Start 


10113 




End 


12381 






GI 


3320104 




Score 


844 






Exons 


10113. .10246, 10718. 


.10773, 


10897. .11121, 11833 


. .12000, 






12084. .12199, 12275. 


.12381 










GI Descrip. 


(AJ007366) calcium-dependent 


protein 


kinase [Zea mays] 




Seq. No. 


1 331 




Seq. ID 


OJ990421 


u ± . y yzz 


pi s 


Gene No. 


15420 




Strand 








otart 


1 A n C A 




End 


12381 






Name 


OJ990421 01.yy22.Clo 


. oZ . gs 


Method 


GENSCAN 






Start 


10654 




End 


12366 






GI 


none 




Score 


.98 






Exons 


10654. .10773, 10897. 


.11121, 


11833. .12000, 12084 


. .12199, 






12324. .12366 












Seq. No. 


7331 




Seq. ID 


OJ990421 


ui . yyzz 




Gene No. 


15420 




Strand 








Start 


10654 




End 


12381 






Name 


OJy9u4zi ui.yy^z.cio 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


10665 




End 


11932 






GI 


none 




Score 


85 






Exons 


IUddO. . 1U 1 33 f lUboo. 


i m to 
. 1U / /z, 


10684 . .10776, 10732 


. .10773, 






10876. .11118, 10896. 


.11120, 


10897. .11121, 10964 


. .11122, 






11824. .11922, 11825. 


.11932, 


11832. .11879, 11833 


. .11922 




Seq. No. 


7331 




Seq. ID 


OJ990421 


_01.9922 


pi ^ 


Gene No. 


15420 




Strand 








Start 


10654 




End 


12381 






Name 


OJ990421 01.9922.C15 


.ol- tc 


Method ' 


TBLASTX: 


Cress 




Start 


10732 




End 


12381 






GI 


none 




Score 


65 






Exons 


10732. .10776, 10733. 


.10774, 


10891. .11121, 10900 


. .11121, 






11824. .12003, 11834. 


.12001, 


12079. .12195,- 12081 


. .12197, 






12084. .12197, 12270. 


.12374, 


12273. .12380, 12274 


. ;12381 




Seq. No. 


7331 




Seq. ID 


OJ990421 


_01. 9922 




Gene No. 


15420 




Strand 








Start 


10654 




End 


12381 






Name 


OJ990421 01.9922.C15 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


10732 




End 


12380 






GI 


none 




Score 


120 






Exons 


10732. .10773, 10897. 


.11121, 


10964. .11122, 11824 


. .12003, 






11836. .12000, 12079. 


.12195, 


12081. .12197, 12270 


. .12380, 






12273. .12377 












Seq. No. 


7331 




Seq. ID 


OJ990421 


_01. 9922 


.C15 


Gene No. 


15420 




Strand 









7622 




Start . 


10654 




End 


- 12381 






KT -a m o >; 
INCllllC ... 


OJ990i21 01.9922 


.C15.ol-.ts . 


.■ Method 


TBLASTX: 






Start"" 


10735-'' 




End 


12380 






GI 


none 




Score 


42 






Exons 


10735. .10776,- 10897 .. 11118, 


10897. .11121, 10961 


. .11122, 






11824. .12003, 11852. .12001, 


12079. .12198, 12081 


. .12197, 






12276. .12380 












Seq. No. 


7332 




Seq. ID 


OJ990421 


_01.9922 


.C16 




15421 




Strand 


+ 






Start 


1806 




End 


3682 






Name 


OJ990421 01.9922 


. C16 . ol . gs 


Method 


GENSCAN 






Start 


1806 




End 


3682 






GI 


none 




Score 


.4 






Exons 


1806.. 1993, 3549 


. .3682 










Seq. No. 


7332 




Seq. ID 


OJ990421 


_01.9922 


.C16 


Gene No. 


15422- 




Strand 


— 






Start 


3170 




End 


5088 






Name 


OJ990421 01.9922 


.C16.ol.np 


Method 


AAT/NAP 






Start 


3170 




End 


4790 






GI 


6539588 




Score 


173 






Exons 


3170.. 3229, 4514 


. .4790 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


1 ^^9 
/ JJt 




Seq. ID 


OJ990421 


_01.9922 


.C16 


Con & Wo 


15422 




Strand 


- 






Start 


3170 




End 


5088 






Name 


OJ990421 01.9922 


.C16.o2.gs 


Method 


GENSCAN 






Start 


4494 




End 


5088 






GI 


none 




Score 


.6 \ 






Exons 


4494. .4731, 4877 


. .5088 










Seq. No. 


7332 




Seq. ID 


OJ990421 


_01.9922 


.C16 


VjCIIC i 


15423 




Strand 








Start 


6677 




End 


8194 






Name 


OJ990421 01.9922 


.C16.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


,6668 




End 


7335 






GI 


none 




Score 


50 






Exons 


6668.. 6928, 6744 


..6914, 6947 


..7186, 6990. .7148, 


7204. .7335 


Seq. No. 


7332 




Seq; ID . 


OJ9904.21 


_01.9922 


.C16 


Gene No. 


15423 




Strand 








Start 


6677 




End 


8194 






Name 


OJ990421 01.9922 


.C16.o2.np 


Method 


AAT/NAP 






Start 


6677 




End 


7632 






GI 


4416302 




Score 


948 






Exons 


6677. .7632 












GI Descrip. 


(AF105716) copia- 


-type pol polyprotein 


[Zea mays 


] 




Seq. No. 


7332 




Seq. ID 


OJ990421 


_01.9922 


.C16 


Gene No. 


15423 




Strand 








Start 


6677 




End 


8194 






Name 


OJ990421 01.9922 


.C16.o3.gs 


Method 


GENSCAN 






Start 


6677 




End 


8194 






GI 


none 




Score 


.58 






Exons 


6677. .7046, 7211 


..7632, 8057 


. .8194 









7623 



Sea No 


7332 








Seq. ID 


PJ990421_01.9922.C16 


Gene No. 


15423 








Strand 




Start 


6677 








End 


8194 


Name 


OJ990421 01 


.9922 


.C16.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6692 








End 


7353 


GI 


none 








Score 


287 


Exons 


6692. .7189, 


6708 


. .7187, 


7204. 


.7353, 7271. .7345 




7332 








Seq. ID 


OJ990421_01.9922.C16 


Gene No. 


15423 








Strand 




Start 


6677 








End 


8194 


Name 


OJ990421 01 


.9922 


.C16.ol 


.tc 


Met hod 


TBLASTX' Cress 


Start 


6698 








End 


7162 


GI 


none 








Score 


60 


Exons 


6698. .6910, 


6932 


. .7063, 


7067. 


.7162 




Qpn No 


7332 








Seq. ID 


OJ990421_01.9922.C16 


Gene No. 


15423 








Strand 




Start 


6677 








End 


8194 


Name 


OJ990421 01 


.9922 


.CI6.0I 


.tw 




TRLA^TX * Whp^t 


Start 


6743 








End 


7177 


GI 


none 








Score 


57 


Exons 


6743. .6856, 


6743 


. .6919, 


6938. 


. 7177 






1 *J *J £. 








Seq. ID 


OJ990421_01.9922.C16 


Gene No. 


15423 








Strand 




Start 


6677 








End 


8 194 


Name 


OJ990421 01 


.9922 


,C16.o2 


.tw 


Mp+* V") oH 


TRLASTX • WhpAt 


Start 


7189 








End 


7536 


GI 


none 








Score 


101 


Exons 


7189. .7356, 


7393 


. .7536 








Sea No 


7332 








Seq. ID 


OJ990421_01.9922.C16 


Gene No. 


15423 








Strand 




Start 


6677 








End 


8194 


Name 


OJ990421 01 


.9922 


.C16.o2 


.ts 


1 iC L11UU 


TBLASTX • Sovbpan 


Start 


7336 








End 


7569 


GI 


none 








Score 


185 


Exons 


7336.. 7569 












Sea No 


7332 








Seq. ID 


OJ990421_01.9922.C16 


Gene No. 


15423 








Strand 




Start 


6677 








End 


8194 


Name 


OJ990421 01 


.9922 


.C16.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


7354 








End 


7537 


GI 


none 








Score 


79 


Exons 


7354. .7524, 


7354 


. .7536, 


7400. 


.7537 




Seq. No. 


7333 








Seq. ID 


OJ990421_01.9922.C17 


Gene No. 


15424 








Strand 


+ 


Start 


11669 








End 


13516 


Name 


OJ990421 01 


.9922 


.C17.o2 


. gs 


Method 


GENSCAN 


Start 


11669 








End 


13516 


GI 


none 








Score 


.74 



Exons 11669. .11793, 13432.. 13516 



7624 



Seq. No. 


7333 




Seq. ID 


OJ990421_ 


01.9922 


.C17 


Gene No. 


15425 




Strand 


+ 






Q+- a r"f- 






End 


20176 






Name 


OJ990421 01.9922.C17. 


o3 . gs 


Method 


GENSCAN 






Start 


15369 




End 


20176 






GI 


none 




Score 


.42 






Exons 


15369. .15486, 15903.. 


15958, 


16942. .17049, 17309. 


.17424, 






19794. .19899, 20057.. 


20176 










Seq. No. 


7333 




Seq. ID 


OJ990421_ 


01.9922 


.C17 


Gene No. 


15425 




Strand 


+ 






O-t- a r +- 
J LCll U 


15369 




End 


20176 






Name 


OJ990421 01.9922.C17. 


ol . np 


Method 


AAT/NAP 






Start 


16504 




End 


19442 






GI 


6815109 




Score 


175 






Exons 


16504. .16671, 16861.. 


17146, 


19423. .19442 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


7333 




Seq. ID 


OJ990421_ 


01.9922 


.C17 


UCllC LNU • 


15426 




Strand 


+ 






Start 


24656 




End 


25198 






Name 


OJ990421 01.9922.C17. 


o4 . gs 


Method 


GENSCAN 






Start 


24656 




End 


25198 






GI 


none 




Score 


.93 






Exons 


24656. .24706, 25133.. 


25198 










Seq. No. 


7333 




Seq. ID 


OJ990421_ 


01. 9922 


.C17 


Gene No. 


15427 




Strand 


+ 






Start 


27648 




End 


27915 






Name 


OJ990421 01.9922.C17. 


ol.gp 


Method 


AAT/GAP 






Start 


27648 




End 


27915 






GI 


LIB3434-035-P1-K1-A7 




Score 


465 






Exons 


27648. .27915 












GI Descrip. 


, 5441876/dbj IAP000367 


.1IAP000367 l.Oe- 


114 Oryza 


sativa 


genomic 



DNA, chromosome 2, clone : P0437H03 (contig b) 1 



Seq. No.. 


7333 




Seq. ID 


OJ990421_ 


_01. 


9922 


.C17 


Gene No. 


15428 




Strand 










Start 


27416 




End 


31988 








Name 


OJ990421 01.9922.C17 


. o5 . gs 


Method 


GENSCAN 








Start 


27416 




End 


31988 








GI 


none 




Score 


.79 








Exons 


27416. .27525,- 30877. 


.30906, 


31910. .31988 








Seq. No. 


7333 




Seq. ID 


OJ990421_ 


01. 


9922 


.C17 


Gene No. 


15429 




Strand 










Start 


33571 




End 


36455 








Name 


OJ990421 01.9922.C17 


. 06 . gs 


Method 


GENSCAN 








Start 


33571 




End 


36455 








GI 


none 




Score 


.89 








Exons 


33571. .33694, 36310. 


.36455 












Seq. No. 


7334 




Seq. ID 


OJ990421_ 


01. 


9922 


.C18 


Gene No. 


15430 




Strand 


+ 








Start 


293 




End 


543 








Name 


OJ990421 01.9922.C18 


. ol .gs 


Method 


GENSCAN 








Start 


;293 




End 


543 









7625 






GI 


none 


Score 


.55 








Exons 


293. .437, <5i| ; . .543 












Seq. No. 


7335 


Seq. ID 


OJ990701_05. 


9922. 


C2 




Gene No. 


15431 


Strand 


+ 








Start 


6974 


End 


14454 








Name 


OJ990701 05.9922.C2.o3.np 


Method 


AAT/NAP 








Start 


6974 


End 


13699 








GI 


4680203 


Score 


1264 








Exons 


6974.. 7036, 9364.. 9638, 9694. 


.10541, 13048. .13375, 


13517 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 








Seq. No. 


7335 


Seq. ID 


OJ990701_05. 


9922. 


C2 




Gene No. 


15431 


Strand 


+ 










6974 


End 


14454 








Name 


OJ990701 05.9922.C2.o3.gs 


Method 


GEN SCAN 








Start 


9390 


End 


14454 








GI 


none 


Score 


.41 








Exons 


9390.. 9512, 9518.. 9732, 10067 


. .10221, 


10593. .10670, 










12850. .12951, 13425. .13582, 14173.. 14454 








Seq. No. 


7335 


Seq. ID 


OJ990701_05. 


9922. 


C2 




Gene No. 


15432 


Strand 










Start 


1 


End 


14480 








Name 


OJ990701 05.9922.C2.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


905 








GI 


4680203 


Score 


498 






: a i s 


Exons 


1..905 










: 

;S =3; 

: 5 
■: 5? 

LJ 


GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


7335 


Seq. ID 


OJ990701_05. 


9922. 


C2 






15432 


Strand 








rjj 


Start 


1 


End 


14480 








Name 


OJ990701 05.9922.C2.ol.tc 


Method 


TBLASTX: Cress 




,5 =3. 


Start 


7 


End 


10244 








GI 


none 


Score 


186 








Exons 


7.. 117, 9978.. 10244 










■:. = ! 


Seq. No. 


7335 


Seq. ID 


OJ990701_05. 


9922. 


C2 


:* ?x 


. Gene No. 


15432 


Strand 










Start 


1 


End 


14480 








Name 


OJ990701 05.9922.C2.o2.tw 


Method 


TBLASTX: Wheat 






Start 


7 


End 


10223 




*r ■* 




GI 


none 


Score 


87 








Exons 


7. .114, 8. .97, 127. .438, 128. 


.319, 410 


..436, 9699.. 


9917, 








9903.. 9974, 9999. .10106, 10116 .. 10223 










Seq. No. 


7335 


Seq. ID 


OJ990701_05. 


9922. 


C2 






15432 


Strand 










Start 


1 


End 


14480 








Name 


OJ990701 05.9922.C2.ol.gs 


Method 


GENS CAN 








Start 


19 


End 


7182 








GI 


none 


Score 


.5 








Exons 


19. .248, 433. .525, 561. .694, 


737. .911, 


7077. .7182 








Seq. No. 


7335 


Seq. ID 


OJ990701_05. 


9922. 


C2 




Gene No. 


15432 


Strand 









7626 



Start 
Name 
Start- 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

;.j Seq. No. 
rf= Gene No. 

Start 

Name 
j =J Start 
U GI 
■/I Exons 



= Seq. No. 

■J Gene No. 

; s & Start 

; 2 Name 

"I* Start 

! :=l Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ99.O7.01_0 5 . 9922 . C2 . ol . ts 

134 ' 

none 



End 14480 , • 

Method TBLASTX : Soybean 

End 9971 

Score 151 



134. .418, 136. .417, 261. .422, 9719. .9889, 9726. .9899, 
9738.. 9905, 9906.. 9971 



7335 

15432 

1 

OJ990701_05.9922.C2.o2.np 

4049 

5852175 



Seq. ID OJ990701_05. 9922.C2 
Strand 

End 14480 

Method AAT/NAP 

End 14480 

Score 110 



4049. .4075, 6399. .6444, 7077. .7187, 7753. .7793, 8195. .8264, 
14421. .14480 

(AL117265) zhbOOOS.l [Oryza sativa] 



7335 

15432 

1 

OJ990701_05 . 9922 . C2 . o2 . gs 

7636 

none 



Seq. ID OJ990701_05. 9922.C2 
Strand 

End 14480 

Method GENSCAN 

End 9151 

Score .74 



7636. .7767, 8206. .8293, 8396. .8466, 8557. .8688, 9116. .9151 



7335 

15432 

1 

OJ990701_05.9922.C2.ol.tw 

13215 

none 



Seq. ID OJ990701_05.9922.C2 
Strand 

End 14480 

Method TBLASTX : Wheat 

End 13642 

Score 70 



13215. .13277, 13217 .. 13258 , 1328 6 .. 13330, 13287 .. 13331 , 
13311. .13508, 13325. .13561, 13327 .. 134 67 , 13331 .. 13561, 
13511. .13642, 13517. .13642 



7336 

15433 

489 

OJ990701_05.9922.C3.ol.gs 

489 

none 



Seq. ID OJ990701_05.9922.C3 
Strand 

End 47.07 

Method GENSCAN 

End 3566 

Score .96 



489. .882, 1015. .1-204, 1995.. 2075, 3006.. 3132, 3304.. 3566 



7336 

15433 

489 

OJ990701_05. 9922.C3.ol.np 
492 

3135251 



Seq. ID OJ990701_05.9922.C3 
Strand 

End "4707 

Method AAT/NAP 

End 4707 

Score 545 



492.. 882, 1015.. 1204, 1995. .2053, 3002.. 3132, 3304.. 3477, 
4688. .4707 

(AC003058) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start- 



7336 

15433 

489 



Seq. ID OJ990701_05.9922.C3 
Strand 

End 4707 



7627 



Name 


OJ990701 05 


.9922.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


585 




End 


3531 




GI 


none 




Score 


110 




Exons 


585.-776, 792. .881, 1011.. 


1205, 1012.. 


1206, 2980.. 3132, 






2984. .3124, 


3010. .3141, 3208. .3366, 3334. .3474, 3490. .3531 


Seq. No. 


7336 










bene ino • 


15433 




91" rand 






Start 


489 




FnH 


4707 




Name 


. OJ990701 05 


.9922.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


594 




End 


1169 




GI 


none 






X £. £. 




Exons 


594. .734, 801. .896, 1011.. 








Seq. No. 


7336 




JCl^ i If 








15433 




J Li u 1 l\Ji 






Start 


489 




FnH 


4707 




Name 


OJ990701 05 


. 9922.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


594 




End 


1230 




GI 


none 






7 2 




Exons 


594. .773, 792. .881, 1011.. 


1 HAD 1 Oft 4 

XUfiU, 1U04 , • 


1 9 "30 1 Ofi£ 1 90^ 




Seq. No. 


7336 






nTQQ07m 0^ QQ99 






15433 




uLidnu 






Start 


489 




FnH 
EjIIU. 


4 7 0 7 




Name 


OJ990701. 05 


.9922.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


792 




End 


1205 




GI 


none 




Score 


56 




Exons 


792. .896, 1009. .1185, 1011 


..1184, 1188 


..1205 




Seq. No. 


7336 




Seq. ID 


OJ990701_05.9922 


.C3 


Gene No. 


15433 




Strand 






DCdiL 


489 




End 


4707 




Name 


OJ990701 05 


. 9922.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


3001 




End 


3835 




GI 


none 




Score 


149 




Exons 


3001. .3132, 


3002.. 3133, 3283.. 3570, 3301.. 3570, 3315.. 3572, 




3656. .3835, 


3657. .3758 








Seq. No. 


7337 




Seq. ID 


OJ990701_05.9922 


.C4 




15434 




Strand 


+ 




Start- . . 


5812 




End 


.6529 • 




Name 


OJ990701 05 


. 9922.C4.o2.gs 


Method 


GENSCAN 




Start 


5812 




End 


6529 




GI 


none 




Score 


1 




Exons 


5812. .5821, 


6192. .6529 








Seq. No. 


7337 




Seq. ID 


OJ990701_05.9922 


.C4 


Gene No. 


15435 




Strand 


+ 




Start 


6604 




End 


6761 




Name 


OJ990701 05 


.9922.C4.o2.np 


Method 


AAT/NAP 




Start 


6604 • 




End 


6761 




GI 


6907084 




Score 


150 




Exons 


6604. .6761 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


7337 




Seq. ID 


OJ990701_05.9922 


.C4 



7628 



Gene No. 15436 . Strand + 

Start 7160 ■ ' v ' ; End 9340 

Name OJ990701_05 . 9922 .C4 . o3 . gs Method . GENSCAN 

Start 7160 End 9340 

GI none Score .93 

Exons 7160.. 9340 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7337 Seq. ID OJ990701_05 . 9922 . C4 

15436 Strand + 

7160 End 9340 

OJ990701_05 . 9922 . C4 . o3 . np Method AAT/NAP 

7160 End 9336 

6016874 Score 1788 

7160. .7238, 7322. .7459, 7524. .7756, 8147. .8306, 8700. .8879, 
8997..9336 

(AP000570) ESTs C19143 (E10020 ) , D25076 (R311 6 ) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



7337 
15436 
7160 

OJ990701_05.9922'.C4.ol.gp 
7849 

uOosflcypllOc07bl 
7849..83S7 

? 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. . 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



OJ990701_ 
+ 

9340 
AAT/GAP 
8357 
970 



05. 9922. C4 



7337 Seq. ID 

15437 Strand 

75 End 

OJ990701_05 . 9922 . C4 . ol . gs Method 

75 End 

none Score 



75. .224, 450. .524, 1167. .1236, 3252, 
4466. .5014, 5026. .5095 



OJ990701_05.9922.C4 

5095 
GENSCAN 
5095 
.5 

3393, 3477.. 3809, 



Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7337 
15437 

75 ; 

OJ990701 J>5 . 9922 . C4 . ol . np 
202 

3176723 



Seq. ID OJ990701_05.9922.C4 
Strand 

End 5095 

Method AAT/NAP 

End 5083 

Score 354 



202. .229, 474.. 524, 3079.. 3150, 3252. .3393, 3477. .3965, 
4466. .5083 

(AC002392) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



7337 

15437 

75 

OJ990701_05.9922.C4 .oS.tm 

3103 

none 



Seq. ID OJ990701_05. 9922.C4 
Strand 

End 5095 

Method TBLASTX : Mai ze 

End 3558 

Score 50 



3103. .3150, 3275. .3391, 3287. .3394, 3288.. 3398, 3457.-3558, 



7629 



3488. .3550 



i Bs t 



Seq. No. 


7337 


Seq. ID 


OJ990701_05.9922 


.C4 


Gene No. 


15438 


Strand 






Start 


7508 


End 


7954 




Name 


OJ990701 05.9922.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


7508 


End 


7954 




GI 


none 


Score 


69 




Exons 


7508.. 7594, 7579.. 7788, 7580. 


.7828, 78 


65. .7921, 7916. .7954 


Seq. No. 


7337 


Seq. ID 


OJ990701_05. 9922 


.C4 


Gene No. 


15439 


Strand 






Start 


8048 


End 


8362 




Name 


OJ990701 05.9922.C4.o3.tm 


Method 


TBLASTX: Maize 




Start 


8048 


End 


8362 




GI 


none 


Score 


65 




Exons 


8048.. 8122, 8135.. 8362, 8143. 


.8361 






Seq. No. 


7337 


Seq. ID 


OJ990701_05. 9922 


.C4 


Gene No. 


15440 


Strand 






Start 


8567 


End 


8919 




Name 


OJ990701 05.9922.C4.o4.tm 


Method 


TBLASTX • Maize 




Start 


8567 


End 


8919 




GI 


none 


Score 


240 




Exons 


8567.'. 8848, 8578.. 8919 








Seq. No. 


7337 


Seq. ID 


OJ990701 05 9922 


.C4 


Gene No.. 


15441 


Strand 






Start 


9031 


End 


9274 




Name 


OJ990701 05.9922.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


9031 


End 


9274 




GI 


none 


Score 


282 




Exons 


9031.. 9171, 9041.. 9274 








Seq. No. 


7338 


Seq. ID 


OJ990701 05 9922 


.C5 


Gene No. 


15442 


Strand 


+ 




Start 


1 


End 


1686 




Name 


* OJ99070.1 05.9922.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1686 




GI 


6016874 


Score 


401 




Exons 


1..316, 1472. .1686 








GI Descrip. 


' (AP000570) ESTs C19143 (E10020 


),D25076( 


R3116) correspond 


to 




region of the predicted gene. 


; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






Seq. No. 


7338 


Seq. ID 


OJ990701JD5. 9922 


.C5 


Gene No. 


15442 


Strand 


+ 




Start 


1 


End 


1686 




Name 


OJ990701_05.9922.C5.ol.gs 


Method 


GEN SCAN 




Start 


59 


End 


913 




GI 


none 


Score 


.88 




Exons 


59. .315, 757. .913 








Seq. No. 


7339 - 


Seq. ID 


OJ990701_05.9922 


.C8 


Gene No. 


15443 


Strand 


+ 




Start 


62 


End 


105 




Name 


OJ990701 05.9922.C8.ol.gs 


Method 


GENSCAN 





7630 





Start 


62 


End 


105 






GI' 


none 


Score 


.65 






Exons 


62. .105 










Seq. No. 


7340 


Seq. ID 


OJ990701_ 


_05.9922.C9 




Gene No. 


15444 


Strand 


+ 






uldi L 


1 


End 


5500 






Name 


OJ990701 05.9922.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


5500 






GI 


4680183 


Score 


194 






Exons 


1..120, 4689. .4801, 5411. .5500 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


7340 


Seq. ID 


■OJ990701_ 


05. 9922. C9 




bene jno . 


15444 


Strand' 


+ 






Start 


1 


End 


5500 






Name 


OJ990701 05.9922.C9.ol.gs 


Method 


GENS CAN 






Start 


4 98 


End 


2528 






GI 


none 


Score 


.75 






Exons 


498. .647, 1360. .1452, 2081. .2377, 2423. 


.2528 






Seq. No. 


7 ^ a n 

/ J H. u 


Seq. ID 


OJ990701_ 


05. 9922. C9 




oene lno . 


1 R A A R 


Strand 


+ 






Start 


7QQC 
/ O O 0 


End 


9741 




sx 


Name 


ujy^u / ui ud . . L/i? . o j> . gs 


Method 


GENSCAN 




IZ 


Start 


7 Q Q R 


End 


9474 




:.: 1 


GI 


none 


Score 


.72 




\ U 


Exons 


7QQC 7QQ/I £31 OC QOC/l G "5 HI 


.8463, 8569. .8700, 


^9375. .9474 


•T, "sS 


Seq. No. 


7340 


Seq. ID 


OJ990701_ 


05. 9922. C9 




Gene No. 


15445 


Strand 


+ 








7885 


End 


9741 




rli 


Name 


OJ990701 05.9922.C9.o2.np 


Method 


AAT/NAP 






Start 


8041 


End 


9741 




t s ^ 
!. ,-3 


GI 


4836918 


Score 


197 






Exons 


8041. .8610, 9711. .9741 










GI Descrip. 


(AC007153) 89334 [Arabidopsis 


thaliana] 






— 


Seq. No. 


7340 


Seq. ID 


OJ990701_ 


05. 9922. C9 






15446 


Strand 








Start 


5888 


End 


7273 






Name 


OJ990701 05.9922.C9.o2.gs 


Method 


GENSCAN 






Start 


5888 


End ' 


7273 . 






GI 


none 


Score 


.68 






Exons 


5888.. 5974, 6160.. 6517, 6561. 


.6652, 6695. .6779, 


7176. .7273 




Seq. No. 


7341 


Seq. ID 


OJ990701_ 


05. 9922. C10 




Gene No. 


15447 


Strand 


+ 






Start 


1 


End 


7642 






Name 


OJ990701 05.9922.C10.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


5198 






GI 


4263822 


Score 


561 






Exons 


1..550, 648. .949, 2361. .2455, 


2577. .2733, 2885.. 


3066, 






3443.-3569, 4424. .4492, 4578. 


.4737, 4808. .5198 






GI Descrip. 


(AC006067) putative receptor- 


like protein kinase 


s [Arabidopsis 



thaliana] 



7631 



Seq. No. 7341 

Gene No. 15447 

Start 1 

Name OJ990701_05 . 9922 . CIO . ol . gs 

Start 81 

GI none 

Exons 81. .550, 648. .786, 1067. .1268 



Seq. ID OJ990701JD5. 9922. CIO 

Strand + 

End 7 642 

Method GENSCAN 

End 12 68 

Score .9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7341 Seq. ID 

15447 Strand 

1 End 

OJ990701_05 . 9922 . CIO . ol . tm Method 

468 End 

none Score 



OJ990701_05. 9922. CIO 
+ 

7642 

TBLASTX: Maize 

926 

87 



468. .539, 469. .570, 643. .783, 647. .811, 658:. 822, 878.-925, 
888..926 



Seq. No. 7341 

Gene No. 15447 

Start 1 

Name OJ990701_05 . 9922 . CIO . o2 . tm 

Start 2550 ■■' 

GI none 

:3 Exons 2550.. 2579, 2594.. 2698, 2594, 
2830... 3069, 2889. .3074, 3434, 



OJ990701J35. 9922. C10 
+ 

7642 

TBLASTX: Maize 

3594 

37 



Seq. ID 
Strand 
End 

Method 
End' 
Score 

.2701, 2823.. 2930, 2830.. 3069, 
.3574, 3440.. 3574, 3472.. 3594 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7341 

15447 

1 

OJ990701_05 . 9922 . CIO . o2 . gs 

2565 

none 

2565.. 2703, 2804. 
4578. .4737, 4808, 
7070.. 7324, 7610, 



.3066, 3443. 
,5184, 5771. 
,7642 ' 



Seq. ID OJ990701_05. 9922. C10 
Strand + 

End 7642 . . 

Method GENSCAN 
End 7642 
Score . 67 

.3569, 3690.. 3758, 4424.. 4492, 
.6043, 6442.. 6535, 6645.. 6883, 



Seq. No. 7341 

Gene No. 15447 

Start 1 

Name OJ990701_05 . 9922 . C10 . o3 . tm 

Start 4576 

GI. none 

Exons 4576.. 4686, 
5722. .5796 



Seq. ID OJ990701_05. 9922. C10 

Strand + 

End 7 642 

Method TBLASTX : Mai ze 

End 5796 

-.Score 114 
4577. .4687, 4679. .4747, 4809. .4898, 4959. .5135, 



Seq. No. 7341 

Gene No. 15447 

Start 1 

Name OJ990701_05 . 9922 . C10 . ol . tc 

Start 4577 

GI none 

Exons 4577.. 4687, 4688.. 4741, 4809. 
5836.. 6030 



Seq. ID OJ990701_05. 9922. C10 

Strand + 

End 7642 

Method TBLASTX : Cress 

End 6030 

Score 126 

.4910, 4905. .5105, 5707. .5802, 



Seq. No. 
Gene No. 
Start 



7341 

15447 

1 



Seq. ID OJ990701_05. 9922. C10 
Strand + 
End 7642 



7632 



Name 

Start 

GI 

Exons 



OJ990701_05 . 9922 . CIO . ol . ts Method TBLASTX : Soybean 
4577 End 6009 

none Score 116 

4577. .4717, 4679. .4741, 4809. .4907, 4914. .5111, 5707. .5787, 
5830. .6009 



Seq. No. 7342 

Gene No. 15448 

Start 564 

Name OJ990701_05 . 9922 . Cll . ol . gs 

Start 564 

GI none 

Exons 564.. 608, 1083.. 1247 



Seq. ID OJ990701_05. 9922. Cll 



Strand 
End 

Method 

End 

Score 



+ 

1247 
GENS CAN 
1247 
.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7342 
15449 
4356 

OJ990701_05. 9922. Cll. o2.gs 
4356 
none 



Seq. ID OJ990701_05. 9922. Cll 



Strand + 

End 10547 

Method GEN SCAN 

End 10375 

Score .47 

4356.-4429, 4480. .4578, 8011. .8132, 8355.. 8453, 9596.. 10167, 
10283.. 10375 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i s 3 GI Descrip. 



7342 

15449 

4356 

OJ990701_05. 9922. Cll. ol.np 
9512 
4836918 
9512.. 10078, 10499. .10547 
(AC007153) 89334 [Arabidopsis thaliana] 



Seq. ID OJ990701JD5. 9922. Cll 

Strand + 

End 10547 

Method AAT/NAP 

End 10547 

Score . 178 



7343 
15450 

1 ' 

OJ990701_05. 9922. C12. ol.np 
1 

4263822 



Seq. ID OJ990701_05.9922.C12 

Strand + 

End 7086 

Method AAT/NAP 

End 6245 

Score 643' 



1..31, 287. .787, 891. .1192, 3323. .3425, 3534. .3659, 3813. .4021, 

4396. .4522, 5385. .5453, 5539. .5728, 5855. .6245 

(AC006067) putative receptor-like protein kinase [Arabidopsis 

thaliana] 



Seq. No. 7343 

Gene No. 15450 

Start 1 

Name OJ990701_05 . 9922 . C12 . ol . gs 

Start 318 

GI none 
Exons 



Seq. ID OJ990701_05.9922.C12 

Strand + 

End 7086 

Method GENSCAN 

End 7086 

Score .58 



318. .787, 891. .1029, 3507. .3655, 3759. .4021, 4396.-4522, 
5920.. 6201, 6679.. 6888,. 6899.. 7086 



Seq. No. 7343 

Gene No. 15451 • 

Start 8704 

Name OJ990701_05 . 9922 . C12 . o3 . tm 

Start 705 



Seq. ID OJ990701_05.9922.C12 
Strand 

End 9501 

Method TBLASTX: Maize 

End . 1169 



7633 





GI 


none 








Score 


87 




Exons 


* 705. .776, 706. .807, 890 


. .1030, 


893.. 1021, 1122.. 1169 




Seq. No. 


7343 








Seq. ID 


OJ990701_05.9922.C12 




Gene No. 


15451 








Strand 






Qfarf 


8704 








End 


9501 




Name 


OJ990701 05 


. 9922 . 


C12.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


3571 ~~ 








End 


4547 




GI 


none 








Score 


248 




Exons 


3571 3648, 


3785 . 


.4024, 


3785. . 


4021, 3844.. 4029, 3.946.. 4023, 






4387 4527, 


4388 . 


.4528, 


4394. . 


4540, 4395. .4547 




Seq. No. 


7343 








Seq. ID 


OJ990701_05. 9922.C12 




Gene No. 


15451 








Strand 






Start 


8704 








End 


9501 




Name 


OJ990701 05 


. 9922 . 


C12.ol 


• ts 


Method 


TBLASTX: Soybean 




Start 


4393 ~~ 








End 


9501 




GI 


none 








Score 


103 




Exons 


4393. . 4518, 


5537 . 


. 5659, 


5538. . 


5741, 5856.. 5951, 5937.. 6185, 






6765 6845. 


9013 . 


. 9102, 


9306. . 


9500, 9379.. 9501 




Seq. No. 


7343 








..Seq. ID 


,OJ990701_05. 9922.C12 




Gene No. 


15451 








Strand 






Start 


8704 








End 


9501 




Name 


OJ990701 05 


. 9922 . 


C12 . ol 


.tc 


Method 


TBLASTX: Cress 


hi 


Start 


5537 ~ 








End 


9501 




GI 


none 








Score 


203 


ru 


Exons 


5537 5659 
«j «j / . • -j \j ^> y f 


5538 . 


. 5741, 


5586. . 


5732, 5856.. 5951, .6765.. 6845, 


: ;= ii 




9013 9102 


9303 . 


. 9500, 


9379. . 


9501 






Seq. No. 


7343 








Seq. ID 


OJ990701_05.9922.C12 




Gene No. 


15451 








Strand 




; — 


Start 


8704 








End 


9501 




Name 


OJ990701 05 


. 9922 . 


C12 .ol 


. tm 


Method 


TBLASTX: Maize 


\ fS t 


Start 


5538 ~~ 








End 


9500 


.' ^ 


GI 


none 








Score 


192 




Exons 


5538 . . 5741, 


5856. 


.5951, 


5997. . 


6197> 6765.-6845, 9013.. 9102, 


j: a: 




9306. . 9500 












''b J 

; 5 1 


Seq. No. 


7343 








Seq. ID 


OJ990701_05.9922.C12 




Gene No. 


15451 








Strand 






Start 


8704 








End ' 


9501 




Name 


OJ990701 05 


. 9922 . 


C12 . ol 


.tw 


Method 


TBLASTX: Wheat -. 




Start 


5538 ~~ 








End 


9501 




GI 


none 








Score 


115 




Exons 


5538 5657 


5682 . 


.5732, 


5856. . 


5945, 6753.. 6848, 9001.. 9102, 






9014. .9094, 


9306. 


.9371, 


9381. . 


9500, 9385.. 9501 




Seq. No. 


7343 








Seq. ID 


OJ990701_05.9922.C12 






15451 








Strand 






Start 


8704 








End 


9501 




Name 


OJ990701 05 


.9922. 


C12.o2 


.gs 


Method 


GENSCAN 




Start 


8704 








End 


9424 




GI 


none 








Score 


.83 




Exons 


8704. .9103, 


9310. 


.9424 










Seq. No. 


7344 








Seq. ID 


OJ990701_05.9922.C14 



7634 



Gene No. " 15452 ■ Strand 

Start. 1 End' ' 3369 

Name OJ990701_05. 9922.C14 .ol.np Method AAT/NAP 

Start 1 End 3369 

GI 6630696 Score 5445 

Exons 1..3369 

GI Descrip. (AP000969) ESTs 022114(010364), AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7344 
15452 ' 
1 

OJ990701_05.9922.C14.o2.tw 
1 

none 



Seq. ID OJ990701_05.9922.C14 
Strand 

End 3369 

Method TBLASTX : Wheat 

End 450 

Score 100 



1..96, 5. .109, 65. .127, 127. .360, 149. .367, 182. .361, 376. .450, 
377. .445, 390. .449 



Seq.'. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7344 

15452 

1 

OJ990701_05.9922.C14.ol.gs 

112 

none 



Seq. ID OJ990701_05.9922.C14 
Strand 

End -3369 

Method GEN SCAN 

End 3198 

Score -.59' 



112. .757, 1320. .1503, 1587. .2748, 2785. .3198 



Seq. No. 7344 

Gene No. 15452 

Start 1 

Name OJ990701_05 . 9922 . C14 . o5 . ts 

Start 127 

GI none 
Exons 



Seq. ID OJ990701_05.9922.C14 
Strand 

End 3369 

Method TBLASTX : Soybean 

End 444 

Score 7 6 



127. .312, 188. .307, 331. .444, 341. .409 



Seq. No. 7344 
Gene No. . '■ 15452 

Start 1. 

Name ' OJ990701_05 . 9922 . C14 . o2 . tm 

Start 306 

GI none 

Exons 306.. 548, 307.. 678, 308.. 655 



Seq. ID OJ990701_05.9922.C14 
Strand 

End 3369 

Method . TBLASTX : Mai ze 

End 678 

Score 96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7344 

15452 

1 

OJ990701_05.9922.C14.o3.tw 

451 

none 



Seq. ID OJ990701_05.9922.C14 
Strand 

End 3369 

Method TBLASTX : Wheat 

End 1202 

Score 68 



451. .504, 658. .798, 668 .. 790, 813 .. 8 63, 858. .1202, 1018. .1185 



Seq. No. 7344 

Gene No. 15452 

Start 1 

Name OJ990701_05 . 9922 . C14 . o3 . ts 

Start 457 

GI none 



Seq. ID OJ990701_05.9922.C14 
Strand 

End 3369 

Method TBLASTX : Soybean 

End 805 

Score 77 



7635 




Exons 


.457.. 645, 458.. 646, 641 


. .805, 


646. .804 

- 


■ - - -. 




Seq. No. 


7344 






Seq. ID 


OJ990701JD5.9922 


.C14 




15452 






Strand 






Start 


1 






End 


3369 




Name 


OJ990701 05.9922 


.C14.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


739 






End 


1203 




GI 


none 






Score 


85 




Exons 


739. .813, 828. .1202, 841. .1047, 987. .1067, 1072. .1203 




Seq. No. 


7344 






Seq.. ID 


OJ990701_05.9922 


.C14 


Gene No. 


15452 






Strand 






Start 


i 
x 






End 


3369 
j j \j j 




Name 


n.TQQfnrn QQ9? 

KJO _7 _/ \J / U X U J . 


n 4 oi 


• io 




j. id xjrt o 1A • ovjyxjcciii 




Start 


ft7^ _ 
O / «J 






L-il L\JL 


1 ?R Q 

X O -7 




GI 


55flQ96n 








196 

X £ D 




Exons 


ft7^ 1 ?ft Q 1 D1 ft 


. 1242 










GI Descrip. 














Seq. No. 


7344 






Seq. ID 


OJ990701_05.9922 


.C14 


bene lnu • 


15452 






Strand 






Start 


i 






End 


3369 




Name 


OTQQmni ' OR QQ99 


n 4 nl 

. V^X *i . U X 


■ Lt 


Method 


TBLASTX: Cress 




Start 


Qft 4 ~~ 






End 


1250 




GI 


none 






Score 


104 




Exons 


QR4 1944 107? 


19 4 9 


111^ 


1250 






Seq. No. 


7344 






Seq. ID 


OJ990701_05.9922 


• C14 


Gene No. 


15452 






Strand 






Of ar f 

o izar l 


i 

X 






End 


3369 




Name 


n.TQQfnm n ^ QQ99 


n 4 oi 


. L W 


Method 


TBLASTX: Wheat 




Start 


19 57 _ 






End 


1977 




GI 








Score 


45 




Exons 


1257 1310 1257 


137 6 


1261 . 


.1356, 1358. .1510, 1370. .1438, 




1 ^ftl 1 5nQ 1514 


1 Q6Q 
• • x y u .7 , 


1516 

XJXO • 


.1968, 1915.. 1977 




Seq. No. 


7344 






Seq. ID 


OJ990701_05.9922 


.C14 




1 R4 S9 






Strand 






Start 


1 
X 






End 


3369 




Name 


n.TQQn7m fiR QQ99 


PI 4 n9 


• Lb 


Method 


TBLASTX : Soybean 




Start 


1 697 ~~ 






End 


2025 




GI 


none 






Score 


104 




Exons 


1627.. 1800, 1804 


. .2025, 


1817. 


.2023 






Seq. No. 


7344 






Seq. ID 


OJ990701_05.9922 


.C14 




15452 






Strand 






Start 


1 






End 


3369 




Name 


OJ990701 05.9922 


.C14 .o4 


.tm 


Method 


TBLASTX: Maize 




Start 


1813 






End 


2277 




GI 


none 






Score 


82 




Exons 


1813.. 2277, 1820 


. .2038 










Seq. No. 


7344 






Seq. ID 


OJ990701_05.9922 


.C14 


Gene No. 


15452 






Strand 






Start 


1 






End 


3369 




Name 


OJ990701 05.9922 


.C14.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


1978 






End 


2316 





7636 





GI 


none 




Score 


62 




Exons 


1978. .2316, 1979. 


.2128,' 1'987. 


.2241 






Seq. No. 


7344 




Seq. ID 


OJ990701_05*. 9922. C14 




VJCtlC liU • 


15452 




Strand 






Start 


1 




End 


3369 




Name 


OJ990701 05.9922. 


C14.o4.ts 


Method 


TBLASTX : Soybean 




Start 


2035 




End 


2415 




GI 


none 




Score 


89 




Exons 


2035.. 2283, 2266. 


.2415 








Seq. No. 


7344 




Seq. ID 


OJ990701_05.9922.C14 






15452 




Strand 






Start 


1 




End 


3369 




Name 


OJ990701 05.9922. 


C14 ,ol. tm 


Method 


TBLASTX: Maize 




Start 


2389 




End 


2733 




GI 


none 




Score 


330 




Exons 


2389.. 2430, 2459. 


.2728, 2459. 


.2725, 2461.. 2733 




Seq. No. 


7344 




Seq. ID 


OJ99P701_05. 9922.C14 




Gene No. 


15452 




Strand 






Start 


1 




End 


3369 




Name 


OJ990701 05.9922. 


C14 .ol.gp 


Method 


AAT/GAP 




Start 


2864 




End 


3369 


: C J. 


GI 


101595 1.R1084 




Score 


943 


*; s? 


Exons 


2864. .3369 








Lf 5 


GI Descrip. 


'3047066 3.0e-15 


(AF058825) contains similarity to 


! : ; S 

i *=f 




retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 




Seq. No. 


7345 




Seq. ID 


OJ990701_05. 9922-C16 






15453 




Strand 


+ 




Start 


310 




End 


1307 




Name 


OJ990701 05.9922. 


C16.ol.gs 


Method 


GENS CAN 


;s 


Start 


310 




End 


1307 


r«=s 


GI 


none 




Score 


.55 


— 


Exons 


310. .460, 508. .618, 675. .785, 


949. .1307 




Seq. No. .' 


7345 




Seq. ID 


OJ990701_05.9922.C16 


S3. 

: e 
•i -* 


Gene No. 


15454 




Strand 


+ 


,: C=. 


Start 


2564 




End 


6255 




Name 


OJ990701 05.9922. 


C16.o2.gs 


Method 


GENS CAN 


1- -J" 


■SJ:art 


2564 




End 


6255 




GI 


none 




Score 


.74 




Exons 


2564.. 2652, 2928. 


.3108, 3202. 


.3343, 35"? 


8. .3700, 3926. .4592, 






4786.. 4922, 5258. 


.5337, 5381. 


.5494, 5572. .6255 




Seq. No. 


7345 




Seq. ID 


OJ990701_05.9922.C16 




Gene No. 


15455 




Strand 






Start 


1 




End 


5180 




Name 


OJ990701 05.9922. 


C16.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


5180 




GI 


6503010 




Score 


198 




Exons 


1..64, 493. .874, 


984. .1065, 5081. .5180 






GI Descrip. 


(AF174427) formin 


-like protein AHF1 [Arabidopsis thaliana] 




Seq. No. 


7345 




Seq. ID 


OJ990701_05.9922.C16 




Gene No. 


15456 




Strand 





7637 



u 
m 



o Lai L. 


71 JO ■ * 








Name ' 


OJ990701 05.9922.C16.o4 


,tm 


. Method. 


TBLASTX: 


Start 


669' 1 • • ' 




End 


1118 


GI 


none 




Score 


51 


Exons 


669. .713, 670. .708, 710 


. .886, 


711. .890, 


753. .88 




1041. .1118 








Seq. No. 


7345 




Seq. ID 


OJ990701 


UCllC LNU ■ 


1J1JU 




on aiiu 




Start 


9138 




End 


18786 


Name 


OJ990701 05.9922.C16.o5 


.ts 


Method 


TBLASTX: 


Start 


669 




End 


875 


GI 


none 




Score 


105 


Exons 


669. .728, 710. .871, 714 


. .875 






Seq. No. 


7345 




Seq. ID 


OJ990701 


uCllC • 


1 S4 Sfi 




91- ranr\ 

O 1 — L CLl 




Start 


9138 




End 


18786 


Name 


OJ990701 05.9922.C16.ol 


. tc 


Method 


TBLASTX: 


Start 


673 




End 


1064 


GI 


none 




Score 


43 


Exons 


673. .726, 678. .728, 710 


. .871, 


711. .875, 


984. .10 


Seq. No. 


7345 




Seq. ID 


OJ990701 


G^ne No. 


15456 




Strand 




Start 


9138 




End 


18786 


Name 


OJ990701 05.9922.C16.o3 


.np 


Method 


AAT/NAP 


Start 


9138 




End 


14593 


GI 


4539660 




Score 


858 


Exons 


9138. .9417, 9458. .9598, 


9635. 


.10462, 10802. .124 


GI Descrip. 


(AF061282) polyprotein 


[Sorghum bicolor] 


Seq. No. 


7345 




Seq. ID 


OJ990701 




1 J1JU 




Strand 




Start 


9138 




End 


18786 


Name 


OJ990701 05.9922.C16.o2 


.tw 


Method 


TBLASTX: 


Start 


9154 




End 


9427 , 


GI 


none 




Score 


72 


Exons 


9154. .9423, 9157. .9321, 


9176. 


.9427 




Seq. No. 


7345 




Seq. ID 


OJ990701 




15456 




Strand 




Start 


9138 




End 


18786 


Name 


OJ990701 05.9922.C16.o3 


. tm 


Method 


TBLASTX:] 


Start 


9163 




End 


9423 


GI 


none 




Score 


136 


Exons 


9163. .9423, 9182. .9415 








Seq. No. 


7345 




Seq. ID 


OJ990701_ 


Gene No. 


15456 




Strand 




Start 


9138 




End 


18786 


Name 


OJ990701 05.9922.C16.o4 


.np 


Method 


AAT/NAP 


Start 


9390 




End 


13507 


GI 


4206306 




Score 


1281 


Exons 


9390.. 12508, 13455., 13507 






GI Descrip. 


(AF049110) prpol [Zea mays] 







7638 






Seq. No. 


7345 


• Seq. ID. 


OJ990701_05.9922 


,C16 




Gene No. 


15456 - 


Strand 








Start 


9138 ' 


End. 


18786". 






Name 


OJ990701 05.9922.C16.o4.gs 


Method 


GENSCAN 






Start 


9431 


End 


18570 






GI 


none 


Score 


.69 






Exons 


9431.. 9702, 10054. .10389, 10438 .. 12682, 


12714. .13083, 








13124. .13160, 13522. .14187, 


14394. .14643, 14737 .. 14883, 








14983. .15155, 15189 .. 15972, 


16956. .17076, 18538.. 18570 






Seq. No. 


7345 


Seq. ID 


OJ990701_05.9922 


.C16 




Gene No . 


15456 


OtiallU 








Start 


Q1 




lo / {JO 






Name 


OJ990701 05.9922.C16.o3.tw 


Meinoa 


rpDT 7\ OTY • TaTVi oaf 

i oLiAo i a i wnea u 






Start 


9443 


tna 


QP 1 7 

y o j. / 






GI 


none 


Score 


1 A 






Exons 


9443. .9817, 9444. .9587 










Seq. No. 


7345 


Seq. ID 


OJ990701_05.9922 


.C16 




Gene No . 


15456 


Strand 








Start 


y loo 




1 Q1QC 

1 0 / O O 






Name 


OJ990701 05.9922.C16.o7.ts 


Method 


i dLiAo i a : boyoean 






Start 


■ 9452 


bna 


y ojq 






GI 


none 


Score 


1 u / 




^3 


Exons 


9452.. 9634, 9462.. 9632 










Seq. No. 


7345 


Seq. ID 


OJ990701_05.9922 


.C16 




bene no . 


15456 


btrana 








Start 


Q1 

y l jo 




1 O / O D 




I : £ 


Name 


OJ990701 05. 9922.C16.o3.ts 


Method 


i bijAb i a : ooyoean 






Start 


10067 


hjna 


1 Uj / O 




si 


GI 


none 


Score 


Q Q 

o y 




; y 


Exons 


10067. .10375, 10155. .10316 








:3 


Seq. No. 


7345 


Seq. ID 


OJ990701_05.9922 


.C16 


! e bs" 


Gene No . 


15456 


otrana 








Start . 




iiina 


±0/00 




js SS 


Name 


OJ990701 05.9922.C16.o5.tm 


Method 


i tsLiAo i a : jxia i z e 




S3. 


Start 


10232 


JjUU 


i n £n q 
1UDU y 




: CC S 


GI 


none 


Score 


i y d 






Exons 


10232. .10609 










Seq. No. 


7345 


Seq. ID 


OJ990701JD5.9922 


.C16 




Gene No . 


15456 


Strand 








Start 


9138 


End 


18786 






Name 


OJ990701 05. 9922.C16.o4.tw 


Method 


TBLASTX: Wheat 






Start 


10796 


End 


11194 






GI 


none 


Score 


78 






Exons 


10796. .11065, 11105.. 11194 










Seq. No. 


7345 


Seq. ID 


OJ990701_05.9922 


.C16 




Gene No. 


15456 


Strand 








Start 


9138 


End 


18786 






Name 


OJ990701 05. 992-2" sC16.ol.ts 


Method 


TBLASTX : Soybean 






Start 


10829 


End 


11239 






GI 


none 


Score 


93 






Exons 


10829. .11080, 10914. .11078, 


11088. .11237, 11102.. 11239 





7639 



Carr • No 

uCy • IN (J • 


734 5 
/ j i 




. Seq. ID 


OJ990701_05.9922 


.C16 


Gene No. 


■ 15456 




Strand 






Start 


9138 




End 


18786 




Name 


OJ990701 05.9922.C16 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11390 




End 


11860 




GI 


none 




Score 


78 




Exons 


11390. .11578, 11403. 


.11534, 


11579. .11860, 11685.. 11822 




Cprr Mo 


7345 




Seq. ID 


OJ990701_05.9922 


.C16 


Gene No. 


15456 




Strand 






Start 


9138 




End 


18786 




Name 


OJ990701 05.9922.C16 


. o5 . tw 


Method 


TBLASTX : Wheat 




Start 


11540 




End 


11858 




GI 


none 




Score 


102 




Exons 


11540. .11857, 11544. 


.11858 








Cprr Ma 
O C ^ • LN \J . 


■ 7345 




Seq. ID 


OJ990701_05.9922 


.C16 


Gene No. 


15456 




Strand 






Start 


9138 




End 


18786 




Name 


OJ990701 05.9922.C16 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11546 




End 


12007 




GI 


none 




Score 


295 




Exons 


11546. .12007, 11547. 


.12005, 


11618. .12007 










Seq. ID 


OJ990701_05.9'922 


. C16 


Gene No. 


15456 




Strand 






Start 


9138 




End 


18786 




Name 


OJ990701 05.9922.C16 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11876 




End 


12280 




GI 


none 




Score 


221 




Exons 


11876. .12220, 11876. 


.12229, 


12218. .12280, 12248. .12280 




Qc>n Nn 


7345 




Seq. ID 


OJ990701_05.9922 


.C16 


Gene No. 


15456 




Strand 






Start 


9138 




End 


18786 




Name 


OJ990701 05/9922.C16 


.o2.tm 


Method 


. TBLASTX: Maize 




Start 


12008 




End 


12226 




GI 


none 




Score 


147 




Exons 


12008. .12226, 12009. 


.12206, 


12026. .12226 




Qpa No 

kJ ^ • IN W • 


7345 




Seq. ID 


OJ990701_05.9922 


.C16 


Gene No. 


15456 




Strand 






Start 


9138 




End 


18786 




Name 


OJ990701 05.9922.C16 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


12077 




End 


12442 




GI 


none 




Score 


70 




Exons 


12077. .12211, 12224. 


.12442, 


12309. .12431 




Seq. No. 


7345 




Seq. ID 


OJ990701_05.9922 


.C16 


Gene No. 


15456 




Strand 






Start 


9138 




End 


18786 




Name 


OJ990701 05.9922.C16 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


12852 




End 


13190 




GI 


none 




Score 


188 




Exons 


12852.. 13190 











7640 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7345 Seq. ID OJ990701_05 . 9922 . C16 

15456 Strand 

9138 End 18786 

OJ990701_05. 9922.C16.ol.gp Method AAT/GAP 

17167 End 17768 

3761363 Score 859 

17167.. 17768 

5852170/emb|AL117265.1|OST17804 1.0e-151 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4,'BAC clone:tl7804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7345 

15456 

9138 

OJ990701_05 . 9922 . C16 . o7 . np 

17727 

6063554 



OJ990701 05.9922.C16 



Seq. ID 
Strand 

End 18786 
Method AAT/NAP 
End 18786 
Score 110 
17727. .17902, 18538 18584 , 18764.. 18786 

(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq., No. 


7346 


Seq. ID 


OJ990701__05.9922 


.C17 


Gene No. 


15457 


Strand 






Start 


260 


End 


1279 




Name 


OJ990701 05.9922.C17 


. ol.gs Method 


GENSCAN 




Start 


260 


End 


1279 






none 


Score 






Exons 


260. .335, 426. .755, 


1083. .1279 






Seq. No. 


7347 


Seq. ID . 


OJ990701_05.9922 


.C19 


Gene No. 


15458 


Strand 


+ 




Start 


1 


End 


510 




Name 


OJ990701 05.9922.C19 


. ol.np Method 


AAT/NAP 




Start 


1 


End 


510 




GI 


6742729 


Score 


492 




Exons 


1. .510 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


7347 


Seq. ID 


OJ990701_05.9922 


.C19 


Gene No. 


15458 


.Strand 


+ 




Start 


1 


End 


510 




Name 


OJ990701 05.9922.C19 


. or.tw Method 


TBLASTX: Wheat 




Start 


1 


End 


503 




GI 


none 


Score 


253 




Exons 


1..273, 3. .251, 251. 


.490, 264. .503 






Seq. No. 


7347 


Seq. ID 


OJ990701_05.9922 


.C19 


Gene No. 


15458 


Strand 


+ 




Start 


1 


End 


510 




Name 


OJ990701 05.9922.C19 


. ol.tm Method 


TBLASTX: Maize 




Start 


1 


End 


314 




GI 


none 


Score 


246 




Exons 


1..279, 12. .272, 270 


. .314 






Seq. No. 


7347 


Seq. ID 


OJ990701_05. 9922 


.C19 


Gene No. 


15458 


Strand 


+ 




Start 


1 


End 


510 





7641 



Name 


OJ990701 05.9922.C19.ol.tc 


Method 


TBLASTX : 1 


Cress 




Start ■- 


264 - : ■ 


! End • 


503 






GI 


none 


Score 


226 






Exons 


264. .503, 269. .490 










Seq. No. 


.7347 


Seq. ID 


OJ990701 


J35.9922 


.C19 




15458 


Strand 


+ 






Start 


1 


End 


510 






Name 


OJ990701 05.9922.C19.ol.gs 


Method 


GENSCAN 






Start 


291 


End 


463 






GI 


none 


Score 


.65 






Exons 


291. .463 










Seq. No. 


7348 


Seq. ID 


OJ990701 


_02. 9922 


.CI 


Gene No. 


15459 


Strand 


+ 






Start 


1 


End 


233 






Name 


OJ990701 02.9922.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


233 






GI 


5295958 


Score 


364 






Exons 


1. .233 










GI Descrip. 


(AB026295) hypothetical protein [Oryza 


sativa] 






Seq. No. 


1 1A R 


Seq. ID 


OJ990701 


_02.9922 


.CI 




lOfl o y 


Strand 


+ 






Start 


1 

-L 


End 


233 






Name 




Method 


GENSCAN 






Start 




End 


209 






GI 


none 


Score 


.99 






Exons 


50 . .209 










Seq. No. 


7349 


Seq. ID 


OJ990701 


_02.9922 


.C3 


Gene No. 


15460 


Strand 


+ 






Start 


6576 


End 


14280 






in ci me 


OJ990701 02.9922.C3.o2.gs 


Method 


GENSCAN 






Start 


6576 


End 


14280 






GI 


none 


Score 


.57 






Exons 


6576.. 6633, 7015.. 7129, 7362 


..7429, 9388. .9551, 


10535. . 


10852, 




10913. .11213, 12473. .12558, 


12689. .12912, 12986 


. . 13046, 






13709. .13903, 14056. .14280 










Seq. No. 


7349 


Seq. ID 


OJ990701 


_02.9922 


.C3 


UC11C LNW • 


15461 


Strand 


+ 






Start 


17326 


End 


21306 






Name 


OJ990701 02.9922.C3.o3.gp 


Method 


AAT/GAP 






Start 


17321 


End 


17823 






GI 


5003741 


Score 


775 






Exons 


17321. .17547, 17632.. 17823 










Seq. No. 


7349 


Seq. ID 


OJ990701 


_02. 9922 


.C3 


Gene No. 


15461 


Strand 


+ 






Start 


17326 


End 


21306 






Name 


OJ990701 02.9922.C3.o4.gs 


Method 


GENSCAN 






Start 


17326 


End - 


21062 






GI 


none 


Score 


.68 






Exons , 


17326. .17547, 17 632 .. 17935, 


18776. .18861, 18933 


. .19222, 






19300. .19360, 19848. .19943, 


20523. .20678, 20886 


. .21062 





7642 




Seq. No. 


1 O A A 

734 9 


Seq. ID 


^taaatai AO aaoo 

ojyyu/oi U2.yyz2.cj 


Gene No. 


15461 


Strand 


+ 


Start 


1/326 


End 


O 1 O A C 

2 13U6 


Name 


OJ990701 02.9922.C3.o4.np 


Method 


AAT/NAP 


Start 


17358 


End 


19375 


GI 


5295966 


Score 


491 


Exons 


17358. .17547, 17632 17935, 


18776. .18* 


565, 19003. .19222, 




19300.. 19375 






GI Descrip. 


(AB026295) Similar to Glycine max gmsti mRNA. (X79770) [Ory 




sativa] 






Seq. No. 


7349 


Seq. ID 


OJ990701_02 . 9922 . C3 


Gene No. 


15461 


Strand 


+ 


Start 


1732.6 


End 


21306 


Name 


OJ9907Q1 02 . 9922 . C3 . o5 . np 


Method 


AAT/NAP 


Start 


17377 


End 


20457 


GI 


2129844 


Score 


337 


Exons 


17377 . .17 547, 17632 . . 17935, 


18776. . 18E 


561, 18999. .19222, 




20406. .20457 






GI Descrip. 


stress-induced protein stil 


- soybean 




Seq. No. 


7349 


Seq. ID 


OJ990701_02.9922.C3 


Gene No. 


15461 


Strand 


+ 


btart 


17326 


End 


21306 


Name 


OJ990701 02.9922.C3.o4.gp 


Method 


AAT/GAP 


Start 


19916 


' End 


21306 


GI 


98709_1 .R1084 


Score 


1134 


Exons 


19916. . 19943, 20523 .. 20678, 


20886.. 21306 


GI Descrip. 


'3386603 1.0e-17 (AC004665) 


unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


7349 


Seq. ID 


OJ990701_02.9922.C3 


Gene No. 


15461 


Strand 


+ 


Start 


17326 


End 


21306 


Name 


OJ990701 02.9922.C3.o6.np 


Method 


AAT/NAP 


Start 


20886 


End 


21080 


GI 


3386603 


Score 


145 


Exons 


20886.. 21080 






GI Descrip. 


(AC004 665) unknown protein 


[Arabidopsis thaliana] 


beq. No. 


7349 


Seq. ID 


OJ990701_02.9922.C3 


Gene . No. 


15462 


Strand 




Start 


292 


End 


5078 


Name 


OJ990701 02.9922.C3.ol.gs 


Method 


GENSCAN 


Start 


292 


End 


4378 


GI 


none 


Score 


.65 


Exons 


292. .436, 438. .626, 1607. .1773, 1949.. 


2323, 2416. .2540, 




3226. .3404, 3816. .3953, 4307. .4378 




Seq. No. 


7349 


Seq. ID 


OJ990701_02.9922.C3 


Gene No. 


15462 


Strand 




Start 


292 


End 


5078 


Name 


OJ990701 02.9922.C3.ol.gp 


Method 


AAT/GAP 


Start 


448 


End 


509 


GI 


4878407 


Score 


88 


Exons 


448. .509 







GI Descrip. 6069643/dbj | AP000616. 1 | AP000616 1.0e-152 Oryza sativa genomic 



7643 



DNA, chromosome 6, clone : P0514G12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7349 
15462 
292 

OJ990701 
1461 
5295955 
1461. .2397, 
(AB026295) 



Seq. ID 
Strand 

End 5078 
Method AAT/NAP 
End 3953 
Score 653 
2426.-2545, 3226.. 3340, 3884.. 3953 
Similar to Epstein-Barr virus (EBV) 



OJ990701 02. 9922. C3 



02.9922.C3.ol.np 



genome. (V01555) 



[Oryza sativa] 



Seq. No. 


7349 


Seq. ID 


OJ990701_02 


. 9922 . C3 


Gene No. 


15462 


Strand 






Start 


292 


End 


5078 




Name 


OJ990701 02.9922.C3.o2.np 


Method 


AAT/NAP 




Start 


3505 


End 


5078 




GI 


4680186 


Score 


218 




Exons 


3505. .3539, 4886.. 5078 








GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 




Seq. No. 


7349 


Seq. ID 


OJ990701_02 


.9922.C3 


Gene No. 


15463 


Strand 






Start 


15602 


End 


16020 




Name 


OJ990701 02.9922.C3.o2.gp 


Method 


AAT/GAP 




Start 


15417 


End 


16020 




GI 


267 2.R1084 


Score 


1086 




Exons 


15417. .16020 








GI Descrip. 


•2116601/dbj IBAA20144 | 4.1 


Oe-47 (AB003784) Histone 


H3 [Drospphila 




simulans] ' 








Seq. No. 


7349 


Seq. ID 


OJ990701_02 


.9922. C3 


Gene No. 


15463 


Strand 






Start 


15602 


End 


16020 




Name 


OJ990701 02.9922.C3.o3.gs 


Method 


GENSCAN 




Start 


15602 


End 


16012 




GI 


none 


Score 


1 




Exons 


15602. .16012 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



OJ990701_02.9922.C3 

16020 
AAT/NAP 
16012 
673 



7349 Seq. ID 

15463 Strand 
15602 End 
OJ990701_02 . 9922 . C3 . o3 . np Method 
15605 End 
122085 Score 
15605. .16012 

HISTONE H3 gi | 8164 1 | pir | | S06250 histone H3 - Arabidopsis 
thaliana gi | 82482 | pir | | S04099 histone H3 (variant H3R-21) - rice 
gi|1362194|pir||S57626 histone H3 - maize gi | 20251 1 emb | CAA31969 | 
(X13678) histone H3 (AA 1-136) [Oryza sativa] 

gi|20253|emb|CAA31970| (X13680) histone H3 (AA 1-136) [Oryza 
sativa] gi | 168493 (M36658) histone H3 (H3C3) [Zea mays] 
gil 168495 (M13378) h 



7349 

15464 

21635 



Seq. ID 

Strand 

End 



OJ990701 02. 9922. C3 



22073 



7644 



Name 

Start. 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990701 02. 9922.C3.o2.tm 



Method TBLASTX : Mai ze 



10664 - ,End * 19220 . 

none Score 62 

10664. .10846, 10931 .. 10984 , 10933 11112, 12471 .. 12575, 

12472. .12561, 12692 .. 12919, 12714 .. 12914 , 12984 .. 1304 6, 

18774. .18869, 18775 18864 , 19002. .19220 



7349 Seq. ID 

15464 Strand 

21635 End 

OJ990701_02. 9922 .C3.o3.ts Method 

10724 End 

none Score 



OJ990701 02. 9922. C3 



10724. .10846, 10931. 
12698. .12907, 12984. 
19056. .19214 

7349 

15464 

21635 

OJ990701_02. 9922.C3.o3.tc 

12692 

none 



,10984, 12472. 
,13046, 18775, 



22073 

TBLASTX : Soybean 
19220 
60 

12546, 12692. .12919, 
18861, 19002. .19220, 



Seq. ID OJ990701_02.9922.C3 



Strand 
End 

Method 

End 

Score 



22073 

TBLASTX: Cress 

19220 

198 



12692. .12919, 12 695 12874 , 19002 .. 19220 , 19008.. 19187 



7349 Seq. ID 

15464 Strand 

21635 End 

OJ990701_02. 9922.C3.o2.ts Method 

14049 End 

none Score 



OJ990701_02.9922.C3 
22073 

TBLASTX : Soybean 

21092 

228 



14049. .14219, 14050. .14232, 14058 .. 14234 , 20871 .. 21065, 
20879. .2109L, 20880.. 21092 



7349 Seq. ID 

15464 Strand 

21635 End 

OJ990701_02 . 9922 . C3 . o2 . tc Method 

14070 End 

none Score 



OJ990701_02. 9922.C3 
22073 

TBLASTX: Cress 

21065 

206 



14070. .14231, 14071. .14274, 20900 .. 21052, 20901 .. 21065, 
20907.. 21065 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



7349 Seq. ID 

15464 Strand 

21635 End 

OJ990701_02. 9922.C3.ol.tc Method 

15632 End 

none Score 



OJ990701_02.9922.C3 
22073 

TBLASTX: Cress 

22073 

382 



15632. . 16012, 15636. .16004, 21629 .. 21991 , 21636 .. 22073, 
21867. .22001, 22000.. 22026 



7349 . Seq. ID 

15464 Strand 

21635 End 

OJ990701_02 . 9922 . C3 . ol . tw Method 

15632 End 



OJ990701_02.9922.C3 
22073 

TBLASTX: Wheat 
22027 



7645 



GI 

Exons,:. 



none Score 226 

15632. .15895, . 15632 .. 16012,; 15636 16004 , 15982 . . 16038 , 
21626. .21991, 21635 .. 21994 /• 21636 .. 22001 , 21801 22001, 
22001.. 22027 



Seq. No. 7349 

Gene No. 15464 

Start 21635 

Name OJ990701_02 . 9922 . C3 . ol . tm 

Start 15632 

GI none 
Exons 



Seq. ID OJ990701_02.9922.C3 
Strand 
End 

Method 
End 
Score 



22073 

TBLASTX: Maize 

22027 

217 



15632. .15895, 15632 16012, 15636 .. 16004 , 15982 .. 16029, 
21632. .21991, 21636 22001, 21864 .. 22001 , 22001.. 22027 



Seq. No. 7349 

Gene No. 15464 

Start 21635 

Name OJ990701_02 . 9922 . C3 . ol . ts 

Start 15632 

GI none 
Exons 



Seq. ID OJ99.0701 02. 9922. C3 



Strand 
End 

Method 

End 

Score 



22073 

TBLASTX : Soybean 

22001 

95 



15632. .15781, 15632 .. 16012 , 15639 .. 16004 , 21629 .. 21991, 
21636. .21992, 21867 .. 22001 , 218 69 . .-21994 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7349 Seq. ID OJ990701_02 . 9922 . C3 

15464 Strand 

21635 End 22073 

OJ990701_02 . 9922 . C3 . o7 . np Method AAT/NAP 

21635 End 22032 

122085 Score 577 

21635. .22032 

HISTONE H3 gi | 81641 | pir | | S06250 histone H3 - Arabidopsis 
thaliana gi | 82482 | pir | | S04099 histone H3 (variant H3R-21) - rice 
gil 1362194 |pir| IS57626 histone H3 - maize gi | 20251 1 emb | CAA31969 | 
(X13678) histone H3 <AA 1-136) [Oryza sativa] 

gi|20253|emb|CAA31970| (X13680) histone H3 (AA 1-136) [Oryza 
sativa] gi | 168493 (M36658) histone H3 (H3C3) [Zea mays] 
gi| 168495 (M13378) h 



Seq. No. 7350 

Gene No. 15465 

Start 4198 

Name OJ990701_02 . 9922 . C4 . o2 . gs 

Start 4198 

GI none 

Exons 4198.. 4392, 
6878. .7069 



Seq. ID OJ990701_02.9922.C4 

Strand + 

End 7879 

Method GENSCAN 

End 7069 

Score .54 
4724. .4982, 5789. .5846, 5920. .5971, 6467. .6544, 



Seq. No. 7350 

Gene No. 15465 

Start 4198 

Name OJ990701_02 . 9922 . C4 . o2 . np 

Start 4198 

GI 5295938 

Exons 4198.. 4392, 4724.. 4982, 6878. 
GI Descrip. (AB026295) EST C73147 (E2988 ) 



OJ990701_02. 9922.C4 
+ 

7879 
AAT/NAP 
6900 
759 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6900 

corresponds to a region of the 



predicted gene. 
[Oryza sativa] 



Similar to Glycin max gmsti mRNA. (XI 9110) 



Seq. No. 


7350- Sv* 


Seq. ID 


OJ990701 


Gene No. 


15465 


Strand' 


: ' + 


Start 


4198 


End 


7879 


Name 


OJ990701 02.9922.C4.ol.gp 


Method 


AAT/GAP 


Start 


6890 


End 


7879 


GI 


75279 1.R1084 


Score 


1102 


Exons 


6890. .7054, 7460. .7879 






GI Descrip. 


'6069643/dbj I AP000616 . 1 | AP000616 l.Oe- 
DNA, chromosome 6, clone : P0514G12 1 


152 Oryza 


Seq. No. 


7350 


Seq. ID 


OJ990701 


Gene No. 


15465 


Strand 


+ 


Start 


4198 


End 


7879 


Name 


OJ990701 02.9922.C4.o3.np 


Method 


AAT/NAP 


Start 


7436 


End 


7642 


GI 


3386604 


Score 


178 


Exons 


7436. .7642 






GI Descrip. 


(AC004 665) putative protein 


kinase [Arabidopsis 


Seq. No. 


7350 


Seq. ID 


OJ990701 


Gene No. 


154-66. 


. Strand 


+ 


Start 


9029 


End 


9617. 


Name 


OJ990701 02.9922.C4.o3.gp 


Method 


AAT/GAP 


Start 


8952 


End 


9437 


GI 


267 5.R1084 


Score 


844 


Exons 


8952. .9437 






GI Descrip. 


, 122087/sp|P02300|H3 PEA 8. 


Oe-61 HISTONE H3 



>gi_81849_pir S04520 histone H3 (clone pH3c-l) -alfalfa 

>gi_82609_pir A26014 histone H3 - wheat >gi_19607_emb_CAA31964_ 

(X13673) histone H3 (AA 1-136) [Medicago sativa] 

>gi_19609_emb_CAA31965_ (X13674) histone H3 (AA 1-136) [Medicago 
sativa] >gi_21797_emb_CAA25451_ (X00937) H3 histone [Triticum 
aestivum] >gi_488565 (U09459) histone H3.1 [M* 



Seq. No. 7350 Seq. ID 

Gene No. 154 66 Strand 

Start 9029 End 

Name OJ990701_02 . 9922 ,C4 . o4 . gs Method 

Start 9029 End 

GI none Score 

Exons 9029.. 9439 



OJ990701_02. 9922.C4 
+ 

9617 
GEN SCAN 
9439 
1 



Seq. No. 7350 Seq. ID OJ990701_02 . 9922 . C4 

Gene No. 15466 Strand + 

Start 9029 End 9617 

Name OJ990701_02 . 9922 .C4 ,o5 .np Method AAT/NAP 

Start 9029 End 9436 

GI 122085 Score 673 

Exons 9029.. 9436 

GI Descrip. HISTONE H3 gi | 81641 | pir | | S06250 histone H3 - Arabidopsis 

thaliana gi I 82482 | pir | | S04099 histone H3 (variant H3R-21) - rice 
gi| 1362194 Ipir | IS57626 histone H3 - maize gi I 20251 1 emb | CAA31969 I 
(X13678) histone H3 (AA 1-136) [Oryza sativa] 

gi|20253|emb|CAA31970| (X13680) histone H3 (AA 1-136) [Oryza 
sativa] gi 1 168493 (M36658) histone H3 (H3C3) [Zea mays] 
gi|168495 (M13378) h 



7647 





Seq. No-. 


7350 


• Seq.* ID - 


OJ990701_02 


. 9922 




Gene No. 


15466 


Strand 


+ 






Start 


9029 


End 


9617 






Name 


OJ990701 02.9922.C4.o4.gp 


Method 


AAT/GAP 






Start 


9280 


End 


9617 






GI 


267 8.R1084 


Score 


579 






Exons 


9280. .9617 










GI Descrip. 


f 70748/pir| | HSUR3P 3.0e-10 


histone H3, 


embryonic - 


sea i 






(Strongylocentrotus purpuratus) ? 








Seq. No. 


7350 


Seq. ID 


OJ990701_02 


. 9922 




Gene No. 


15467 


Strand 


+ 






u Lai L. 


19780 


End 


20578 






Name 


OJ990701 02.9922.C4.o9.np 


Method 


AAT/NAP 






Start 


19780 


End 


20578 






GI 


5295944 


Score 


115 






Exons 


19780. .19836, 20549.. 20578 










GI Descrip. 


(AB0262 95) Similar to Nicotiana tabacum mRNA for ERF1, < 




cds. (D38123) [Oryza sativa] 


1 










7350 


Seq. ID 


OJ990701_02 


.9922 




Gene No. 


15468 


Strand 


- 




-J, 


Start 


1412 


End 


2629 






Name 


OJ990701 02. 9922.C4.ol.gs 


Method 


GENSCAN 




s3 


. Start 


1412 


End 


2029 




L i i 


GI 


■ none 


Score 


.5 




ru 


Exons 


1412. .2029 










Seq. No. 


7350 


Seq. ID 


OJ990701_02 


.9922 




UdIC IMVJ . 


15468 


Strand 








Start 


1412 


End 


2629 




! y 


Name 


OJ990701 02.9922.C4.ol.np 


Method 


AAT/NAP 




is 


Start 


1415 


End 


2629 






GI 


5295937 


Score 


1410 




* "™ 


Exons 


1415. .2011, 2381. .2629 . 








■ag 

i« 


GI Descrip. 


(AB026295) hypothetical protein [Oryza 


sativa] 




i " 

's ST 




7350 


Seq. ID 


OJ990701_02 


.9922 




Gene No. 


15469 


Strand 








Start 


7448 


End 


8620 






Name 


OJ990701 02.9922.C4.o3.gs 


Method 


GENSCAN 






Start ... 


7448 


End 


8480 






GI 


none 


Score 


.46 






Exons 


7448. .7500, 8084. .8480 










Seq. No. 


7350 


Seq. ID 


OJ990701_02 


.9922 




Gene No. 


15469 


Strand 








Start 


7448 


End 


8620 





,C4 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990701_02 . 9922 . C4 . o2 . gp Method AAT/GAP 

7832 End 8620 

267_5.R1084 Score 824 

7832.. 7868, 8032.. 8517, 8598.. 8620 
? 122087/sp|P02300|H3_PEA 8.0e-61 HISTONE H3 

>gi_81849_pir S04520 histone H3 (clone pH3c-l) - alfalfa 

>gi_82609_pir A26014 histone H3 - wheat >gi_19607_emb_CAA31 964 

(X13673) histone H3 (AA 1-136) [Medicago sativa] 



7648 



>gi_19609_emb_CAA31965_ (X13674) histone H3 (AA 1-136) [Medicago 
sativa]. >gi_21797_emb_CAA25451_ (X00937) H3 histone [Triticum = 
aestivum] >gi 488565 (U09459) histone H3.1 [M 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7350 Seq. ID OJ990701_02 . 9922 ,C4 

15469 Strand 

7448 End 8620 

OJ990701_02 . 9922 . C4 . o4 . np Method AAT/NAP 

8073 End 8480 

122085 Score 673 

8073. .8480 

HISTONE H3 gi | 8164 1 1 pir | | S06250" histone H3 - Arabidopsis 
thaliana gi | 82482 | pir | | S04099 histone H3 (variant H3R-21) - rice 
gi|1362194|pir| IS57626 histone H3 - maize gi | 20251 | emb | CAA31969 | 
(X13678) histone H3 (AA 1-136) [Oryza sativa] 

gi|20253|emb|CAA31970| (X13680) histone H3 (AA 1-136) [Oryza 
sativa] gi 1168493 (M36658) histone H3 (H3C3) [Zea mays] 
gi|168495 (M13378) h 



OJ990701_02.9922.C4 

11860 
AAT/GAP 
10752 
1278 



7350 Seq. ID 

15470 Strand 
9931 End 
OJ990701_02.9922.C4 .o5.gp Method 
9931 ' End 

81139_1.R1084 " Score 

9931.. 10436, 10547.. 10752 

1 5295941/dbj | BAA81842 . 1 | 5.0e-71 (AB026295) ESTs - 
AU075322 (C11109) , D22430 (C11109) correspond to a region of the 
predicted gene.; Similar to Medicago sativa early 
nodule-specific protein (ENOD8) gene, complete cds . (L188 99) 
[Oryza sativa] 1 



OJ990701 02. 9922. C4 



Seq. No. 7350 Seq. ID _ 

Gene No. 15470 Strand 

Start 9931 End 11860 

Name OJ990701_02 . 9922 .C4 . o5 . gs Method GEN SCAN 

Start 10168 " End 11825 

GI none Score .86 

Exons 10168. .10436, 10547 .. 10817, 10921 .. 11072, 11285 .. 11497, 
11657.. 11825 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990701_02.9922.C4 

11860 
AAT/NAP 
11825 
1863 



7350 
1.5470 
9931 

OJ990701_02.9922.C4.o6.np 
10171 
5295941 
10171. .10436, 
11591. .11825 

(AB026295) ESTs AU075322 (C11109) , D22430 (C11109) correspond to a 
region of the predicted gene.; Similar to Medicago sativa early 
nodule-specific protein (ENOD8) gene, complete cds.(L18899) 
[Oryza sativa] 



10547. .10817, 10921. .11072, 11285 .. 114 97, 



Seq. No. 
Gene No. 
Start 



7350 

15470 

9931 



Seq. ID 

Strand 

End 



OJ990701 02. 9922. C4 



11860 



7649 



Name ' OJ990701_02 . 9922.C4 .o6.gp Method AAT/GAP 

Start 11386 End 11860 

GI 5443727 Score 720 

Exons 11386. .11497, 11591.. 11860 

GI Descrip. 529594 1/dbj | BAA81842 . 1 | 1.0e-40 (AB026295) ESTs 

AU075322(C11109),D22430{C11109) correspond to a region of the 
predicted gene.; Similar to Medicago sativa early 
nodule-specific protein (EN0D8) gene, complete cds.(L18899) 
[Oryza sativa] 





Seq. No. 


7350 


Seq. ID 


OJ990701_02.9922 


-C4 




Gene No. 


15471 


Strand 








Start 


13096 


End 


16321 






Name 


OJ990701 02.9922.C4.o6.gs 


Method 


GENSCAN 






.Start 


13096 


End 


16321 






GI 


none 


Score 


.87 






Exons 


13096. .13227, 13969 14 160, 


15107. .15153, 16099.. 16321 






Seq. No. 


7350 


Seq. ID 


OJ990701_02.9922 


.C4 




Gene No. 


15471 


Strand 








Start 


13096 


End 


16321 






Name 


OJ990701 02.9922.C4.o7.np 


Method 


' AAT/NAP .... : 






Start 


13099 


End 


16321 • ' 






GI 


5295942 


Score 


982 




, 


Exons 


13099. .13227, 13969 .. 14 160, 


15107. .15153, 16099.. 16321 






GI Descrip. 


(AB026295) Similar to Gossypium barbadense Sea Island 




: »- 5 




proline-rich cell wall protein gene complete cds.(U04267) [Oryza 


i y 




sativa] 








s es! = 


Seq. No. 


7350 


Seq. ID 


OJ990701_02. 9922 


.C4 




Gene No. 


15472 


Strand 








Start 


17657 


End 


17830 




ru 


Name 


OJ990701 02.9922.C4.o4.ts 


Method 


TBLASTX : Soybean 




is 


Start 


1913 


End 


2537 






GI 


none 


Score 


136 




V § 


Exons 


1913. .1999, 2351.. 2536, 2373 


. .2537 








Seq. No. 


7350 


Seq. ID 


OJ990701_02.9922 


.C4 




Gene No. 


15472 


Strand 








Start 


17657 


End 


17830 






Name 


OJ990701 02.9922.C4.o3.ts 


Method 


TBLASTX : Soybean 






Start 


745 r 3.. ■ 


End 


7627 






>GI 


none 


Score 


210 






Exons 


7453. .7617, 7454. .7627 









Seq. No. 


7350 








Seq. ID 


OJ990701_02. 9922 


.C4 


Gene No. 


15472 








Strand 






Start 


17657 








End 


17830 




Name 


OJ990701 02. 


9922, 


,C4.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7457 








End 


7680 




GI 


none 








Score 


130 




Exons 


7457. .7549, 


7457, 


. .7549, 


7523. 


.7639, 7534.. 7680 




Seq. No. 


7350 








Seq. ID 


OJ990701_02. 9922 


.C4 


Gene No. 


15472 








Strand 






Start 


17657 








End 


17830 




Name 


OJ990701 02. 


9922. 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 





7650 



Start 


8064 


_.End 


9463 




GI 


none 


>Score' * : y"; 


■549 




Exons 


8064.. 8480, 8068.. 8487, 8239 


.:8487, 9008. .9409, 9028. .9405 




9260. .9463 








Seq. No. 


7350 


Seq. ID 


OJ990701_02.9922 


.C4 


Gene No. 


15472 


Strand 






Of a v+- 


± f DO / 


End 


17830 




Name 


OJ990701 02.9922.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8064 


End 


9445 




GI 


none 


Score 


249 




Exons 


8064.. 8480, 8073.. 8363, 8074 


..8481, 8239. .8493, 8441. .8 


494 




9028.. 9405, 9029.. 9409, 9080 


..9445 






Seq. No. 


7350 


Seq. ID 


OJ990701_02.9922 


.C4 


Liene ino. 


J. Ofi / Z 


Strand 






Start 


17657 


End 


17830 




Name 


OJ990701 02.9922.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


8067 


End 


9409 




GI 


none 


Score 


427 




Exons 


8067.. 8480, 8074.. 8481, 9011 


.. 9409, 902-8.. 9405 




Seq. No. 


7350 


. Seq. ID 


OJ990701_02.9922 


.C4 


Liene ino. 




■ Strand 






Start 


17657 


End 


17830 




Name 


OJ990701 02.9922.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


8067 


End 


9454 




GI 


none 


Score 


418 




Exons 


8067.. 8480, 8074.. 8502, 9008 


..9409, 9022. .9402, 9260. .9454 


Seq. No. 


7350 


Seq. ID 


OJ990701_02. 9922 


,C4 


Gene No. 


15472 


Strand 






Start 


17657 


End 


17830 




Name 




Method 


TBLASTX : Soybean 




Start 


10165 


End 


11748 




GI 


none 


Score 


134 




Exons 


10165. .10326, 10166. .10327, 


10360. . 10437, 10361. .10438, 






10542. .10820, 10546. .10617, 


10696. . 10818, 10987. .11070, 






11305. .11487, 11307. .11495, 


11586. . 11741, 11593. .11748 




Seq. No. 


7350 


Seq. ID 


OJ990701_02.9922 


.C4 


Gene No. 


15472 


Strand 






o t art 


J. / DO / 


End 


17830 




Name 


OJ990701 02.9922.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


10175 


End 


11085 




GI 


none 


Score 


84 




Exons 


10175. .10372, 10207. .10437, 


10264 . . 104 61, 10545. . 10820, 






10945. .11085 








Seq. No. 


7350 


Seq. ID 


OJ990701_02.9922 


.C4 


Gene No. 


15472 


Strand 






Start 


17657 


End 


17830 




Name 


OJ990701 02.9922.C4.o2.tc 


Method 


TBLASTX: Cress 




Start 


11373 


End 


11748 




GI 


none 


Score 


97 




Exons 


11373. .114 95, 11374. .11487, 


11586. .11741, 11587. .11748 





7651 



sf 



Seq. No. 


7350 


Seq. ID 


OJ990701_02. 9922 


• C4 


Gene No. 


15472 


Strand 






Start 


17657 


End 


17830 




Name 


OJ990701 02.9922.C4.o4.tm 


Method 


TBLASTX: Maize 




Start 


13102 


End 


15155 




GI 


none 


Score 


130 




Exons 


13102. .13230, 13116. .13229, 


13162. .13230, 13560. .13652, 






13560. .13652, 13561 .. 13653, 


14033. .14161, 14035. .14136, 






14043. .14159, 15108. .15155 








Seq. No. 


7350 


Seq. ID 


OJ990701_02 . 9922 


.C4 


Gene No. 


15472 


Strand 


~" 




Start 


17657 


End 


17830 




Name 


OJ990701 02.9922.C4.o8.np 


Method 


AAT/NAP 




Start 


17657 


End 


17830 




GI 


5295943 


Score 


316 




Exons 


17657. .17830 








GI Descrip. 


(AB026295) hypothetical protein [Oryza 


sativa] 




Seq. No. 


7351 


Seq. ID 


OJ990701_02.9922 


.C5 


Gene No. 


15473 


Strand 


+ 




Start ' 


1 


End 


646 




Name 


OJ990701 02.9922.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


643 




GI 


5295944 


Score 


1130 




Exons 


1. .643 








GI Descrip. 


(AB026295) Similar to Nicotiana tabacum mRNA for ERF1, 


complete 




cds. (D38123) [Oryza sativa] 








Seq. No. 


7351 


Seq. ID 


OJ990701_02. 9922 


.C5 


Hane No 


15473 


Strand 


+ 




Start 


1 


End 


646 




Name 


OJ990701 02.9922.C5.ol.gs 


Method 


GENSCAN 




Start 


149 


End 


646 




GI 


none 


Score 


1 




Exons 


149. .646 








Seq. No. 


7351>- 


Seq. ID 


OJ990701_02. 9922 


-C5 


Gene No . 


15474 


Strand 


+ 




Start 


2042 


End 


3392 




Name 


OJ990701 02.9922.C5.o2.gs 


Method 


GENSCAN 




Start 


2042 


End 


3392 




GI 


none 


Score 


.4 




Exons 


2042.. 2137, 3087.. 3243, 3313 


. .3392 






Seq. No. 


7351 


Seq. ID 


OJ990701_02.9922 


,C5 


Gene No . 


15475 


Strand 






Start 


5233 


End 


16095 




Name 


OJ990701 02.9922.C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


235 




GI 


none 


Score 


200 




Exons 


1..141, 2. .235 








Seq. No. 


7351 


Seq. ID 


OJ990701JD2.9922 


.C5 


Gene No. 


15475 


Strand 






Start 


5233 


End 


16095 




Name 


OJ990701 02.9922.C5.o2.tc 


Method 


TBLASTX: Cress 





7652 




Start 


2 


End 


151 






none 


Score 


182 




Exons 


2. .151, 4. .144 








Seq. No. 


7351 


Seq. ID 


OJ990701 


_02.9922.C5 


W^llv Li w * 


15475 


Strand 






Start 


5233 


End 


16095 




Name 


OJ990701 02.9922.C5.o3.gs 


Method 


GENSCAN 




Start 


5233 


End 


7219 




GI 


none 


Score 


.85 




Exons 


5233.. 6332, 7153. .7219 








Seq. No. 


7351 


Seq. ID 


OJ990701 


_02.9922.C5 


Gene No. 


15475 


Strand 






Start 


5233 


End 


16095 




Name 


OJ990701 02.9922.C5.o2.np 


Method 


AAT/NAP 




Start 


5236 


End 


8624 




GI 


5295946 


Score 


2320 




Exons 


5236. .6332, 8318. .8624 








GI Descrip. 


(AB026295) EST C74734 {E50712 ) corresponds to a 


region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 


Seq. No. 


/ jji 


Seq. ID 


OJ990701 


09 QQ99 


Gene No. 




Strand 






Start 




End 


16095 




Name 


DTQQmni 09 QQ99 r»1 rrn 


Method 


AAT/GAP 




Start 


5648 ~~ 


End 


5953 




GI 


2442963 


Score 


577 




Exons 


5648. .5953 








GI Descrip. 


5295946/dbj IBAA81847.il 9. 


0e-42 (AB026295) EST 


C74734 (E50712 




corresponds to a region of 


the predicted gene.; 


hypothetical 




protein [Oryza sativa] 








Seq. No. 


7351 . 


Seq. ID 


OJ990701 


_02.9922.C5 


Gene No. 


15475 .. 


Strand 






Start 


5233 


End 


16095 




Name 


OJ990701 02.9922.C5.o4.gs 


Method 


GENSCAN 




Start 


8373 


End 


16042 




GI 


none 


Score 


.68 




Exons 


8373.. 8782, 10435 .. 10631, 


10648. .10802, 11633.. 


11672, 




11808. .11860, 11942.. 12050 


, .12175. .12299, 12961 


..13050, 




13302. .13393,. 13541. .13571 


,13762.. 13935, 15161 


..15238, 




15896. .16042 








Seq. No. 


7351 


Seq. ID 


OJ990701 


_02.9922.C5 


Gene No. 


15475 


Strand 






Start 


5233 


End 


16095 




Name 


OJ990701 02.9922.C5.o2.gp 


Method 


AAT/GAP 




Start 


10115 


End 


16095 




GI 


663 1.R1084 


Score 


3673 




Exons 


10115. .10802, 11633.. 11672 


, 11808.. 1-1860, 11942 


. .12050, 




12175. .12299, 12961.. 13050 


, 13129. .13191, 13302 


..13393, 




13490. .13571, 13762.. 13935 


, 14032. .14113, 14949 


. .15073, 




15161. .15238, 15896.. 16095 









GI Descrip. ' 2833377/sp | Q40739 | UGS2_0RYSA 0.0e+00 SOLUBLE GLYCOGEN (STARCH) 
SYNTHASE PRECURSOR (SSS) >gi_542161_pir JQ2322 

ADPglucose — starch glucosyltransf erase (EC 2.4.1.21) precursor - 



7653 



rice >gi_450485_dbj_BAA03739_ (D16202) soluble starch synthase 
precursor [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7351 
15475 
5233 
OJ99070 
10539 
none 
10539. . 
11805. . 
11941. . 
11982. . 
12961. . 
13130. . 
13486. . 



1 02.9922.C5-ol-tm 



10568, 
11861, 
12048, 
12050, 
13050, 
13192, 
13572, 



10632. 
11805. 
11942. 
12151. 
12962. 
13131. 
13488. 



.10808, 
,11858, 
,12049, 
,12303, 
,13054, 
,13193, 
,13574, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10645 

11806 

11942 

12175 

13120 

13292 

13762 



OJ990701 02. 9922. C5 



16095 

TBLASTX: Maize 
13851 
235 

10800, 11633. .11674, 
11859, 11807. .11863, 
12049, 11946. .12053, 
12300, 12958. .13050, 
13191, 13130. .13192, 
13393, 13296. .13394, 
13845, 13762. .13851 



ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

□ 



7351 

15475 

5233 

OJ990701_02 . 9922 .C5.ol.tc 
10683 
none 
10683. 
11942. 
12956. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990701 02. 9922. C5 



,10808, 11820... 11861, 11822. 
,12049, 11982.'. 12050, 12174. 
.13051, 12958.. 13050 



16095 

TBLASTX: Cress 
13051 
46 

11863, 11942. .12046, 
12290., 12175-. .12300, 



7351 
15475 
5233 

OJ990701_02.9922.C5.o3.np 
10693 
5295947 

10693. .10803, 11642. .11672, 
12175. .12299, 12961 .. 13050, 
13490. .13571, 13762. .13935, 
15161. .15238, 15896. .16095 

(AB026295) ESTs AU075322 (C11109) , D22430 (C11109) correspond to a 
region of the predicted gene.; Rice gene for soluble starch 
synthase (SSS1), complete cds (exonl-15) . (D38221) [Oryza sativa] 



Seq. ID OJ990701_02.9922.C5 
Strand 

End 16095 

Method AAT/NAP 

End 16095 

Score 2139 
11808. .11860, 11942. .12050, 
13129. .13191, 13302. .13393, 
14032. .14113, 14949. .15073, 



Seq. No. 7351 
Gene. No. 15475 
Start 5233 

Name OJ990701_02 . 9922 . C5 . o2 . tm 

Start 13912 

GI none 

Exons 13912. .13935, 14032 .. 14 106, 14033 

14949. .15074, 14 949 .. 15080, 15161 
15201. .15251, 15872. .16093, 15884 
15894. .16094 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990701 02. 9922. C5 



16095 

TBLASTX: Maize 
16094 
105 

14110, 14948. .15076, 
15238, 15168. .15239, 
16093, 15894. .16094, 



Seq. No. 7352 Seq. ID 

Gene No. 15476 Strand 

Start 1 End 

Name OJ990701_02 . 9922 . C6 . ol . gp Method 

-Start 1 End 



OJ990701_02.9922.C6 
+ 

1158 

AAT/GAP 

1158 



7654 



GI 663_1.R1084 Score 738 

Exons ' 1..58, 724.. 1158 

GI Descrip. ' 2833377/sp | Q40739 | UGS2_0RYSA 0.0e+00 SOLUBLE GLYCOGEN (STARCH) 

SYNTHASE PRECURSOR (SSS) >gi_542161_pir JQ2322 

ADPglucose — starch glucosyltransf erase (EC 2.4.1.21) precursor 
rice >gi_450485_dbj_BAA03739_ (D16202) soluble starch synthase 
precursor [Oryza sativa] ' 



Seq. No. 7352 Seq. ID 

Gene No. 15477 Strand 

Start 6062 End 

Name * OJ990701__02 . 9922 . C6 . o3 . gs Method 

Start 6062 End 

GI none Score 

Exons 6062.. 6334 



OJ990701_02.9922.C6 
+ 

6334 
GENSCAN 
6334 
.6 ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Q. GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



t sr 

Q 

: Hi 



7352 

15478 

7165 

OJ990701_02.9922.C6.o4.np 

7165 

5295948 



Seq. ID OJ990701JD2. 9922.C6 



Strand 
End 

Method 

End 

Score 



+ 

9621 
AAT/NAP 
9621 
2329 



7165. .7270, 7450. .7745, 7977. .8194, 8245. .8806, 9352. .9621 
(AB026295) hypothetical protein [Oryza sativa] 



7352 Seq. ID 

15479 Strand 

14165 * End 

OJ990701_02 . 9922 . C6 . o7 . gs Method 

14165 End 

none Score 

14165. .14375, 14791. .14906 



OJ990701_02.9922.C6 
+ 

14906 
GENSCAN 
14906 
.69 



: ~l 
□ 



Seq. No. 7352 Seq. ID OJ990701_02 . 9922 . C6 

Gene No. 15480 Strand + 

Start 16864 End 21910 

Name . OJ990701_02 . 9922 . C6 . 06. np Method AAT/NAP 

Start 16864 End 21789 

GI 5295950 Score 2695 

Exons 16864. .16936, 17287 .. 17647, 19181 .. 19373, 19772 .. 20323, 

20412. .20558, ■ 21439. .21789 
GI Descrip. (AB026295) EST AU066268 (S5980 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 7352 

Gene No. 15480 

Start 16864 

Name OJ990701_02 . 9922 . C6 . 08 . gs 

Start 16864 

GI none 

Exons 16864. .16936, 17287 .. 17647 , 
20412. .20558, 20799.. 20873 



Seq. ID OJ990701_02. 9922.C6 

Strand + 

End 21910 

Method GENSCAN 

End 20873 

Score .63 
19181. .19373, 19772. .20323, 



Seq. No. 7352 

Gene No. 15480 

Start 16864 

Name OJ990701_02 . 9922 . C6 . o2 . gp 



Seq. ID OJ990701_02. 9922.C6 

Strand + 

End 21910 

Method AAT/GAP 



7655 



Start 17348 . End . 17758 

GI LIB3433-037-P1-K1-H5 Score' 770 

Exons .17348. .17758 

GI Descrip. : ' 5295936/dbj | AB026295 . 2 | AB026295 9.0e-92 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



Seq. No. 7352 Seq. ID 

Gene No. 15480 Strand 

Start 16864 End 

Name OJ990701_02 . 9922 . C6 . o3 . gp Method 

Start 18004 End - 

GI LIB3475-011-P1-K1-B8 Score 

Exons 18004.. 18314 

GI Descrip. ' 5295936/dbj | AB026295 . 2 | AB026295 1.0e-140 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10 , complete sequence 1 



OJ990701_02.9922.C6 
+ 

21910 
AAT/GAP 
18314 
583 



3% 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7352 Seq. ID 

15480 Strand 
16864 End 
OJ990701_02 ...9922 . C6 . o4 . gp Method 
18433 End 
72910_1.R1084 Score . 

18433.. 18993 

'5295936/dbj | AB026295. 2 IAB026295 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



OJ990701_02. 9922.C6 
+ 

21910 
AAT/GAP 
18993 
808 



7352 Seq. ID 

15480 Strand 

16864 End 

OJ990701_02. 9922.C6.o5.gp Method 

19844 End 

LIB3434-021-P1-K1-G10 Score 
19844.. 20250 

'5295950/dbj IBAA81851.il 2.0e-70 (AB026295) EST AU066268 (S5980 ) 

corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 1 



OJ990701_02.9922.C6 
+ 

21910 
AAT/GAP 
20250 
773 



7352 Seq. ID 

15480 Strand 

16864 End 

OJ990701_02 . 9922 . C6 . 06 . gp Method 

20409 ' i: End 

97577_1.R1084 Score 
20409. .20558, 21439.. 21910 

'5295950/dbj IBAA81851.il 6.0e-90 (AB026295) EST AU066268 (S5980) 

corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 1 



OJ990701_02. 9922.C6 
+ 

21910 
AAT/GAP 
21910 
1046 



7352 Seq. ID 

15481 Strand 

23790 End 

OJ990701_02.9922.C6.o7.np Method 

23790 End 

5295951 Score 
23790. .24013 

(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 

partial cds . (U23857 ). [Oryza sativa] 



OJ990701_02.9922.C6 
+ 

24017 
AAT/NAP 
24013 
374 



7656 



Seq. No. *' 73*52 

Gene No. .15481 

Start 23790 

Name OJ990701_02 . 9922 . C6 . o9 . gs 

Start 23790 

GI none 

Exons 23790. .24017 



Seq. ID OJ990701_02.9922.C6 

Strand + 

End 24017 

Method GEN SCAN 

End 24017 

Score .83 



Seq. No. 7352 
Gene No. 15482 
Start 1 

Name OJ990701_02 . 9922 . C6 . ol . np 

Start 1 
GI 5295947 
Exons 1..57, 723.. 1022 

GI Descrip. (AB026295) ESTs AU075322 (C11109) , D22430 (C11109) correspond to a 
region of the predicted gene.; Rice gene for soluble starch 
synthase (SSS1), complete cds (exonl-15) . (D38221) [Oryza sativa] 



Seq. ID OJ990701_02.9922.C6 
Strand 

1022 
AAT/NAP 
1022 
478 



End 

Method 

End 

Score 



Seq. No. 


7352 


Seq. ID 


OJ990701 


Con d 


15483 


Strand 




Start 


6129 


End 


8831 


Name 


OJ990701 02.9922.C6.o3.np 


Method 


AAT/NAP 


Start 


6129 


End 


8557 


GI 


6721512 


Score 


156 


Exons 


6129.. 6173, 6287.. 6317, 6361. 


.6494, 6522. .6654, 




8519. .8557 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


7352 


Seq. ID 


OJ990701 


Gene No. 


15483 


Strand 




Start 


6129 


End 


8831 


Name 


OJ990701 02.9922.C6.o4.gs 


Method 


GEN SCAN 


Start 


6971 


End 


8831 


GI 


none 


Score 


.57 


Exons 


6971. .7114, 7629. .7766, 7875. 


.7998, 8055.. 8224, 




8682. .8831 






Seq. No. 


7352 


Seq. ID 


OJ990701 


Gene No. 


15484 


Strand 




Start 


11991 


End 


12317 


Name 


OJ990701 02.9922.C6.o5.np 


Method 


AAT/NAP 


Start 


11991 


End 


12317 


GI 


5295949 


Score 


499 


Exons 


11991. .12317 






GI Descrip. 


(AB026295) hypothetical protein [Oryza 


sativa] 


Seq. No. 


7352 


Seq. ID 


OJ990701 


Gene No. 


15485 


Strand 




Start 


24347 


End 


24490 . 


Name 


OJ990701 02.9922.C6.ol0.gs 


Method 


GENSCAN 


Start 


24347 


End 


24490 


GI 


none 


Score 


.99 


Exons 


24347. .24490 






Seq. No. 


7353 


Seq. ID 


OJ990701 



7657 






Gene No. 


15486 


Strand 


+ 




Start 


.231 


End 


2699 




Name 


OJ990701 02.9922.C7.ol.np 


Method 


AAT/NAP 




Start V 


231 


End 


2696 




GI 


5295951 


Score 


3318 




Exons 


231. .1588, 2128. .2696 








GI Descrip. 


(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 






partial cds . (U23857 ) [Oryza sativa] 






Seq. No. 


7353 


Seq. ID 


OJ990701J32. 9922.C7 




Cono Mrs 


15486 


Strand 


+ 




Start 


9^1 

L Ji. 


End 


2 699 




Name 


O.TQQfnm 09 QQ99 CI nl n«; 


M*=> t" Vi nH 


GEN SCAN 




Start 


9ft ^ ~~ 

£. O J 


End 


2699 




GI 






.85 




Exons 


9ft^ 1 Sftfi 919ft 96QQ 








Seq. No. 


7353 


Seq. ID 


OJ990701_02.9922.C-7 






15487 


Strand 






Start 


^4 ft Q 


FnH 

Hii l\JL 


"3 s "}ft 

J J JO 




Name 


n.TQQmm 09 QQ99 P7 n9 rr<? 


l v lc LilUU 


GEN SCAN 




Start 


*34 ft Q ~~ 
O fi 0 Zf 


JliIlU 


3538 




GI 


none 


S core 


.79 




Exons 


j i ±0 z> • , OO 








Seq. No. 


/ jjl 


O tr ^ • J. U 


OJ990701J)2.9922.C8 


1"; g 




15488 


Strand 


+ 


; us 


Start 


416 


End 


549 


he* 


Name 


OJ990701 02.9922.C8.ol.gs 


Method 


GENSCAN 


LJ 


Start 


416 


End 


549 


: ^ 


GI 


none 


Score 


.67 


ru 


Exons 


416. .549 








Seq. No. 


7354 


Seq. ID 


OJ990701_02.9922.C8 


□ 


Gene No. 


15489 


Strand 


- 




Start 


702 


End 


1280 




Name 


OJ990701 02.9922.C8.ol.np 


Method 


AAT/NAP 




Start 


702 


End 


1280 


v3 


GI 


6069646 


Score 


259 




Fix on s 


702. .1280 






u 


GI Descrip. 


(AP000616) similar to putative reverse 






[Oryza sativa] gi | 6907112 | dbj 


IBAA90639 


.11 (AP001129) Similar t< 






Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 






putative non-LTR retroelement 


reverse 


transcriptase. (AC006248 






[Oryza sativa] 








Seq. No. 


7354 


Seq. ID 


OJ990701_02.9922.C8 






15490 


Strand 






Start 


1534 


End 


1965 




Name 


OJ990701 02.9922.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


726 


End 


1272 




GI 


none 


Score 


113 




. Exons 


726. .854, 964. .1272, 1064. .1222 






Seq. No. 


7354 


Seq. ID 


OJ990701_02. 9922.C8 




Gene No. 


15490 


Strand 






Start 


1534 


End 


1965 



7658 





Name 


OJ990701 02.9922.C8.o2.gs . 


Method 


GENSCAN 






Start 


1534 - 


End . 


1899 






GI 


none 


Score 


.97 






Exons 


1534. .1899 










Seq. No. 


7354 


Seq. ID 


OJ990701_02. 


9922. C8 




Gene No. 


15490 


Strand 








Start 


1534 


End 


1965 






Name 


OJ990701 02.9922.C8.o2.np 


Method 


AAT/NAP 






Start 


. 1537 


End 


1965 






GI 


5295953 


Score 


585 






Exons 


1537. .1965 










GI Descrip. 


(AB026295) hypothetical protein [Oryza 


sativa] 






Seq. No. 


7355 


Seq. ID 


OJ990701_02. 


9922. C9 




Gene No. 


15491 


Strand 


+ 






Start 


43 


End 


4097 








OJ990701 02.9922.C9.ol.gp 


Method 


AAT/GAP 






Start 


43 


End 


459 






GI 


LIB3431-022-P1-N1-F9 


Score 


728 






Exons 


43.-459 










GI Descrip. 


'5295936/dbj | AB026295 . 2 | AB026295 l. Oe- 


174 Oryza sativa gene 






DNA, chromosome 6, clone : P0681F10, complete sequence 1 


3 


Seq. No. 


7355 


Seq. ID 


OJ990701 02 


9922 . C9 




Gene No. 


15491 


Strand 








a r-+- 


43 


End 


4097 




Li 


Name 


OJ990701 02.9922.C9.ol.gs 


Method 


\J i_i LN O V/XilN 




c 


Start 


153 


End 


4097 




; I 


GI 


none 


Score 


.55 






Exons 


153.. 416, 1001.. 1192, 3673. 


-3747, 3840 


..3921, 3965. 


-4078, 


y 




4084. .4097 










Seq. No. 


7355 


Seq. ID 


OJ990701_02. 


9922. C9 


3 


Gene No. 


15491 


Strand 


+ 






Start 


43 


End 


4097 




v. 2 


Name 


OJ990701 02.9922.C9.o2.np 


Method 


AAT/NAP 






Start 


989 


End 


1865 




n 


GI 


5295954 


Score 


782 




_f 


Exons 


989.. 1390, 1752.. 1865 








H 


GI Descrip. 


(AB026295) hypothetical protein [Oryza 


sativa] 






Seq." No. 


7355 


Seq. ID 


OJ990701_02. 


9922. C9 




Gene No. 


15492 . 


.Strand 








Start 


1 


End 


494 






Name 


OJ990701 02.9922.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


494 






GI 


5295953 


Score 


458 






Exons 


1..28, 147. .494 










GI Descrip. 


(AB026295) hypothetical protein [Oryza 


sativa] 






Seq. No. 


7355 


Seq. ID 


OJ990701_02. 


9922. C9 




Gene No. 


15493 


Strand 








Start 


2772 


End 


6302 






Name 


OJ990701 02.9922.C9.o3.np 


Method 


AAT/NAP 






Start 


2772 


End 


5724 






GI 


5295955 


Score 


1893 





7659 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i;p?o. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2772.. 2832, 3183.. 3770, 3850.. 4254, 4935.. 5047, 5590.. 5724 
(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990701 02. 9922. C9 



7355 
15493 
2772 

OJ990701_02 . 9922 . C9 . o4 . np 
3122 
5295955 

3122. .3770, 3850. .4254, 4935. .5047, 5590. .5659, 6106. .6302 
(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 )* 
[Oryza sativa] 



6302 
AAT/NAP 
6302 
2119 



7355 

15493 

2772 

OJ99070 

4430 

none 

4430. .4 



Seq. ID 

Strand 

End 

1_02 . 9922 . C9 . o2 . gs Method 

End 
Score 

518, 4926.. 4983, 5522.. 5659 



*#3M / : ■ • • " Seq.- ID 

15494 Strand 

1185 End 
OJ990701_02. 9922. C10. ol.gs Method 

1185 End 

none Score 
1185. .1442 



OJ990701JD2. 9922.C9 

6302 
GEN SCAN 
5659 
.55 



OJ990701_02 Z9922 :C10 
+ 

1442 
GEN SCAN 
1442 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



7356 Seq. ID OJ990701_02 . 9922 . C10 

15495 Strand 

1- End 437 

OJ990701JD2 . 9922 . C10 . ol . np Method AAT/NAP 

1 End 437 

5295955 Score 717 

1..437 -> 

(AB026295) Similar, to Epstein-Barr virus (EBV) genome . (V01555) 
[Oryza sativa] 



7356 

15496 

1892 

OJ990701_02 

585 

none 

585. .704, 5 
631.. 762, 6 
726. .860, 7 
750. .884, 7 
897. .1025, 
905. .1015, 
913. .1044, 
1085. .1195, 
1117. .1209, 
1128. .1223, 



9922. C10. ol.tm 



88. .7 
48. .7 
26. .8 
51. .8 
898. . 
906. . 
915. . 
1094 
1120 
1131 



13, 588. .695 
22, 721. .846 
87, 728. .853 
73, 752. .877 
1008, 900. .1 
1022, 907. .1 
1028, 916. .1 
..1195, 1097 
1206, 1122 
1226, 1132 



Seq. ID 
Strand 
End 

Method 
End 
Score 
596. .703, 
721. .846, 
739. .894, 
, 753. .860, 
022, 901.. 1 
014, 909. .1 
044, 1035.. 
..1201, 111 
..1208, 112 
. .1209 



OJ990701_02. 9922. C10 . 

2251 ■ 
TBLASTX: Maize 
1226 
65 

599. .724, 627. .722, 
725. .859, 725. .850, 
739. .870, 746. .868, 
876. .1001, 895. .1005, 
023, 905. .1012, 
013, 909.. 1022, 
1076, 1035. . 1139, 
4.. 1203, 1114.. 1203, 
4. .1222, 1125. .1205, 



7660 



Seq. No. 


7356 Seq. ID 


OJ990701 


_02. 


9922 


.C10 




15496 Strand 










Start 


1892 End 


2251 








Name 


OJ9907Q1 02.9922.C10.o2.gs Method 


GENS CAN 








Start 


1892 End 


2251 








GI 


none Score 


.85 








Exons 


1892. .2004, 2209. .2251 










Seq. No. 


7357 Seq. ID 


OJ990701 


_02. 


9922 


.Cll 


Gene No. 


15497 Strand 


+ 








Start 


1 End 


1317 








Name 


OJ990701 02.9922.Cll.ol.np Method 


AAT/NAP 








Start 


1 End 


1112 








GI 


5295957 Score 


855 








Exons 


1..370, 969. .1112 










GI Descrip. 


(AB026295) hypothetical protein [Oryza 


sativa] 








Seq. No! 


7357 Seq. ID 


OJ990701 


_02. 


9922 


-Cll 


Rpnp NO 


15497 Strand 


+ 








Start 


1 End 


1317 








Name 


OJ990701 02.9922.Cll.ol.gs Method 


GENSCAN 








Start ■ W ■ 


•32 . ' . . . , _ " End 


1317 








GI • ■ ' • " * 


none " . - ' x ■ Score 


.66. • 








Exons 


32. .370, 969. .1107, 1126. .1248, 1310.. 


1317 








Seq. No. 


7357 Seq. ID 


OJ990701 


_02. 


9922 


.Cll 


Gene No. 


15498 . Strand 


+ 








Start 


2925 End 


3455 








Name 


OJ990701 02.9922.Cll.o2.np Method 


AAT/NAP 








Start 


2925 End 


3455 








GI 


5295958 Score 


153 








Exons 


2925. .3115, 3180. .3455 










GI Descrip. 


(AB026295) hypothetical protein [Oryza 


sativa] 








Seq. No. 


7358 Seq. ID 


OJ990701_ 


_02. 


9922 


.C12 


Gene No. 


15499 Strand 


+ 








Start 


1 End 


1308 








Name 


OJ990701 02.9922.C12.ol.np Method 


AAT/NAP 








Start 


1 End 


427 








GI 


5295948 Score 


54 








Exons 


1...28, 213. .427 










GI Descrip. 


(AB026295) hypothetical protein [Oryza 


sativa] 








Seq. No. 


7358 Seq. ID 


OJ990701 


_02. 


9922 


-C12 


Gpnp No 


15499 Strand 


+ 








Start 


1 End 


1308 








Name 


OJ990701 02.9922. C12.ol.gs Method 


GENSCAN 








Start 


155 End 


1308 








GI 


none Score 


.63 








Exons 


155. .416, 643.-675, 1271. .1308 










Seq. No. 


7358 Seq. ID 


OJ99.0701 


_02. 


9922 


-C12 


Gene No. 


15500 Strand 


+ 








Start 


2461 End 


3513 








Name 


OJ990701 02.9922.C12.o2.np Method 


AAT/NAP 








Start 


2461 End 


3513 








GI 


5295959 Score 


1122 









7661 



Exons 


2461. .2565, 2971. .3513 








GI Descrip. 


(AB026295) hypothetical 


"protein [Oryza 


sativa] 




Seq. No. 


7358 


Seq. ID 


OJ990701 


_02.9922.C12 


Gene No. 


15501 


Strand 


+ 




Start 


9172 


End 


9814 




Name 


OJ990701 02.9922.C12.o4 


. np Method 


AAT/NAP 




Start 


9172 


End 


9814 




GI 


5295959 


Score 


493 




Exons 


9172. .9814 








GI Descrip. 


(AB026295) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


7358 


Seq. ID 


OJ990701_ 


_02.9922.C12 


Gpnp Mo . 


15502 


Strand 


+ 




Start 


12834 


End 


14753 




Name 


OJ990701 02.9922.C12.o4 


. gs Method 


GEN SCAN 




Start 


12834 


End 


14753 




GI 


none 


Score 


.93 




Exons 


12834. .13321, 13801 .. 14122, 14505.. 14753 




Seq. No. 


7358 


Seq. ID 


OJ990701_ 


_02.9922.C12 


Gene No. 


15502 


Strand 


+ 




'Start 


12834 . V a 


End •*■ ' '■ 


1-4753 '■' 




Name 


OJ990701 02.9922.C12.V5 


. np Method 


AAT/NAP 




Start 


12834 


End 


14750 




GI 


5295961 


Score 


1789 




Exons 


12834. .13321, 13801 .. 14122, 14505.. 14750 




GI Descrip. 


(AB026295) Similar to leucoanthocyanidin dioxygenase . (AI440611) 




[Oryza sativa] 








Seq. No. 


7358 


Seq. ID 


OJ990701_ 


_02.9922.C12 


Gene No. 


15503 


Strand 






Start 


2238 


End 


9996 




Name 


OJ990701 02.9922.C12.o2 


. gs Method 


GENSCAN 




Start 


2238 


End 


6951 




GI 


none 


Score 


.78 




Exons 


2238.. 2538, 2709.. 2815, 


3082. .3428, 3971. .4048, 


5394. .5501, 




6702. .6951 








Seq. No. 


7358 


Seq. ID 


OJ990701_ 


_02.9922.C12 


Gene No. 


15503 


Strand 






Start 


2238' 


End 


9996 




Name 


OJ990701 02.9922.C12.o3, 


. np Method 


AAT/NAP 




Start 


6782 


End 


7517 




GI 


5295960 


Score 


860 




Exons 


6782.. 6996, 7217.. 7517 








GI Descrip. 


(AB026295) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


7358 


Seq. ID 


OJ990701_ 


_02.9922.C12 


Gene No. 


15503 


Strand 






Start 


2238 


End 


9996 




Name 


OJ990701 02.9922.C12.o3. 


. gs Method 


GENSCAN 




Start 


7122 


End 


9996 




GI 


none 


Score 


.77 




Exons 


7122. .7696, 7875.. 8000, 


8446. .8815, 8874.-8922, 


9026. .9056, 




9126.. 9531, 9536.. 9718, 


9796. .9996 







7662 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7358 

.15504 :. v 
15315 * V-"' 

OJ990701_02.9922.C12.o5.gs 
15315 
none 



Seq. ID OJ990701_02.9922.C12 
Strand 

End 20330 

Method GEN SCAN 

End 20330 

Score .86 



15315. .15419, 15523. .15686, 15978 .. 16296, 17062 17200, 
17449. .17530, 18019 18097 , 18443 .. 18622 , 19119 .. 19378, 
19500. .19602, 19777. .19917, 20226.. 20330 



Seq. No. 7358 
Gene No. 15505 
Start 21374 

Name OJ990701_02 . 9922 . C12 . o2 . ts 

Start 13020 
GI none 
Exons 13020, 

13230, 

13817, 



13097, 13023. .13130, 
13340, 13256. .13303, 
,13999 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13125 

13799 



OJ990701 02.9922.C12 



24245 

TBLASTX: Soybean 
13999 
127 

13196, 13182. .13217, 
13999, 13801. .13998, 



Seq. No. 7358 

- Gene No. 15505.-. 

; =~ ' Start ■ 21374 ' ' -\ 

"'~ Name OJ990701 _02 . 9922 .C12 . o2 . tc 

*J Start 13038 

s i= GI none 
"LI Exons 



Seq. ID OJ990701_02.9922.C12 



Strand 

Erid 

Method 

End 

Score 



24245 

TBLASTX: Cress 

14056 

95 



13038. .13160, 13224. .13319, 13781 .. 14 002 , 13814. .14056 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7358 Seq. ID 

15505 Strand 
21374 End 
OJ990701_02 . 9922 . C12 . o4 . tm Method 
13798 End 
none Score 

13798. .13845, 13799 .. 13855, 

13838. .13951, 13849.. 13956 



OJ990701_02. 9922.C12 
24245 

TBLASTX: Maize 
13957 
65 

13802. . 1384 6, 13832. .13957, 



7358 

15505 

21374 

OJ990701_02 . 9922 . C12 . ol . tm 

13957 

none 

13957. .14121, 13959. .14120, 
13964. .14122, 14342 .. 14380, 
14503. .14754, 14504 .. 14761, 

7358 

15505" 

21374 

OJ990701_02 . 9922 . C12 . ol . ts 

14000 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990701 02.9922.C12 



24245 

TBLASTX: Maize 
14762 
191 

13963. .14121, 13964. .14128, 
14491. .14757, 14502 .. 14759, 
14505. . 14762 

Seq. ID OJ990701_02.9922.C12 



Strand 
End 

Method 

End 

Score 



24245 

TBLASTX: Soybean 

14747 

83 



14000. .14059, 14063. .14128, 14504 .. 1474 6, 14505. .14747 



Seq. No. 
Gene No, 



7358 
15505 



Seq. ID 
Strand 



OJ990701 02.9922.C12 



7663 



Start 
. Name 
Start 
GI 

Exons 



21374 End 24245 

OJ990701_02 . 9922 C12 . ol . tc Method TBLASTX : Cress 

14504 End 14741 

none Score 157 

14504. .14602, 14505 14 633, 14649. . 14741, 14663. .14740 



Seq. No. 


7358 






Seq. ID 


OJ990701_02.9922 


.C12 


Gene No. 


15505 






Strand 






Start 


21374 






End 


24245 




Name 


OJ990701 02.9922.C12 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


15318 






End 


15663 




GI 


none 






Score 


90 




Exons 


15318. 


.15419, 15328. 


. 15420, 


15520. .15663 




Seq. No. 


7358 






Seq. ID 


OJ990701_02. 9922 


.C12 


Gene No. 


15505 






Strand 






Start 


21374 






End 


24245 




Name 


OJ990701 02.9922.C12 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


19189 






End 


.19573 




GI 


none 






Score 


77 




Exons 


19189. 


.19275, 19191. 


.19259, 


19266. .19379, 19267 .. 19380, 






19498.. 


.19539, 19499. 


.19573 








Seq. No. 


7358 






Seq. ID 


OJ990701_02.9922 


.C12 


Gene No. 


15505 






Strand 






Start 


21374 






End 


24245 




Name 


OJ990701 02.9922.C12 


.06. gs 


Method 


GENSCAN 




Start 


21374 






End 


24187 




GI 


none 






Score 


.96 




Exons 


21374. 


.21588, 21844. 


.21943, 


22416. .22475, 22689 .. 22736, 






22827. 


.22931, 24118. 


.24187 









Seq. No. 7358 Seq. ID OJ9907 01__02 . 9922 . C12 

Gene No. 15505 Strand 

Start 21374 End 24245 

Name OJ990701_02 . 9922 . C12 . ol . gp Method AAT/GAP 

Start 21657 End 22181 

GI '360_4.R1084 Score 1034 

Exons 21657.. 22181 

GI Descrip. ■ 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ? 



Seq. No. 7358 

Gene No. 15505 

Start 21374 

Name OJ9907 01_02 . 9922 . C12 . o7 . np 

Start 21851 

GI 4218115 

Exons 21851. .21943, 22689 .. 22736, 
24118.. 24245 

GI Descrip. (AL035353) putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990701_02. 9922.C12 

24245 
AAT/NAP 
24245 
312 



22827. .22915, 23331 .. 23379, 



Seq. No. 7359 Seq. ID 

Gene No. 15506 Strand 

Start 241 End 

Name OJ990701_02 . 9922 . C13 . ol . np Method 

Start 165 End 



OJ990701_02.9922.C13 
729 

AAT/NAP 
546 



7664 



GI 5295952 Score 508 

Exons 165.. 272, 337.. 546 ■ \- ■" " ■ 

GI Descrip. (AB026295) hypothetical protein [Oryza sativa] 



Seq. No. 


7359 




Seq. ID 


OJ990701_02 . 


9922. 


C13 


Gene No. 


15506 




Strand 


— 






Start 


241 




End 


729 






Name 


OJ990701 02.9922 


.C13.ol.gs 


. Method 


GENSCAN 






Start 


241 




End 


729 






GI 


none 




Score 


. 65 






Exons 


241. .603, 608. .729 










Seq. No. 


7360 




Seq. ID 


OJ990701_02. 


9922. 


C14 


Gene No. 


15507 




Strand 


+ 






Start 


340 




End 


410 






Name 


OJ990701 02.9922 


. C14 . ol . gs 


Method 


GENSCAN 






Start 


340 




End 


410 






GI 


none 




Score 


. 65 






Exons 


340. .410 












Seq. No. 


7360 




Seq. ID 


OJ990701_02. 


9922. 


C14 


Gene No. 


15508. 




Strand- 


— 






Start 


1364 




End ■ 


1427 - * 






Name 


OJ990701 02.9922 


. C14 . o2 . gs 


Method 


GENSCAN 






Start 


1364 ~ 




End 


1427 






GI 


none 




Score 


. 58 






Exons 


1364. .1427 












Seq. No. 


7361 




Seq. ID 


OJ990701 01. 


9919. 


C3 


Gene No. 


15509 




Strand 


+ 






Start 


1766 




End 


2233 






Name 


OJ990701 01.9919 


.C3.ol .gs 


Method 


GENSCAN 






Start 


1766 




End 


2233 






GI 


none 




Score 


.47 






Exons 


1766.. 1970, 2089 


. .2233 










Seq. No. 


7361 




Seq. ID 


OJ990701_01. 


9919. 


C3 


Gene No. 


15510 




Strand 


+ 






Start 


3259 




End 


3592 






Name 


OJ990701 01.9919 


. C3 . ol . gp 


Method 


AAT/GAP 






Start 


3259 




End 


3592 






GI 


17756 2.R1084 




Score 


375 






Exons 


3259.. 3453, 3559 


. .3592 










GI Descrip. 


•4220479 1.0e-22 


(AC006069) 


unknown protein [Arabidopsis 




thaliana] 1 












Seq. No. 


7361 




Seq. ID 


OJ990701_01. 


9919. 


C3 


Gene No. 


15511 




Strand 


+ 






Start 


3752 




End 


6090 






Name 


OJ990701 01.9919 


.C3.ol. tw 


Method 


TBLASTX: Wheat 




Start 


11 




End 


350 






GI 


none 




Score 


55 






Exons 


11. .91, 77. .349, 


90. .350 










Seq. No. 


7361 




Seq. ID 


OJ990701_01. 


9919. 


C3 


Gene No. 


15511 




Strand 


+ 






Start 


3752 




End 


6090 







7665 





Name 


OJ990701 01. 


9919. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


240 : v 








. End :: 


527 




GI . 


none 








Score 


266 




Exons 


240. .527, 240. .509 










Seq. No. 


7361 








Seq. ID 


OJ990701_01.9919.C3 




Gene No. 


15511 








Strand 


+ 




Start 


3752 








End 


6090 




Name 


OJ990701 01. 


9919. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1762 ~ 








End 


6090 




GI 


none 








Score 


236 




F! von ^ 


1762 . .1971, 


1795. 


. 1971, 


2070. 


.2210, 2087.. 2236, 2087.. 2200, 






2089. .2235, 


2244 . 


. 2282, 


2252. 


.2281, 2313.. 2432, 2317.. 2445, 






2318 . . 2446, 


3252. 


. 3329, 


3254. 


.3322, 3267. .3329,. 3324. .3458, 






3325. . 3453, 


3573. 


. 3749, 


3574.. 


.3750, 3602.. 3748, 3747.. 3887, 






3748. .3888, 


3749. 


.3883, 


3752. 


.3892, 5982. .6089, '6001.. 6090, 






6002. .6085 














Seq. No. 


7361 








Seq. ID 


OJ990701_01.9919.C3 




Gene No. 


15511 








Strand 


+ 




Start 


3752 








End 


6090 




Name . 


OJ990701 01 


9919. 


C3 . ol. 


ts 


■ Method 


TBLASTX : Soybean 


.SSI 


'Start 


3285 _ 








End ' 


3752 


!. --t 


GI 


none 








Score 


47 


;. "*H 


Exons 


3285. .3329, 


3324. 


.3458, 


3325. 


.3453, 3573.. 3752, 3585.-3695, 


;, : a 




3598 3699 


3602 . 


. 3751 








:s : n 
! ; : 

.5 53. 


Seq. No. 










Seq. ID 


OJ990701_01.9919.C3 




Hono Mo 


15511 








Strand 


+ 




Start 


3752 








End 


6090 




Name 


OJ990701 01 


9919. 


C3.o2. 


gs 


Method 


GENSCAN 


i : l r 


Start 


3752 _ 








End 


5590 




GI 


none 








Score 


.93 


IB 

: s s? 


Exons 


3752. .3885, 


5078. 


.5220, 


5361. 


.5590 






Seq. No. 


7362 








Seq. ID 


OJ990701_01.9919.C4 




Gene No. 


15512 








Strand 


+ 


. ^ 


Start 


2317 








End . 


13225 




Name 


OJ990701 01. 


9919. 


C4 . ol . 


y ° 


Method 


GENSCAN 


,: s% 


Start 


2317 








End 


13225 


i. ~£ 


GI 


none 








Score 


.72 




Exons 


2317. .2436, 


3174. 


. 3473, 


3596. 


.3802, 5180. .5244, 5858. .6002, 






8326. .8475, 


8880. 


.8907, 


9500. 


.9655, 10212. .10366, 10607 .. 10727 , 






13008. .13225 












Seq. No. 


7362 








Seq. ID 


OJ990701_01. 9919. C4 




Gene No. 


15512 








Strand 


+ 




Start 


2317 








End 


13225 




Name 


OJ990701 01. 


9919. 


C4.ol. 


np 


Method 


AAT/NAP 




Start 


3183 








End 


6057 




GI 


1652082 








Score 


390 




Exons 


3183. .3470, 


3596. 


.3806, 


4725. 


.4816, 5180. .5244, 5861. .6057 




GI Descrip. 


(D90902) UDP 


-3-0- 


acyl N 


-acetylglcosamine deacetylase 






[Synechocystis sp 


'.] 










Seq. No. 


7362 








Seq. ID 


OJ990701_01.9919.C4 




Gene No. 


15513 








Strand 





7666 




Start 


11130 






End 


12617 






Name 


OJ990701 01 


.9919 


.C4.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


3171 






End 


3470 :: * 






GI 


none 






Score 


104 






Exons 


3171. .3293, 


3173 


..3295, 3350. 


.3454, 3351. .3470 






Seq. No. 


7362 






Seq. ID 


OJ990701 


_01.9919 


.C4 


Gene No. 


15513 






Strand 








o Lai <- 


11130 






End 


12617 






Name 


OJ990701 01 


.9919 


,C4 .ol.tw . 


Method 


TBLASTX: 


Wheat 




Start 


3593 






End 


5244 






GI 


none 






Score 


293 






Exons 


3593. .3802, 


3593 


..3799, 3595. 


.3801, 3645. .3803, 


4715. .4819, 




4715. .4816, 


4720 


..4821, 5203. 


,5244 








Seq. No. 


7362 






Seq. ID 


OJ990701 


JU.9919 


.C4 


(Tjpnp No 


15513 






Strand 


— 






Start 


11130 






End 


12617 






Name 


OJ990701 01 


.9919 


.C4 .o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


5847 






End 


7640 






GI 


none 






Score 


215 






Exons 


5847. .6002, 


5856 


. .6002;- 7593. 


.7640 








Seq. No. 


7362 






Seq. ID 


OJ990701 


_01.9919 


.C4 


UCllC INC ■ 


15513 






Strand 


- 






Start 


11130 






End 


12617 






Name 


OJ990701 01 


.9919 


.C4 .ol . tc 


Method 


TBLASTX: 


Cress 




Start 


5856 






End 


7634 






GI 


none 






Score 


198 






Exons 


5856. . 6002, 


5867 


..5995, 7593. 


.7634 








Seq. No. 


7362 






Seq. ID 


OJ990701 


_01.9919 


.C4 


Gene No. 


15513 






Strand 


- 






Start 


11130 






End 


12617 






Name 


OJ990701 01 


.9919 


.C4 ,o2 .np 


Method 


AAT/NAP 






Start 


11130 






End 


12617 






GI 


5852093 






Score 


82 






Exons 


11130. .11237, 12583.. 12617 










GI Descrip. 


(AL117264) 


zwhl6 


. 1 [Oryza sativa] 








Seq. No. 


7363 






Seq. ID 


OJ990701 


_01.9919 


.C5 


Cono Mo 


15514 






Strand 


+ 






Start 


136 






End 


1550 






Name 


OJ990701 01 


.9919 


.C5.ol.gs 


Method 


GENSCAN 






Start 


136 






End 


1550 






GI 


none 






Score 


.77 






Exons 


136. .235, 1339..: 


1550 










Seq. No. 


7363 






Seq. ID 


OJ990701 


_01.9919 


.C5 


Cprip Mo 


15515 






Strand 


+ 






Start 


3432 






End 


5593 






Name 


OJ990701 01 


.9919 


.C5.o2.gs 


Method 


GENSCAN 






Start 


3432 






End 


5593 






GI 


none 






Score 


.77 






Exons 


3432. .3492, 


3700 


. .3787, 4587. 


.4654, 5466. .5593 






Seq. No. 


7363 






Seq. ID 


OJ990701 


_01.9919 


.C5 



7667 





Gene No. 


15516 


Strand 


+ 




Start 


7502 


End 


15723 




Name 


OJ990701 01,9919. C5.ol.np 


Method 


AAT/NAP 




Start 


7427 


End 


15723 




GI 


4210449 


Score 


707 




Exons 


7427. .7625, 9329. .9481, 9564. 


.9962, 10140. .10216, 10972 Ill 64 , 






15677. .15723 








GI Descrip. 


(AB016471) ARR1 protein [Arabidopsis ■ 


thaliana] 




Seq. No. 


7363 


Seq. ID 


OJ990701_01. 9919.C5 




Gene No. 


15516 


Strand 






Start 


7502 


End 


15723 




Name 


OJ990701 01.9919.C5.o3.gp 


Method 


AAT/GAP 




Start 


7476 


End 


9846 




GI 


27227 1.R1084 


Score 


1108 




Exons 


7476. .7625, 9329.. 9481, 9564. 


. 9846 






GI Descrip. 


•4210449/dbj IBAA74528 | 3.0e-53 (AB016471) ARR1 protein 






[Arabidopsis thaliana] 1 








Seq. No. 


7363 
/ j \j j 


Seq. ID 


OJ990701_01.9919.C5 




f^pnp No 


15516 


Strand 


+ 




Start • 


7502 , . 


End 


157-23 




•Name 


-OJ990701 01, 9919 . C5 . o3 . gs . 


Method 


GENSCAN - 


□ 


Start 


7502 . 


End 


■ 12294 


=1 


GI 


none 


Score 


.64 


5 S* 

ff\ 

e 


Exons 


7502.. 7625, 9329.. 9481, 9564. 


.9962, 11102.. 12294 


;ej s 

! bJ 


Seq. No. 


7363 


Seq. ID 


OJ990701_01.9919.C5. 




UC11C L'U • 


15516 


Strand 


+ 


Ly 


Start 


7502 


End 


15723 


i*1 


Name 


OJ990701 01.9919.C5.o4.gp 


Method 


AAT/GAP 


IMS 


Start 


11865 


End 


12906 


i y 


GI 


none 


Score 


1177 


IS 


Exons 


11865. .12317, 12736.. 12906 






□ 


Seq. No. 


7363 


Seq. ID 


OJ990701_01.9919.C5 


is KS 


Gene No 


15516 


Strand 


+ 


. «i 


Start 


7502 


End 


15723 


: = K? 


Name 


OJ990701 01.9919.C5.o5.gp 


Method 


AAT/GAP 


i"*K 


Start 


13652 


End 


1-3968 


i!3 


GI 


none 


Score 


594 




Exons 


13652.. 13968 








Seq. No. 


7363 


Seq. ID 


OJ990701_01.9919.C5 




Gene No. 


15517 


Strand 


+ 




Start 


16413 


End 


16675 




Name 


OJ990701 01.9919.C5.o6.gp 


Method 


AAT/GAP 




Start 


16413 


End 


16675 




GI 


uC-osroM202036al2al 


Score 


390 




Exons 


16413. .16675 








GI Descrip. 


, 2245136/emb| CAB10557.il 3 . Oe 


-13 (Z97344) trehalose-6-phosphate 






synthase like protein [Arabidopsis thaliana] 1 




Seq. No. 


7363 


Seq. ID 


OJ990701_01. 9919.C5 




Gene No. 


15518 


Strand 


+ 




Start 


18855 


End 


19050 




Name 


OJ990701 01.9919.C5.o5.gs 


Method 


GENSCAN 



7668 



Start 18855 End 19050 

GI none - ■ ■ Score . 62 

Exons . 18855.. 19050 



Seq. No. 


7363 


Seq. ID 


OJ990701_01.9919.C5 


Gene No. 


15519 


Strand 




Start 


13881 


End 


16917 


Name 


OJ990701 01.9919.C5.o4.gs 


Method 


GEN SCAN 


Start 


13881 


End 


16917 


GI 


none 


Score 


.89 


Exons 


13881. .14195, 14288. .14561, 


14 92 6. .15755, 15787. .16917 


Seq. No. 


7363 


Seq. ID 


OJ990701_01.9919.C5 


Gene No. 


15519 


Strand 




Start 


13881 


End 


16917 


Name 


OJ990701 01.9919.C5.o2.np 


Method 


AAT/NAP 


Start 


13911 


End 


16917 


GI 


6553894 


Score 


3067 


Exons 


13911. .14195, 14288. .14561, 


14926. . 16917 


GI Descrip. 


(AC012563) putative trehalose-6-phosphate synthase [Arabidopsis 




thaliana] 






Seq. No. 


7363 


Seq. ID 


OJ990701_01.9919.C5 


Gene No. 


15520 


Strand 




Start 


16958 


End 


17557 


Name 


OJ990701 01.9919.C5/o5.tm 


Method 


TBLASTX: Maize 


Start 


7532 


End 


9700 


GI 


none 


Score 


111 


Exons 


7532.. 7621, 7534.. 7593, 9331 


..9495, 9364.. 9480, 9557.. 9700, 




9568. .9699 






Seq. No. 


7363 


Seq. ID 


OJ990701_01.9919.C5 


Gene No. 


15520 


Strand 




Start 


16958 


End 


17557 


Name 


OJ990701 01.9919.C5.o4.tc 


Method 


TBLASTX: Cress 


Start 


7534 


End 


11157 


GI 


none 


Score 


114 


Exons 


7534 . .7623, 753,5 .. 7624, 9321 


..9479, 9322. .9480, 9367. .9468, 




9557.. 9730, 9557.. 9700, 9565 


..9723, 9860.. 9961, 9886.. 9960, 




10139. .10216, 10141. .10206, 


11041.. 11157 


Seq. No. 


7363 


Seq. ID 


OJ990701_01.9919.C5 


Gene No. 


15520 


Strand 




Start 


16958 


End 


17557 


Name 


OJ990701 01-9919. C5.o3.tw 


Method 


TBLASTX: Wheat 


Start 


9331 


End 


94 86 


GI 


none 


Score 


184 


Exons 


9331.. 9486, 9363.. 9485, 9364 


. .9486 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7363 

i5520 

16958 

OJ990701_01. 

9391 

none 

9391. .9480, 
9565. .9813, 



9919.C5.o3.ts 



9391. .9477, 9429. 
9854. .9961, 9877. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.9485, 
.9963 



OJ990701_01.9919.C5 
17557 

TBLASTX : Soybean 
9963 
139 

9557. .9799, 9557. .9721, 



7669 






7363 




Seq'. ID 


OJ990701_01. 9919. 


C5 


Gene No. 


15520 




Strand 






Start 


16958 




End 


17557 




Name 


OJ990701 01. 9919. C5 


.08. tm 


Method 


TBLASTX: Maize 




Start 


9701 




End 


9909 




GI 


none 




Score 


179 




Exons 


' 9701.. 9907, 9702.. 9908, 9702 


..9908, 9703.. 9909, 9862.. 9909 




7363 




Seq. ID 


OJ990701_01. 9919. 


C5 


Gene No.- 


15520 




Strand 






Start 


16958 




End 


17557 




Name 


OJ990701 01. 9919. C5 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


10962 "~ 




End 


11460 




GI 


none 




Score 


479 




Exons 


10962 11459. 10963 


. . 11460, 


10965. .11450, 10972.. 11460 




Qprr No 


7363 




Seq. ID 


OJ990701_01.9919. 


C5 


Gene No. 


1 SS20 

x *j J c. \j 




Strand 






Start 


16958 




End 


17557 




Name 


OJ990701 01 9919 C5 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


11461 ~~ 




End. 


11691 




GI 


■ none 




Score" 


~290 




Exons 


11461. .11691, . 11462 


. .11689, 


11463. .11690 




Seq. No. 


/ JUJ 




Seq. ID 


OJ990701_01.9919. 


C5 


Gene No. 


1 

i JJi.V 




Strand 






Start 






End 


17557 




Name 


OJ990701 01 9919 C5 


* o3 . tm 


Method. 


TBLASTX: Maize 




Start 


11692 _ 




End 


12896 




GI 


none 




Score 


40 




Exons 


11692. .11736, 11694 


. .11735, 


11740. .11862, 11745. .11861, 






11851 12060. 11855 

± _l \j jl * » -»l b vy \j \j f *i- _i_ w 


. . 11929, 


11923. .12015, 11992. .12099, 






12000 12101 12015 


12101, 


12102. .12215, 12109. .12315, 






12113 12316. 12114 


12332, 


12276. .12359, 12759 .. 12779, 






12789 12863. 12814 


12870, 


12814. .12888, 12815 .. 12889, 






12822 12896 










Qprr No 


7363 




Seq. ID 


OJ990701_01.9919. 


C5 


Gene No. 


15520 




Strand 






Start 


16958 




End 


17557 




Name 


OJ990701 01. 9919. C5 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


1^887 ~~ 




End 


14061 




GI 


none 




Score 


86 




Exons 


13887. .14060, 13911 


. .13988, 


13930. .14061 




Seq, No. 


7363 




Seq. ID 


OJ990701_01.9919. 


C5 


nonp NJrj 


15520 




Strand 






Start 


16958 




End 


17557 




Name 


OJ990701 01. 9919. C5 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


13920 




End 


14563 




GI 


none 




Score 


102 




Exons ' 


13920. .14012, 13933 


. .14013, 


14004. .14198, 14011. .14199, 






14288. .14518, 14288 


. .14563, 


14322. .14552 




Seq. No. 


7363 




Seq. ID 


OJ990701_01.9919. 


C5 


Gene No. 


15520 




Strand 







7670 






Start 


16958 








End 


17557 








Name 


OJ990701 01. 9919. C5 


.o2>ts 


Method 


TBLASTX: 


Soybean 






Start 


13920 








End 


15467 








GI 


none * 








Score 


117 








Exons 


13920. 


. 14105, 


13930 


. .14058, 


14055. .14198, 14056 


. . 14199, 








14288. 


.14551, 


14288 


. .14569, 


14301. .14570, 14925 


. . 14972, 








14926. 


.14973, 


14973 


. .15089, 


15011. .15061, 15063 


. . 15467, 








15097. 


.15465 
















Seq. No. 


7363 








Seq. ID 


OJ990701 


_01.9919. 


.C5 




Gene No. 


15520 








Strand 










Start 


16958 








End 


17557 








Name 


OJ990701 01. 9919. C5 


. ol . tm 


Method 


TBLASTX: 


Maize 






Start 


14064 








End 


16173 








GI 


none 








Score 


69 








P von 


14064. 


.14129, 


14076 


. . 14129, 


14083. .14130, 14127 


. . 14198, 








14139. 


.14198, 


14288 


. .14572, 


14301. . 14570, 14925 


. . 14978, 








14926. 


.14973, 


14973 


. .15092, 


15005. . 15034, 15093 


. . 15209, 








15093. 


.15761, 


15094 


. .15345, 


15378. . 15470, 15421 


. . 15480, 








15534. 


. 15761, 


15646 


. .15765, 


15772. . 16173, 15776 


. . 15874, 








15778. 


. 15897, 


15935 


. .16144 












Seq. No. 


* 73.63- 






- 


Seq. ; ID 


OJ990701 


JD1.-9919. 


.C5 




Rpnp No 


15520 








Strand 










Start 


16958 








End 


17557 








Name 


OJ990701 01. 9919. C5 


.o2.tw 


Method 


TBLASTX: 


Wheat 




ii n 


Start 


14288 








End 


14570 






m 


GI 


none 








Score 


129 








Exons 


14288. 


. 14542, 


.14288 


. .14494, 


14319. .14570 








Seq. No. 


7363 








Seq. ID 


OJ990701 


_01.9919, 


,C5 


: 


Rpnp No 


15520 








Strand 








! y 


Start 


16958 








End 


17557 








Name 


OJ990701 01. 9919. C5 


.o2.tc 


Method 


TBLASTX: 


Cress 




C3 


Start 


15006 








End 


15602 






■e cr 

s.s 


GI 


none 








Score 


253 






;;ss 


Exons 


15006. 


.15092, 


15079 


. .15480, 


15090. .15602, 15541 


. .15594 




: ^ 
'ssf 


Seq. No. 


7363 








Seq. ID 


OJ990701 


_01.9919. 


.C5 




Gene No. 


15520 








Strand 










Start 


16958 








End 


17557 








Name 


OJ990701 01. 9919. C5 . 


. ol.tw 


Method 


TBLASTX: 


Wheat 






Start 


15228 








End 


15570 








GI 


none 








Score 


86 








Exons 


15228. 


. 15497, 


15229, 


. .15351, 


15421. .15480, 15525 


. .15569, 








15541. 


.15570 
















Seq. No. 


7363 








Seq. ID 


'OJ990701 


_01.9919. 


■ C5 




Gene No. 


15520 








Strand 










Start 


16958 








End 


17557 








Name 


OJ990701 01. 9919. C5, 


.ol.ts 


Method 


TBLASTX: 


Soybean 






Start 


15468 








End 


16468 








GI 


none 








Score 


71 








Exons 


15468. 


. 15761, 


15541. 


. .15600, 


15652. .15765, 15772 


. .15915, 








15776. 


.15874, 


15934, 


. .16344, 


15935. .16315, 16345 


. .16416, 








16420. 


.16467, 


16424. 


. .16468 











7671 




Seq. No. 


7363 


Seq.. ID 


OJ990701_01 . 9919. 


C5 


Gene No. 


1552-0 


Strand 






Start 


16958 


End 


17557 




Name 


OJ990701_01. 9919.C5 .o5. tc 


Method 


TBLASTX: Cress 




Start 


15775 


End 


16197 




GI 


none 


Score 


153 




Exons 


15775. .15909, 15913. .16047, 


16078. .16197 




Seq. No. 


7363 


Seq. ID 


OJ990701_01.9919. 


C5 


Gene No. 


15520 


Strand 






Start 


16958 


End 


17557 




Name 


OJ990701_01.9919.C5.o4.tm 


Method 


TBLASTX: Maize 




Start 


16174 


End 


16610 




GI 


none 


Score 


188 




Exons 


16174. .16407, 16175. .16408, 


16420. .16497, 16421 .. 16489, 






16500. .16610, 16501. .16593 








Seq. No. 


7363 


Seq. ID 


OJ990701_01.9919. 


C5 


Gene No. 


15520 


Strand 






Start 


16958 


End 


17557 




Name 


OJ990701_01.9919.C5.o3.tc 


Method 


TBLASTX: Cress 




Start. 


16198 . 


End 


16745 




GI 


none • '■ " 


Score 


240 




Exons 


16198; .16485, 16199. .16480, 


164 91. .16664, 164 95. .16614, 






16697. .16741, 16701.. 16745 








Seq. No. 


7363 


Seq. ID 


OJ990701JD1.9919. 


C5 


Gene No. 


15520 


Strand 






Start 


16958 


End 


17557 




Name 


OJ990701 01.9919.C5.o7.gp 


Method 


AAT/GAP 




Start 


16958 


End 


17557 




GI 


none 


Score 


912 




Exons 


16958. .17409, 17522. .17557 








Seq. No. 


7364 


Seq. ID 


OJ990701_01.9919. 


C6 


Gene No. 


15521 


Strand 


+ 




Start 


8640 


End . 


8712 




Name 


OJ990701 01.9919.C6.ol.gp" 


Method 


AAT/GAP 




Start 


8640 


End 


8712 




GI 


2312838 


Score 


78 




Exons 


8640. .8712 








GI Descrip. 


1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza ruf ipogon.. ; 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 




Seq. No. 


7364 


Seq. ID 


OJ990701_01.9919. 


C6 


Gene No. 


15522 


Strand 






Start 


76 


End 


8854 




Name 


OJ990701 01.9919.C6.ol,gs 


Method 


GENSCAN 




Start 


76 


End 


8238 




GI 


none 


Score 


.61 




Exons 


76. .401, 495. .653, 3973. .4067, 5154. .5224, 6555. .6619, 






7109. .7333, 7592. .7673, 7725 


..7925, 8048. .8238 




Seq. No. 


7364 


Seq. ID 


OJ990701_01.9919. 


C6 


Gene No. 


15522 


Strand 






Start 


76 


End 


8854 




Name 


OJ990701 01.9919.C6.ol.np 


Method 


AAT/NAP 





7672 



Start 


5414 






End 


8854 




GI 


6006359 






Score 


68 




Exons 


5414. .5434, 


7159 


..7259, 8836 


. .8854 






GI Descrip. 


(AP000559) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


7365 






c orf t n 


OJ990701 


_01. 9919.C7 


bene wo. 


15523 












Start 


138 






_nG 


2112 




Name 


OJ990701 01 


.9919 


. / . oi . gs 


L v ie unou 


GENSCAN 




Start 


138 






End 


2112 




GI 


none 






Score 


.77 




Exons 


138. .145, 1412.. 


1451, 1799.. 


1851, 2010, 


. .2112 




Seq. No. 


7365 






Seq. ID 


OJ990701 


_01. 9919.C7 


Gene No. 


15524 






Strand 


+ 




o car l. 


2524 






End 


7707 




Name 


OJ990701 01 


.9919 


.C7.ol.np 


Method 


AAT/NAP 




Start 


2524 






End 


7707 




GI 


3256068 






Score 


492 




Exons 


2524. .2711, 


3012 


..3194, 4426 


..4978, 7269. .7380, 


7690. .7707 


GI Descrip. 


(Y14068) Heat Shock Factor 3 


[Arabidopsis thaliana] 


Seq. No. 


/ jDj 






Seq. ID 


OJ990701 


f)1 QQ1 Q CI 










Strand 


+ 




Start 


_ OZ 4 






End 


7707 




Name 


uj y yu / u i u x 


QQ1 Q 


• b / ■ oz . gs 


Method 


GENSCAN 




Start 


to / l 






End 


5322 




GI 


nunc 






Score 


.56 




Exons 


2871. .3194, 


4426 


. .5322 








Seq. No. 


7365 






Seq. ID 


OJ990701 


_01.9919.C7 


bene wo . 


15525 






Strand 


+ 




Start 


9281 






End 


9358 




Name 


OJ990701 01 


.9919 


. C7 . ol . gp 


Method 


AAT/GAP 




Start ' 


9281 






End 


9358 




GI 


3759960 






Score 


65 




Exons 


9281. .9358 












Seq. No. 


7365 






Seq. ID 


OJ990701 


_01. 9919.C7 


Gene No. 


15526 






Strand 






OLdlU 


6385 






End 


8320 




Name 


OJ990701 01 


.9919 


.C7.o3.gs 


Method 


GENSCAN 




Start 


6385 






End 


8320 




GI 


none 






Score 


.59 




Exons 


6385. .6491, 


6574 


..6676, 6823 


..6947, 7339.. 7532, 


7901. .8016, 




8057. .8128, 


8141 


. .8320 








Seq. No. 


7365 






Seq. ID 


OJ990701 


_01.9919.C7 


Gene No. 


15527 






Strand 






Start 


10509 






End 


11548 




Name 


OJ990701 01 


.9919 


.C7.o3.tm 


Method 


TBLASTX: Maize 


Start 


2758 






End 


4664 




GI 


none 






Score 


35 




Exons 


2758. .2814, 


2816 


..2845, 2825 


..2848, 2863. .2901, 


2865. .2900, 




2996. .3136, 


2997 


..3137, 3135 


..3194, 3165. .3194, 


4419. .4664, 



4426. .4662 



7673 






Seq. No.. 


7365 








Seq. ID 


OJ990701_01.9919.C7 






1 55?7 

J. *J -J c. 1 








Strand 






Start 


10509 








End 


11548 




Name 


OJ990701 01. 


9919. 


C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3005 








End 


4500 




GI 


none 








Score 


136 




Exons 


3005. .3136, 


3018. 


.3137, 


3135. 


.3194, 4426. .4500 




Seq. No. 


7365 








Seq. ID 


OJ990701_01.9919.C7 




Gene No. 


15527 








Strand 






u Lai L 


1 0509 








End 


11548 




Name 


OJ990701 01. 


9919. 


C7.o2. 


ts . 


Method 


TBLASTX: Soybean 




Start 


3011 








End 


4818 




GI 


. none 








Score 


112 




Exons 


' 3011. .3112, 


3012. 


.3125, 


3135. 


.3194, 4423. .4503, 4426. .4521 






4579. .4815, 


4612. 


.4818 










Seq. No. 


7365 








Seq. ID 


OJ990701_01.9919.C7 




Gene No. 


15527 








Strand 






Cf art 


10509 

JL KJ *J \J Z7 








End 


11548 




Name 


OJ99.0701 01. 


9919. 


C7..o2. 


tc 


Method 


TBLASTX: Cress 




Start 


3017 








End 


4818 




GI 


none 








Score 


140 


□ 


Exons 


3017. .3136, 


3018. 


.3137, 


3135. 


.3194, 3160. .3198, 4419. .4520 


hi 




4426. .4521, 


4605. 


.4697, 


4612. 


.4818, 4627. .4818 


:.! s 

;= : K 


Seq. No. 


7365 








Seq. ID 


OJ990701_01.9919.C7 


) ! s 

; bf 


Gene No. 


15527 








Strand 




: s -5 


Start 


10509 








End 


11548 


I ; I 


KT=jttio 

LNdlLLC 


VU Z/ J\J f \J ± VJJ.* 


9919.C7.ol. 


L.UL 


Method 


TBLASTX: Maize 


. — 


Start 


4706 








End 


5311 




GI 


none 








Score 


108 




Exons 


4706. .4795, 


4706. 


.4795, 


4707. 


.4817, 4708. .4818, 4836.-4973 






4837. .4989, 


4989. 


.5069, 


5009. 


.5128, 5032. .5250, 5081. .5143 






5165. .5248, 


5232. 


.5309, 


5240. 


.5311, 5241. .5309, 5242.. 5310 




Seq. No. 


7365 








Seq. ID 


OJ990701_01.9919.C7 






15527 








Strand 




! ;3 
:"=t 


Start 


10509 








End 


11548 


J c 
't w 


Name 


OJ990701 01. 


9919. 


C7.o4. 


gs 


Method 


GENSCAN 


PI 


Start 


10509 








End 


11548 




GI 


none 








Score 


.78 




Exons 


10509. .11017 


, 11338. .11548 








Seq. No. 


< 

7365 








Seq. ID 


OJ990701_01.9919.C7 




Gene No. . 


15527 








Strand 






Start 


10509 








End 


11548 




Name 


OJ990701 01. 


9919. 


C7.o2. 


np 


Method 


AAT/NAP 




Start 


10596 






End 


11548 




GI 


6714299 








Score 


564 




Exons 


10596. .11548 














GI Descrip. 


(AC013354) F15H18 


.14 [Arabidopsis thaliana] 




Seq. No. 


7365 








Seq. ID 


OJ990701_01.9919.C7 




Gene No. 


15527 








Strand 






Start 


10509 








End 


11548 




Name 


OJ990701 01. 


9919. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 



7674 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10605 
none 



End 
Score 



11086 
81 



10605. .10778, 10615. .10776, 10788 .. 10991 , 10789 .. 1098 6, 
10985. .11035, 11030. .11086 



none 
10608 
10994. .11095 



Seq. ID OJ990701_01.9919.C7 
Strand 

End 11548 

Method TBLASTX : Cress 

End 11095 

Score 81 

10781, 10609. .10785, 10771 .. 1098 6, 10788 .. 10991, 



7365 
15527 
10509 

OJ990701_01.9919.C7.ol.tc 
10608 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990701_01.9919.C7- 
Strand 

End 11548 

Method AAT/GAP 

End 11003 

Score 580 - 



7365 
15527 
10509 

OJ990701_01. 9919.C7.o2.gp 
10682 

LIB3475-001-P1-K2-C2 
10682.. 11003 

'5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
-japonica BAC clone 34K24, complete sequence 1 



7365 

15527 

10509 

OJ990701_01. 9919.C7.ol.ts 

10711 

none 



Seq. ID OJ990701_01.9919.C7 
Strand 

End 11548 

Method TBLASTX : Soybean 

End 11548 

Score 185 



10711. .10989, 10725. .10988, 10988 .. 11095, 11189 11239, 
11342. .11419, 11346. .11408, 11522. .11548 



7365 

15527 

10509 

OJ990701_01.9919.C7.o4.tm 

11195 

none 



Seq. ID OJ990701_01.9919.C7 
Strand 

End 11548 . 

Method TBLASTX: Maize - 

End 11548 

Score 67 



11195. .11323, 11201. .11263, 11339 .. 11434 , 11340 .. 11426, 
11480. .11548 * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID OJ990701_01.9919.C8 

Strand + 

End 3313 

Method AAT/GAP 

End 3313 

Score 829 



7366 
15528 
2840 

OJ990701_01. 9919.C8 .o2.gp 
2840 

38782_1.R1084 
2840. .3313 

'6069643/dbj | AP000616 . 1 1 AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



7366 

15529 

1 

OJ990701_01.9919.C8.ol.np 
1 



Seq. ID OJ990701_01.9919.C8 
Strand 

End 17553 

Method AAT/NAP 

End 1385 



7675 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



690708.6 * Score 977 

1. .223v- 440. > 678, ' 736. .1385 

(AP001129) hypothetical protein [Oryza sativa] 



7366 

15529 

1 

OJ990701_01.9919.C8.ol.gs 

752 

none 



Seq. ID OJ990701_01.9919.C8 
Strand 

End 17553 

Method GENSCAN 

End 17553 

Score .57. 



752. ,1143, 2072. .2153, 2329. .2485, 2944. .3112, 4501. .4791, 
4832. .4958, 6179. .6253, 7278. .7304, 7429.-7488, 8578. .8649, 
8876. .9028, 9691. .9864, 10976 .. 11156, 12592 .. 12758 , 
13822. .13992, 14097 .. 14713, 14921 .. 15094 , 15894 16023, 
16873. .17553 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7366 
15529 
1 

OJ990701_01.9919.C8.ol.gp 
1477 
5667165 
1477. .1655 

5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 



Seq. ID OJ990701_01.9919.C8 
Strand 

End 17553 

Method AAT/GAP 

End 1655 

Score 273 



7366 

15529 

1 

OJ990701_01. 9919.C8.o2.np 

2082 

4680186 



Seq. ID OJ990701_01.9919.C8 
Strand 

End 17553 

Method AAT/NAP 

End 5563 

Score 203 



2082. .2506, 3035.. 3093, 4544.. 4759, 5485.. 5563 
(AF111709) unknown [Oryza sativa subsp. indica] 



7366 

15529 

1 

OJ990701_01.9919.C8.o3.gp 

16445 

2311913 

16445. .16810 



Seq. ID OJ990701_01.9919.C8 
Strand 

End 17553 

Method AAT/GAP 

End 16810 

Score 68 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



7366 

15529 

1 

OJ990701_01 . 9919 . C8 . ol . tm 

16817 

none 



Seq. ID OJ990701_01. 9919.C8 
Strand 

End 17553 

Method TBLASTX: Maize 

End 17259 

Score 175 



16817. .16993, 16819. . 17259, 16819. .17259 



7367 

15530 

822 

OJ990701_01.9919.C9.ol.gs 

822 

none 



Seq. ID OJ990701_01.9919.C9 

Strand + 

End 4660 

Method GENSCAN 

End 4 660 

Score .91 



7676 




Exons 


822.. 985, 2218.. 2644, 3310. 


.3399, 4069. .4140, 4337. .4660 


Seq. No. 


7367 


Seq. ID 


OJ990701_01.9919.C9 


Gene No. 


15530 


Strand 


+ 




822 


End 


4660 


Name 


OJ990701 01.9919.C9.ol.np 


Method 


AAT/NAP 


Start 


1559 


End 


2644 


GI 


4982519 


Score 


93 


Exons 


1559. .1609, 2405. .2644 






GI Descrip. 


(AC000107) F17F8.25 [Arabidopsis thaliana] 


Seq. No. 


7367 


Seq. ID 


OJ990701_01.9919.C9 


Gene No. 


15531 


Strand 


+ 


Start 


7567 


End 


23859 


Name 


OJ990701 01.9919.C9.o3.gs 


Method 


GEN SCAN 


Start 


7567 


End 


23859 


GI 


none 


Score 


.64 


Exons 


7567. .7973, 8175. .8302, 8403..i0178, 


10763. .11478, 12512. .12670, 




12840. .13149, 13757. .13824, 


14317. .14773, 15585. .15988, 




16122. .16174, 16749. .16896, 


17041. . 17148, 17720. .17787, 




18809. .18932, 19030 19176, 


19508. .19768, 19848 .. 20132, 




20759. .20902, 21528 .. 21878 , 


22368. .22433, 22533.-22673, 




23659. .23859 






Seq. No. 


7367 


Seq. ID 


OJ990701_01.9919.C9 


Gene No. 


15531 


Strand 


+ 


Start 


7567 


End 


23859 


Name 


OJ990701 01.9919.C9.o3.np 


Method 


AAT/NAP 


Start 


7798 


End 


14847 


GI 


4755186 


Score 


2549 


Exons 


7798. .7973, 8175. .8277, 8396. .10178, 


10763. .11478, 12840. . 13149, 




13757. .13824, 14317. .14847 






GI Descrip. 


(AC007018) unknown protein 


[Arabidopsis thaliana] 


Seq." No. 


7367 


Seq. ID 


OJ990701 01. 9919. C9 


bene ino . 


15531 


Strand 


+ 


Start 


7567 


End 


23859 


Name 


OJ990701 01.9919.C9.o2.gp 


Method 


AAT/GAP 


Start 


8647 


End 


9066 


GI 


2427366 


Score 


778 


Exons 


8647.-. 9066 






Seq. No. 


7367 * •■ ■■ " T 


Seq. ID 


OJ990701_01..9919.C9 


Gene No. 


15531 


Strand 


+ 


Start 


7567 


End 


23859 


IN aillc 


OJ990701 01.9919. C9.o3.gp 


Method 


AAT/GAP 


Start 


12639 


End 


13077 


GI 


2310059 


Score 


4 96 


Exons 


12639. .12670, 12840.. 13077 






GI Descrip. 


4755186/gb|AAD29053. 1 |AC007018_1 1 . Oe 


-20 (AC007018) unknown 




protein [Arabidopsis thaliana] 




Seq. No. 


7367 


Seq. ID 


OJ990701_01.9919.C9 


Gene No. 


15531 


Strand 


+ 


Start 


7567 


End 


23859 ' 


Name 


OJ990701 01.9919.C9.o4.gp 


Method 


AAT/GAP 


Start 


14681 


End 


15085 



7677 



GI 


3761322 




, Score 


737.. 








Exons 


14681. .15085 














Seq. No. 


7367 




Seq. ID 


OJ990701_ 


_01. 


9919 


.C9 


Gene No. 


15531 




Strand 


+ 








Start 


7567 




End 


23859 








Name 


OJ990701 01. 9919. C9. 


o4 .np 


Method 


AAT/NAP 








OL.CI1 t 


15717 




End 


22519 ■ 








GI 


6382012 




Score 


653 








Exons 


15717. .15988, 16696. 


.16905, 


17041. .17148, 17720 


. . 17787, 






18809. .18932, 19030. 


.19176, 


19508. .19571, 19620 


. .19768, 






19848. .20158, 21530. 


.21803, 


22427. .22519 








GI Descrip. 


(AB032960) KIAA1134 


protein 


[Homo sapiens] 








Seq. No. 


7367 




..-Seq. ID 


OJ990701 


_01. 


9919 


.C9 


Gene No. 


15531 




' Strand 


+ 








Start 


7567 




End 


23859 








Name 


OJ990701 01. 9919. C9. 


oS.gp 


Method 


AAT/GAP 








Start 


15753 




End 


17082 








GI 


LIB3475-012-P1-K1-B10 


Score 


826 








Exons 


15753. .15988, 16122. 


.16174, 


16749. .16896, 17041 


. . 17082 




GI Descrip. 


! 4768831/gb|AAD29633 


.1IAF116827 1 l.Oe 


-10 (AF116827 


) unknown 




[Homo sapiens] ' 














Seq. No. 


7367 




Seq. ID 


OJ990701^ 


_01. 


9919 


.C9 


Gene No. 


15531 




Strand 


+ 








Start 


7567 




End 


23859 










OJ990701 01. 9919. C9. 


o6.gp 


Method 


AAT/GAP 








Start 


19670 




End 


20882 








GI 


uC-osroM202025c06bl 




Score 


921 








Exons 


19670. .19768, 19848. 


.20132, 


20759. .20882 








GI Descrip. 


'4768831/gb|AAD29633 


.1IAF116827 1 4.0e 


-20 (AF116827 


) unknown 




[Homo sapiens] ' 














Seq. No. 


7367 




Seq. ID 


OJ990701_ 


_01. 


9919 


.C9 


Gene No. 


15531 




Strand 


+ 








O Lai L 


7567 




End 


23859 








Name 


OJ990701 01. 9919. C9. 


o5.np 


Method 


AAT/NAP 








Start 


22743 




End 


22822 








GI 


5852084 




Score 


86 








Exons 


22743. .22822 














GI Descrip. 


(AL117264.) zwh0007.1 


[Oryza 


sativa] 










Seq. No. 


7367 




Seq. ID 


OJ990701 


_01. 


9919 


.C9 


Gene No. 


15532 




Strand 










Start 


4952 




End 


5906 








Name 


OJ990701 01. 9919. C9. 


o2 .np 


Method 


AAT/NAP 








Start 


4943 




End 


5273 








GI 


6539588 




Score 


279 








Exons 


4943. .5273 














GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


7367 




Seq. ID 


OJ990701_ 


_01. 


9919 


.C9 


Gene No. 


15532 




Strand 










Start 


4952 




End 


5906 








Name 


OJ990701 01. 9919. C9. 


o2 . gs 


Method 


GENSCAN 








Start 


4952 




End 


5577 









7678 




GI 


none 


Score 


.57 




Exons '-■ 


4952. .5214, 5484. .5577 








Seq. No. 


7367 


Seq. ID 


OJ990701_01.9919 


.C9 


bene no . 


1 ccoo 


oti aiiu 






Start 


4952 


End 


5906 




Name 


OJ990701 01.9919.C9.ol.gp 


Method 


AAT/GAP 




Start 


5449 


End 


5906 




GI 


4968598 


Score 


765 




Exons 


5449. .5906 








Seq. No. 


7367 


Seq. ID 


OJ990701_01.9919 


.C9 


bene no . 


1 j j j j 


Strand 






Start 


21871 


End 


22315 




Name 


OJ990701 01.9919.C9.o2.ts 


Method 


TBLASTX :Soybean 




Start 


9542 


End 


9813 




GI 


none 


Score 


342 




Exons 


954,2.. 9811, 9544.. 9723, 9560 


..9772, 9616. .9813 




Seq. No. 


7367 


Seq. ID 


GJ990701_01.9919 


.C9 


Gene No. 


15533 


Strand 






OL.O.LL. 


21871. 


End 


22315 




Name 


OJ990701 01.9919.C9.o3.tm 


Method 


TBLASTX : Maize 




Start 


9797 


End 


10809 




GI 


none 


Score 


440 




Exons 


9797.. 10102, 9798.. 10142, 9811 1014 9, 


9831. .10178,- 






10761. .10808, 10767. M0808, 


10768. .108 


09 




Seq. No. 


7367 


Seq. ID 


OJ990701_01.9919 


.C9 


Gene No. 


15533 


Strand 






Cf n -w~4- 

Otal L 


21871 


End 


22315 




Name 


OJ990701 01.9919.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9965 


End 


10865 




GI 


none 


Score 


271 




Exons 


9965. .10177, 9968. .10048, 9970.. 10179, 


9988. .10179, 






10761. .10865, 10762. .10860, 


10767. .108 


62 




Seq. No. 


7367 - 


Seq. ID 


OJ990701_01.9919 


.C9 


Gene No. 


> 15533 — . 


Strand 








21871 


End 


22315 




Name 


OJ990701 01.9919.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


10828 \ 


End 


11244 




GI 


none 


Score 


37 




Exons 


10828. .10890, 10874. .10999, 


1087 9. .1124 4, 10879. .10992, 






10899. .11165 








Seq. No. 


7367 


Seq. ID 


OJ990701JU.9919 


.C9 


bene no . 


15533 


Strand 






Start 


21871 


End 


22315 




Name 


OJ990701 01.9919.C9.o6.tm 


Method 


TBLASTX: Maize 




Start 


12834 


End 


13050 




GI 


none 


Score 


295 




Exons 


12834. .13043, 12838.. 13050 








Seq. No. 


7367 


Seq. ID 


OJ990701_01.9919 


.C9 


Gene No. 


15533 


Strand 






Start 


21871 


End 


22315 





7679 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990701_01.9919.C9.ol.tm Method 
14311 ... End 

none Score 



TBLASTX: Maize 

14847 

300 



14311. .14553, 14313. .14552, 14316. . 14561, 14387 .. 14 572 , 
14553. .14810, 14554. .14847, 14555. .14818 



7367 
15533 
21871 

OJ990701_01. 9919.C9.o4.tm 
15767 
none 

15767. .16000, 15773. .16000, 16119 .. 16175, 16119 
16740. .16895, 16747 .. 16899, 16750 16899, 17032 



Seq. ID OJ990701_01. 9919.C9 
Strand 

22315 

TBLASTX: Maize 
18876 
341 

16175, 
17148, 



End 

Method 

End 

Score 



17033. .17146, 17040. .17147, 17041 17148, 17717 .. 177 91, 
17717. .17788, 17719 .. 17790, 18801 .. 18875, 18802 1887 6, 
18806. .18874 



Seq. No. 7367 Seq. ID 

Gene No. 15533 Strand 

Start 21871 End' 

Name OJ990701_01 . 9919 . C9 . o4 . ts Method 

Start .15772 End 

GI hone Score 

Exons - 15772. .15834, 1577 9 .. 15973, 15803 .. 15973, 1668 6 .. 16910, 
16687.. 16899 



OJ990701_01. 9919.C9 
22315 

TBLASTX : Soybean 
16910" 
62 



Seq.. No. 7367 

Gene No. 15533 

Start 21871 

Name OJ990701_01 . 9919 . C9 . o2 . tc 

Start 15784 

GI none 

JExons 15784. .15969, 15785 15973, 
16741. .16839 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990701_01.9919.C9 
22315 

TBLASTX: Cress 

16839 

210 



15791. .15985, 16740 .. 16838 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7367 

15533 

21871 

OJ990701_01.9919.C9.ol.ts 
18866 
none 
18866. 
19505. 
19621. 



,18934, 18867. 
,19576, 19508, 
,19767, 19824. 



,18935, 
,19576, 
,20135, 



7367 

15533 

21871 

OJ990701_01. 9919.C9.o5.tm 
18878 
none 
18878. 
19003. 
19508. 



,18934, 18879. 
,19176, 19027. 
,19741 



,18935, 
,19185, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19011 

19601 



OJ990701 01. 9919. C9 



22315 

TBLASTX : Soybean 
20135 
91 

19175, 19027 
19774, 19605 



19847. .20125, 19851, 



19185, 
19766, 
20135 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18879 

19505 



OJ990701 01. 9919. C9 



22315 

TBLASTX: Maize 
19742 
93 

18944, 18999. .19178, 
19741, 19506. .19742, 



Seq. No. 



7367 



Seq. ID OJ990701_01.9919.C9 



7680 



Gene No. 15533 
Start 21871 

Name OJ990701_01. 9-919. C9.o2.tm 

Start 19743 
GI none 
Exons 19743. 

19847. 

20760. 

21528. 



Strand 
End 

Method 

End 

Score 



22315 

'TBLASTX: Maize 
21869 
40 



,19766, 19744. .19767, 19748 .. 19774 , 19843 20133, 

.20134, 19848. .20135, 19848 20135, 20753 .. 20902 , 

.20888, 20761. .20901, 21471 .. 21740, 21527 21730, 

.21734, 21743. .21868, 21744 .. 218 69, 21747. .21869 



Lis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start " 

GI. 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



7367 

15533 

21871 

OJ99"0701_01.9919.C9.o5.ts 

21528 

none 

21528. .21731, 21542. .21718 

7367 
15533 
21871 . 

OJ990701_01. 9919.C9.o3.ts 

21806 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990701_01. 9919.C9 
22315 

TBLASTX: Soybean 

21731 

197 



Seq. ID OJ990701_01.9919.C9 
Strand 

End 22315 

Method TBLASTX : Soybean 

End 22054 

Score 309 



21806. .21901, 21807. .22049, 21840 .. 22034, 21965. .22054 



7367 
15533 
21871 

OJ990701_01 . 9919 . C9 . o7 . gp 
21871 

uC-osrocyp008h03al 
21871.. 22315 

'5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. .ID OJ990701_01. 9-919. C9 
Strand 

End 22315 

Method AAT/GAP 

End 22315 

Score 846 



7367 Seq. ID 

15533 * Strand 
21871 End 
OJ990701_01. 9919.C9.o7.tm Method 
21876 End 
none Score 



OJ990701_01.9919.C9 
22315 

TBLASTX: Maize 

2214 6 

95 



21876. .21938, 21878 .. 21913, 21880 .. 21 939, 21951 .. 2204 9, 
21977. .22045,- 21982 .. 22050, 22111. .2214 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



7368 
15534 
1 

OJ990701_01. 9919. C10. ol.np 
1 

3242708 

1..440, 1448. .1512, 2512. .3799 

(AC003040) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ990701_01. 9919. C10 

Strand + 

End 3799 

Method AAT/NAP 

End 3799 

Score 1325 



7368 

15534 

1 



Seq. ID 

Strand 

End 



OJ990701_ 
+ 

3799 



01. 9919. C10 



7681 



Name OJ990701_01 . 9919 . CIO . ol . gs Method 

Start 72 " End 

GI none * Score 

Exons 72.. 462, 657.. 721 

Seq. No. 7368 

Gene No. 15535 Strand 

Start 5671 End 

Name OJ990701_01. 9919. CIO. o3.gs Method 

Start 5671 End 

GI none Score 

Exons 5671.. 5737, 6479.-6648 



GEN SCAN 

721 

.79 



Seq. ID OJ990701_01. 9919. CIO 
+ 

6648 
GENSCAN 
6648 
.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7368 

15536 

7761 

OJ990701_01. 9919. CIO. o4.gs 

7761 

none 



Seq. ID OJ990701_01. 9919. CIO 

Strand + 

End 10497 

Method GENSCAN 

End 10497 

Score .79 



7761. .7798, 7988. .8158, 8668.-8824, 8919, .9077, 9310. .9541, 
9677.-9977, 10162 .. 10315, 10390.. 10497 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■ 7368 
15537 
4411 

OJ990701_01. 9919. C10. o2.tm 

179 

none 



Seq. ID OJ990701_01. 9919. C10 
Strand 

End . 724 6 

Method TBLASTX: Maize 

End 1552 

Score 254 



179. .406, 180. .446, 1450. .1500, 1469. .1501, 1505. .1552, 
1506. .1538 



! =3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7368 

15537 

4411 

OJ990701_01. 9919. C10. ol.tc 

2660 

none 



Seq. ID OJ990701_01. 9919. C10 
Strand 

End 7246 

Method TBLASTX: Cress 

End 3547 

Score 243 



2660.. 2962, 2683.. 2964, 2981. .3151, 2989.. 3144, 3164 ... 3400, 
3247.. 3318, 3443.. 3547 



7368 

15537 

4411 

OJ990701 _01 . 991 9 . C10 . ol . tm 

2669 

none 



Seq. ID OJ990701_01. 9919. C10 

Strand - * 

End 7246 

Method TBLASTX : Mai ze 

End 3638 

Score 179 



2669..2923, 2680. .2793, 2915. .3064, 2957. .3070, 2957. .3046, 
3053. .3151, 3058. .3147, 3164. .3541, 3175. .3501, 3564. .3638 



Seq. No. 7368 

Gene No. 15537 

Start 4411 

Name OJ990701_01 . 9919 . C10 . o2 . tw 

Start 2681 

GI none 

Exons 2681.. 2902 



Seq. ID OJ990701_01. 9919. C10 
Strand 

End 724 6 

Method TBLASTX : Wheat 

End 2902 

Score 177 



7682 




Seq. No. 


7368 




Seq. ID 


OJ990701JD1. 9919. C10 


Gene No. 


J.JJJ / 




Strand 




Start 


4411 




End 


7246 


Name 


OJ990701 01. 9919. CIO. ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2849 




End 


3556 


GI 


none 




Score 


420 


Exons 


2849. .3160, 2887. .3144, 


3160. 


.3555, 3167.. 3556, 3443.. 3556 


Seq. No. 


7368 




Seq. ID 


OJ990701_01. 9919. C10 


Gene No. 


15537 




Strand 




btart 


A A 1 1 
*i 4 1 1 




End 


7246 


Name 


OJ990701 01. 9919. CIO. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2909 




End 


3325 


GI 


none 




Score 


247 


Exons 


2909. .3151, 3004. .3147, 


3027. 


.3152, 3028. .3153, 3144. .3206, 




3145.. 3234, 3176.. 3325, 


3181. 


.3297 




Seq. No. 


7368 




Seq. ID 


OJ990701J31. 9919. C10 


Gene No. 


15537 




Strand 




Start 


4411 




End 


7246 


Name 


OJ990701_01. 9919. C10. ol. 


gp 


Method 


AAT/GAP 


otart 


A A 1 1 
H *i ± 1 




End 


7246 


GI 


LIB3477-003-P1-K1-E9 




Score 


r 133 


Exons 


4411. .4463, 7i97..7246 








GI Descrip. 


, 2498586/sp|Q40638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


7369 




Seq. ID 


OJ990701_01.9919.C11 


Gene No . 






Strand 




Start 


129 




End 


254 


Name 


OJ990701 01.9919.Cll.ol. 


gs 


Method 


GENS CAN 


Start 


129 




End 


254 


GI 


none 




Score 


.96 


Exons 


129.. 172, 252.. 254 








Seq. No. 


7370 




Seq. ID 


OJ990701J31. 9919.C12 


Gene No. 


15539 




Strand 




Start 


1 




End 


3779 


Name 


OJ990701 01.9919.C12.ol. 


np 


Method 


AAT/NAP 


O Call 


1 




End 


3495 


GI 


4220479 




Score 


1293 ' 


Exons 


1..99, 613. .686, 934. .1015, 1160. .1251, 1354. .1461, 1568. .1 




1843. .1937, 2016.. 2158, 


2260. 


.2288, 2376. .2495, 2569.-2658, 




3040. .3105, 3191. .3304, 


3406. 


.3495 




GI Descrip. 


(AC006069) unknown protein [Arabidopsis thaliana] 


Seq. No. 


7370 




Seq. ID 


OJ990701_01. 9919.C12 


Gene No. 


15539 




Strand 




Start 


1 




End 


3779 


Name 


OJ990701 01.9919.C12.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


618 




End 


2652 


GI 


none 




Score 


75 


Exons 


618.. 689, 922.. 1017, 932 


'..1012, 1159.. 


1251, 1160.. 1252, 




1347. .1454, 1351. .1470, 


1352. 


.1462, 1361. .1474, 1565. .1651, 




1565.. 1663, 1569.. 1673, 


1843. 


.1944, 1844. .1960, 1849. .1938, 




1851. .1958, 2014. .2154, 


2014. 


.2133, 2015.. 2179, 2015. .2152, 



7683 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2244. .2312, 2260. .2289, 2374. .2499, 2374. .2496, 2376. .2513, 
2590.. 2652, 2591.. -2650 



7370 

15539 

1 

OJ990701_01. 9919.C12.ol.gs 

621 

none 



Seq. ID OJ990701_01.9919.C12 
Strand 

End 3779 

Method GENSCAN 

End 34 98 

Score .91 



621. .686, 934. .1015, 1160. .1251, 1354. .1461, 1843. .1937, 
2016. .2158, 2260. .2288, 2376.-2495, 2569. .2658, 3040. .3105, 
3191. .3304, 3406. .3498 



a 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7370 
15539 
1 

OJ990701_01. 9919.C12.ol.tm 
1842 



none 

1842. 

2018. 



Seq. ID OJ990701_01.9919.C12 
Strand 

3779 

TBLASTX: Maize 
2462 
109 



End 

_ Method 

End 
Score 

1943, 1844. .1960, 1849. .1938, 2014. .2133, 2015. .2179, 
2158, 2244. .2312, 2260. .2289, 2374. .2460, 2376. .2462, 



2376. .2462 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990701 01.9919.C12 



7370 
15539 
1 

OJ990701_01.9919.C12.ol.gp 
2429 
4715010 

2429. .2495, 2569. .2658, 3040. 
4220479 1.0e-22 (AC006069) unknown protein [Arabidopsis 
thaliana] 



3779 
AAT/GAP 
3779 
1147 



,3105, 3191. .3304, 3406. .3779 



7370 

15539 

1 

OJ990701_01. 9919.C12.o2.ts 

3085 

none 

3085. .3108, 3191. .3304, 

7371- • ' ' 

15540 

3992 . 

OJ990701_01. 9919.C13.o2.gs 

3992 

none 

3992.. 4162, 5507.. 6202 



Seq. ID OJ990701_01.9919.C12 
Strand 
End 

Method 
End 
Score 



3779 

TBLASTX : Soybean 
34 92 :V 
116 



3192.. 3305, 3403.. 3492 



Seq. ID OJ990701_01.9919.C13 

Strand + 

End 6694 

Method GENSCAN 

End 6202 

Score .82 



7371 Seq. ID 

15540 Strand 

3992 End 

OJ990701_01.9919.C13.ol.np Method 

4 672 End 

3746069 - Score 

4672. .5070, 5214. .6694 

(AC005311) putative non-LTR retroelement reverse transcriptase 



OJ990701_01.9919.C13 
+ 

6694 
AAT/NAP 
6694 
608 



7684 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Arabidopsis thaliana] 

7371 

15541 

43 

OJ990701_01 . 9919 . C13 . ol . gs 
43 

none 



Seq. ID OJ990701_01.9919.C13 
Strand 

End 2571 

Method GEN SCAN 

End 2571 

Score .4 



43. .487, 986. .1023, 2187. .2396, 2467. .2571 



7371 

15542 

4669 

OJ990701_01.9919.C13.o3.tw 

4669 

none 



Seq. ID OJ990701_01.9919.C13 
Strand 

End 5023 

Method TBLASTX : Wheat 

End 5023 

Score • 128 



4669.. 4863, 4671.. 4886, 4773.. 5018, 4907.. 5023 



Seq. No. 7371 

Gene No. 15543 

Start 5019 

Name OJ990701_01 . 9919 . C13 . o2 . tm 

Start 5019 

□ GI none 

i.3 Exons 5019.. 5060, 5082.. 5492, 5513. 



OJ990701_01.9919.C13 
5788 

TBLASTX: Maize 
5788' 
54 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5734, 5726.. 5788, 5728.. 5787 



Seq. No. 7371 

^ Gene No. 15543 

^ Start 5019 

LJ Name* OJ990701_01 . 9919 . C13 . ol . tw 

O Start 5238 

I s i§ GI none 

; " Exons 5238.. 5504, 5498.. 5650, 5521. 

iS 

|-3 Seq. No. 7371 

; 'J Gene No.. 15544 • 

hi Start 5927 

:.i Name OJ990701_01 . 9919 . C13 . ol . tm 

,=5 Start 5927 

GI none 

Q Exons 5927.. 6172, 5950.. 6153, 6059. 

6283. .6369, 6409. .6549 



OJ990701_01. 9919.C13 
5788 

TBLASTX: Wheat 

5650 

210 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5634 

Seq. ID 
Strand 
End 

Method 
End 
Score 

6325, 6153.. 6284, 6227.. 6682, 



OJ990701_01. 9919.C13 
6682 

TBLASTX: Maize 

6682 

249 



Seq. No. 


7371 






Gene No. 


15544 






Start 


5927 






Name 


OJ990701 01. 


.9919. 


C13.o2 


Start 


5981 






GI 


none 






Exons 


5981. .6154, 


6001. 


.6156, 


Seq. No. 


7371 






Gene No. 


15544 






Start 


5927 






Name 


OJ990701 01, 


.9919. 


C13.o4 


Start 


6293 






GI 


none 







Seq. ID OJ990701_01.9919.C13 
Strand 

End ' 6682 

.tw Method TBLASTX: Wheat 

End 6292 

Score 211 
6153.,. 6212, 6159.. 6209, 6254.. 6292 

Seq. ID OJ990701J)1.9919..C13 
Strand 

End 6682 

.tw Method TBLASTX: Wheat 

End 6565 

Score 96 



7685 




Exons 


6293. .6403, 6410. .6565 






Seq. No. 


7372 


Seq. ID 


OJ990701_01.9919.C14 


taene wo . 


1 DO H. 0 


O Li. d 11 (J 


4. 


Start 


164 


End 


342 


Name 


OJ990701 01.9919.C14.ol.gs 


Method 


GEN SCAN 


Start 


164 


End 


342 


GI 


none 


Score 


.66 


Exons 


164. .342 






Seq. No. 


7373 


Seq. ID 


OJ990701_03.9919.C2 


Gene No. 


15546 


Strand 


+ 


Start 


1 


End 


9676 


Name 


OJ990701 03.9919.C2.ol.np 


Method . 


AAT/NAP 


Start 


1 


End 


9676 


GI 


4868120 


Score 


536 


Exons 


1..375, 3311. .3436, 4013. .4121, 4201.. 


4313, 4400. .4581, 




5106. .5481, 5773. .5970, 9456. 


.9676 




GI Descrip. 


(AF116556) putative transcription factor [Arabidopsis thaliana] 


Seq. No. 


7373 


Seq. ID 


OJ990701_03.9919.C2 


Gene No. 


15546 


Strand 


+ 


C 4- -i 

otarr, 


1 


End 


9676 


Name 


OJ990701 03.9919.C2.ol.gs 


Method 


GEN SCAN 


Start 


377 


End 


7782 


GI 


none 


Score 


.77 


Exons 


377. .1946, 2980. .3436, 4013.. 


4121, 4201. .4343, 4400. .4581, 




5106.. 5568, 5959.. 6267, 6997. 


.7074, 7130. .7164, 7728. .7782 


Seq. No. 


7373 


Seq. ID 


OJ990701_03.9919.C2 


Gene No . 


15546 


Strand 


+ 


Start 


1 


End 


9676 


Name 


OJ990701 03.9919.C2.ol.gp 


Method 


AAT/GAP 


Start 


1051 


End 


1254 


GI 


none 


Score 


379 


Exons 


1051.. 1254 






Seq. No. 


7373 


Seq. ID 


OJ990701_03.9919.C2 


Gene No. 


15547 


Strand 


+ 


otail 


9631 


End 


12336 


Name 


OJ990701 . 03 ; 9919 .C2 . o2 . gs 


Method 


GEN SCAN 


Start ' 


9631 "- \ 


End 


12336 


GI 


none 


Score 


.4 


Exons 


9631.. 9764, 9771.. 9963, 10520 


. .10577, 


11153. . 11239, 




11289. .11622, 11656. .11860, 12286. .12336 


Seq. No. 


7373 


Seq. ID 


OJ990701_03.9919.C2 


bene no . 


15548 


Strand 


+ 


Start 


14693 


End 


15487 


Name 


OJ990701 03.9919.C2.o3.gs 


Method 


GENSCAN 


Start 


14693 


End 


15487 


GI 


none 


Score 


1 


Exons 


14693. .15487 






Seq. No. 


7373 


Seq. ID 


OJ990701_03.9919.C2 


Gene No. 


15549 


Strand 


+ 


Start 


23076 


End 


26313 



7686 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990701_03. 9919.C2.o2.np Method AAT/NAP 

23076 End 26310 

6907089 Score 4122 

23076. .24337, 24432.. 26310 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990701_03.9919.C2 



7373 

15549 Strand + 

23076 End 26313 

OJ990701_03 . 991 9 . C2 . o5 . gs Method GENSCAN 

23076 End 26313 

none Score . 92 

23076. .24141, 24169 .. 24337, 24432.. 26313 



Seq. No. 


7373 








Seq. ID 


OJ990701_03.9919.C2 


Gene No. 


15550 








Strand 




Start 


7933 








End 


8137 


Name 


OJ990701 03. 


.9919. 


C2.o2. 


gp 


Method 


AAT/GAP 


Start 


7933 








End 


8137 


GI 


none 








Score 


306 


Exons 


7933. .8137 












Seq. No. • 


7373 








Seq. ID 


OJ990701_03.9919.C2 


Gene No. 


15551 








Strand 




Start 


26962 








End 


32604 


Name 


OJ990701 03. 


.9919. 


C2.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


1477 








End 


1919 


GI 


none 








Score 


166 


Exons 


1477. .1692, 


1477. 


.1656, 


1479. 


.1700, 1703. .1750, 1759. .1830, 




1798. .1917, 


1829. 


.1918, 


1860. 


.1919 





□ 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Se'q. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7373 

15551 

26962 

OJ990701_03, 9919 . C2 . o5 . tm 

2978 

none 

2978. .3172, 
3179. .3256, 



2980.. 3171, 2981. 
3179. .3256 



7373 

15551 

26962 

OJ990701_03 . 9919 . C2 . o7 . tm 

3299 

none 

3299.-3439, 3304.. 3435, 3363. 
4039. .4176, 4218. .4313, 4235. 
4502.. 4588, 4504.. 4587 



OJ990701_03.9919.C2 
32604 

TBLASTX: Maize 

3256 

183 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3172, 3178. .3255, 3178. .3255, 



Seq. ID OJ990701J)3. 9919. C2 
Strand 

End 32604 
Method TBLASTX : Mai ze 
End 4588 
Score 125 

.3452, 3368. .3439, 4028. .4123, 
.4309, 4331. .4498, 4394. .4483, 



Seq. No. 7373 

Gene No. 15551 

Start 26962 

Name OJ990701_03 . 9919 . C2 . ol . tm 

Start ' 5122 

GI none 

Exons 5122.. 5151, 5124.. 5147, 5185. 



OJ990701_03. 9919.C2 
32604 

TBLASTX: Maize 

5758 

38 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5391, 5188. .5388, 5237. .5407, 



7687 



5488. .5565, 5493. .5564, 5649. .5756, 5654. .5758, 5663. .5755 





Seq. No. 


7373 


Seq. ID 


OJ990701_03.9919. 


C2 




Gene No. 


15551 * 


Strand 








Start 


26962 


End 


32604 






Name 


OJ990701 03.9919.C2.o6.tm 


Method 


TBLASTX: Maize 






Start 


5944 


End 


7100 






GI 


none 


Score 


167 






Exons 


5944.. 6225, 5954.. 6226, 6994 


..7080, 7080. .7100 






Seq. No. 


7373 


Seq. ID 


OJ990701_03. 9919. 


C2 




Gene No. 


15551 


Strand 








Start 


26962 


End 


32604 






Name 


OJ990701 03.9919.C2.o8.tm 


Method 


TBLASTX: Maize 






Start 


15329 


End 


15469 






GI 


none 


Score 


220 






Exons 


15329. .15469, 15337 .. 15468, 


15347. .15469 






Seq. No. 


7373 


Seq. ID 


OJ990701_03. 9919. 


C2 




Gene No. 


15551 


Strand 








Start 


26962 


End 


• 32604 






Name 


OJ990701 03.9919.C2.ol0.tm 


Method 


TBLASTX: Maize 






Start 


. 26932 


End 


27102 




r e 


GI 


none 


Score 


125 




. ^ 

f n 


Exons 


26932. .27102, 26933.. 27097 








pis 


Seq. No. 


7373 


Seq. ID 


OJ990701_03.9919. 


C2 




Gene No. 


15551 


Strand 








Start 


26962 


End 


32604 






Name 


OJ990701 03.9919.C2.o3.np 


Method 


AAT/NAP 






Start 


26962 


End 


32604 






GI 


6498441 


Score 


6739 






Exons 


26962. .27243, 27337 28733, 


28905. .29376, 29569 .. 29820, 








29995. .30129, 30313. . 30686, 


30750. .31213, 31544.. 32604 






GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



'•4 



"is* 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7373 

15551 

26962 

OJ990701_03.9919.C2.o7.tw 

26971 . 

none 



Seq. ID OJ990701_03. 9919.C2 
Strand 

End 32604 

Method TBLASTX: Wheat 

End 27549 

Score 83 



26971. .27096, 26975 .. 27097, 27235 .. 27525, 27289 .. 2754 9, 
27290. .27547 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



7373 

15551 

26962 

OJ990701_03.9919.C2.o4.tw 

27554 

none 



Seq. ID OJ990701_03. 9919.C2 
Strand 

End 32604 

Method TBLASTX : Wheat 

End - 27955 

Score 157 



27554 . .27853, 27574 .. 27 954 , 27899.-27955 



7373 
15551 



Seq. ID OJ990701_03. 9919.C2 
Strand 



7688 





Start 


26962 




End 


32604 






Name 


OJ990701 03. 9919. C2 


. o3 .-tm 


Method 


TBLASTX : Maize 






Start 


27769 




End 


28092 






.GI 


none .. 




Score 


177 






Exons 


27769. .28092, 27782 


. .28063 










Seq. No. 


7373 




Seq. ID 


OJ990701JD3.9919. 


C2 




Gene No. 


15551 




Strand 








OLdXl 






End 


32604 






Name 


OJ990701 03. 9919. C2 


. o5. tw 


Method 


TBLASTX: Wheat 






Start 


28599 




End 


29057 






GI 


none 




Score 


87 






Exons 


28599. .28748, 28600 


. .28737, 


28795. .28968, 28809 .. 29057 , 








28809. .29033 












Seq. No. 


7373 




Seq. ID 


OJ990701_03.9919. 


C2 




UCllC IN w • 


1 5551 




Strand 


- 






Start 


26962 




End 


32604 






Name 


OJ990701 03. 9919. C2 


. ol . ts 


Method 


TBLASTX : Soybean 






Start 


29658 






30029 






GI 


none 




Score 


90 






Exons 


29658. .30029, 29869 


. .30012 








£3 


Seq. No. 


7373 




Seq. ID 


OJ990701_03.9919. 


C2 


: =% 

•srf 


UCUC LN(J . 


1 5551 




Strand 


- 




: K rs 
Li S 


Start 


26962 




End * 


32604 




r Li 


Name 


OJ990701 03. 9919. C2 


.o2.tw 


Method 


TBLASTX: Wheat 






Start . 


29683 




End 


30107 






GI 


none 




Score 


330 . " 






Exons 


29683. .30102, 29688 


. .30107 








!" ! 1 


Seq. No. 


7373 




Seq. ID 


OJ990701_03.9919. 


C2 




Odlc IN W . 


1 5551 




Strand 








Start 


26962 




End 


32604 




: :sJ 


Name 


OJ990701 03. 9919. C2 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


29781 




End 


30165 






GI 


none 




Score 


221 






Exons 


29781. .30164, 29800 


. .30165 








i J 
'J sf 

i JE i 


Seq. No. 


7373 




Seq. ID 


OJ990701_03.9919. 


C2 




Cpno Mo 


1 5551 




Strand 








Start • 


26962 




. .End 


32604 






Name 


OJ990701 03. 9919. C2 


.o2. tm 


Method 


TBLASTX: Maize 






Start 


30192 




End 


30548 






GI 


none 




Score 


113 






Exons 


30192. .30482, 30192 


. .30548, 


30202. .30513 






Seq. No. 


7373 




Seq. ID 


OJ990701_03.9919. 


C2 




flftno Mo 


1 55 51 




Strand 








Start 


26962 




End 


32604 






Name 


OJ990701 03. 9919. C2 


.ol.tw 


Method 


TBLASTX: Wheat 






Start 


30216 




End 


30679 






GI 


none 




Score 


404 






Exons 


30216. .30677, 30217 


. .30678, 


30236. .30679 






Seq. No. 


7373 




Seq. ID 


OJ990701_03.9919. 


C2 




Gene No. 


15551 




Strand 







7689 




Start 


26962 






End 


32604 


Name 


OJ990701 03. 


9919. C2 


. o2 . ts 


Method 


TBLASTX : Soybean 


Start 


30273 






End 


30638 


GI 


none 






Score 


117 


Exons 


30273. .30407 


, 30414 


. .30638 






Seq. No. 


7373 






Seq. ID 


OJ990701_03.9919 


Gene No. 


15551 






Strand 




Start 


26962 






End 


32604 


Name 


OJ990701 03. 


9919. C2 


.o3. tw 


Method 


TBLASTX: Wheat 


Start 


30846 






End 


31329 


GI 


none 






Score 


72 


Exons 


30846. .31328 


, 30870 


. .31064, 


31033. .31134, 31156.. 31329 





Seq. No. 


7373 




Seq. ID 


OJ990701 




Gene No. 


15551 




Strand 






Start 


26962 




End 


32604 




Name 


OJ990701 03. 9919. C2 


. 06 . tw 


Method 


TBLASTX : ' 




Start 


32067 




End 


32459 




GI 


none 




Score 


87 




Exons 


32067. .32324, 32101 


. .323.4,0, 


32307. .32405, 32308 






32412. .32459 








a w 


Seq. No. 


7373 




Seq. ID 


OJ990701 




Gene No. 


15551 




Strand 




• ^ 

. t ii 


Start 


26962 




End 


32604 


s : ; 


Name 


OJ990701 03. 9919. C2 


.oll.tm 


Method 


TBLASTX:! 




Start 


32169 




End 


32454 




GI 


none 




Score 


104 




Exons 


32169. .32417, 32170 


. .32454 






t J 


Seq. No. 


7374 




Seq. ID 


OJ990701 




Gene No. 


15552 




Strand 




! 


Start 


1 




End 


1154 


: 


Name 


OJ990701 03. 9919. C3 


.ol.np 


Method 


AAT/NAP 


1 hi 


Start 


1 




End 


1154 


t & 


GI 


5042454 




Score 


998 


,J 


Exons 


1..521, 577. .683, 1015. .1154 








GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 




Seq. No. 


7374 




Seq. ID 


OJ990701 




Gene No. 


15552 




Strand 






Start 


1 ' 




End 


1154 




Name 


OJ990701 03. 9919. C3 


. ol . gs 


Method 


GENSCAN 




Start 


131 




End 


1096 




GI 


none 




Score 


.57 




Exons 


131.. 521, 577. .696, 


1019. .1096 





,32400, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7375 

15553 

229 

OJ990701_03. 9919.C4.-ol.gs 

229 

none 



Seq. ID OJ990701_03.9919.C4 



Strand 
End 

Method 

End 

Score 



+ 

1958 
GENSCAN 
1958 
.64 



229. .308, 340. .493, 693. .850, 1807. .1958 



Seq. No. 



7375 



Seq. ID OJ990701_03.9919.C4 



7690 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15554 Strand + 

13720 End 16698 

OJ990701_03.9919.C4 .o2.np Method AAT/NAP 

13720 End 16698 

81286 Score 138 

13720. .13747, 14258 14412 , 15678 .. 15908 , 16260 16383, 

16623. .16698 

extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 





Corf Kfo 






Seq. ID 


OJ990701_ 


QQ1 Q 






Gene No. 


15555 




Strand 


+ 








Start 


18584 




End 


25607 








Name 


OJ990701 03. 9919. C4. 


o4 .gs 


Method 


GENS CAN 








Start 


18584 




■End 


25607 








GI 


none 




Score 


.85 








Exons 


18584. .18713, 20871. 


.20969, 


22106. .22352, 22667. 


.22720, 








23303. .23331, 24366. 


.24527, 


25057. .251! 


35, 25213. 


.25607 








7375 




Seq. ID 


OJ990701_ 


VJ J ■ Z> J J- J m 






Gene No. 


15556 




Strand 


+ 








Start 


37231 




End 


38045 








Name 


OJ990701 03. 9919. C4. 


o6.gs 


.Method " 


GENSCAN 






3 


Start 


37231 




End 


38045 








GI 


none 




Score 


.8 








Exons 


37231. .37641, 37647. 


.38045 










: f i 
Li 


Seq. No. 


7375 




Seq. ID 


OJ990701_ 


03.9919. 


C4 


!3 


Gene No. 


15557 




Strand 


+ 








Start 


48561 




End 


64612 






■3 


Name 


OJ990701 03. 9919. C4. 


o5.np 


Method 


AAT/NAP 








Start 


48561 




End 


49873 








GI 


6815099 




Score 


98 






I 


Exons 


48561. .48583, 49755. 


.49873 










J 


GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






'"•4 

.JL 


Seq. No. 


7375 




Seq. ID 


OJ990701_ 


03.9919. 


C4 




Gene No. 


15557 




Strand 


+ 








Start 


48561 




End 


64612 






J 


Name 


OJ990701 03'. 9919. C4. 


o6.np 


Method 


AAT/NAP 






3 


Start 


49332 




End 


59809 








GI 


4160292 




Score 


2383 








Exons 


49332. .49376, 50813. 


.50893, 


51023. .51096, 51585. 


.51796, 








52323. .52444, 53014. 


.53099, 


53648. .53742, 54041. 


.54122, 








54537. .54643, 54830. 


.54860, 


55405. .55522, 55818. 


.55871, 








57115. .57224, 57332. 


.57434, 


57653. .57751, 57935. 


.58045, 








58155. .58390, 59028. 


.59265, 


59385..S9463, 59577. 


.5980-9 






GI Descrip. 


(Y18209) alpha-N-acetylglucosaminidase 


[Nicotiana tabacum] 




Seq. No. 


7375 




Seq. ID 


OJ990701_ 


03.9919. 


C4 




Gene No. 


15557 




Strand 


+ 








Start 


48561 




End 


64612 








Name 


OJ990701 03. 9919. C4. 


06. gp 


Method 


AAT/GAP 








Start 


53057 




End 


55539 








GI 


uC-osflcyp013hllbl 




Score 


838 








Exons 


53057. .53099, 53648. 


.53742, 


54041. .54122, 54537. 


.54643, 








54830. .54860, 55405. 


.55539 











7691 



GI Descrip. 



1 4160292/emb | CAA77084 | 1.0e-59 (Y18209) 
alpha-N-acetylglucosaminidase [Nicotiana tabacum] f 



Seq. No. 7375 
Gene No. 15557 
Start 48561 

Name OJ990701_03 . 9919 . C4 . olO . gs 

Start 53083 
GI none 

Exons 53083. .53099, 54537 54643, 

•55821. .55871, 57115 57139, 
58155. .58261, 59028 59265, 
60660. .60781, 62491 62919, 
64506. .64612 



Seq. ID OJ990701_03. 9919.C4 

Strand + 

End 64 612 

Method GENS CAN ' 

End 64 612 

Score .5 
54830. .54860, 55405 .. 55522 , 
57295. .57434, 57653 .. 57751, 
59385. .59408, 59537 .. 59762 , 
63017. .63106, 63637 .. 637 63, 



Seq. No. 7375 Seq. ID 

Gene No. 15557 Strand 

Start 48561 End 64612 

Name OJ990701JD3 . 9919 . C4 . o7 . gp Method AAT/GAP 

Start 55835 End 57964 

GI 2310418 Score 663 

Exons 55835. .55871, 57115 .. 57224, 57332 .. 57434 , 57653.. 

57935.. 57964 

GI Descrip. 4160292/emb | CAA77084 | 1.0e-59 (Y18209) 

alpha-N-acetylglucosaminidase [Nicotiana tabacum] 



OJ990701_03.9919.C4 
+ 



57751, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7375 Seq. ID 

15557 Strand 

48561 End 

OJ990701_03 . 9919 . C4 . 08 . gp Method 

57957 End 

LIB3433-018-Q6-K6-A8 Score 



OJ990701_03. 9919.C4 
+ 

64612 
AAT/GAP 
59137 
786 



57957. .58045, 58155 58390, 59028.. 59137 
1 4160292/emb | CAA77084 | 2.0e-41 (Y18209) 
alpha-N-acetylglucosaminidase [Nicotiana tabacum] 1 



7375 Seq. ID 

15557 Strand 

48561 End 

OJ990701_03. 9919.C4 .o9.gp Method 

59187 End 

15426 1.R1084 Score 



OJ990701_03.9919.C4 
+ 

64612 
AAT/GAP 
60018 
1099 



59187. .59265, 59385 594 63, 59577. .60018 
1 4160292/emb | CAA77084 | 3.0e-37 (Y18209) 
alpha-N-acetylglucosaminidase [Nicotiana tabacum] 1 



Seq. No. 7375 Seq. ID 

Gene No. 15558 Strand 

Start 64998 End 

Name OJ990701_03 . 9919 . C4 . oil . gs Method 

Start 64 998 End 

GI " none Score 
Exons 



OJ990701_03.9919.C4 
+ 

71066 
GENSCAN 
71066 
.61 



64998. .65210, 67198 67398, 674 55 .. 6758 6, 67710 .. 67784 , 
68577. .68638, 69565 69712, 69961 .. 70318, 70442 .. 70642 , 
70759.. 71066 



Seq. No. 



7375 



Seq. ID OJ990701_03. 9919.C4 



7692 



Gene No. 


15559 




Strand 










OLail 






End 


. 12204 








Name 


OJ990701 03. 9919. C4 


. ol . np 


Method 


AAT/NAP 








Start 


8053 




End 


12204 








GI 


4234852 




Score 


4375 








Exons 


8053. .12001, 12044. 


.12204 












GI Descrip. 


(AF082133) gag-pol 


polyprotein [Zea mays] 








Seq. No. 


7375 




Seq. ID 


OJ990701_ 


03. 


9919 


.C4 


Gene No . 


looou 




Strand 










Start 


14206 




End 


16686 








Name 


OJ990701 03. 9919. C4 


.o3.gs 


. Method 


GENSCAN 








Start 


14206 




End 


16686 








GI 


none 




Score 


. 61 








Exons 


14206. .14609, 15740 


. .16148, 


16172. .16655, 16664. 


.16686 




Seq. No. 


7375 




Seq. ID 


OJ990701_ 


03. 


9919 


.C4 


Gene No. 


15560 




Strand 










Start 


14206 




End 


16686 








Name 


OJ990701 03. 9919. C4 


. o3 .np 


Method 


AAT/NAP 








Start 


15282 




End 


16612 








GI 


4220525 




Score 


331 








Exons 


15282. .15339, 15778 


. .16612 













Ij GI Descrip. 



(AL035356) putative tRNA' isopentenyltransf erase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7375 Seq. ID OJ990701_03 . 9919 . C4 

15561 Strand 

26872 End 36663 

OJ990701_03 . 9919 . C4 . o2 . gp Method AAT/GAP 

26435 End 26993 

17436_1.R1084 Score 1066 

26435. .26993 

'5880464/gb|AAD54660.1|AF088901_l 8.0e-ll (AF088901) actin 
bundling protein ABP135. [Lilium longiflorum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7375 

15561 

26872 

OJ990701_03. 9919.C4.o5.gs 

26872 

none 



Seq. ID OJ990701_03.9919.C4 
Strand 

End 36663 

Method GENSCAN 

End 36347 

Score .88 



26872. .26985, 27830 .. 28074 , 28569 .. 28770, 28857 .. 28955, 

29090. .29146, 29871 .. 29996, 3007 6 .. 30216, 31377 .. 31505, 

32332. .32538, 32699 32767, 337 98 .. 33956, 34048 .. 34151, 

34232. .34385, 34465 .. 34624, 354 47 .. 35579, 35660 .. 35837, 

35916. .36152, 36294.. 36347 



Seq. No. 7375 

Gene No. 15561 

Start 26872 

Name, OJ990701_03 . 9919 . C4 . o4 . np 

Start 26875 

GI 5880464 
Exons 



Seq. ID OJ990701_03.9919.C4 
Strand 

End 36663 

Method AAT/NAP 

End 36663 

Score 2665 



26875. .26985, 27830 .. 28074 , 28515 28778 , 2908 6 .. 2914 6, 
29871. .29996, 30076 .. 30223, 304 42 .. 30593, 31377 .. 31505, 
32401. .32538, 32699 .. 327 67, 3284 3 .. 32911 , 33798 .. 33956, 



7693 





34048. .34151, 34232 .. 34385, 


34465. .34624, 354 47 .. 35579, 




35660. .35837, 35916. .36152, 


36238. .36309, 36399 .. 36498, 




36608.. 36663 






GI Descrip. 


(AF088901) actin bundling protein ABP135 [Lilium longiflorum] 


Seq. No. 


7375 


Seq. ID 


OJ990701_03.9919.C4 


Gene No. 


15561 


Strand 




Start 


26872 


End 


36663 


Name 


OJ990701 03.9919.C4.o3.gp 


Method 


AAT/GAP 


Start 


27939 


End 


30348 


GI 


30312 1.R1084 


Score 


1504 


Exons 


27939. .28074, 28548 .. 28770, 


28857. .28955, 29090 2914 6, 




29871. .29996, 30076 .. 30216, 


30293. .30348 


GI Descrip. 


, 5880464/gb|AAD54660.1|AF088901 1 l.Oe 


-38 (AF088901) actin 




bundling protein ABP135 [Lilium longiflorum] ' 


Seq. No. 


7375 


Seq. ID 


OJ990701_03.9919.C4 


Gene No. 


15561 


Strand 




Start 


26872 


End 


36663 


Name 


OJ990701 03.9919.C4.o4.gp 


Method 


AAT/GAP 


Start 


30562 


End 


32551 


GI 


426363 


Score 


552 


Exons 


30562. .30593, 31377 .. 31505, 


32401. .32551 


GI Descrip. 


5880464/gb|AAD54660.1|AF088901 1 1 . Oe- 


38 (AF088901) actin 




bundling protein ABP135 [Lilium longiflorum] 


Seq. No. 


7375 


Seq. ID 


OJ990701_03.9919.C4 


Gene No. 


15561 


Strand 




Start 


26872 


End 


36663 


Name 


OJ990701 03.9919.C4.o5.gp 


Method 


AAT/GAP 


Start 


33824 


End 


35756 


GI 


34019 1.R1084 


Score 


1423 


Exons 


33824. .33956, 34048 34 151, 


34232. .34385, 344 65 .. 34 624 , 




35447. .35579, 35660.. 35756 






GI Descrip. 


'5880464/gb|AAD54660.1 IAF088901 1 l.Oe 


-95 (AF088901) actin 




bundling protein ABP135 [Lilium longiflorum] 1 


Seq. No. 


7375 


Seq. ID 


OJ990701_03.9919.C4 


VJC11C IN \J • 


15562 


Strand 




Start 


42403 


End 


45504 


Name 


OJ990701 03.9919.C4.o7.gs 


Method 


GEN SCAN 


Start 


42403 


End 


45504 


GI 


none 


Score 


.5 


Exons 


42403. .42783, 43227 .. 43259, 


45247. .45504 


Seq. No. 


7375 


Seq. ID 


OJ990701_03.9919.C4 


flpna. Ma 

UCIIC IM\J . 


15563 


Strand 




Start 


50552 


End 


53100 


Name 


OJ990701 03. 9919.C4.o9.tm 


Method 


TBLASTX: Maize 


Start 


1332 


End 


23596 


GI 


none 


Score 


72 


Exons 


1332.. 1475, 1333.. -1476, 1494 


..1730, 23459. .23596 


Seq. No. 


7375 


Seq. ID 


OJ990701_03.9919.C4 


Gene No. 


15563 


Strand 




Start 


50552 


End 


53100 


Name 


OJ990701 03.9919.C4.o4.tw 


Method 


TBLASTX: Wheat 



7694 




Start 


1407 








End 


23662 . 


GI 


none 








Score 


73 ' 


Exons 


1407. .1484, 


1557 


. .1823, 


1561. 


.1812, 23534 . .23611, 23615.. 23662 


Seq. No. 


7375 








Seq. ID 


OJ990701_03. 9919.C4 


Gene No . 


15563 








Strand 




Start 


50552 








End 


53100 


Name 


OJ990701 03. 


9919 


.C4 .ol2 


:. tm 


Method 


TBLASTX: Maize . 


Start 


8092 








End 


8550 


GI 


none 








Score 


55 


Exons 


8092. .8283, 


8332 


. .8508, 


8491. 


.8550 




Seq. No. 


7375 








Seq. ID 


OJ990701_03.9919.C4 


Gene No . 


15563 








Strand 




Start 


50552 








End 


53100 


Name 


OJ990701 03. 


9919 


.C4 .o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


8104 








End 


8503 


GI 


none 








Score 


118 


Exons 


8104 . .8499, 


8270 


. .8503 








Seq. No. 


7375 








Seq. ID 


OJ990701_03. 9919.C4 


Gene No . 


15563 








Strand 




Start 


50552 








End 


53100 


Name 


OJ990701 03. 


9919 


.C4 .o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


8107 








End 


8673 


GI 


none 








Score 


131 


Exons 


8107. .8298, 


8287 


. .8478, 


8491. 


.8673 




Seq. No. 


7375 








Seq. ID 


OJ990701 03. 9919. C4 


Gene No - 


15563 








Strand 




Start 


50552 








End 


53100 


Name 


OJ990701 03. 


9919 


,C4 .06. 


tm 


Method 


TBLASTX: Maize 


Start 


8563 








End 


8994 


GI 


none 








Score 


126 


Exons 


8563. .8859, 


8564 


. .8719, 


8833. 


.8994 . 




Seq. No. 


7375 








Seq. ID 


OJ990701_03.991- l 9.C4 


Gene No . 


15563 








Strand 




Start 


50552 








End 


53100 


Name 


OJ990701 03. 


9919 


.C4 .dl. 


tw 


Method 


TBLASTX: Wheat 


Start 


8659 








End 


9439 


GI 


none 








Score 


154 


Exons 


8659. .9108, 


8663 


. .9109, 


9085. 


.9438, 9092.. 9439, 9094.. 9438 


Seq. No. 


7375 








Seq. ID 


OJ990701_03.9919.C4 


Gene No . 


15563 








Strand 




Start 


50552 








End 


53100 


Name 


OJ990701 03. 


9919 


,C4.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


8995 








End 


9438 


GI 


none 








Score 


139 


Exons 


8995. .9096, 


9130 


. .9438, 


9131. 


.9421 




Seq. No. 


7375 








Seq. ID 


OJ990701_03.9919.C4 


Gene No. 


15563 








Strand 




Start 


50552 








End 


53100 


Name 


OJ990701 03. 


9919, 


.C4.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


9130 








End 


9567 



7695 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5509260 Score 44 

9130.. 9567, 9131.. 9163, 9206.. 9478 



7375 

15563 

50552 

OJ990701_03 . 9919 . C4 . o2 . tc 

9220 

none 

9220.. 9480, 9242.. 9478 

7375 

15563 

50552 

OJ990701_03.9919.C4.o7.ts 

10078 

none 

10078. .10251, 10255. .10446, 



Seq. ID OJ990701_03. 9919.C4 
Strand 

End 53100 

Method TBLASTX : Cress 

End 94 80 

Score 116 



Seq. ID OJ990701_03.9919.C4 
Strand 

End 53100 

Method TBLASTX : Soybean 

End 10450 

Score 67 
10283. .10450 



Seq. No. 7375 

Gene No.. 15563 

Start 50552 

Name OJ990701_03 . 9919 . C4 . o2 . tw 

Start 10081 

GI none 

Exons 10081. .10179, 10106 .. 10180, 
10504. .10743, 10505.. 10558 



Seq. ID OJ990701_03.. 9919.C4 
Strand 

End ■ 53100 

Method TBLASTX : Wheat 

End 10743 

Score 35 
10159. .10464, 10181. .10441, 



Seq. No. 7375 

Gene No. 15563 

Start 50552 

Name OJ990701_03 . 9919 . C4 . o3 . tc 

Start 10084 

GI none 

Exons 10084. .10251, 10264.. 10464 



Seq. ID OJ990701_03.9919.C4 
Strand 

End 53100 

Method TBLASTX : Cress 

End 10464 

Score 123 



l 'Z Seq. No. 
=J Gene No. 
□ Start 
: 3 Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



7375 

15563 

50552 

OJ990701_03. 9919. C4 . oil. tm . 

10270 

none 

10270. .10455, 10292. .10453, 

7375 

15563 

50552 

OJ990701_03.9919.C4.o4.ts 

10451 

none 

10451. .10540, 10453. .10692, 
10696. .10797, 10822.. 10887 

7375 

15563 

50552 



Seq. ID OJ990701_03. 9919.C4 
Strand 

End 53100 

Method TBLASTX : Maize 

End 10728 

Score 85 
10504. .10728 

Seq. ID OJ990701_03. 9919.C4 
Strand 

End 53100 

Method TBLASTX : Soybean 

End 10887 

Score 88 
10468. .10647, 10696 .. 107 1 9, 



Seq. ID OJ990701_03.9919.C4 
Strand 

End 53100 



7696 




Name 


OJ990701 03. 9919. C4. 


o2 . tm 


Method 


TBLASTX : 


Maize 




Start 


11101 








End 


12112 






GI 


none 








Score 


50 






Exons 


11101. 


.11166, 


11207. 


.11257, 


11362. .11493, 11381 


. .11422, 






11503. 


.12111, 


11534. 


.12112 










Seq. No. 


7375 








Seq. ID 


OJ990701 


_03.9919 


.C4 


OCllC 1NU . 


15563 








Strand 


- 






Start 


50552 








End 


53100 






Name 


OJ990701 03. 9919. C4 . 


o9. ts 


Method 


TBLASTX: 


Soybean 




Start 


16376 








End 


16607 






GI 


none 








Score 


75 






Exons 


16376. 


.16606, 


16416. 


.16607 










Seq. No. 


7375 








Seq. ID 


OJ990701 


_03.9919 


.C4 


Gene No. 


15563 








Strand 








Start 


50552 








End 


53100 






Name 


OJ990701 03. 9919. C4 . 


o5 . tm 


Method 


TBLASTX : 


Maize 




Start 


26694 








. End 


32746 






GI 


none 








Score 


161 






Exons 


26694. 


.26708, 


26842. 


.26988, 


26843. .26986, 26870 


. .26995, 






27823. 


.27951, 


27825. 


.27950, 


27830. .27970, 27831 


. .27968, 






28549. 


.28587, 


28672. 


.28752, 


28699. .28755, ■ 28828 


. .28953, 






28857. 


.28973, 


28861. 




29090. .29146, 29091 








29868. 


.29999, 


29871. 


.29999, 


29876. .30004, 30076 


. .30222, 






30077. 


.30217, 


30435. 


.30488, 


30444. .304 


88, 30445 


. .30489, 






30481. 


.30591, 


30482. 


.30589, 


30483. .30599, 31377 


. .31493, 






31377. 


.31505, 


31378. 


.31494, 


32388. .32540, 32398 


. .32547, 






32401. 


.32547, 


32438. 


.32548, 


32699. .32746 






Seq. No. 


7375 








Seq. ID 


OJ990701 


_03.9919 


-C4 


Gene No. 


15563 








Strand 








Start 


50552 








End . 


53100 






Name 


OJ990701 03. 9919. C4. 


ol . tc 


Method 


TBLASTX: 


Cress 




Start 


26872 








End 


36646 






GI 


none 








Score 


90 






Exons 


26872. 


.26988, 


26879. 


.26980, 


27830. .27901, 28663 


. .28764, 






29868. 


.29999, 


29869. 


.29997, 


29886. .29999, 30076 


. .30219, 






30077. 


.30217, 


30435. 


.30599, 


30439. .30600, 31377 


. .31481, 






31377. 


.31505, 


31378. 


.31482, 


32398. .32547, 32699 


. .32767, 






32700. 


.32768, 


32846. 


.32917, 


33796. .33963, 33797 


. .33964, 






33798. 


.33959, 


33804. 


.33959, 


34033. .34104, 34284 


. .34394, 






34284. 


.34385, 


34465. 


.34647, 


34505. .34648, 35449 


. .35592, 






35450. 


.35581, 


35657. 


.35839, 


35661. .358 


40, 35662 


. .35838, 






35906. 


.36154, 


35913. 


.36182, 


35913. .36191, 35914 


. .36192, 






36238. 


.36348, 


36242. 


.36292, 


36394. .36498, 36399 


. .36497, 






36402. 


.36491, 


36607. 


.36645, 


36608. .36646 







Seq. No. 7375 Seq. ID 

Gene No. 15563 Strand 

Start 50552 End 

Name O J9 9 0 7 0 1_0 3.9919.C4.o2.ts Method 

Start 28684 End 

-GI none Score 

Exons 28684. .28752, 29868 29999, 

30076. .30222, 30077.. 30229 



OJ990701_03.9919.C4 
53100 

TBLASTX: Soybean 
30229 
108 

29887. .29997, 30073 .. 30222, 



7697 



Seq. No. • 7375 
Gene No. 15563 
Start 50552 

Name OJ990701_03 . 9919 . C4 . 08 . ts . 

Start 32482 
GI none 
Exons 32482. 

33797. 

36402. 



.32547, 32699. 
.33958, 33797. 
.36491 



.32767, 
.33958, 



■ Seq. ID 
Strand 

- End 
Method 
End 
Score 

32703 

33801 



OJ990701 .03. 9919.C4 



53100 

TBLASTX: Soybean 
36491 
75 

32768, 32846. .32923, 
33959, 34033. .34086, 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



7375 
15563 
50552 
OJ990701 
33794 
none 
33794 
33801 
34233 



03.9919.C4 .o4.tm 



.33961, 33795. .33962, 
.33959, 34036. .34152, 
.34268, 34278. .34346, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
33796. .33957, 
34057. .34149, 



OJ990701 03. 9919. C4 



53100 

TBLASTX: Maize 
36491 
153 

33797 
34232 



34282. .34338, 36402, 



33958, 
34273, 
36491 



Seq. No. 7375 Seq. ID 

Gene No. 15563 Strand 

•Start 50552 End 

Name OJ990701_03. 9919.C4 .o3.tm t Method 

Start 35729 ' End 

GI none Score 

Exons 35729. .35839, 35730 .. 35840, 35731. 

35913. .36170, 35913 .. 36173, 36232. 



OJ990701_03.9919.C4 
53100 

TBLASTX: Maize 

36280 

122 - 



,35838, 
,36279, 



35877. 
36233. 



,35942, 
,36280 



h 'z Seq. No. 7375 Seq. ID 

^3 Gene No. 15563 Strand 

ry Start 50552 End 

Name OJ990701_03 . 9919. C4 . o3 . ts Method 

' n Start 35917 End 

GI none Score 

Exons 35917. .36159, 35919.. 36155 

Q Seq. No. 7375 Seq. ID 

q Gene No. 15563 Strand 

^ Start 50552 End 

,,rif Name OJ990701_03 . 9919 . C4 . o9 . gs Method 

Start 50552 End 

GI ■ none Score 

Exons 50552. .51027, 51789.. 51843 



OJ990701_03. 9919.C4 
53100 

TBLASTX : Soybean 

36159 

156 



OJ990701_03. 9919.C4 

53100 
GEN SCAN 
51843 
.93 



Seq. No. 7375 

Gene No. 15563 

Start 50552 

Name OJ990701_03 . 9919 . C4 . 08 . tm 

Start 51585 

GI none 

Exons 51585. .51794, 51586 .. 51804, 
S2328..52444, 53005 .. 53100, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

52312 

53034 



OJ990701 03. 9919. C4 



53100 

TBLASTX: Maize 
53100 
273 

52440, 52325. .52444, 
53099 



Seq. No. 
Gene No. 
Start 



7375 

15564 

55448 



Seq. ID 

Strand 

End 



OJ990701 03. 9919. C4 



57706 



7698 



Name 

Start 

GI 

Exons 



OJ990701_03. 9919. C4 .olO.tm Method 
55448 End 
none Score 



TBLASTX: Maize 

57434 

89 



55448. .55549, 57112 57234 , 57114 57233, 57311 57433, 
57336. .57434 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7375 Seq. ID 

15564 Strand 

55448 End 

OJ990701_03. 9919.C4.o6.ts Method 

57138 End 

none Score 



OJ990701_03.9919.C4 
57706 

TBLASTX : Soybean 

57706 

138 



57138. .57215, 57139 57234 , 57331 .. 57435, 57332 .. 57-4 36, 
57333. .57437, 57652 .. 57705, 57653.. 57706 



7375 Seq. ID 

15565 Strand 

57702 End 

OJ990701_03. 9919.C4.ol.tm Method 

57702 End 

none Score 



OJ990701_03.9919.C4 
59808 

TBLASTX: Maize 

59808 

70 



57702. .57752, 57923 .. 58045, 57932 .. 58045, 57 933 .. 5804 6, 

57934. .58047, 58127 .. 58393, 58129 .. 58395, 5814 9 .. 584 00, 

58153. .58395, 58160 58399, 59008 .. 59277 , 5'9010 . . 592 64 , 

59358. .59444, 59382 594 68 , 59383 594 69, 59383 .. 594 69, 

59575. .59808, 59576 .. 59779, 59578.. 59808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start* 

GI 

Exons 



7376 
15566 
1 

OJ990701_03. 9919.C5.ol.np 
1 

6706412 

1..222, 308. .376, 469. .568, 678. .733 

(AL133248) villin 3 fragment [Arabidopsis thaliana] 



Seq. ID OJ990701_03. 9919.C5 
Strand 

791 

AAT/NAP 
733 
566 



End 

Method 

End 

Score 



7376 Seq. ID 

15566 Strand 

1 End 

OJ990701_03 . 9919 . C5 . ol . tm Method 

1 End 

none Score 

1..240, 1..243, 302. .349, 303. .350 



OJ990701_03.9919.C5 
791 

TBLASTX: Maize 

350 

271 



Seq. No. 7376 Seq. ID 

Gene No. 15566 Strand 

Start 1 End 

Name OJ990701_03 . 9919 . C5 . ol . tc Method 

Start 1 End 

GI none Score 
Exons 



OJ990701_03.9919.C5 
791 

TBLASTX: Cress 

734 

175 



1..225, 1..261, 158. .262, 308. .418, 312. .362, 319. .417, 
464. .568, 469. .567, 472 .. 561, 677 .. 733, 678. .734 



Seq. No. 7376 Seq. ID 

Gene No. 15566 Strand 

Start 1 End 

Name OJ990701 03 . 9919 . C5 . ol . ts Method 



OJ990701_03.9919.C5 
791 

TBLASTX : Soybean 



7699 




Start 13 End 224 

GI none Score 109 

Exons 13.. 222, 30.. 173, 33.. 224, 65.-223 



Seq. No. 


7376 




Seq. ID 


OJ990701_03.9919 


.C5 


Gene No, 


15566 




Strand 


- 




Start 


1 




End 


791 




Name 


OJ990701 03. 9919. C5 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


306 




End 


749 




GI 


none 




Score 


45 




Exons 


306. .362, 308. .418, 


436. .561, 


464. .568, 


469..567, 680.. 


736 




fift ^ 71ft fift7 74 Q 










Seq. No. 


7376 




Seq. ID 


OJ990701JD3.9919 


,C5 


Gene No. 


15566 




Strand 


- 




Start 


1 




End 


791 




Name 


OJ990701 03. 9919. C5 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


359 




End 


791 




GI 


none 




Score 


37 




Exons 


359. .388, 359. .394, 


404. .511, 


454. .573, 


461. .577, 469.. 


567 




681. .716, 681. .707, 


683. .787, 


717. .791 






Seq. No. 


7377 




Seq. ID 


OJ990701_03.9919 


.C6 


Gene No. 


15567 




Strand 


+ 




Start 


1 




End 


684 




Name 


OJ990701 03. 9919. C6 


. o 1 . np 


Method 


AAT/NAP 




Start 


1 




End 


684 




GI 


4234854 




Score 


637 




HjXons 


1..147, 193. .684 










GI Descrip.- 


(AF082134) pol polyprotein [Zea mays] 






Seq. No. 


7377 




Seq. ID 


OJ990701_03.9919 


.C6 


Gene No, 


15567 




Strand 


+ 




Start 


1 




End 


684 




Name 


OJ990701 03. 9919. C6 


.ol.gs 


Method 


GENSCAN 




Start 


88 




End 


657 






none 




. Score 






Exons 


88. .657 










Seq, No, 


7377 




Seq. ID 


OJ990701_03.9919 


.C6 


Gene No. 


15567 




Strand 


+ 




Start 


1 




End 


68'4 




Name 


OJ990701 03. 9919. C6 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


198 




End 


629 






none 




Score 


JL *J O 




Exons 


198. .440, 259. .444, 


469. .627, 


474. .629 






Seq. No. 


7377 




Seq. ID 


OJ990701_03.9919 


.C6 


Gene No. 


15567 




Strand 


+ 




Start 


1 




End 


684 




Name 


OJ990701 03. 9919. C6 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


328 




End 


636 




GI 


none 




Score 


276 




Exons 


328..636, 336.-635 










Seq. No. 


7377 




Seq. ID 


OJ990701_03. 9919 


.C6 


Gene No. 


15567 




Strand 


+ 





7700 





Q+- a -r f- 
DLdl I 


i 

± 






004 




Name 


OJ990701 03.9919.C6.ol. 


ts 


Method 


TBLASTX: 




Start 


328 




End 


684 




GI 


. 5509260 




Score 


312 




Exons 


328.-684, 417. .683, 487 


. .684 








GI Descrip. 


- 










Seq. No. 


7377 




Seq. ID 


OJ990701 




Gene No. 


±030 / 




brrano 


+ 




Start 


1 




End 


684 




Name 


OJ990701 03-.9919.C6.ol. 


tc 


Method 


TBLASTX: 




Start 


415 




End 


675 




GI 


none 




Score 


249 




Exons 


415. .675, 417. .653 










Seq. No. 


7378 




Seq. ID 


OJ990701 




Gene No. 


15568 




Strand 








i 

X 




End 


318 




Name 


OJ990701 08.9919.C2.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


290 




GI 


100484 




Score 


75 




Exons 


1..290 










GI Descrip. 


hypothetical protein - 


garden 


snapdragon 


1 


Seq. No. 


7378 




Seq. ID 


OJ990701 




bene no. 


lOOOO 




Strand 




ru 


Start 


1 




End 


318 




Name 


OJ990701 08.9919.C2.ol. 


gs 


Method 


GENSCAN 


*3 ST 


Start 


23 




End 


318 




GI 


none 




Score 


.51 


: t Jj 


Exons 


23. .318 








: sr 


Seq. No. 


7379 




Seq. ID 


OJ990701 


.s a& 

L_i 


Gene No. 


15569 




Strand 




J 


Start 


1767 




End 


2306 


U 


Name 


OJ990701 08.9919.C3.ol. 


gp 


Method 


AAT/GAP 


Start 


1675 




End. 


2306 


*3 


GI 


306 5.R1084 




Score 


1182 



08. 9919. C3 



Exons- 1675.. 2306 

GI Descrip. 1 548660/sp | Q01883 | RA17_0RYSA 1.0e-73 SEED ALLERGENIC PROTEIN 

RA17 PRECURSOR >gi_100691_pir S21157 seed allergen RA17 - rice 

>gi_2130064_pir JC4887 allergenic protein - rice 

>gi_218195_dbj_BAA01997_ (D11431) allergenic protein [Oryza 
sativa] >gi_3118 93_emb_CAA4 6983_ (X66257) major allergenic 
protein (RAP) [Oryza sativa] ' 



Seq. No. 


7379 


Seq. ID 


OJ990701 


Gene No. 


15569 


Strand 




Start 


1767 


End 


2306 


Name 


OJ990701 08.9919.C3.ol.gs 


Method 


GENSCAN 


Start 


1767 


End 


2258 


GI 


• none 


Score 


.97 


Exons 


1767. .2258 






Seq. No. 


7379 


Seq. ID 


OJ990701 


Gene No. 


15569 


Strand 




Start 


1767 


End 


2306 



7701 



Name OJ990701JD8 . 9919.C3.ol .np Method AAT/NAP 

Start 1770 . End 2258 

GI 548660 Score 870 

Exons 1770.. 2258 

GI Descrip. SEED ALLERGENIC PROTEIN RA17 PRECURSOR gi | 100691 1 pir | | S21157 
seed allergen RA17 - rice gi | 2130064 | pir | | JC4887 allergenic 
protein - rice gi | 218195 | dbj | BAA01997 . 1 1 (D11431) allergenic 
protein [Oryza sativa] gi | 311893 | emb | CAA4 6983 | (X66257) major 
allergenic protein (RAP) [Oryza sativa] 





Seq. No. 


7380 




Seq. ID 


OJ990701_08.9919.C4 




Gene No. 


15570 




Strand 


+ 




Start 


1713 




End 


2435 




Name 


OJ990701 08.9919.C4.o2.gs 




Method 


GENSCAN 




Start 


1713 




End 


2435 




GI 


none 




Score 


.83 




Exons 


1713. .1882, 1982. .2435 










Seq. No. 


7380 




Seq. ID 


OJ990701_08.9919.C4 




Gene No. 


15571 




Strand 


+ 




o Lai u 


2487 




End 


2861 




Name _ 


OJ990701 08.9919.C4.o2.gp 




Method 


AAT/GAP 




Start 


2487 




End 


2861 




GI 


none 




Score 


545 


fji 


Exons 


2487. .2861 








ru 


Seq. No. 


7380 




Seq. ID 


OJ990701_08.9919.C4 ■ 




Gene No. 


15572 




Strand 




iTl 


Start 


1 




End 


424 




Name 


OJ990701 08.9919.C4.ol.np 




Method 


AAT/NAP 


s3 


Start 


1 




End 


372 


: br 


ul 


548671 




Score 


664 


I* 


Exons 


1. .372 








ri 


GI Descrip. 


SEED ALLERGENIC PROTEIN RAG2 


PRECURSOR gi| 419801|pir| | S31082 






seed allergen RAG2 - rice 


gil 


12182011 dbj |BAA02000| (D11434) 


|SSB 




allergenic protein [Oryza 


sativa] 




; I 
'is? 


Seq. No. 


7380 




Seq. ID 


OJ990701_08.9919.C4 


u 


Gene No. 


15572 




Strand 






Cf-ar-t- 

OLqI l 


1 




End 


424 




Name 


OJ990701 08.9919.C4.ol.gp 




Method 


AAT/GAP 




Start 


1 




End 


424 




GI 


306 2.R1084 




Score 


787 




Exons 


1. .424 










GI Descrip. 


'2118427/pirl IS59922 l.Oe- 


■82 


allergen 


RA14B precursor - rice 






>gi_l 3 9 8 9 1 3_dbj _BAA0 7 7 1 0_ 


(D42139) allergenic protein [Oryza 






sativa] 1 










Seq. No. 


7380 




Seq. ID 


OJ990701_08.9919.C4 




Gene No. 


15572 




Strand 






Start 


1 




End 


424 




Name 


OJ990701 08.9919.C4.ol.gs 




Method 


GENSCAN 




Start 


13 




End 


372 




GI 


none 




Score 


.99 




Exons 


13. .372 










Seq. No. 


7380 




Seq. ID 


OJ990701_08.9919.C4 



7702 



E jj Seq. No. 
Gene No. 
Start 
"~Z Name 
^ Start 
flJ GI 
;5 Exons 



£3 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



Gene No . 


1 c: 1 
Ijj / O 


btrana 




Start 


2508 


'/ End 


2862 


Name 


OJ990701 08.9919.C4.o3.gp 


Method 


AAT/GAP 


Start 


2508 


End 


2862 


GI 


none 


Score 


543 


Exons 


2508. .2862 






Seq. No. 


7381 


Seq. ID 


OJ990701 


Gene No . 


1 CCT/I 

103 / 4 


btrana 


+ 


Start 


116 


End 


3689 


Name 


OJ990701 08.9919.C5.ol.gs 


Method 


GENSCAN 


Start 


116 


End 


3689 


GI 


none 


Score 


.93 


Exons 


116. .932, 1030. .2147, 2233. 


.3129, 3459 


. .3689 


Seq. No. 


7381 


Seq. ID 


OJ990701 


Gene No. 


15575 


Strand 




Start 


4929 


End 


8951 


Name 


OJ990701 08.9919.C5.ol.np 


Method 


AAT/NAP 


Start 


4929 


End 


8951 


GI ' 


4378066 


Score 


3152 


Exons 


4929.. 8791, 8929.. 8951 






GI Descrip. 


(AF098806) polyprotein [Sorghum bicolor] 



gi 14680208 | gb | AAD27571 . 1 |AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



7381 

15575 

4929 

OJ990701_08.9919.C5.o6.tw 

4938 

none 



Seq. ID OJ990701_08.9919.C5 
Strand 

End 8 951 

Method TBLASTX : Wheat 

End 5534 

Score 74 



4938. .5063, 5226. .5390, 5401. .5487, 5410. .5499, 5418.. 5528, 
5430. .5534 



7381 

15575 

4929 

OJ990701_08.9919.C5.o5.tm 

5256 

none 

5256. .5492, 5293.-5475 



Seq. ID OJ990701_08.9919.C5 
Strand 

End 8951 

Method TBLASTX : Maize 

End 54 92 

Score 133 



Seq. No. 7381 

Gene No. 15575 

Start 4929 

Name OJ990701_08 . 9919 . C5 . o2 . ts 

Start 5508 

GI none 

Exons 5508.. 5732, 5733.. 5855 



Seq. ID OJ990701_08. 9919.C5 
Strand 

End 8951 

Method TBLASTX : Soybean 

End 5855 

Score 89 



Seq. No. 7381 

Gene No. 15575 

Start 4929 

Name OJ990701_08 . 9919 . C5 . o4 . tm 

Start 5526 

GI none 



Seq. ID OJ990701_08. 9919.C5 
Strand 

End 8951 

Method TBLASTX : Mai ze 

End 5693 

Score 139 



7703 




Exons 


5526. .5693, 


5548. 


.5691 








Seq. No. 


7381 








-Seq. ID 


OJ990701_08. 9919 


Gene. No. 


15575 








Strand 




Start 


4929 








End 


8951 


Name 


OJ990701 08 


.9919. 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5655 








End 


6044 


GI 


none 








Score 


58 


Exons 


5655. . 6044, 


5734. 


.5817, 


5881. 


.6003 





Seq. No. 7381 Seq. ID 

Gene No. 15575 Strand 

Start 4929 End 

Name OJ990701_08 . 9919 . C5 . ol . tm Method 

Start 5694 End 

GI none Score 

Exons 5694.. 6152, 5695.. 6048 



OJ990701_08.9919.C5 
8951 

TBLASTX: Maize 

6152 

165 



Seq. No. 7381 

Gene No. 15575 

Start 4929 

, Name OJ990701JD8 . 9919 . C5 . o4 . tw 

v.v Start 634 6 

3 GI none 

3 Exons 6346.. 6564, 6348.. 6758, 66*6-.. 

i! Seq. No. 7381 

Z Gene No. 15575 

J Start 4929 

J Name OJ990701_08 . 9919 . C5 . o7 . tw 

3 Start 6762 

y GI none 

- Exons 6762.. 6950, 6763.. 6945, 6957. 

3 Seq. No. 7381 

4 Gene No. 15575 
£ Start 4929 

i Name OJ990701_08 . 9919 . G5 . ol . ts 

Z. Start 6948 

z GI none 

3 Exons 6948.-7376, 7009.. 7371 



Seq. ID OJ990701_08.9919.C5 
Strand 

End 8951 

Method TBLASTX : Wheat 

End 67 61 

Score 69 
.6753, 6660.. 6761 

Seq. ID OJ990701_08.9919.C5 
Strand 

End 8951 

Method TBLASTX : Wheat 

End 7029 

Score 57 
.7028, 6958.. 7029 

Seq. ID OJ990701_08.9919.C5 
Strand 

End 8951 

Method TBLASTX : Soybean 

End 7376 

Score 131 



Seq. No. 7381 

Gene No. 15575 

Start 4929 

Name OJ990701_08 . 9919 . C5 . o2 . tw 

Start 7035 

GI none 

Exons 7035.. 7454, 7062.. 7148, 7141. 



Seq. ID OJ990701_08.9919.C5 
Strand 

End 8951 

Method TBLASTX : Wheat 

End 7454 

Score 56 
.7449 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7381 Seq." ID 

15575 Strand 

4 929 End 

OJ990701_08 . 9919.C5.o3.tm Method 

7128 End 

none Score 

7128. .7511, 7131. .7451, 7141. .7512 



OJ990701_08.9919.C5 
8951 

TBLASTX: Maize ' 

7512 

91 



7704 



□ 



, 1 



oeq. NO. 


1 *5Q 1 
/ JOl 








Seq. ID 


OJ990701_08.9919.C5 


Gene No. 


15575 








Strand 




Start 


4929- 








End 


8951 


Name 


OJ990701 08 


.9919 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7539 








End 


7890 


GI 


none 








Score 


174 


Exons 


7539. .7886, 


7539 


. .7826, 


7552. 


.7887, 7552. .7890 


oeq. no. 


/ JO 1 








Seq. ID 


OJ990701_08.9919.C5 


Gene No. 


15575 








Strand 




Start 


4929 








Fnd 


8951 


Name 


OJ990701 08 


.9919 


.CS.ol. 


tw 


J. *JC L.lll-/\J. 




Start 


7569 










f Z> -7 O 


GI 


none 








OLUX C 


J \> 


Exons 


7569. .7994, 


7570 


. .7998 








oeq. no. 


/ JOl 








oeq • ± u 


n.TQQn7D1 Oft QQ1 Q 


Gene No. 


15575 








Strand 




Start 


4929 








End 


8951 


Name 


OJ990701 08 


.9919 


.C5.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


8221 








End 


8567 


GI 


none 








Score 


44 


Exons 


8221. .8262, 


8229 


. .8450, 


8256. 


.8411, 8 


484. .8567 


Seq. No. 


7382 








Seq. ID 


OJ990701_08.9919.C6 


Gene No. 


15576 








Strand 




Of ^ v+- 

otan 










End 


737 


Name 


OJ990701 08 


.9919 


.C6.ol. 


np 


Method 


AAT/NAP 


Start 


614 








End 


737 


GI 


4544372 








Score 


85 


Exons 


614. .737 












GI Descrip. 


(AC006920) 


putative retroelement pol polyprotein [Arabidop* 




thaliana] 












oeq. no. 


/ jo j 








Seq. ID 


OJ990701_08.9919.C7 


Gene No. 


15577 








Strand 


+ 


Start 


76 








End 


188 


Name 


OJ990701 08 


.9919 


.C7.ol. 


gs 


Method 


GENSCAN 


Start 


76 








End 


188 


GI 


none 








Score 


.71 


Exons 


76. .188 












oeq. in o . 


1 A 
/ JO *± 








Seq. ID 


OJ990701_08.9919.C9 


Gene No. 


15578 








Strand 




Start 


183 








End 


326 


Name 


OJ990701 08 


.9919 


.C9.ol. 


gs 


Method 


GENSCAN 


Start 


183 








End 


326 


GI 


none 








Score 


.5 


Exons 


183. .326 












Seq. No. 


7385 








Seq. ID 


OJ990701_08.9919.C1( 


Gene No. 


15579 








Strand 


+ 


Start 


786 








End 


1582 


Name 


OJ99070.1 08 


.9919 


.ClO.ol 


• gp 


Method 


AAT/GAP 


Start 


786 








End 


1582 


GI 


306 4.R1084 








Score 


1404 



7705 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. No. 
Q Gene -No. 
J3 Start 

Name 
!;!■! Start 

! :3 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gl' 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



786. .812, 864. .1582 

'2335106 6.0e-51 (AC002339) salt inducible protein-like 
[Arabidopsis thaliana] 1 



7385 

15580 

992 

OJ990701_08 .9919. CIO. o2.gs 

992 

none 

992. .1465 



Seq. ID OJ990701_08. 9919. CIO 
Strand 

End 1465 

Method GENSCAN 

End 14 65 

Score .89 



Seq. ID OJ990701_08. 9919. CIO 
Strand 

1465 
AAT/NAP 
1465 
826 



7385 
15580 
992 

OJ990701_08. 9919. CIO. ol.np 
995 

2118430 
995. .1465 

allergen RA16 precursor - rice gi | 1398916 | dbj | BAA07712 | (D42141) 
allergenic protein [Oryza sativa] 



End 

Method 

End 

Score 



7386 

15581 

722 

OJ990701_08 . 9919.C12.ol.gs 

722 
none 



Seq. ID OJ990701_08. 9919.C12 

Strand + 

End 5593 

Method GENSCAN 

End 5593 

Score .4 



722. .1082, 1949. .2104, 2459. .2637, 2805. .3294, 3776. .4105, 
5490. .5593 



7386 

15581 

722 

OJ990701JD8. 9919. C12. ol.np 
722 

4680203 



Seq. ID OJ990701_08.9919.C12 

Strand + 

End 5593 

Method AAT/NAP 

End 4161 

Score 2755 



722. .2394, 2548,.. 2778, 3030. .3482, 3641. .4161 
(AF114171) TNP2-like protein [Sorghum bicolor] 



7386 

15581 

722 

OJ990701_08.9919.C12.ol.gp 
726 

342 1.R1084 



Seq. ID OJ990701_08.9919.C12' 

Strand + 

End 5593 

Method AAT/GAP ■ 

End 4815 

Score 5465 



726. .3614, 3779. .4263, 4360. .4815 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990701_08.9919.C12 

Strand + 

End 10350 

Method GENSCAN 

End 10350 . 

none Score . 5 

8576.. 8900, 8977.. 9250, 9355.-9528, 9622.. 9732, 9849.. 9888, 



7386 

15582 

8576 

OJ990701_08 .9919.C12.o3.gs 
8576 



7706 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9986.. 10084, 10168.. 10350 

7386 Seq. ID 

15583 Strand 
21060 End 
OJ990701_08. 9919.C12.o6.gs Method 
21060 End 
none Score 

21060. .21530, 21558. .21749, 21822 

23067. .23354, 23368 .. 23889, 24167 



OJ990701_08.9919.C12 
+ 

24430 
GENSCAN 
24430 
.74 

21897, 21986, 
24430 



.22971, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7386 Seq. ID OJ990701_08 . 9919 . C12 

15584 Strand 

1117 End 5194 

OJ990701_08 . 9919 .C12 . o3 . gp Method AAT/GAP 

1117 End 5194 

342_1.R1084 Score 5373 

1117. .3614, 3779. .4252, 4491. .4518, 4593. .5194 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



"•4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



7386 Seq. ID 

15584 Strand 

1117 End 

OJ990701_08 . 9919 . C12 . o2 . gp Method 

3801 End 

LIB3431-028-P1-N1-A10 Score 
3801. .4147, 4175. .4245 

'4 680203/gb|AAD27566.1 |AF114171_7 3.0e-33 
protein [Sorghum bicolor] 1 



OJ990701 08.9919.C12 



51-94 
AAT/GAP 
4245 
746 



(AF114171) TNP2-like 



7386 Seq. ID OJ990701_08 . 9919 . C12 

15585 Strand 

5572 End 5845 

OJ990701_08 . 9919 . C12 . o4 . gp Method AAT/GAP 

5572 End 5845 

61605_1.R1084 Score 467 

5572. .5845 

! 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 ? 



7386 Seq. ID 

15586 Strand 

6216 End 

OJ990701_08. 9919.C12.o2.np Method 

6216 End 

6063554 Score 



OJ990701_08.9919.C12 

8006 
AAT/NAP 
8006 
384 



6216. .6390, 7027. .7054, 7372. .7594, 7712. .8006 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



7386 

15586 

6216 

OJ990701 
6376 



08.9919.C12.o5.gp 



Seq. ID 

Strand 

End 

Method 
End 



OJ990701_08.9919.C12 

8006 

AAT/GAP 

6808 



7707 



GI 

Exons 

GI Descrip. 



2428185 Score 752 

6376.. 6808 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl7804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7386 Seq. ID OJ990701_08 . 9919 . C12 

15586 Strand 
6216 End 8006 

OJ990701_08 . 9919 . C12 . 06 . gp Method AAT/GAP 
6826 End 7560 

101153_1.R1084 Score 707 

6826. .7054, 7372. .7560 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA/ chromosome 4, BAC clone : tl7804 ' 

Seq. No. 7386 Seq. ID OJ990701_08 . 9919 . C12 

Gene No. 15587 Strand 

Start 10479 End 10723 

Name OJ990701_08 . 9919 . C12 . o7 . gp Method AAT/GAP 

Start 10479 End 10723 

GI ' LIB3477-003-P1-K1-E9 Score 131 

Exons 10479. .10537, 10679.. 10723 

GI Descrip/ 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ofy s 1 [Oryza 
sativa] 1 



Seq. No. 7386 Seq. ID 

Gene No. 15588 Strand 

Start 11751 End 

Name OJ990701_08 . 9919 . C12 . o4 . gs Method 

Start 11751 . End 

GI none Score 

Exons 11751. .12772, 13253.. 13442 



OJ990701_08.9919.C12 

13442 
GENSCAN 
13442 
.89 



Seq. No. 7386 Seq. ID OJ990701_08 . 9919 . C12 

Gene No. 15588 Strand 

Start 11751 ... End 13442 

Name OJ990701JD8 . 9919 . C12 .o4 .np Method AAT/NAP 

Start 11763 End 13439 

GI 1345809 Score 1651 

Exons 11763. .12772, 13253.. 13439 

'GI Descrip. C HAL CONE SYNTHASE (NAREGENIN-CHALCONE SYNTHASE) 

gi|2117713|pir| IS58190 naringenin-chalcone synthase (EC 
2.3.1.74) - rice gi | 9274 91 | emb | CAA61 955 | (X89859) 
naringenin-chalcone synthase [Oryza sativa] 



Seq. No. 


7386 


Seq. ID 


OJ990701 


_08 


.9919. 


C12 


Gene No. 


15589 


Strand 










Start 


16231 


End 


19373 








Name 


OJ990701 08.9919.C12.o5.gs 


Method 


GENSCAN 








Start 


16231 


End 


19373 








GI 


none 


Score 


.47 








Exons 


16231. .16376, 177 97 .. 18178 , 


19239. .19373 








Seq. No. 


7386 


Seq. ID 


OJ990701_ 


_08 


.9919. 


C12 


Gene No. 


15590 


Strand 










Start 


25220 


End 


28897 









7708 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
)i Start 

:?!; GI 

fU Exons 



'*f s Seq. No. 

i « Gene No . 

is Start 
Name 
Start 

;t ~ Exons 

Seq. No. 
Q Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990701_08. 

1109 

none 

1109. .1414, 

7386 

15590 

25220 

OJ990701_08. 

1346 

none 

■ 1346. .1429, 

7386 

15590 

25220 

OJ990701_08. 

1508 

none 

1508. .1582, 

7386 

15590 

25220 

OJ990701_08. 

1644 

none 

1644. .1700, 
1816. .1917, 
1963. .2106 

7386 

15590 

25220 

OJ990701_08. 

1692 

none 

1692. .1817, 

7386 

15590 

25220 

OJ990701_08. 

1975 

none 

1975. .2217, 

7386 

15590 

25220 

OJ990701_08. 

2251 

none 

2251. .2313, 
2575. .2658 



9919.C12.o6.tw 



1212. .1415, 1212, 



9919.C12.o2.ts 



Method 
End 
Score 
.1430 



TBLASTX: Wheat 

1430 

230 



Seq. ID OJ990701_08.9919.C12 
Strand 

End 28897 

Method TBLASTX : Soybean 

End 1775 

Score 93 



1347.. 1421,; 1479.. 1775, 1533. .1757 



9919.C12.o3.tc 



Seq. ID OJ990701_08.9919.C12 
Strand 

End 28897 

Method TBLASTX : Cress 

End 1823 

Score • 217 



1515. .1823, 1607. .1660, 1709. .1795 



9919.C12.o2.tw 



1652.. 1696, 1688. 
1817. .1903, 1883. 



9919.C12.o3.tm 
1701.. 1823, 1816. 

9919.C12.o3.ts 
1980. .2159 

9919.C12.o3.tw 



Seq. ID OJ990701_08.9919.C12 
Strand 

End 28897 
Method TBLASTX : Wheat 
End 2111 
Score 54 

.1798, 1689. .1820, 1698. .1802, 
.1957, 1906. .1956, . 1962. .2111, 



Seq. ID OJ990701_08.9919.C12 
Strand 

End 28897 

Method TBLASTX : Maize 

End 2145 

Score 100 

.1941, 1817. .1942, 1963. .2145 

Seq. ID OJ990701_08.9919.C12 
Strand 

End . 28897 

Method TBLASTX : Soybean 

End 2217 

Score 196 



Seq. ID OJ990701_08.9919.C12 
Strand 

End 28897 

Method TBLASTX : Wheat 

End 2660 

Score 63 



2253. .2294, 2319. .2501, 2323. .2541, 2574. .2660, 



Seq. No. 



7386 



Seq. ID OJ990701_08.9919.C12 



7709 




Gene No. 










Strand 






Start 


25220 








End 


28897 




Name 


OJ990701 08. 


9919. 


C12.04 


. tm 


Method 


TBLASTX: Maize 




Start 


2575 








End 


3028 




GI 


none 








Score 


135 




Exons 


2575. .2769, 


2713. 


.2784, 


2784. 


.3026, 2813.. 3028 




Seq. No. 


7386 








Seq. ID 


OJ990701 08.9919.C12 


Gene No. 


15590 








Strand 






Start 


25220 








End 


28897 




Name 


OJ990701 08. 


9919. 


C12.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2661 








End 


4107 




GI 


none 








Score 


78 




Exons 


2661. .2762, 


2661. 


.2780, 


2662. 


.2781, 2772.. 3392, 2774. 


.3367, 




2844. .3392, 


3778. 


.3813, 


3792. 


.3932, 3793.. 3933, 3946. 


.4026, 



4015. .4107 





Seq. No. 


7386 




Seq. ID 


OJ990701_08.9919 




Gene No. 


. 15590 




Strand 






Start 


25220 




End 


28897 




Name 


OJ990701 08.9919.C12 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


2924 




End 


3372 




GI 


none 




Score 


162 


"3 
: ~ 


Exons 


2924.. 3361, 2924.. 3367, 2928 


..3371, 3121. .3372 


iff 


Seq. No. 


T O O C 

/job 




Seq. ID 


OJ990701_08. 9919 


=!= 


Gene No. 


15590 




Strand 






Start 


25220 




End 


28897 


s ? 


Name 


OJ990701 08.9919.C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11769 




End 


13442 




GI 


none 




Score 


556 




Exons 


11769. .12293, 11770. 


.12294, 


12252. .12509, 12252. .12770, 






12277. .12771, 13251. 


.13442, 


13252. .13431 




Seq. No. 


7386 




Seq. ID 


OJ990701_08.9919 




Gene No. 


15590 




Strand 




"J* 


Start 


25220 




End 


28897 




Name 


OJ990701 08.9919.C12 


. ol . tc 


Method 


TBLASTX: Cress 


,3 


Start 


11781 




End 


13421 


13 


GI 


none 




Score 


942 


!3 


Exons 


11781. .12770, 11785. 


.12771, 


13251. .13421, 13252. .13419 




Seq. No. 


7386 




Seq. ID 


OJ990701JD8.9919 




Gene No. 


15590 




Strand 






Start 


25220 




End 


28897 




Name 


OJ990701 08.9919.C12 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


11781 




End 


13431 




GI 


none 




Score 


174 




Exons 


11781. .12293, 1178"5. 


.11967, 


11998. .12240, 12252. .12770, 






12258. .12491, 12274. 


.12771, 


13248. .13427, 13252. .13431 




Seq. No. 


7386 




Seq. ID 


OJ990701_08.9919 




Gene No. 


15590 




Strand 






Start 


25220 




End 


28897 




Name 


OJ990701 08.9919.C12 


. o5 . np 


Method 


AAT/NAP 




Start 


25220 




End 


28897 




GI 


4206306 




Score 


1603 



7710 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25220. .27223, 28832.. 28897 
(AF04 9110) prpol [Zea mays] 



7386 
15590 
25220 

OJ990701_08.9919.C12.o6.np 
25220 
4378066 
25220. .27223, 28679.-28897 
(AF098806) polyprotein [Sorghum bicolor] 

gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. ID OJ990701_08 . 9919.C12 
Strand 

28897 
AAT/NAP 
28897 
1569 



End 

Method 

End 

Score 



7386 

15590 

25220 

OJ990701_08.9919.C12.o7.tw 

25229 

none 



Seq. ID OJ990701_08.9919.C12 
Strand 

End 28897 

Method TBLASTX : Wheat 

End 25810 

Score 90 



25229. .25354, 25535 .. 25675, 25703.. 25810 



7386 

15590 

25220 

OJ990701_08 . 9919 . C12 . o5 . tm 

25541 

none 

25541. .25777 



Seq. ID. OJ990701_08. 9919.C12 
Strand 

End 28897 

Method TBLASTX : Maize 

End 25777 

Score 205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7386 

15590 

25220 

OJ990701_08.9919.C12.o6.tm 

25793 

none 



Seq. ID OJ990701_08.9919.C12 
Strand 

End 28897 

Method TBLASTX : Mai ze 

End 25943 

Score 99 



25793..2S.942, 257-93 .. 25942, 25794.. 25943 



7386 

15590 

25220 

OJ990701_08.9919.C12.o5.tw 

25904 

none 

25904. .26293 



Seq. ID OJ990701_08.9919.C12 
Strand 

End 28897 

Method TBLASTX : Wheat . 

End 26293 

Score 261 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



7386 

15590 

25220 

OJ990701_08 . 9919 . C12 . o2 . tm 

25943 

none 



Seq. ID OJ990701_08. 9919.C12 
Strand 

End 28897 

Method TBLASTX : Mai ze 

End 26401 

Score 52 



25943. .26401, 2594 4 .. 26036, 26082.. 26276 



7386 

15590 

25220 



Seq. ID OJ990701_08.9919.C12 
Strand 

End 28897 



7711 




Name 


OJ990701 08 


.9919. 


C12.o4 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


26603 








End " 


27035 




GI 


none 








Score 


105 




Exons 


26603. .27034, 26604 .. 26777, 26799.. 27035 




Seq. No. 


7 "3P.7 
/ JO / 








OC^i XL/ 


O.7QQ070T 

WU Zf Z? \J 1 KJ X 


_08.9919.C13 


taene wo. 


J. JJ3i 








OLl dllU 


+ 




Start 


4 4 6Q 








CjHU 


6081 




Name 


O.TQQ07 0 1 Ofi 


QQ1 Q 
. .7 y x z* • 


LI J • u> J 




LIKz L. 11<JU 


v3 Jlj O \*,c\ IN 




Start 


4469 








End 


6081 




GI 


none 








Score 


.58 




Exons 


4 4 6Q 4 SI 0 


47 69. 


.4979, 


5564 . 


. 6081 






Seq. No. 


7 "3P.7 

f JO / 








Seq. ID 


OJQQ0701 


_08. 9919.C13 


bene ino . 










O X CX i 1U 






Start 


?609 








End 


388 9 




Name 


O.TQQ07 01 Oft 


QQl Q 

• .7 -7 X -7 ■ 


U1J . ^ X 


. yp 


t - h nH 


AAT /HAP 




Start 


3602 








End 


3889 




GI 


3761047 








Score 


463 




Exons 


^609 ^ftftQ 














Seq. No. 


7 "^fl 7 
/ 00/ 








Q&ri T H 
oeq • iu 


n.TQQ0701 


_08.9919.C13 


uene ino . 


x O 0 ;70 








OCX dllU. 






Start 










Hi I Id 


^ 6Q9 




Name 


n tqqo7 o 1 op. 




LI J . Ot. 


. gp 




aat /nap 




Start 










End 


5692 




GI 


4i ^ d / o y 








Score 


670 




Exons 


jjjy . . Dbyz 














Seq. No. 


/JO / 








Seq. ID 


OJ990701 


_08.9919.C13 


Gene No. 


±oo 








Strand 






Start 


7 n Qft 

/ U -7Q 








End 


7212 




Name 


OJ990701 08 


.9919. 


C13.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6297 








End 


7060 




GI 


■pi /'"v 71 o 








Score 


62 




Exons 


62Q7 6446 


6^1 0 


6444 


644 Q 


.6571, 6468.. 6569, 


6470. .6619, 




647ft 6600 


64 QO 

O 4 -? U . 


6SQ1 

. wJ jl/ 


64 Q1 

0*4 .7 X . 


.6601, 6491.. 6571, 


6493. .6609, 




6^^ 6 60 0 


661 "3 

DDI J . 


6 6Q0 


6690 


.6697, 6625.. 6702, 


669Q 6778 




669Q 67Q0 


6664 
u o u i • 


67fl0 


6664 

U U U *i • 


.6783, 6671.. 6757, 


6671. .6781, 




667^ 6771 

DO / J . . O / f J- , 


67 QQ 

D / .7 ^ . 


6Q1 ? 


6ft09 


.6909, 6815.. 6925, 


6818. .6925, 




6819. .6908, 


6824. 


.6925, 


6826. 


.6909, 6828.. 6923, 


6828. .6905, 




6833. .6910, 


6833. 


.6910, 


6836. 


.6925, 6836.. 6925, 


6975. .7058, 




U .7 O J • . f \J \J\J 














Seq. No. 


/ JO / 








Seq. ID 


OJ990701 


_08.9919.C13 


bene ino . 


1 SRQ4 

J. O O -7 *i 








Strand 






Start 


7 O QQ 

/ u y o 








End 


7212 




Name 


OJ990701 08 


.9919. 


C13.o4 


. gs 


Method 


GEN SCAN 




Start 


7098 








End 


7212 




GI 


none 








Score 


.93 




Exons 


7098. .7212 














Seq. No. 


7388 








Seq. ID 


OJ990701 


_08.9919.C14 


Gene No. 


15595 








Strand 






Start 


4145 








End 


4955 




Name 


OJ990701 08 


.9919. 


C14.ol 


.gs 


Method 


GENS CAN 




Start 


4145 








End 


4955 





7712 




GI 


none 






4908. 


Score 


.59 


Exons 


4145. .4306, 


4520. 


.4678, 


.4955 




Seq. No. 


7389 








Seq. ID 


OJ990701J38. 9919. C15 


Gene No. 


15596 








Strand 




Start 


2355 








End 


6836 


Name 


OJ990701_08 


.9919. 


C15.ol 


.np 


Method 


AAT/NAP 


O +- -! >~ 4- 

otart 


9 ^ R R 






End 


6808 


GI 


2335106 








Score 


1742 


Exons 


2355. .2526, 


2653. 


.2757, 


3571. 


.3703, 4443.-4647, 4730. .4835, 




4944. .6017, 


6703. 


.6808 








GI Descrip. 


(AC002339) 


putative salt-inducible protein [Arabidopsis 




thaliana] 












Seq. No . ' 


7389 








Seq. ID 


OJ990701JD8 . 9919.C15 


Gene No. 


15596 








Strand 




Start 


2355 








End 


6836 


Name 


OJ990701 08 




CIO . Ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4454 








End 


6017 


GI 


none 








Score 


39 


Exons 




4728. 


.4862, 


4728. 


.4844, 4740.. 4859, 4743.. 4838,- 




4866. .5162, 


4911. 


.5486, 


4914. 


.5288, 4917.. 5690, 4917.. 5111, 




4926. .5597, 


5019. 


.5135, 


5034. 


.5504, 5167.. 5406, 5169. .5690, 




5214. .5501, 


5248. 


.5316, 


5262. 


.5690, 5280.. 5435, 5280.. 5468, 




5323. .5436, 


5370. 


.5690, 


5436. 


.5540, 5547. .5687, 5775. .6017, 




5799. .5939, 


5820. 


.5993, 


5841. 


.6017 




Seq. No. 


7389 








Seq. ID 


OJ990701_08. 9919. C15 


Gene No. 


15596 








Strand 




Start 


O "3 C R 








End 


6836 


Name 


OJ990701 08 


.9919. 


C15.ol 


.tin 


Method 


TBLASTX: Maize 


Start 


4511 








End 


6027 


GI 


none 








Score 


214 


Exons 


4511. .4657, 


4980. 


.5198, 


5235. 


.5417, 5403.. 5618, 5724.. 5948, 




5806. .6015, 


5822. 


.6016, 


5823. 


.6017, 5826.. 6017, 5827.. 6027 


Seq. No. 


7389 








Seq. ID 


OJ990701_08. 9919..C15 


Gene No. 


15596 








Strand 




Start 


2355 








End 


683<d' . 


Name 


OJ990701_08 


.9919. 


CIS.ol 


.tc 


Method 


TBLASTX : Cress 


otarr 


A H A n 
4 / 4 U 








End 


6047 . t . 


GI 


none ■ 








Score 


ioi 


Exons 


4740. .4844, 


4740. 


.4862, 


4740. 


.4862, 4746. .4859, 4899. .5108, 




4899. .5177, 


5007. 


.5228, 


5025. 


.5375, 5121.. 5486, 5214.. 5423, 




5241. .5591, 


5406. 


.5639, 


5442. 


.5693, 5556. -.5690, 5706.. 6047, 




5769. .6014/ 


'5868 . 


.6017 








Seq. No. 


7389 








Seq. ID 


OJ990701JD8. 9919. C15 


Gene No. 


15596 








Strand 




Start 


2355 








End 


6836 


Name 


OJ990701 08 


.9919. 


CIS.ol 


.gp 


Method 


AAT/GAP 


Start 


'5813 








End 


6836 


GI 


'5005123 








Score 


556 


Exons 


5813. .6017, 


6703. 


.6836 









GI Descrip. 2335106 6.0e-51 (AC002339) salt inducible protein-like 
[Arabidopsis thaliana] 



7713 



Seq. No.. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7390 

15597 

185 

OJ990701_08.9919.C16.ol.gp 
185 

66134 1.R1084 



Seq. ID OJ990701_08.9919.C16 

Strand + 

End 1821 

Method AAT/GAP 

End 1158 

Score 805 



185. .290, 413. .701, 1120. .1158 

, 3549671/emb|CAA20582.1| 4.0e-09 (AL031394) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 


7390 




Seq. ID 


OJ990701_ 


_08.9919. 


C16 


Gene No. 


15597 




Strand 


+ 






Start 


185 




End 


1821 






Name 


OJ990701 08.9919.C16.ol. 


gs 


Method 


GENSCAN 






Start 


533 




End 


1821 






GI 


none 




Score 


.59 






Exons 


533. .701, 1196. .1821 

- 












Seq. No. 


7390 




Seq. ID 


OJ990701_ 


_08. 9919. 


C16 








Strand 


+ 






Start 


185 




End 


1821 






Name 


OJ990701 08.9919.C16.o2. 


gp 


Method 


AAT/GAP 






Start 


1192 




End 


1625 






GI 


none 




Score 


586 






Exons 


1192. .1361, 1461. .1625 












Seq. No. 


7390 




Seq. ID 


OJ990701_ 


08.9919. 


C16 


Gene No . 


1 QCiQQ 
1 jO :70 




Strand 


+ 






Start 


6498 




End 


6946 






Name 


OJ990701 08.9919.C16.o3. 


gp 


Method 


AAT/GAP 






Start 


6498 




End 


6946 






GI 


28680 1.R1084 




Score 


695 






Exons 


6498. .6946 












GI Descrip. 


M13823/gb|U024 57 IU02457 


5.0e 


-14 Cloning vector 


pYEUra3, 






complete sequence 1 












Seq. No. 


7390 




Seq. ID 


OJ990701_ 


_08.9919. 


C16 


Gene No. 


15599 




Strand 








Start 


2073 - 




End 


4224 






Name 


OJ990701 08.9919.C16.o2. 


gs 


Method 


• GENSCAN 






Start . * 


2073 




End 


4224 






GI ■ 


none 




Score 


.73 






Exons 


2073. .2157, 3798. .3974, 


4178. 


.4224 








Seq. No. 


7390 




Seq. ID 


OJ990701_ 


08.9919. 


C16 


Gene No. 


15600 




Strand 








Start ■ 


6659 




End 


7123 






Name 


OJ990701 08.9919.C16.o3. 


gs 


Method 


GENSCAN 






Start 


6659 




End 


7123 






GI 


none 




Score 


.79 






Exons 


6659. .7123 












Seq. No. 


7390 




Seq. ID 


OJ990701_ 


08.9919. 


C16 


Gene No. 


15601 




Strand 








Start 


8918 




End 


9361 






Name 


OJ990701 08.9919.C16.o4. 


gs 


Method 


GENSCAN 






Start 


8918 




End 


9361 







7714 




GI 


none 


Score 


.75 




Exons 


8918. .9361 








Seq. No. 


7390 


Seq. ID 


OJ990701_08. 9919. 


C16 


Gene No. 


15602 


Strand 






Start 


11821 


End 


12332 




Name 


OJ990701 08.9919.C16.o4.gp 


Method 


AAT/GAP 




Start 


11709 


End 


12332 




GI 


28627 1.R1084 


Score 


1144 




Exons. 


11709.. 12332 








GI Descrip. 


, 5777592/emb|CAA44001.1| 6.0e-27 (X62091). low molecular 


wei 




globulin [Oryza sativa] 1 








Seq. No. 


7390 


Seq. ID 


OJ990701_08. 9919. 


C16 


Gene No . 


15602 


Strand 


- 




Start 


11821 


End 


12332 




Name 


OJ990701 08.9919.C16.o5.gs 


Method 


GENSCAN 




Start 


11821 


End 


12303 




GI 


none 


Score 


.8 




Exons 


11821 . . IZjVj 








Seq. No. 


7390 


Seq.. ID 


OJ990701_08.9919. 


C16 


Gene No . 


15603 


Strand 






Start 


13517 


End 


18793 




Name 


OJ990701 08.9919.C16.o4.tm 


Method 


. TBLASTX: Maize 




Start 


529 


End 


* 700 




GI 


none 


Score 


41 




Exons 


529. .699, 530. .553, 614. .700 








Seq. No. 


7390 


Seq. ID 


OJ990701_08.9919. 


C16 


Gene No . 


15603 


Strand 






Start 


13517 


End 


18793 




Name 


OJ990701 08.9919.C16.o2.tm 


Method 


T BLAS TX : Ma i z e 




Start 


1246 


End. 


1686 




GI 


none 


Score 


139 




Exons 


1246.. 1365, 1247.. 1357, 1458 


..1631, 1459. .1686 




Seq. No. 


7390 


Seq. ID 


OJ990701_08.9919. 


C16 


Gene No. 


IodUo 


Strand 






oT-dit 


13517 


End 


18793 




Name 


OJ990701 08.9919.C16.o6.gs 


Method 


GENSCAN 




Start 


13517 


End 


18793 




GI 


none 


Score 


.92 




Exons 


13517. .13702, 13780. .13872, 


13956. .14034, 14122 14232, 






14313. .14564, 14648 .. 15768, 


15776. .16293, 16672. .18793 




Seq. No. 


7390 


Seq. ID 


OJ990701_08.9919. 


C16 


Gene No. 


15603 


Strand 






Start 


13517 


End 


18793 




Name 


OJ990701 08.9919.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


16778 


End 


17986 




GI. 


none 


Score 


75 




Exons 


16778. .16846, 16853 .. 16957 , 


16860. .16952, 1 6985 17074 , 






16988. .17044, 17063 .. 17218 , 


17079. .17225, 17231 17 98 6, 






17457. .17513, 17586. .17741 








Seq. No. 


7390 


Seq. ID 


OJ990701_08.9919. 


C16 



7715 



□ 



fc# 



Gene No. 


IjDUj 




Strand 






Start 


13517 ■ 




End 


18793 




Name 


OJ990701 08.9919.C16. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


17082 




End 


17377 




GI 


none 




Score 


83 




Exons 


17082. .17195, 17084.. 


17203, 


17207. . 17377 




Seq. No. 


7390 




Seq. ID 


OJ990701_08.9919. 


C16 


Gene No . 


1 C £ A O 

10 DUO 




Strand 






Start 


13517 




End 


18793 




Name 


OJ990701 08.9919.C16. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


17273 




End 


17696 




GI 


none 




Score 


48 




Exons 


17273. .17695, 17457.. 


17513, 


17586. .17696 




Seq. No. 


7390 




Seq. ID 


OJ990701J38.9919. 


C16 


Gene No . 


1J DUO 




Strand 






Start 


13517 




End 


18793 




Name 


OJ990701 08.9919.C16. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


17627 




End 


18010 




GI 


none 




Score 


296 




Exons 


17627. .17941, 17631.. 


17942, 


17942. .18010 




Seq. No. 


7391 




Seq. ID 


OJ990701_08.9919. 


C17 


Gene No. 


15604 




Strand 






Start 


33 




End 


964 




Name 


OJ990701 08.9919.C17. 


ol.np 


Method 


AAT/NAP 




Start 


33 




End 


964 




GI 


99922 




Score 


594 




Exons 


33. .964 











GI Descrip. 



P=s Seq. No. 

] ? " £ Gene No. 

^ Start 

I s ^ Name 

kl Start 

□ ■ GI 
i=- 5 Exons 

f ;=r 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



hypothetical protein - soybean gi | 930025 | emb | CAA31883 | (X13528) 
ORF (334 AA) [Glycine max] 



7391 

15604 

33 

OJ990701_08.9919.C17.ol.tw 

354 

none 

354.. 656, 358.. 657 

7391 

15604 

33 

OJ990701_08.9919.C17.ol.tc 

429 

none 

429. .782, 525.-743 

7391 

15604 

33 

OJ990701_08. 9919.C17 .ol.tm 

450 

none 

450. .653, 450. .656, 466. .657 



Seq. ID OJ990701_08.9919.C17 
Strand 

End 964 ■ 

Method TBLASTX : Wheat 

End 657 

Score 183 



Seq. ID OJ990701_08. 9919.C17 

Strand 

End 964 

Method TBLASTX: Cress 

End 782 

Score 62 



Seq. ID OJ990701_08.9919.C17 

Strand 

End 964 

Method TBLASTX : Maize 

End 657 

Score 115 



7716 



Seq. No. 


7391 


Seq. ID 


OJ990701_08.9919 


.C17 


Gene No. 


15604 


Strand 






Start 


33 


End 


964 




Name 


OJ990701 08.9919.C17.ol.gs 


Method 


GENSCAN 




Start 


503 


End 


873 




GI 


none 


Score 


.45 




Exons 


503. .873 








Seq. No. 


7391 


Seq. ID 


OJ990701_08.9919 


.C17 


Gene No . 


15604 


Strand 






Start 


33 


End 


964 




Name 


OJ990701 08.9919.C17.ol.ts 


Method 


TBLASTX : Soybean 




Start 


510 


End 


941 




GI 


none 


Score 


92 




Exons 


510. .749, 511. .750, 777. .941 


814. .936 






Seq. No. 


7391 


Seq. ID 


OJ990701_08.9919 


.C17 


Gene No. 


15604 


Strand 






Start 


33 


End 


964 




Name 


OJ990701 08. 9919.C17.o2.tw 


Method 


TBLASTX: Wheat 




Start 


663 


End 


962 




GI 


none 


Score 


81 




Exons 


663. .770, 799. .951, 814. .903 


, 819. .962 






Seq. No. 


7392 


Seq. ID 


OJ990701_08. 9919 


.CI 9 


Gene No. 


15605 


Strand 


+ 




Start 


1 


End 


105 




Name 


OJ990701 08.9919.C19.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


105 




GI 


none 


Score 


194 




Exons 


1. .105 








Seq. No. 


7393 


Seq. ID 


OJ990331_05.9923 


.C3 


Gene No. 


•15606 


Strand 


+ 




htart 


1 


End 


695 




Name 


OJ990331 05.9923.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


695 




GI 


529353 


Score 


333 




Exons 


1..72, 177. .426, 550. .695 








GI Descrip. 


(U12757) diphenol oxidase [Acer pseudoplatanus] 




Seq. No. 


7393 


Seq. ID 


OJ990331_05.9923 


.C3 


Gene No . 


15606 


Strand 


+ 




Start 


1 


End 


695 




Name 


OJ990331 05.9923.C3.ol.ts 


Method 


TBLASTX: Soybean 




Start 


38 


End 


402 




GI 


none 


Score 


54 




Exons 


38. .73, 177. .371, 178. .402 








Seq. No. 


7393 


J: Seq. ID 


OJ990331_05.9923 


.C3 


Gene No. 


15606 


^Strand 


+ 




Start 


1 


End 


695 




Name 


OJ990331 05.9923.C3.ol.tc 


Method . 


TBLASTX: Cress 




Start 


41 


End 


423 




GI 


none 


Score 


43 




Exons 


41. .73, 177. .344, 178. .360, 


385. .423 







7717 






Seq. No. 


7393 


Seq. ID 


OJ990331JD5.9923 


.C3 




Gene No . 


15606 


Strand 








Start 


1 


End 


695 






Name 


OJ990331 05.9923.C3.ol.tm 


Method 


TBLASTX: Maize 






Start 


41 


End 


420 






GI 


none 


Score 


36 






Exons 


41. .73, 177. .308, 177. .419, 178. .420 








Seq. No. 




q prr t n 


OJ990331_05.9923 


.C3 




bene wo. 


15606 


Strand 


l 






Start 


1 


End 


695 






Name 


OJ990331 05 9923 C3 ol as 


Mpf - Hr»H 


GENS CAN 






Start 


177 ~~ 


LjL 1(J. 


686 






GI 


none 


otui e 


,68 






Exons 


177 44^ 449 4fi? SfiS fififi 










Seq. No. 


7 ^Q? 


q qrf t n 

oetj - ± u 


OJ990331_05.9923 


.C3 




bene ino . 


J. Q DU D 


G4- ranr J 
OLX ciilU 








Start 


1 


End 


695 






Name 


OJ990331JJ5. 9923.C3.ol.tw 


Method 


TBLASTX: Wheat 






Start 


1 7ft 
I/O 


End 


423 






GI 


none 


Score 


266 




□ 


Exons 


17Q /19"3 9H1 /199 










Seq. No. 


7 "3 Q4 


Seq. ID 


OJ990331_05.9923 


.C4 




Gene No. 


1 "=1^07 
1 0 DU / 


Strand 


+ 




'•2 ' ' 




1 


End 


888 






Name 


OJ990331_05.9923.C4.ol.np 


Method 


AAT/NAP 




□ 


Start 


i 


End 


870 




y 


GI 


1 C\HAQ A 


Score 


479 




o 


Exons 


1 1^1 1SQ R7H 








ru 


GI Descrip. 


nypocneticai protein yaraen 


snapdragon 




:? 

,»=% 


Seq. No. 


7 ^Q4 


Seq. ID 


OJ990331 05.9923 


-C4 




bene ino • 


15607 


Strand 


+ 






Start 


1 


End 


888 




u 


Name 


ri.TQQD^^I QQ9? f4 ol rrc; 


Method 


GENSCAN 




(3. 

si 


Start 




End 


575 






GI 


none 


Score 


.65 




:„ -J 

; ; is? 


Exons 


9 4 










Seq. No. 


7 ^Q4 


Seq. ID 


OJ990331_05.9923 


-C4 




bene lno . 


15607 


Strand 


+ 






Start 


1 


End 


888 






Name 


OJ990331 05.9923.C4.ol.tm 


Method 


TBLASTX: Maize 






Start 


4 95 


End 


879 






GI 


none 


Score 


132 






Exons 


49S..692, 504. .878, 518. .766, 


565, .879 








Seq. No. 


7394 


Seq. ID 


OJ990331_05.9923 


.C4 




Gene No. 


15607 


Strand 


+ 






Start 


1 


End 


888 






Name 


OJ990331 05.9923,C4.ol.tw 


Method 


TBLASTX: Wheat 






Start 


553 


End 


888 






GI 


none 


Score 


259 






Exons 


553.-888, 573. .701, 751. .882 









7718 






Seq. No. 


7395 




Seq. ID 


OJ990331_05.9923. 


C5 




Gene No. 


lobUo 




Q4- y-ir,^ 


i 

T 






Start 


' 1 




End 


723 






Name 


OJ990331 05.9923.C5.ol. 


gp 


Method 


AAT/GAP 






Start 


1 




End 


329 






GI 


2310280 




Score 


619 






Exons 


1. .329 












Seq. No. 


7395 




Seq. ID 


OJ990331_05.9923. 


C5 




Gene no. 


looUo 




ocr ana 


4_ 

T 






Start 


1 




End 


723 






Name 


OJ990331 05.9923.C5.ol. 


gs 


Method 


GEN SCAN 






Start 


Ill 




End 


723 






GI 


none 




Score 


.71 






Exons 


111.. 191, 270.. 723 












Seq. No. 


7396 




Seq. ID 


OJ990331_05.9923. 


C7 




Gene No . 


ljouy 




oLianu 








Start 


231 




End 


317 






Name 


OJ990331 05.9923.C7.ol. 


gs 


Method 


GENSCAN 






Start 


231 




End 


317 






GI 


none 




Score 


.6 






Exons 


231. .317 ■ 










u 


Seq. No. 


7397 " 




Seq. ID 


. OJ990331JD5.9923. 


C9 


Cfi 


Gene No. 


lOOlU 




Strand 


+ 




I s : 5 


Start 


646 




End 


941 




: : S 
; cr 


Name 


OJ990331 05.9923.C9.ol. 


gs 


Method 


GENSCAN 




□ 


Start 


646 




End 


941 




L Li 


GI 


none 




Score 


.73 




ss. 


Exons 


646. .836, 859. .941 










i sf 


Seq. No. 


7398 




Seq. ID 


OJ990331_05.9923. 


C10 




/-<____ XT — 

Gene No. 


1 C^l 1 

IJDll 




btrana 








Start 


107 




End 


1315 






Name 


OJ990331 05. 9923. CIO. ol 


.tc 


Method 


TBLASTX: Cress 






Start 


1 ■ 




End 


147 




; ^ 


GI 


none 




Score 


201 






Exons 


1..147, 2. .145, 28. .147 










u 


Seq. No. 


7398 




Seq. ID 


OJ990331_05.9923. 


C10 




Gene No . 


1 Q£1 1 




Strand 


! 

f 






Start 


107 




End 


1315 






Name 


OJ990331 05. 9923. CIO. ol 


.gs 


Method 


GENSCAN 






Start 


107 




End 


1315 






GI 


none 




" Score 


.93 






Exons 


107. .1315 












Seq. No. 


7398 




Seq. ID 


OJ990331_05. 9923. 


C10 




Gene No. 


15611 




Strand 


+ 






Start 


107 




End 


1315 






Name 


OJ990331 05. 9923. CIO. ol 


,np 


Method 


AAT/NAP 






Start 


107 




End 


1312 






GI 


2126090 




Score 


2114 






Exons 


107. .1312 












GI Descrip. 


transposase ( insertion 


sequence IS10) 


- Escherichia coli 



gi|455676|bbs|140379 (S67119) transposase [Escherichia coli, 



7719 



LBB84, plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant, 402 aa] [Escherichia, coli] 
gi| 6634720 | gb | AAF19728 . 1 |AC0124 63_2 (AC0124 63) T2E6.2 
[Arabidopsis thaliana] 





Seq. No. 


7399 


Seq. ID 


OJ990331_ 


05.9923 


.Cll 




Gene No. 


15612 


Strand 


- 








Start 


241 


End 


660 








Name 


OJ990331 05.9923.Cll.ol.np 


Method 


AAT/NAP 








Start 


241 


End 


660 










6539570 


Score 


1 DO 








Exons 


241. .308, 457. .660 












GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 








Seq. No. 


"7 *D Ci O 


beq. iu 


OJ990331_ 


05.9923 


.Cll 




Gene No. 


15612 


Strand 


- 








Start 


241 


T-l _ _J 

End 


660 








Name 


OJ990331 (Jo . y y^o . Cll . ol . gs 


Method 


GENSCAN 








otari. 


526 


End 


69 4 








GI 


none 


Score 


.58 








Exons 


526.-624 












Seq. No. 


7400 


Seq. ID 


OJ990331_ 


05.9923 


.C12 


= 3 


Gene No. 


15613 


Strand 


+ 






•3 


Start 


5922 


End 


11966 






in 


Name 


OJ990331 05.9923.C12.o4.gs 


Method 


GENSCAN 






'LI 


Start 


5922- 


End 


8069 






: zs. 


GI 


none 


Score 


1 






:~ 


Exons 


5922.. 80'69 ■ 










! hz? 


o e q . in o . 


7400 


Seq. ID 


OJ990331_ 


05.9923 


P1 9 


y 


Gene No. 


15613 


Strand 


+ 








Start 


5922 


End 


11966 






;=. 


Name 


OJ990331 05.9923.C12.o3.rip 


Method 


AAT/NAP 








Start 


7335 


End 


11966 








GI 


1351856 


Score 


342 








Exons 


7335.-7367, 8404. .8454, 8780 


..8832, 8990. .9131, 


10085. . 


10219, 


3 




10263. .10361, 11476. .11672, 


11811. . 11966 








oj. uescrip. 


ACONITATE HYDRATASE, CYTOPLASMIC (CITRATE HYDRO- 


■LYASE) 








(ACONITASE) gi | 868003 | dbj |BAA06108| (D29629) aconitase 




is? 




[Cucurbit a sp.] 












Seq. No. 


7400 


Seq. ID 


OJ990331_ 


05.9923 


.C12 




Gene No. 


15614 


Strand 


+ 








Start 


17723 


End 


21986 








Name 


OJ990331 05.9923.C12.o7.gs 


Method 


GENSCAN 








Start 


17723 


End 


21986 








GI 


none 


Score 


.47 








Exons 


17723. .17822, 18416. . 18475, 


21108. .21136, 21852. 


.21986 






Seq. No. 


7400 


Seq. ID 


OJ990331_ 


05.9923 


.C12 




Gene No. 


15615 


Strand 


+ 








Start 


23280 


End 


30720 








Name 


OJ990331 05.9923.C12.o8.gs 


. Method 


GENSCAN 








Start 


23280 


End 


30720 








GI 


none 


Score 


.52 








Exons 


23280. .23426, 23571 .. 23619, 


23926.-24344, 24694. 


.24823, 





7720 







25390. .26998, 27101. 


.27233, 


27519. .27611, 28302 






28415. .28502, 30594. 


: 30720 








Seq. No. 


7400 




Seq. ID 


OJ990331 




Gene No . 


IjDID 




Strand 


+ 




Start 


36477 




End 


39050 




Name 


OJ990331 05.9923.C12 


. olO . gs 


Method 


GENSCAN 




Start 


36477 




End 


39050'* 




GI 


none 




Score 


.59 




Exons 


3.6477. .36673, 37531. 


.37655, 


38683. .39050 




Seq. No. 


7400 




Seq. ID 


OJ990331 




Gene No. 


15617 




Strand 






O uar L. 


i 

X 




End 


1269 




Name 


OJ990331 05.9923.C12 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


842 




GI 


2213632 




Score 


600 




Exons 


1. .842 










GI Descrip. 


(AC000103) F21J9.24 


[Arabidopsis thaliana] 




Seq. No. 


7400 




Seq. ID 






uene ino . 


1 CC1 T 
1 JDl / 




Strand 






Start 


1 




End 




□ 


Name 


OJ990331 05.9923.C12 


.ol.gs 


Method 






" Start 


165 




End 


x£ oy 




GI 


none 




Score 


.5 


\ t \\ 


Exons 


165. .421, 1080. .1269 








H 


Seq. No. 


7400 




Seq. ID 






Gene No . 


15618 




Strand 






Start 


9178 




End 






Name 


OJ990331 05.9923.C12 


. o5 . gs 


Method 




' y 


Start 


9178 




End 


10849 




GI 


none 




Score 


.74 




Exons 


9178. .9309, .9467. .9654, 10780. .10849 




V j 

!;£: 


Seq. No. 


7400 




Seq. ID 


OJ990331 


. =5 


uene ino . 


15619 




Strand 






Start 


13256 




End 


16073 


C3 


Name 


OJ990331 05.9923.C12 


.ol.gp 


Method 


AAT/GAP 




Start 


12960 




End 


13289 




GI 


2311342 




Score 


584 




Exons 


12960.. 13289 










Seq. No. 


7400 




Seq. ID 


OJ990331 




bene ino . 


15619 




Strand 






Start 


13256 




End 


16073 




Name 


OJ990331 05.9923.C12 


. 06 . gs 


Method 


GENSCAN 




Start 


13256 




End 


16073- 




GI 


none 




Score 


.82 




Exons 


13256. .13406, 15961. 


.16073 








Seq. No. 


7400 




Seq. ID 


OJ990331 




Gene No. 


15620 




Strand 






Start 


31353 




End 


33560 




Name 


OJ990331 05.9923.C12 


. o9 . gs 


Method 


GENSCAN 




Start 


31353 




End 


33560 



.28413, 



7721 



# • 



GI 


none 


Score 


1 




Exons 


31353. .33560 








Seq. No. 


7400 


Seq. ID 


OJ990331_05.9923 


.C12 


Gene No. 


15620 


Strand 








JJ.JJJ 


End 


33560 




Name 


OJ990331 05.9923.C12.o4.np 


Method 


AAT/NAP 




Start 


31383 


End 


33551 




GI 


1707007 


Score 


1670 




Exons 


31383. .33551 








GI Descrip. 


(U78721) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


7400 


Seq. ID 


OJ990331_05.9923 


.C12 


Gene No. 


15621 


Strand 






Start 


43320 


End 


49103 




Name 


OJ990331 05.9923.C12.o5.np 


Method 


AAT/NAP 




Start 


43320 


End 


49103 




GI 


4680203 


Score 


1584 




Exons 


43320. .43344, 44460 .. 45307, 45584 .. 4 57 91, 45948.-47582, 






49035. .49103 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


7400 


Seq. ID 


OJ990J31 0o.99zo 


-C12 


Gene No . 


15622 


Strand 






Start 


49506 


End 






Name 


OJ990331 05.9923.C12.o3.tw 


Method 


TBLASTX: Wheat 




Start 


322 


End 


728 




GI 


none 


Score 


136 




Exons 


322. .540, 327. .557, 328. .540, 


546. . 656, 


546. .728, 565.. 


657 


Seq. No. 


7400 


Seq. ID 


OJ990331_05.9923 


.C12 


Gene No . 


15622 


Strand 






Start 


49506 


End 


54552 




Name 


OJ990331 05.9923.C12.o3.tm 


Method 


TBLASTX: Maize 




Start 


396 


End 


1022 




GI 


none 


Score 


67 




Exons 


396.-488, 484. .543, 489. .560, 


561. .593, 


597.. 1022, 787. 


. 101 


Seq. No. 


7400 


Seq. ID 


OJ990331_05.9923 


-C12 


(aene wo . 


15622 


Strand 






Start 


49506 


End 


54552 




Name 


OJ990331 05.9923.C12.o9.tw 


Method 


TBLASTX: Wheat 




Start 


732 


End 


1069 




GI 


none 


Score 


89 




Exons 


732. .1013, 757. .1005, 1022. .1069 






Seq. No. 


7400 


Seq. ID 


OJ990331._05.9923 


.C12 


ijene no . 


15622 


Strand 






Start 


49506 


End 


54552 




Name 


OJ990331 05.9923.C12.o8.tm 


Method 


TBLASTX: Maize 




Start 


6521 


End 


6737 




GI 


none 


Score 


58 




Exons 


6521.. 6589, 6522.. 6584, 6575. 


.6736, 6594.. 6737 




Seq. No. 


7400 


Seq. ID 


OJ990331_05.9923 


.C12 


Gene No. 


15622 


Strand 






Start 


49506 


End 


54552 





7722 





Name 


OJ990331 05.9923.C12 


. o4 . tc 


Method 


TBLASTX: Cress 






btart 


8777 






End 


12085 






GI 


none 






Score 


65 






Exons 


8777. . 


8830, 10085. .10201, 10087 10206, 


10262. .10342, 








10262. 


.10342, 10278. 


.10343, 


11526. .11582, 11527. .11577, 








11582. 


.11653, 11583. 


.11630, 


11842. .11892, 11897. .12049, 








11899. 


.11949, 11917. 


.12072, 


12038. .12085 






Seq. No. 


7400 






Seq. ID 


OJ990331_05.9923 


.C12 




Gene No. 


15622 






Strand 








Start 


49506 






End 


54552 






Name 


OJ990331 05.9923.C12 


.o4 . ts 


Method 


TBLASTX : Soybean 






Start 


9078 






End 


12112 






GI 


none 






Score 


65 






Exons 


9078. . 


9134, 10085. .10201, 10086 .. 10199, 


10087. .10206, 








10262. 


.10342, 10278. 


.10343, 


11526. .11582, 11527. .11580, 








11583. 


.11630, 11842. 


.11892, 


11897. .12049, 11899. .11949, 








11917. 


.12087, 12038. 


.12112 










Seq. No. 


7400 






Seq. ID 


OJ990331_05. 9923 


-C12 




Gene No. 


15622 






Strand 








Start 


49506 






End 


54552 






Name 


OJ990331 05.9923.C12 


. o7 . tm 


Method 


TBLASTX: Maize 




S 53. 
S 


O „ 4- 

otart 


9078 






End 


12112 






GI 


none 






Score 


69 






Exons 


9078. . 


9134, 10085. .10204, 10087 .. 10206, 


10253. .10342, 




in 




10278. 


.10343, 11526. 


.11594, 


11526. .11582, 11582. .11629, 




: y 




11583. 


.11630, 11842. 


.11892, 


11897. .12049, 11899. .11949, 




. _i 




11917. 


.12045, 12038. 


.12112, 


12046. .12087 




i I 


Seq. No. 


7400 






Seq. ID 


OJ990331_05. 9923 


.C12 


. -1 


Gene No . 


15622 






Strand 






y 


Start 


49506 






End 


54552 






Name 


OJ990331 05.9923.C12 


. 08 . tw 


Method 


TBLASTX: Wheat 




j 


Start 


11897 






End 


12112 




■. i 


GI 


none 






Score 


181 




.=5 


Exons 


11897. 


.12049, 11926. 


.12072, 


12038. .12112, 12046.. 12111 




E? 


Seq. No. 


7400 






Seq. ID 


OJ990331_05. 9923 


.C12 




Gene No. 


15622 






Strand 








Start 


49506 






End 


54552 






Name 


OJ990331 05.9923.C12 


', o4 . tm 


Method 


TBLASTX: Maize 






Start 


23256 






End - 


24376 






GI 


none 






Score 


158 






Exons 


23256. 


.23426, 23264. 


.23425, 


23571. .23618, 23924 .. 24 100, 








23925. 


.24101, 24067. 


.24210, 


24078. .24374, 24078 .. 24362, 








24098. 


.24376, 24107. 


.24376 










Seq. No. 


7400 






Seq. ID 


OJ990331_05. 9923 


.C12 




Gene No. 


15622 






Strand 








Start 


49506 






End 


54552 






Name 


OJ990331 05.9923.C12 


. 06. tw 


Method 


TBLASTX: Wheat 






Start 


23376 






End 


24359 






GI 


none 






Score 


64 






Exons 


23376. 


.23426, 23571. 


.23618, 


23924 . .239.65, 23925 .. 23960, 








23955. 


.24359, 23958. 


.24359 









7723 



Seq. No. 


7400 




Seq. ID 


OJ990331_05.9923 


.C12 


bene no. 


1 c;fi99 

ID K)£.£. 




utl CU1Q 






Start 


49506 




End 


54552 




Name 


OJ990331 05.9923.C12 


,o5.tm 


Method 


TBLASTX: Maize 




Start 


25533 




End 


25831 




GI 


none 




Score 


252 




Exons 


25533. .25826, 25535. 


.25831 








Seq. No. 


7400 - 




Seq. ID 


OJ990331_05.9923 


.C12 


bene no . 


1 ccoo 
XDOZZ 




otianu 






Start 


49506 




End 


54552 




Name 


OJ990331 05.9923.C12 


.o7 . tw 


Method 


TBLASTX: Wheat 




Start 


25584 




End 


25859 




GI 


none 




Score 


282 




Exons 


25584. .25859, 25646. 


.25822 








Seq. No. 


7400 




Seq. ID 


OJ990331J)5.9923 


.C12 


bene no . 


1 R£99 




oLIdllU 






Start 


49506 




End 


54552 




Name 


OJ990331 05.9923.C12 


.06. ts 


Method 


TBLASTX: Soybean 




Start 


25614 




End 


26000 




GI 


none 




Score 


177 




Exons 


25614. .25925, 25902. 


.26000 








Seq. No. 


7400 




Seq. ID 


OJ990331JD5.9923 


.C12 


Gene No. 


15622 




Strand 






Start 


49506 




End 


54552 




Name 


OJ990331 05.9923.C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


31461 




End 


33107 




GI 


none 




Score 


164 




Exons 




*39 


31974 . .32342, 31992. .32180, 






32008. .32334, 32211. 


.32606, 


32211. .32411, 32310. .32606, 






32311. .32607, 32322. 


.32714, 


32514 . .328 


46, 32515. .32826, 






32518. .32628, 32613. 


.32855, 


32613. .328 


85, 32614. .32847, 






32619. .32855, 32916. 


.33086, 


32922. .33107, 32925 .. 33089, 






32928. .33098, 32928. 


.33020 








Seq. No. 


7400 




Seq v ID 


.OJ990331_05.9923 


.C12 


bene no . 


1 R699 
X Jut c. 




Strand 






Start 


49506 




End 


54552 




Name 


OJ990331 05.9923.C12 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


31476 




End 


31997 




GI 


none 




Score 


85 




Exons 


31476. .31997, 31759. 


.31965 








Seq. No. 


7400 




Seq. ID 


OJ990331_05/9923 


.CI 2 


bene no . 


1 R£99 
X D DZZ 




Strand 






Start 


49506 




End 


54552 




Name 


OJ990331 05.9923.C12 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


31497 




End 


32693 




GI 


none 




Score 


76 




Exons 


31497. .32084, 32136. 


.32165, 


32520. .32693 




Seq. No. 


7400 




Seq. ID 


OJ990331_05. 9923 


.C12 


Gene No. 


15622 




Strand 






Start 


49506 




End 


54552 




Name 


OJ990331 05.9923.C12 


. o5 . tw 


Method 


TBLASTX: Wheat 





7724 






Start 


31870 




End • 


33104 






GI 


none-. 




Score 


147 






Exons 


31870. .32304, 31875.. 


32345, 


32232. .32648, 32388.-32477, 








32542. .32649, 32542.. 


32904, 


32565. .32906, 32925.. 33104 






Seq. No. 


7400 




Seq. ID 


OJ990331_05.9923 


.C12 




Gene No. 


15622 




Strand 








o tar t 






End 


54552 






Name 


OJ990331 05.9923.C12. 


o3. ts 


Method 


TBLASTX : Soybean 






Start 


32007 




End 


33110 






GI 


none 




Score 


140 






Exons 


32007. .32312, 32244.. 


32618, 


32245. .32616, 32550 .. 32915, 








32614. .32907, 32922.. 


33110 










Seq. No. 


7400 




Seq. ID 


OJ990331_05<.9923 


.C12 




Gene No. 


15622 




Strand 








Start 


49506 




End 


54552 






Name 




o 1.. tw 


Method 


TBLASTX: Wheat 






Start 


44561 




End 


45661 






GI 


none 




Score 


63 






Exons 


44561. .44662, 44568.. 


44660, 


44664. .44783, 44 678 .. 4 477 6, 








44771. .44959, 44787.. 


44969, 


44978. .45661, 45066 .. 4544 6, 




1-3 




45158. .45463, 45513.. 


45641 








Seq. No. 


- 7400 




Seq. ID 


OJ990331_05. 9923 


.C12 




Gene No . 


1 COO 




Strand 






!i n 


Start 


49506 




End 


54552 




; is? 


Name 


OJ990331 05.9923.C12. 


o9.tm 


Method 


TBLASTX: Maize 




-t: 


Start 


44795 




End 


45085 






GI 


none 




Score 


85 






Exons 


44795. .44902, 44796.. 


44903, 


44915. .45085, 44916. .45083 




: = : : 

i y 


Seq. No. 


7400 




Seq. ID 


OJ990331_05.9923 


.C12 




Gene No . 


1 CO') 




Strand 








Start 


49506 




End 


54552 




I. K 


Name 


OJ990331 05.9923.C12. 


o3.tc 


Method 


TBLASTX: Cress 






Start 


44978 




End 


45403 




ss 


GI 


none 


45395 


Score 


122 ' 




J 


Exons 


44978. .45403, 45066.. 








Q 
□ 


Seq. No. 


7400 




Seq. ID 


OJ990331_05.9923 


.C12 


bene wo . 






Strand 








Start 


49506 




End 


54552 






Name 


OJ990331 05.9923.C12. 


o2.tm 


Method 


TBLASTX: Maize 






Start 


45335 




End 


45719 






GI 


none 




Score 


254 






Exons 


45335. .45649, 45336.. 


45710, 


4S448..45696, 45522. .45719 






Seq. No. 


7400 




Seq. ID 


OJ990331JD5.9923 


.C12 




oene wo. 






Strand 








Start 


49506 




End 


54552 






Name 


OJ990331 05.9923.C12. 


06. tm 


Method 


TBLASTX: Maize 






Start ' 


46482 




End 


46746 






GI 


none 




Score 


97 






Exons 


46482. .46736, 46534.. 


46746 










Seq. No. 


7400 




Seq. ID 


OJ990331_05.9923 


.C12 



7725 










Strand 






Start- 


49506 




End 


54552 




Name 


OJ990331 05.9923.C12 


,o2. tc 


Method 


TBLASTX: Cress 




Start 


46515 




End 


46865 




GI 


none 




Score 


78 




Exons 


46515. .46865, 46570. 


.46677, 


46711. .46761 




Seq. No. 


7400 




Seq. ID 


OJ990331 05 9923. 


C12 


/~\ -r-\ \ KT/*\ 






Q+- rand 






Start 


49506 




End 


54552 




Name 


OJ990331 05.9923.C12 


.o5. ts 


Method 


TBLASTX : Soybean 




Start 


46587 




End 


46871 




GI 


none 




Score 


130 




Exons 


46587. .46871, 46597. 


.46836 








Seq. No. 


7400 




Seq. ID 


OJ990331_05.9923. 


C12 


Gene No. 


15622 




Strand 






OLai L 






End 


54552 




Name 


OJ990331 05.9923.C12 


,o4 . tw 


Method 


TBLASTX: Wheat 




Start 


46611 




End 


47204 




GI 


none 




Score 


-69 




Exons 


46611. .46736, 46612. 


.46719, 


4 6734. .4 6832, 4 6740 .. 4 6856, 






46912. .47202, 46914. 


.47204 








Seq. No. 


7400 




Seq. ID 


OJ990331_05.9923. 


C12 








Strand 






Start 


49506 




End 


54552 




Name 


OJ990331 05.9923.C12 


. o2 . ts 


Method 


TBLASTX: Soybean 




Start 


46888 




End 


47186 




GI 


none 




Score 


109 




Exons 


46888. .47169, 46914. 


.47186 








Seq. No. 


7400 




Seq. ID 


OJ990331_05.9923. 


C12 


Gene No. 


15622 




Strand 






Start 


49506 




End 


54552 




INCH LLC 


OJ990331 05.9923.C12 


. 06 . np 


Method 


AAT/NAP 




Start 


49506 




-End 


54552 




GI 


5420389 




' Score 


134 




Exons 


49506. .49544, 52326. 


.52614, 


53776. .53994, 54284 .. 54 378 , 






54453.. 54552 










GI Descrip. 


(AJ243460) proteophosphoglycan [Leishmania major] 




Seq. No. 


7400 




Seq. ID 


OJ990331_05.9923. 


C12 


ocllc ViKJ . 


15622 




Strand 






Start 


49506 




End 


54552 




Name 


OJ990331 05.9923.C12 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


52274 




End 


52605 




GI 


none 




Score 


346 




Exons 


52274. .52459, 52282. 


.52605, 


52283. .52600 




Seq. No. 


7401 




Seq. ID 


OJ990331_05. 9923. 


C13 


Gene No. 


15623 




Strand 


+ 




Start 


114 




End 


1454 




Name 


OJ990331 05.9923.C13 


. ol . gs 


Method 


GENSCAN 




Start 


114 




End 


1454 




GI • 


none 




Score 


.52 




Exons 


114. .211, 334. .427, 


1158. .1454 







7726 




Seq. No. 


7401 


Seq. ID 


OJ990331_ 


05.9923.C13 


Gene No . 




Strand 


+ 




Start 


2535 


End 


4716 




Name 


OJ990331 05.9923. 


C13.o3.np Method 


AAT/NAP ' 




Start 


2517 


End 


4713 




GI 


1621465 


Score 


1118 




Exons 


2517. .2645, 2751. 


.2902, 3007.. 3251, 3375.. 4490, 


4586. .4713 


GI Descrip. 


(U73105) laccase 


[Liriodendron tulipifera] 




Seq. No. 


7401 


Seq. ID 


OJ990331_ 


05.9923.C13 


Gene No. 




Strand 


+ 




Start 


2535 


End 


4716 




Name 


OJ990331 05.9923. 


C13.o2.gs Method 


GENS CAN 




Start 


2535 


End 


4716 




GI 


none 


Score 


.9 




Exons 


2535.. 2645, 2751. 


.2902, 3007.. 3273, 3279.. 3312, 


3380. .4490, 




4586. .4716 








Seq. No. 


7401 


Seq. ID 


OJ990331_ 


05.9923.C13 


Gene No. 


15625 


Strand 


+ 




Start 


10568 


End 


14427 




Name 


OJ990331 05.9923. 


C13.o4.np Method 


AAT/NAP 




Start 


10568 


End 


14427 




GI 


6681341 


Score 


475 




Exons 


10568. .10646, 10804 .. 11108 , 12864 .. 13359, 14275. 


.14427 



W GI Descrip. (AC015985) putative RING zinc finger protein [Arabidopsis 

fy thaliana] gi I 6682260 | gb | AAF23312 . 1 1 AC016661_37 (AC016661) 

Q unknown protein [Arabidopsis thaliana] 

f . ! 





Seq. No. 


7401 


Seq. ID 


OJ990331_05. 


9923. C13 




Gene No. 


15625 


Strand 


+ 






Start 


10568 


End 


14427 






Name. 


OJ990331 05.9923.C13.ol.gp 


Method 


AAT/GAP 




i" ™ 


Start 


10815 


End 


13038 




'"'4- 


GI 


none 


Score 


882 






Exons 


10815. .11108, .128 64. .13038 








; s 
"ssf 


Seq. No. 


7401 


Seq. ID 


OJ990331_05. 


9923. C13 


l 3 T 


Gene No. 


15625 


Strand 


+ 




i;3 


Start 


10568 


End 


14427 






Name 


OJ990331 05.9923.C13.o2.gp 


Method 


AAT/GAP 






Start 


13028 


End 


13352 






GI 


none 


Score 


552 






Exons 


13028. .13352 










Seq. No. 


7401 


Seq. ID 


OJ990331_05. 


9923. C13 




Gene No. 


15626 


Strand 


+ 






Start 


15950 


End 


18215 






Name 


OJ990331 05.9923.C13.o5.np 


Method 


AAT/NAP 






Start 


15950 . 


End 


18215 






GI 


6523547 


Score 


388 






Exons 


15950. .16720, 168 62 .. 17306, 


18190. .18215 






GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP 


[Volvox 






carteri f. nagariensis] 










Seq. No. 


7401 


Seq. ID 


OJ990331_05. 


9923. C13 



7727 



Gene No. 1562 6 Strand +. 

Start 15950 End 18215 

Name OJ990331_05 . 9923.C13.o6.np Method AAT/NAP 

Start 15950 End 17346 

GI 6523547 Score 385 

Exons 15950. .16720, 16862.. 17346 

GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 7401 Seq. ID 

Gene No. 15627 . Strand 

Start 19342 End 

Name OJ990331_05 . 9923.C13.o4 .gp Method 

Start 19342 End 

GI none Score 

Exons 19342.. 19502 



OJ990331_05.9923.C13 
+ 

19502 
AAT/GAP 
19502 
294 



.its; 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7401 Seq. ID 

15628 Strand 
29824 End 
OJ990331_05.9923.C13.o6.gp Method 
29824 End 
2338_1.R1084 Score 
29824. .29883 

' 5803242/dbj | AP000399.il AP000399 2.0e-40 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



OJ990331_05.9923.C13 
+ 

29883 
AAT/GAP 
29883 
75 



7401 Seq. ID 

15629 Strand 

1 End 

OJ990331_05.9923.C13.ol.np Method 

1 End 

6539570 Score 
1..207, 964. .1038, 1241. .1454 

(AP000836) hypothetical protein [Oryza sativa] 



OJ990331_05.9923.C13 

1454 
AAT/NAP 
1454 
190 



7401 Seq. ID OJ990331_05 . 9923 . C13 

15630 . Strand - . 

1591 End 2935 

OJ990331_05. 9923.C13.o2.np Method AAT/NAP 

1591 End 2935 

6630699 Score 73 

1591. .1668, 2887. .2935 

(AP000969) hypothetical protein [Oryza sativa] 

gi| 6721536|dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7401 Seq. ID 

15631 Strand 

5628 End 

OJ990331_05.9923.C13.o3.gs Method 

5628 End 

none Score 



OJ990331_05.9923.C13 

7972 
GENSCAN 
7972 
.54 



5628. .5767, 5905. .6000, 6069. .6623, 7954. .7972 



Seq. No. 
Gene No. 



7401 
15632 



Seq. ID 
Strand 



OJ990331 05.9923.C13 



7728 



Start 
Name 
Start 
GI 

Exons 



14349 End 14646 

OJ990331_05 . 9923 . C13 . o3 . gp Method AAT/GAP 

14349 End 14646 

5002971 Score 550 
14349. .14646 



Seq. No. 7401 Seq. ID 

Gene No. 15633 Strand 

Start 18050 End 
Name , OJ990331_05 . 9923 . C13 . o5 . gs . • Method - 

Start 18050 End 

GI none Score 

Exons 18050. . 18463 



OJ990331_05.9923.C13 

18463 
GENSCAN 
18463 
.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



;5 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



lis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7401 Seq. ID 

15634 Strand 

19524 • End 24758 

OJ990331_05 . 9923 . C13 . o7 . np Method AAT/NAP 

19449 End 22889 

6729012 Score 1647 
19449. .19514, 19604. .19850, 
20675. .20939, 21411 ... 21625, 
22626. .22889 :) ■. 

(AC016827) putative GTPase [Arabidopsis thaliana] 



OJ990331 05.9923.C13 



20005. .20219, 20301 .. 204 80, 
21714 . .21923, 22056 .. 22113, 



7401 
15.634 
19524 

OJ990331_05.9923.C13.o6.gs 
19524 



End 

Method 
End 

none Score 
19524. .19850, 20008 .. 20219, 20301 .. 20480 , 20675 
21411. .21625, 21714. .21887, 21975 22113, 22460 
22626. .23109, 23550 .. 23885 , 24140 24280, 24724 



Seq. ID OJ990331_05.9923.C13 
Strand 

24758 
GENSCAN 
24758 
.79 



.20939, 
,22513, 
.24758 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990331 05.9923.C13 



7401 
15634 
19524 * 

OJ990331_05.9923.C13.o5.gp 
21749 

28067_1.R1084 
21749. .21887, 21975 .. 22113, 22626.-22964 

1 629881/pir | | S40612 5.0e-10 myosin-related protein - slime mold 
(Physarum polycephalum) >gi_511053_emb_CAA79924_ (Z21878) 
myosin-related protein [Physarum polycephalum] ? 



24758 
AAT/GAP 
22964 
1173 



Seq. No. 


7401 








Seq. ID 


OJ990331_05. 9923.C13 


Gene No. 


15635 








Strand 




Start 


31771 








End 


37060 


Name 


OJ990331 05 


.9923. 


.C13.ol. 


.tc 


Method 


TBLASTX: Cress 


Start 


2751 








End 


3253 


GI 


none 








Score 


166 


Exons 


2751. .2903, 


2768. 


. .2902, 


3007. 


.3174, 3008.. 3190, 3215.. 3253 


Seq. No. 


7401 








Seq. ID 


OJ990331_05.9923.C13 


Gene No. 


15635 








Strand 




Start 


31771 








End 


37060 



7729 






Name 


OJ990331 05 


9923. 


C13.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


2751 








End 


3232 




GI 


none 








Score 


94 




Exons 


2751. .2825, 


2765. 


.2839, 


2814. 


.2903, 2843. .2902, 3007. .3201, 






3008. .3232 














Seq. No. 


7401 








Seq. ID 


OJ990331_05. 9923.C13 




bene ino . 










Strand 


- 




Start 


31771 








End 


37060 




Name 


. OJ990331 05 


9923. 


C13.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


2826 








End 


3250 




GI 


none 










4 9 




Exons 


2826. .2903, 


3007. 


.3240, 


3008. 


.3250 






Seq. No. 


7401 








Seq. ID 


OJ990331_05. 9923.C13 




bene wo . 


IjOjj 








Strand 


- 




Start 


31771 








End 


37060 




Name 


OJ990331 05 


9923. 


C13.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3008 








End 


3253 




GI 


none 








Score 


266 




Exons 


3008. .3253, 


3031. 


.3252 










Seq. No. 


7401 








Seq. ID 


OJ99.0331_05.9923.C13 




bene wo. 


IjDjj 








Strand 




'b5 


Start 


31771 








End 


37060 


I'll 


Name 


OJ990331 05 


9923. 


C13.oll 


. tm 


Method 


TBLASTX: Maize 


-.3 ; : 
: y 


Start 


3377 








End 


3687 




GI 


none 








Score 


81 


: : sf 


Exons 


3377. .3487, 


3421. 


.3480, 


3494. 


.3685, 3508. .3687 


w 


Seq. No. 


7401 








Seq. ID 


OJ990331_05. 9923.C13 


i y 


Gene No * 


IjDjD 








Strand 






Start 


31771 








End 


37060 




Name 


OJ990331 05 


9923. 


C13.o6. 


ts 


Method 


TBLASTX : Soybean 


■5 5? 


Start 


3377 








End 


3826 




GI 


none 








Score 


99 




Exons 


3377. .3505, 


3424. 


.3477, 


3484,. 


.3687, 3494. .3685, 3791. .3826 


□ 


Seq. No. 


7401 








Seq. ID 


OJ990331_05. 9923.C13 




bene ino . 


1 JUJJ 








Strand 






Start 


31771 








End 


37060 




Name 


OJ990331 05 


9923. 


C13.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


3494 








End 


3705 




GI 


none 








Score 


192 




Exons 


3494. .3700, 


3503. 


.3700, 


3505. 


.3705 






Seq. No. 


7401 








Seq. ID 


OJ990331_05. 9923.C13 




Gene No. 


15635 








Strand 






o cart 


jl / / I 








End 


37060 




Name 


OJ990331 05 


9923. 


C13.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


4079 








End 


4716 




GI 


none 








Score 


65 




Exons 


4079. .4210, 


4246. 


.4293, 


4247. 


.4312, 4304. .4492, 4312. .4494, 






4584. .4712, 


4585. 


.4716 










Seq. No. 


7401 








Seq. ID 


OJ990331_05. 9923.C13 




Gene No. 


15635 








Strand 





7730 




Start 


31771 




End 


37060 




Name 


" OJ990331 05.9923.C13. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


4318 




End 


4716 




GI 


none 




Score 


221 




Exons 


4318. .4494, 4319. .4492, 4584 


..4712, 4585. .4716 




Seq. No. 


7401 




Seq. ID 


OJ990331 05.9923 


.C13 




15635 




Strand 






Start 


31771 




End 


37060 




Name 


OJ990.331 05.9923.C13. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


4346 




End 


4719 




GI 


none 




Score 


150 




Exons 


4346. .4492, 4351.. 4494, 4585 


. .4719 






Seq. No. 


7401 




Seq. ID 


OJ990331_05.9923 


.C13 


Gene No. 


15635 




Strand 






Start 


31771 




End 


37060 




Name 


OJ990331 05 9923 C13 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


12850 ~~ 




End 


14382 




GI 


none 




Score 


200 




Exons 


12850. .13107, 12861.. 


13070, 


12919. .13107, 13162. .13359, 






13164. .13349, 14164.. 


14211, 


14274. .14369, 14275. .14382 




Seq. No. 


7401 




Seq. ID" 


OJ990331_05.9923 


.C13 


Gene No. 


15635 




Strand 






JlCli I 


31771 




End 


37060 




Name 


OJ990331 05 9923 C13 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


12922 "" 




End 


14406 




GI 






Score 


166 




Exons 


12922. . 13110, 12933. . 


13112, 


13141. .13359, 13143. .13358, 






14274. .14393, 14275.. 


14406 








Seq. No. 


7401 




Seq. ID 


OJ990331_05.9923 


.C13 


Gene No. 


15635 




Strand 






Start 


31771 




End 


37060 




Name 


OJ990331 05.9923.C13. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12936 




End 


13300 




GI 


none 




Score 


162 




Exons 


12936. .13112, 12937.. 


13110, 


13141. .13299, 13149. .13298, 






13166. .13300 










Seq. No. 


7401 




Seq. ID 


OJ990331_05.9923 


.C13 


Gene No. 


15635 




Strand 






Start 


31771 




End 


37060 




Name 


OJ990331 05.9923.C13. 


06. tm 


Method 


TBLASTX: Maize 




Start 


19515 




End 


20067 




GI 


none 




Score 


42 




Exons 


19515. .19850, 19517.. 


19852, 


19524. .19562, 19598 .. 19873, 






20008. .20067, 20008.. 


20067 









Seq. No. 7401 Seq. ID 

Gene No. 15635 - Strand 

Start 31771 End 

Name OJ990331_05 . 9923 . C13 . o3 . ts Method 

Start 19530 End 

GI none Score 
Exons 



OJ990331_05.9923.C13 
37060 

TBLASTX: Soybean 

20475 

64 



19530. .19649, 19713 .. 19811, 20008 .. 20139, 20008 .. 20235, 



7731 



20036. .20221, 20281 20382, 20293 20409, 20297 20422, 
20416. .20475, 20425. .20475 



Seq. No. 


7401 




Seq. ID 


OJ990331_05.9923 


.C13 


Gene No. 


15635 




Strand 






Start 


31771 




End 


37060 




Name 


OJ990331 05.9923.C13 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


20167 




End 


20862 




GI 


none 




Score 


67 




Exons 


20167. .20235, 20168. 


.20221, 


20293. .20490, 20297 .. 20482, 






20670. .20783, 20670. 


.20861, 


20671. .20862 




Seq. No. 


7401 




Seq. ID 


OJ990331_05.9923 


.C13 


Gene No. 


15635 




Strand 






Start 


31771 




End 


37060 




Name 


OJ990331 05.9923.C13 


.o5 . ts 


Method 


TBLASTX: Soybean 




Start 


20700 




End 


21611 




GI 


none 




Score 


131 




Exons 


20700. .20942, 20713. 


.20871, 


20726. .20926, 21406 .. 21468, 






21408. .21467, 21522. 


.21611, 


21526. .21603 




Seq. No. 


7401 




Seq. ID 


OJ990331_05.9923 


.C13 


bene no . 






Strand 






Start 


31771 




End 


37060 




Name 


OJ990331 05/9923. C13 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


21483 




End 


22842 




GI 


none 




Score 


139 




Exons 


21483. .21593, 21496. 


.21594, 


21591. .21626, 21598 .. 21627, 






21705. .21812, 21706. 


.21894, 


21714. .21887, 21716 .. 2188 9, 






21955. .22116, 21987. 


.22115, 


22677. .22760, 22714 .. 227 64 , 






22771. .22842 










Seq. No. 


7401 




Seq. ID 


OJ990331_05.9923 


.C13 


Gene No. 


15635 




Strand 






Start 


31771 




End 


37060 




Name 


OJ990331 05.9923.C13 


.o7.ts 


Method 


TBLASTX: Soybean 




Start 


21706 




End 


22839 




GI 


none 




Score 


165 




Exons 


21706. .21888, 21716. 


.21883, 


21735. .21890, 21758 .. 21889, 






91766 91fiQ1 990*36 


99116 
■ ± ±\j f 


22677. .22766, 22714. .22839 




Seq. No. 


7401 




Seq. ID 


OJ990331_05.9923 


.C13 


Gene No. 


15635 




Strand 






Start 


31771 




End 


37060 




Name 


OJ990331 05.9923.C13 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


31750 




End 


32026 




GI 


none 




Score 


245 




Exons 


31750. .32025, 31751. 


.31999, 


31770. .32012, 31772. .32026 




Seq. No. 


7401 




Seq. ID 


OJ990331_05.9923 


.C13 


Gene No. 


15635 




Strand 






Start 


31771 




End 


37060 




Name 


OJ990331 05.9923.C13 


. o7.gs 


Method 


GENS CAN 




Start 


31771 




End 


37060 




GI 


none 




Score 


.64 " 




Exons 


31771. .34816, 35219. 


.35425, 


37005. .37060 





7732 




Seq. No. 


7401 




Seq. ID' 


OJ990331_05.9923 


.C13 


Gene No. 


15635 




Strand 






OLdl L 


^1 771 




End 


37060 




Name 


OJ990331 05.9923.C13 


. o3. tw 


Method 


'TBLASTX: Wheat 




Start 


31789 




End 


33006 




GI 


none 




Score 


97 




Exons 


31789. .31914, 31790. 


.31903, 


31898. .32119, 31918 .. 32136, 






32926. .33006 










Seq. No. 


7401 




Seq. ID 


OJ990331_05.9923 


.C13 


Gene No. 


15635 




Strand 






Start 


31771 




End 


37060 






OJ990331 05 9923 C13 


.o9.ts 


Method 


TBLASTX : Soybean 




Start 


31801 




End- 


33036 




GI 


4396873 




Score 


82 




Exons 


31801. .31896, 31873. 


.32163, 


31943. .32155, 32941.. 33036 




GI Descrip. 


44328 67/gb_AAD20715_ 


2.0e-09 (AC006300) 


putative dnaJ-like 




protein [Arabidopsis 


thaliana] 






Seq. No. 


7401 




Seq. ID 


OJ990331_05.9923 


.C13 


Gene No. 


15635 




Strand 








^1771 

O ± l f X 




End 


37060 




Name 


OJ990331 05.9923.C13 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


32029 




End 


33202 




GI 


none 




Score 


648 




Exons 


32029. .32166, 32197. 


. 32322, 


32563. .33189, 32569. . 33192, 






32570. .33202 










Seq. No. 


7401 




Seq. ID 


OJ990331_05. 9923 


.C13 




lJUJJ 




Strand 






Start 


31771 




End 


37060 




Name 


OJ990331 05.9923.C13 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


32041 




End 


33120 




GI 


none 




Score 


198 * 




Exons 


32041. .32184, 32197. 


.3224 7, 


32806. .33120 




Seq. No. 


.7401 




Seq. ID 


OJ990331_05.9923 


.C13 








Strand 






Start 


31771 




End 


37060 




Name 


OJ990331 05.9923.C13, 


. olO. tm 


Method 


TBLASTX: Maize 




Start 


32323 




" End 


33321 




GI 


none 




Score 


145 




Exons 


32323.-32466, 32324., 

- 


.32443, 


32326. .32463, 33205.. 33321 




Seq. No. 


7401 




Seq. ID 


OJ990331_05.9923 


-C13 


Gene No. 


15635 




Strand 






Start 


31771 




End 


37060 




Name 


OJ990331 05.9923.C13, 


. 08 . np 


Method 


AAT/NAP 




Start 


32476 




End 


34794 




GI 


6437559 




Score 


779 




Exons 


32476. .32555, 32658., 


.33675, 


33751. .34121, 34236.. 34794 




GI Descrip. 


(AC011623) putative DnaJ protein [Arabidopsis thaliaria] 




Seq. No. 


7401 




Seq. ID 


OJ990331_05.9923 


.C13 


Gene No. 


15635 




Strand 






Start 


31771 




End 


37060 




Name 


OJ990331 05.9923.C13. 


.o7.gp 


Method 


AAT/GAP 





7733 






Start 


33678 




End 


34144 






GI 


2310280 j.f 




Score 


895 






Exons 


33678. .34144 












Seq. No. 


7401 




Seq. ID 


OJ990331_05.9923 


.C13 




Gene No. 






Strand 








Start 


31771 




End 


37060 






Name 


OJ990331 05.9923.C13 


.o3.tm 


Method 


TBLASTX: Maize 






Start 


34376 




End 


34758 






GI 


none 




Score 


332 






Exons 


34376. .34738, 34388. 


.34750, 


34393.-34758, 34405. .34758 






Seq. No. 


7401 




Seq. ID 


OJ990331JD5.9923 


-C13 




Gene^ No . 


lo boo 




Strand 








Start 


31771 




End 


37060 






Name 


OJ990331 05.9923.C13 


. oS.tw 


Method 


TBLASTX: Wheat 






Start 


34408 




End 


34674 






GI 


none 




Score 


88 






Exons 


34408. .34617, 34439. 


.34567, 


34612. .34674 






Seq. No. 


7401 




Seq. ID 


OJ990331_05.9923 


.C13 




Gene No . 


lo b Jo 




Strand 








Start 


31771 




End 


37060 




1SZ. 


Name 


OJ990331 05.9923.C13 


.o2 . tc 


Method 


TBLASTX: Cress 




i e£ 
S3, 


Start 


34426 




.End 


34803 






GI 


none 




Score 


110 




*n 


Exons 


34426. .34629, 34457. 


.34606, 


34 606. .34803, 34 606. .34797 




y 


Seq. No. 


7401 




Seq. ID 


OJ990331_05.9923 


.C13 


« 


Gene No . 






Strand 






j 


Start 


31771 




End 


37060 






Name 


OJ990331 05.9923.C13 


.08. ts 


Method 


TBLASTX : Soybean 




l i 


Start 


34489 




End 


34725 






GI 


none 




Score 


85 






Exons 


34489. .34602, 34490. 


.34600, 


34606. .34725, 34629.. 34697 






Seq. No. 


7402 




Seq. ID 


OJ990331_05.9923 


.C14 




Gene No. 


lobob 




Strand 


+ 




sf 


Start 


123 




End 


461 




=; 


Name 


OJ990331 05.9923.C14 


. ol . gs 


Method 


GENSCAN 






Start 


123 




End 


461 






GI 


none 




Score 


. 97 






Exons 


123. .310, 353. .461 












Seq. No. 


7403 




Seq. ID 


OJ990331_05.9923 


.C16 




Gene No . 


1 CCD! 




Strand 








Start 


466 




End 


653 






Name 


OJ990331 05.9923.C16 


.ol.gs 


Method 


GENSCAN 






Start 


466 




End 


653 






GI 


none 




Score 


.69 






Exons 


466. .503, 581. .653 












Seq. No. 


7404 




Seq. ID 


OJ990331_05.9923 


.C18 




Gene No. 


15638 




Strand 








Start 


18 




End 


570 






Name 


OJ990331 05.9923.C18 


.ol.gs 


Method 


GENSCAN 






Start 


18 




End 


530 





7734 



GI 

Exons 



none 
18. .530 



Score 



.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



7404 

15638 

18 

OJ990331_05 . 9923 . C18 . ol . tm 
57 

none 



Seq. ID OJ990331_05.9923.C18 
Strand 

End 57 0 

Method TBLASTX: Maize 

End 395 

Score 214 



57. .329, 67. .327, 69. .329, 70. .330, 325. .384, 328. .390, 
330.. 395, 333..39S 



7404 

15638 

18 

OJ990331_05 . 9923 . C18 . ol . tw 
69 

none 



Seq. ID OJ990331_05.9923.C18 
Strand 

End 570 

Method TBLASTX : Wheat 

End 416 

Score 97 



69. .194, 70. .183, 178. .399, 198. .416 



7404 

15638 

18 

OJ990331_05 . 9923 . C18 . ol . ts 
81 

4396873 



Seq. ID OJ990331_05.9923.C18 
Strand 

End 570 

Method TBLASTX : Soybean 
End ' .443 
Score 64 
81. .176, 82. .207, 153. .443, 223. .435 

4432867/gb_AAD20715_ 2.0e-09 (AC006300) putative dnaJ-like 
protein [Arabidopsis thaliana] 



7404 

15638 

18 

OJ990331_05 . 9923 . C18 . o2 . tin 

408 

none 

408. .566, 409. .570, 430. .570 



Seq. ID OJ990331_05.9923.C18 
Strand 

End 570 

Method TBLASTX : Mai ze 

End 570 

Score 133 



7405 
15639 
1 

OJ990331_05.9923.Cl9.ol.np 
1 

100484 
1. .773 

hypothetical protein - garden snapdragon 



Seq. ID OJ990331_05. 9923.C19 

Strand + 

End 817 

Method AAT/NAP 

End 773 

Score 434 



7405 

15639 

1 

OJ990331_05. 9923.C19.ol.tm 

399 

none 



Seq. ID OJ990331_05.9923.C19 

Strand + 

End 817 

Method TBLASTX : Mai ze 

End 782 

Score 132 



399. .596, 408. .707, 422. .694, 469. .708, 708. .782 



7405 
15639 



Seq. ID OJ990331_05.9923.C19 
Strand + 



7735- 




Start 


1 






End 


817 




Name 


OJ990331 


05.9923.C19.ol. 


tw 


Method " 


TBLASTX: Wheat 




Start 


457 






End 


817 




GI 


none 






Score 


179 




Exons 


457. .708, 


477.. 605, 708. 


.791, 


720. .785, 


794. .817 




Seq. No. 


7406 






Seq. ID 


OJ990331_05.9923 


.C22 




15640 






Strand 






Start 


147 






End 


561 




Name 


OJ990331 


05.9923.C22.ol. 


gs 


Method 


GEN SCAN 




Start 


147 






End 


561 




GI 


none 






Score 


.4 




Exons 


147. .218, 


493. .561 










Seq. No. 


7407 






Seq. ID 


OJ990331_05.9923 


.C23 




1 S64 1 

1 JU1 1 






St rand 






Start 


351 






End 


762 




Name 


OJ990331 


05.9923.C23.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


246 






End 


753 




GI 


none 






Score 


74 




Exons 


246. .275, 


348. .482, 352. 


.483, 


573. .698, 


575. .697, 700.. 


753 


Seq. No. 


7407 






Seq. ID 


OJ990331_05:9923 


.C23 


UCilC ViKJ • 


1 ^64 1 






St rand 






Start 


351 






■End 


762 




Name 


OJ990331 


05.9923.C23.ol. 


gs 


Method 


GENSCAN 




Start 


351 






End 


701 




GI 


none 






Score 


.95 




Exons 


351. .481, 


577. .701 










Seq. No. 


7407 






Seq. ID 


OJ990331_05.9923 


.C23 




J. J w " i. 






St rand 






Start 


351 






End 


762 




Name 


OJ990331 


05.9923.C23.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


351 






End 


762 




GI 


none 






Score 


80 




Exons 


351. .482, 


355.. 483, 575. 


.718, 


583. .699, 


700.. 762, 717.. 


755 


Seq. No. 


7407 






Seq. ID 


OJ990331_05.9923 


.C23 










St rand 






Start 


351 






End 


762 




Name 


OJ990331 


05.9923.C23.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


352 






End 


664 




GI 


none 






Score 


81 




Exons 


352. .486, 


354. .488, 573. 


.662, 


575. .664 






Seq. No. 


7407 






Seq. ID 


OJ990331_05.9923 


.C23 


Gene No. 


15641 






Strand 






Start 


351 






End 


762 




Name 


OJ990331 


05.9923.C23.ol. 


np 


Method 


AAT/NAP 




Start 


354 






End 


7 62 




GI 


1621461 






Score 


299 




Exons 


354. .481, 


577. .762 










GI Descrip. 


(U73103) 


laccase [Liriodendron tulipifera] 




Seq. No. 


7408 






Seq. ID 


OJ990331_01.9922 


.CI 


Gene No. 


15642 






Strand 


+ 





7736 



rt* 


474 




End 


724 






Name 


OJ990331 01. 9922. CI. ol. 


np 


Method 


AAT/NAP 






Start 


474 




End 


724 






GI 


6907088 




Score 


188 






Exons 


474. .724 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


7408 






OJ990331_01. 


9922 


.CI 


n 0 t*i 0 KT ^ 






o crana. 








Start 


296 




End 


698 






Name 


OJ990331 01. 9922. CI. ol. 


gs 


Method 


GEN SCAN 






Start 


296 






698 






GI 


none 




Score 


.5 






Exons 


296.. 337, 576.. 698 












Seq. No. 


7409 




c orT t n 
oeq . ± u 


OJ990331_01. 


9922 


,C2 








Q 4- v- o n H 


+ 






Start 


1944 ■ 




£jnci 


3309 






Name 


OJ990331 01.9922.C2.ol. 


gs 


Method 


GEN SCAN 






Start 


1944 




End 


3309 






GI 


none 




Score 


.47 






Exons 


1944.. 2712, 2760.. 2.881, 


, 3292. 


.3309 








Seq. No. 


7409 . 




Seq. ID 


OJ990331_01. 


9922 


,C2 


Gene No. 


15644 




Strand 


+ 






O L. al L. 


1 944 

J. Zt M t 




End 


3309 






Name 


OJ990331 01.9922.C2.ol. 


np 


Method 


AAT/NAP 






Start 


1964 




End 


2825 






GI 


3668083 




Score 


187 






Exons 


1964.. 2092, 2277.. 2421, 


2476. 


.2825 








GI Descrip. 


(AC004667) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


7409 




Seq. ID 


OJ990331 01. 


9922 


.C2 


CZ 0 n 0 Ma 


1 S644 




Strand 


+ 






Start 


1944 




End 


3309 






Name 


OJ990331 01.9922.C2.ol. 


gp 


Method 


AAT/GAP 






Start 


2602 




End 


3235 






GI 


none 




Score 


1137 






Exons 


2602. .3235 












Seq. No. 


- 7409 




Seq. ID 


OJ990331_01. 


9922 


,C2 


fZ0n0 Mr^ 






Strand 


+ 






Start 


54'48 




End 


6051 






Name 


OJ990331 01.9922.C2.o2. 


gs 


Method 


GEN SCAN 






Start 


5448 




End 


6051 






GI 


none 




Score 


.81 






Exons 


5448.-5527, 5763.. 5991, 


6046. 


. 6051 








Seq. No. 


7409 




Seq. ID 


OJ990331_01. 


9922 


.C2 


UCllC LN vj . 






Strand 


+ 






Start 


10679 




End 


10766 






Name 


OJ990331 01.9922.C2.o2. 


gp 


Method 


AAT/GAP 






Start 


10679 




End 


10766 






GI 


none 




Score 


176 






Exons 


10679. .10766 












Seq. No. 


7409 




Seq. ID 


OJ990331_01. 


9922 


.C2 



7737 




Gene No. 


15647 








Strand 




Start 


3575 








End 


9364 


Name 




QQ99 


CO ol 




Method 


TBLASTX: Maize 


Start 


2622 








End 


3083 


GI 


none 








Score 


46 


Exons 


2622. .2669, 


2678 


. .2734*, 


2729. 


.2827, 2730. .2750, 2819. .2938 




2846. .2950, 


2878 


. .2949, 


2934. 


.3002, 2936.. 3004, 2937.. 3002 




2938. .3006, 


3015 


. .3083, 


3031. 


.3081 




Seq. No. 


7409 








Seq. ID 


OJ990.331_01.9922.C2 


Gene No. 


15647 








Strand 




o Lai u 










End 


9364 


Name 


OJ990331 01 


.9922 


.C2.o2. 


np 


Method 


AAT/NAP 


Start 


3575 








End 


9364 


GI 


5042434 








Score 


621 


Exons 


3575. .3664, 


6975 


. .7237, 


7619. 


.8993, 9222. .9364 


GI Descrip. 


(AC006193) 


Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


7409 








Seq. ID 


OJ990331_01.9922,C2 




1 S647 












Start 


3575 








FnH 

Hi 11 (J. 


y o u *i 


Name 


OJ990331 01 


QQ99 


CO 


gs 


Ma rh/^H 


Vj Ej IN O k_/rtlN 


Start 


6420 








FnH 




GI 


none 










1 

J. 


Exons ' 


6420. .9050 












Seq. No. 


7409 








Seq. ID 


OJ990331_01.9922.C2 


Gene No . 


1 ^£47 








C +- r* :a n H 




Start 


3575 








rjiia. 


Q7fi4 


Name 


OJ990331 01 


QQ99 


CO r\0 


LIU 




TRT QQTY • Ma i 70 


Start 


7803 










R4 7 7 


GI 


none 








Score 


971 


Exons 


7803. .8030, 




R477 

. .04/ / 








Seq. No. 


7409 








Seq. ID 


OJ990331_01.9922.C2 




1 ^647 








• Strand 




Start 


3575 - 








End 


9364 


Name 


OJ990331 01 


.9922 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7902 








End 


827 6 


GI 


none 








Score 


198 


Exons 


7902. .8276 












Seq. No. 


7409 








Seq. ID 


OJ990331_01.9922.C2 




1 Sfi47 

1JD4 / 








Strand 




Start 


3575 








End 


9364 


Name 


OJ990331 01 


.9922 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


7956 








End 


8474 


GI 


none 








Score 


214 


Exons 


7956. .8474 












Seq. No. 


7410 








Seq. ID 


OJ990331_01.9922.C3 


Gene No. 


15648 








Strand 


+ 


Start 


153 








End 


2840 


Name 


OJ990331 01 


.9922 


.C3.ol. 


gs 


Method 


GEN SCAN 


Start 


153 








End 


2840 


GI 


none 








Score 


.57 


Exons 


153. .289, 358. .459, 750 


. .864, 


1552. . 1667, 1785. .1973, 



7738 



2141. .2343, 2659. .2840 



Seq. No. 7410. Seq. ID OJ990331 

Gene No. 15648 Strand + 

Start 153 End 2840 

Name OJ990331JD1 . 9922 ,C3 . ol . np Method AAT/NAP 

Start 153 End 2282 

GI 6227000 Score 476 . 

Exons 153. .289, 358. .459, 750. .864, 1552. .1671, 1795.. 

GI Descrip. (AC009360) EST gb|AI998705 comes . from this gene, 
thaliana] 



01. 9922. C3 



1973, 2141. .2282 
[Arabidopsis 



Seq. No. 


7410 




Seq. ID 


OJ990331_01.9922.C3 


Gene No. 


15648 




Strand 


+ 


Start 


153 




End 


2840 


Name 


OJ990331 01.9922.C3.ol. 


gp 


Method 


AAT/GAP 


Start 


771 




End 


2170 


GI 


none 




Score 


•7 67 


Exons 


771. .864, 1552. .1667, 1785. .1973, 2141. 


.2170 


Seq. No. 






Seq. ID 


OJ990331_01.9922.C3 


Gene No . 


± D O 4 J 




Strand 




Start 


4093 




End 


4815 


Name 


OJ990331 01.9922.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


T R9 




End 


1876 


GI 


none 




Score 


191 


Exons 


1 co 9Q9 1 c; "3 9R7 




358. .465, 


744. .866, 744. .866, 




•74c Q£7 7 AQ P£7 7R9 
/flj, ,OD// /fiO..OO/, f O £. 


R £R 


1551.. 1667, 1552.. 1668, 






1 TOT 


.1875, 1784. .1876 


oeq . ino . 


7410 




Seq. ID 


OJ990331_01.9922.-C3 


Gene No. 


15649 




Strand 




Start 


4093 




End 


4815 


Name 


OJ990331 01.9922.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1635 




End 


2273 


GI 


none 




Score 


53 


Exons 


1635. .1667, 1636. .1668, 


1642. 


.1686, 1782.. 1973, 1782.. 1973, 




1783. .1974, 1783. .1974, 


2138. 


.2269, 2139.. 2270, 2139.. 2273, 




2147. .2272 








Seq. No. 


7410 




-Seq. ID 


OJ990331_01.9922.C3 


Gene No. 


15649 




Strand 




Start 


4093 




End 


4815 


Name 


OJ990331 01.9922.C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2220 




End 


2853 


GI 


none 




Score 


101 


Exons 


2220.. 2288, 2225.. 2293, 


2225. 


.2290, 2657.. 2848, 2658.. 2777, 




2662. .2853, 2663. .2845 








Seq. No. 


7410 




Seq. ID 


OJ990331_01.9922.C3 


Gene No. 


15649 




Strand 




Start 


4093 




End 


4815 


Name 


OJ990331 01.9922.C3.o2. 


gp 


Method 


AAT/GAP 


Start 


3703 




End 


4258 


GI 


none 




Score 


845 


Exons 


3703. .4019, 4133. .4258 









7739 




Seq. No. 


7410 








Seq. ID 


OJ990331_01.9922.C3 


Gene No. 


15649 








Strand 




Start 


4093 








End 


4815 


Name 




. 9922. 


C3.o2. 


np 


•Method 


AAT/NAP 


Start 


3944 








End 


4815 


GI 


3738320 








Score 


253 


Exons 


3944. .4006, 


4128. 


.4488, 


4787. 


.4815 




GI Descrip. 


(AC005170) ; 


putative cinnamoyl 


CoA reductase [Arabidopsis 




thaliana] 












Seq. No. 


7410 








Seq. ID 


OJ990331_01.9922.C3 


Gene No. 


15649 








Strand 




Start 


4093 








End 


4815 


Name 


OJ990331 01 


.9922. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3953 








End ' 


4488 


GI 


none 








Score 


222 


Exons 


3953. .4003, 


4172. 


.4486, 


4174. 


.4488 




Seq. No. 


7410 








Seq. ID 


OJ990331_01.9922.C3 


Gene No. 


1564 9 








Strand 




Start 


4093 








End 


4815 


Name 


OJ990331 01 


. 9922. 


C3.o2. 


gs 


Method 


GENSCAN 


Start 


4093 








End 


4407 


GI 


none 








Score 


.67 


Exons 


4093. .4407 












Seq. No. 


7410 








Seq. ID 


OJ990331_01.9922.C3 


Gene No. 


15649 








Strand 




Start 


4093 








End 


4815 


Name 


OJ990331 01 


. 9922. 


C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4222 








End 


4482 


GI 


none 








Score 


84 


Exons 


4222. .4350, 


4223. 


.4348, 


4373. 


.4480, 4393. .4482 


Seq. No. 


7411 








Seq. ID 


OJ990331_01.9922.C4 


Gene No. 


15650 








Strand 




Start 


149 








End 


323 


Name 


OJ990331 01 


.9922. 


C4.ol. 


gs 


Method 


GENSCAN 


Start 


149 








End 


323 


GI 


none 








Score 


.56 


Exons 


149. .323 












Seq. No. 


7412 








Seq. ID. 


OJ990331_01.9922.C5 


Gene No . 


15651 








Strand 


+ 


Start 


657 








End 


944 


Name 


OJ990331 01 


.9922. 


CS.ol. 


gs 


Method 


GENSCAN 


Start 


657 








End 


944 


GI 


none 








Score 


.49 


Exons 


657. .944 












Seq. No. 


7413 








Seq. ID 


OJ990331_01.9922.C6 


Gene No. 


15652 








Strand 


+ 


Start 


523 








End 


1527 


Name 


OJ990331 01 


.9922. 


C6.ol. 


np 


Method" 


AAT/NAP 


Start 


523 








End 


1527 


GI 


6907086 








Score 


971 



Exons 523.. 1267, 1326.. 1527 

7740 





GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


7413 




Seq. ID 


OJ990331_01.9922 


.C6 




Gene No. 


15652 




Strand 


+ 






Start 


523 




End 


1527 






Name 


OJ990331_01 . 9922.C6.ol .gs 




Method 


GEN SCAN 






Start 


678 




End 


1250 






GI 


none 




Score 


.58 






Exons 


678. .716, 805. .1068/ 1131.. 


1250 








Seq. No. 


7414 




Seq. ID 


OJ990331_01. 9922 


.C7 




Gene No. 


15653 




Strand 








Start 


1023 




End 


4723 






Name 


OJ990331_01 . 9922 . C7 . ol .gp 




Method 


AAT/GAP 






Start 


878 




End 


1313 






GI 


none 




Score 


710 






Exons 


878 . . 1313 












Seq. No. 


7414 




Seq. ID 


OJ990331_01.9922 


.C7 




Gene No . 


15653 




Strand 








Start 


1023 




End 


4723 






Name 


OJ990331 01.9922.C7.ol.gs 




Method 


GENSCAN 






Start 


1023 




End 


4723 






GI 


none 




Score . 


.45 




ill 


Exons 


1023. .1589, 2341. .2873, 3949. 


.3970, 4049. .4723, 




'si E 


Seq. No. 


7414 




Seq. ID 


OJ990331_01.9922 


.C7 




Gene No. 


15653 




Strand 








Start 


1023 




End 


4723 






Name 


OJ990331 01.9922.C7.ol.np 




Method 


AAT/NAP 




'h sr 


Start 


1104 




End 


2826 






GI 


6562275 




Score 


140 




! sr 


Exons 


1104. .1304, 2413. .2517, 2550. 


.2826 






;? 

LJ 


GI Descrip. 


(AL132980) hypothetical protein [Arabidopsis thaliana] 




''J 


Seq. No. 


7414 




Seq. ID 


OJ990331_01.9922 


.C7 




Gene No. 


15653 




, Strand 








Start 


1023 




End 


4723 






Name 


OJ990331 01.9922.C7.o2.gp 




Method 


AAT/GAP 




'bsJ 


Start 


1454 




End 


2553 




£3 


GI 


2311653 




Score 


628 






Exons 


1454.. 1589, 2341.. 2553 












Seq. No. 


7414 




Seq. ID 


OJ990331_01.9922 


.C7 




Gene No. 


15653 




Strand- 








Start 


1023 




End 


4723 






Name 


OJ990331 01. 9922.C7.o2.np 




Method 


AAT/NAP 






Start 


3024 




End 


4717 






GI 


2832627 




Score 


471 






Exons 


3024.. 3051, 4049.. 4079, 4174. 


.4717 








GI Descrip. 


(AL021711) xyloglucan endo- 


transglycosylase-like protein 






[Arabidopsis thaliana] 












Seq. No. 


7414 




Seq. ID 


OJ990331_01.9922 


.C7 




Gene No. 


15654 




Strand 








Start 


5850 




End 


6261 






Name 


OJ990331 01.9922.C7.o2.ts 




Method 


TBLASTX : Soybean 





7741 




Start 


1032 








End 


2733 


GI 


none 








Score 


59 


Exons 


1032. .1133, 


1051 


. .1110, 


1140. 


.1181, 1220. .1246, 2344. .2463 




2351. .2464, 


2548 


. .2673, 


2558. 


.2617, 2680.. 2733 


Seq. No. 


7414 








Seq. ID 


OJ990331_01.9922.C7 


Gene No. 


15654 








Strand 




otart 


jojU 








End 


6261 


Name 


OJ990331 01 


9922 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


. 1032 








End 


2733 


GI 


none 








Score 


58 


Exons 


1032. .1133, 


1051 


. .1092, 


1140. 


.1181, 1220. .1246, 2344. .2463 




2351. .2464, 


2548 


. .2673, 


2558. 


.2617, 2680.. 2733 


Seq. No. 


7414 








Seq. ID 


OJ990331_01.9922.C7 


Gene No. 


15654 








Strand 




ouaru 


jojU 








End 


6261 


Name 


OJ990331 01 


.9922 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4094 








End 


4714 


GI 


none 








Score 


111 


Exons 


4094. .4144, 


4107 


. .4310, 


4130. 


.4159, 4176. .4265, 4178. .4303 




4307. .4459, 


4308 


. .4460, 


4469. 


.4714, 4470. .4709 


Seq. No. 


7414 








Seq. ID ■ 


OJ990331_01.9922.C7 


Gene No . 










Strand 




Start 


5850 








End 


6261 


Name 


OJ990331 01 


9922 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4178 








End 


4717 


GI 


none 








Score 


86 


Exons 


4178. .4261, 


4308 


. .4460, 


4319. 


.4459, 4460. .4717, 4470. .4661 


Seq. No. 


7414 








Seq. ID 


OJ990331_01.9922.C7 


Gene No . 










Strand 




Start 


5850 








End 


6261 


Name 


OJ990331 01 


9922 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4178 








End 


4715 


GI 


none 








Score 


107 


Exons 


4178. .4285, 


4287 


. .4460, 


4307. 


.4459, 4469. .4714, 4473. .4715 


Seq. No. 


7414 








Seq. ID 


OJ990331_01.9922.C7 


bene no . 


ID Dj H 








Strand 




Start 


5850 








End 


6261 


Name 


OJ990331 01 


9922 


.C7.o3. 


gp 


Method 


AAT/GAP 


Start 


5850 








End 


6261 


GI 


none 








Score 


746 


Exons 


5850. .6261 












Seq. No. 


7415 








Seq. ID 


OJ990331_01.9922.C9 


Gene No. 


15655 








Strand 


+ 


Start 


1 








End 


1957 


Name 


OJ990331 01 


9922 


.C9.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


1954 


GI 


5902445 








Score 


.2848 



Exons 1..1954 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 

Seq. No. 7415 ' Seq. ID OJ990331_01 . 9922 . C9 



7742 






bene wo . 


IDDj J 






Oil dllU 


+ 






Start 


1 






• End 


1957 






Name 


OJ990331 01 


.9922.C9.ol. 


gs 


Method 


GENSCAN 






Start 


206 






End 


1957 






GI 


none 






Score 


.74 






Exons 


206. .1957 














Seq. No. 


7415 






Seq. ID 


OJ990331_01.9922 


.C9 




bene wo . 


15656 














Start 


2287 






End 


5299 






Name 


OJ990331 01 


.9922.C9.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


185 






End 


592 






GI 


none 






Score 


308 






Exons 


185. .592, 227. .370, 229 


>. .510 










Seq. No. 


74 1 S 






Seq. ID 


OJ990331JD1.9922 


.C9 






iJDJU 






^t* nH 








Start 


2287 






End 


5299 






Name 


OJ990331 01 


.9922.C9.ol. 


tm 


Method 


TBLASTX : Maize 






Start 








End 


1186 






GI 


none 






Score- 


431 






Exons 


U£ J . . J.J.4D/ 


824. .1147, 1139.. 


1186 








Seq. No. 


741 S • 






Seq. ID 


OJ990331_01.'9922 


.C9 


□ 


bene wo. 


1JOJD 






C+- ran H 

ot.XTa.nu. 








Start 


2287 






End 


5299 




,3 «. 


Name 


OJ990331 01 


.9922.C9.o2. 


tw 


Method 


TBLASTX: Wheat 




ru 


Start 


OJU 






End 


1216 






GI 


llvJilC 






Score 


407 






Exons 


O J v •■ ■ -L J- U , 


874. .1140, 1025.. 


1216 








Seq. No. 


74 1 S 
1 1 1 j 






Seq. ID 


OJ990331_01.9922 


.C9 




bene wo . 


1 5656 






Strand 








Start 


2287 






End 


5299 






Name 


OJ990331 01 


.9922.C9.o3. 


tm' 


Method 


TBLASTX: Maize 




w 


Start 


1288 






End 


1561 




'■J 


GI 


none 






Score 


99 






Exons 


1288. .1395, 


1289. .1387, 


1378 


..1452, 1382. .1465, 1475. .1561 




Seq. No. 


7415 






Seq. ID 


OJ990331_01.9922 


.C9 




uene jno . 


15656 






Strand 






□ 


Start 


2287 






End 


5299 






Name 


OJ990331 01 


.9?22.C9.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


1331 






End 


1945 






GI 


none 






Score 


366 






Exons 


1331. .1789, 


1351. .1440, 


1492 


..1620, 1820.. 1945 






Seq. No. 


7415 






Seq. ID 


OJ990331_01. 9922 


.C9 




ucllc LNO . 


15656 






Strand 








Start 


2287 






End 


5299 






Name 


OJ990331 01 


.9922.C9.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


1643 






End 


1906 






GI 


none 






Score 


164 






Exons 


1643. .1825, 


1699. .1824, 


1804 


..1905, 1805. .1906 






Seq. No. 


7415 






Seq. ID 


OJ990331_01.9922 


.C9 




Gene No. 


15656 






Strand 







7743 



Start 
Name 
Start 
GI 

Exons 



2287 End 

OJ990331_01 . 9922 .C9. o2 .gs Method 

2287 End 

none Score 



5299 
GENSCAN 
5125 
.91 



2287. .2570, 2603. .2737, 2987. .3176, 3251. .3450, 3517. .3651, 
3739.-3875, 3952.. 4244, 4331.. 5125 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7415 

15656 

2287 

OJ990331_01 . 9922 . C9 . o2 .np 

2290 

6691716 

2290. .2737, 2811. .2924, 3074 
3769. .3875, 3952. .4134, 
(AP000492) hypothetical 
gi I 6691717 |dbj IBAA89397 
[Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3176, 



OJ990331 01. 9922. C9 



5299 
AAT/NAP 
5299 
2247 
3251. .3438, 



3517. .3692, 



4339. .5125, 5212. .5299 
protein [Oryza sativa] 
1| (AP000570) hypothetical protein 



7415 Seq. ID 

15656 Strand 

2287 End 
OJ990331_01.9922.C9.o4.tw " Method 

4805 End 

none Score 

4805.. 5095, 4842.. 4919 



OJ990331_01.9922.C9 
5299 

TBLASTX: Wheat 

5095 

52 • 



7416 Seq. ID 

15657 Strand 
4730 End 
OJ990331_01 . 9922 . C10 . ol . gp Method 
4730 . End 

5816562 Score 
4730. .5140 

6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



OJ990331_01 . 9922 .C10 
+ 

5140 
AAT/GAP 
5140 
696 



:= = Seq. No. 7416 
Q Gene No. 15658 
G 3 Start 16329 

^ Name OJ990331_01 . 9922 . C10 . o5 . np 

:=? Start 16329 
GI 3928760 

Exons 16329. .16406, 1704 1 .. 17221, 

18887. .19052 

GI Descrip. (AB011797) homolog to plastid-lipid-associated protein [Citrus 
unshiu] 



Seq. ID 

Strand 

End 

, Method 
End 
Score 



OJ990331_01. 9922. C10 
+ 

' 19052 
AAT/NAP 
19052 
363 



17342. .17547, 17823. .18018, 



Seq. No. 7416 Seq. ID 

Gene No. 15658 Strand 

Start 16329 End 

Name OJ990331_01 . 9922 . CIO . o5 . gp Method 

Start 17886 . End 

GI 12003_1.R1084 Score 

Exons 17886. .18018, 18887.. 19052 

GI Descrip. 1 4105180 8.0e-42 (AF043905) plastoglobule associated protein PG1 
precursor [Pisum sativum] ' 



OJ990331_01. 9922. C10 
+ 

19052 
AAT/GAP 
19052 
545 



7744 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7416 

15659 

1 

OJ990331_01. 9922. CIO. ol.np 
1 

6907086 



Seq. ID OJ990331_01. 9922. CIO 
Strand 

End 13264 

Method AAT/NAP 

End 1663 

Score 1076 



1..203, 318. .427, 653. .838, 898. .1663 
(AP001129) hypothetical protein [Oryza sativa] 



7416 

15659 

1 

OJ990331JD1. 9922. CIO. ol.gs 

915 

none 



OJ990331 01. 9922. CIO 



Seq. ID 
Strand - 
End 13264 
Method GENS CAN 
End 13264 
Score .65 

915. .1393, 1450. .1496, 2391. .2783, 3199. .3311, 3572. .3726, 
7676. .8153, 9027. .9122, 9224. .9492, 9643. .9817, 9889. .10104, 
10205. .10312, 10406. .10930, 11017 .. 11205, 11310 .. 11427 , 
11564. .11823, 11907. .12084, 12240 .. 12309, 12382 .. 12537 , 
12701. .12897, 13089.. 13264 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
'Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7416 Seq. ID 

15659 Strand 

, 1 End 

OJ990331_01 . 9922 . C10 . o2 . np Method 

2367 End 

4680186 Score 



OJ990331_01. 9922. C10 

13264 
AAT/NAP 
5755 
223 



2367. .2787, 3291. .3354, 5717. .5755 

(AF111709) unknown [Oryza sativa subsp. indica] 



7416 Seq. ID 

15659 Strand 

1 End 
OJ990331_01 . 9922 . C10 . o3 . np Method 

3571 End 

5902448 Score 
3571.. 3687 

(AB030283) orf3 [Oryza sativa] ■ 

7416 Seq. ID 

15659 Strand 

1 End 
OJ990331_01. 9922. C10. o2.gp Method 

7345 End 

3763735 Score 
7345. .8074 



OJ990331_01. 9922. C10 

13264 
AAT/NAP 
3687 
139 



OJ990331J31. 9922. C10 

13264 
AAT/GAP 
8074 
1375 



Seq. No. 7416 

Gene No. 15659 

Start 1 

Name OJ990331_01 . 9922 . C10 . ol . tm 

Start 7662 

GI none 

Exons 7662.. 7838, 7666.. 7827, 7699. 

7981. .8154, 7992. .8159, 8081. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7839, 7701 
.8164 



OJ990331 01. 9922. C10 



13264 

TBLASTX: Maize 
8164 
178 

7835, 7957.. 8019, 



7745 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7416 Seq. ID 

15659 . Strand 

1 End 

OJ990331JD 1 . 9922 . CIO . o4 . np Method 

7683 - End 

2245130 Score 



OJ990331_01. 9922. CIO 

13264 
AAT/NAP 
13064 
917 



7683.-7828, 7931. .8153, 9224. .9504, 9631. .9817, 9889. .10032, 
10205. .10312, 10406. .10669, 10913 .. 11052, 1108 9 .. 11205, 
11310. .11427, 11558. .11693, 12888.. 13064 
(Z97344) GLABRA2 like protein [Arabidopsis thaliana] 



7416 Seq. ID 

15659 Strand 

1 End 

OJ990331_01, 9922. C10. ol.tc Method 

7713 End 

none Score 



OJ990331_01. 9922. C10 
13264 

TBLASTX: Cress 

11427 

66 



7713. .7829, 7992. .8147, 9027. .9107, 9028. .9120, 9224. .9391, 
9240. .9335, 9284. .9496, 9648. .9794, 9656. .9784, 9791. .9820, 
97.95.. 9818, 9886.. 9975, 9997.. 10020, 10021 .. 10104 , 10409 .. 104 80, 
10544. .10669, 11009 .. 11206, 11014 .. 11211, 11310 .. 11426, 
11310. .11423, 11311.. 11427 



^ Seq. No. 

'"'i Gene No. 

! '*3 start 

i]n Name 

fU Start 

r.~s Exons 

: '-'t r GI Descrip. 

! : si 

ru 



3 Seq. No. 

1 Gene No. 

? Start 

^ Name 

3 Start 

3 GI 

1 Exons 



7416 
15659 
■1 

OJ990331_01 . 9922 .C10 . o3 . gp 
7906 
4968815 

7906.. 8153, 9027.. 9122, 9224 
4325343/gb|AAD17342| 4.0e-19 
homeobox domains (Pfam: 
[Arabidopsis thaliana] . 



Seq; ID OJ990331_0i: 9922. C10 
Strand 

End 13264 
Method AAT/GAP 
End 9387 
Score 635 
.9387 

(AF128393) contains similarity to 
PF00046, Score, 36. 5, E=6.9e-08, N=l) 



7416 

15659 

1 

OJ990331_01 . 9922 . C10 . o4 . tm 

9033 

none 

9033.. 9107, 9224.. 9334, 9383. 
9886. .9960, 9887. .9946, 9982. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990331 01.9922.C10 



13264 

TBLASTX: Maize 
10105 
83 

9484, 9672..9794, 9677. .9784, 
10020, 10021. .10104, 10022.. 10105 



Seq. No. 7416 Seq. ID 

Gene No. 15659 Strand 

Start 1 End 

Name OJ990331_01 . 9922 . C10 . o2 . ts Method 

Start 9251 End 

GI none Score 

Exons 9251.. 9472, 9279.. 9467 



OJ990331_01.9922.C10 

13264 

TBLASTX: Soybean 

9472 

153 



Seq. No. 7416 Seq. ID 

Gene No. 15659 Strand 

Start 1 End 

Name OJ990331_01 . 9922 . C10 . o3 . ts Method 

Start 9656 End 

GI none Score 



OJ990331_01. 9922. C10 
13264 

TBLASTX: Soybean 

10669 

58 



7746 




Exons 9656.. 9784, 9791.. 9820, 9886.. 9975, 9887.. 9988,. 9997.. 10020, 







10021. .10104, 10022.. 


10105, 


10409. .10480, 10580 


. .10669 






Seq. No. 


1 A 1 C 

1 Alb 




Seq. ID 


OJ990331 




. LIU 




Gene No. 


15659 




Strand 










Start 


1 




End 


13264 








Name 


OJ990331 01. 9922. C10. 


o3. tm 


Method 


TBLASTX: 


Maize 






Start 


11014 




End 


11384 








GI 


none 




Score 


69 








Exons 


11014. .11211, 11093.. 


11203, 


11310. .11384 








Seq. No. 


7416 




Seq. 'ID 


OJ990331 


_01.9922 


.C10 




Gene No. 


i c c c n 




Strand 










Start 


1 




End 


13264 








Name 


OJ990331 01. 9922. C10. 


ol.ts 


Method 


TBLASTX: 


Soybean 






Start 


11032 




End 


11426 








GI 


none 




Score 


65 








Exons 


11032. .11211, 11093.. 


11200, 


11305. .11424, 11310 


. .11423, 








11310. .11426, 11311-.-. 


11424 












Seq. No. 


T A 1 £ 

/41o 




Seq. ID 


OJ990331 


u i . y yzz 


.LIU 




Gene No. 


15659 




Strand 










Start 


1 




End 


13264 






,B S3, 


Name 


OJ990331 01. 9922. C10. 


o4 . gp 


Method 


• AAT/GAP 








Start 


11602 




End 


12141 








GI 


none 




Score 


838 






:* p 


Exons 


. 11602. .11823, 11907.. 


12141 










ni 


Seq. No. 


7416 




Seq. ID 


OJ990331 


_01.9922 


.C10 


s? 


Gene No. 


15660 




Strand 










Start 


17379 




End 


19052 






i. 1 


Name 


OJ990331 01. 9922. C10. 


o2 . tm 


Method 


TBLASTX: 


Maize 




ru 


Start 


17379 




End 


19052 






is 


GI 


none 




Score 


66 






r 1 


Exons 


17379. .17426, 17381.. 


17548, 


17381. .17431, 17386 


. .17547, 








17533. .17562, 17814. . 


18020, 


17823. .18020, 17824 


. .18024, 




"•4 




17824. .18024, 18880. . 


19047, 


18881. .19045, 18882 


. .19052 




: ^ 


Seq. No. 


7416 




Seq. ID 


OJ990331 


m QQOO 


. LXU 


{ ;» 


Gene No. 


15660 




Strand 










Start 


17379 




End 


19052 






'* " 


Name 


OJ990331 01. 9922. C10. 


ol . tw 


Method 


TBLASTX: 


Wheat 






Start 


17931 




End 


19052 








GI 


none 




Score 


215 








Exons 


17931. .18020, 18880.. 


19050, 


18881. .19051, 18882 


. .19052 






Seq. No. 


7417 




Seq. ID 


OJ990331 


_01.9922 


.Cll 




Gene No. 


15661 




Strand 










Start 


1 




End 


11945 








Name 


OJ990331 01.9922.C11. 


ol.np 


Method 


AAT/NAP 








Start 


1 




End 


9684 








GI 


3152582 




Score 


2038 








Exons 


1..40, 1151. .1778, 3122. .3334, 4036.. 


4250, 4449 


. .4539, 





4774. .4848, 5195. .5365, 5433. .5618, 5729. .5935, 5996. .6216, 
6348. .6409, 6521. .6711, 7424. .7870, 8580. .8888, 9182. .9344, 
9461. .9684 



GI Descrip. (AC002986) YUP8H12R.20 [Arabidopsis thaliana] 



7747 






Seq. No. 


7417 








Seq. ID 


OJ990331_01. 9922. Cll 




Gene No. 


15661 








Strand 






Start 


1 








End 


11945 




Name 


OJ990331 01 


. 9922 . 


Cll.ol. 


CIS 


Method 


GENSCAN 




Start 


1143 








End 


11945 




GI 


none 








Score 


.7. 




Exons 


1143. .1805, 


3122. 


.3334, 


4396. 


.4539, 4774. .4848, 5195. .5353, 






5439. .5618, 


5729. 


.6216, 


6348. 


.6711, 67 


84. .6916, 6996. .7126, 






7220. .7327, 


7424. 


.7870, 


8398. 


.8487, 8580. .8888, 9182. .9293, 






9542. .9702, 


9725. 


.9934, 


10512 


. .10599, 


11852. .11945 




Seq. No. 


7417 








Seq. ID 


OJ990331_01. 9922. Cll 




Gene No. 


15661 








Strand 






Start 


1 








End 


11945 




Name 


OJ990331 01 


. 9922 . 


Cll . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


1592 








End 


4850 




GI 


none 








Score 


58 




Exons 


1592. .1633, 


1593. 


.1634, 


1593. 


.1649, 1650. .1778, 1651. .1779, 






3104. .3340, 


3122. 


.3337, 


3123. 


.3341, 3124.. 3342, 3124.. 3348, 






4036. .4230, 


4036. 


.4233, 


4037. 


.4234, 4762. .4848, 4773. .4850, 






4775. .4837 














kJ vl^ VJ ■ I' \-f • 


7417 








Seq. ID 


OJ990331_01. 9922. Cll 


p 


Gene No. 


15661 








Strand 






Start 


■ 1 








End 


11945 


r PI 


Name 


OJ990331 01, 


.9922. 


Cll.ol. 


ts 


Method 


TBLASTX: Soybean 


HI 


Start 


5723 








End 


6157 




GI 


none 








Score 


47 




Exons 


5723. .5779, 


5804. 


.5908, 


,5805. 


.5909, 5990.. 6157, 6003.. 6128 


{ h j 


Seq. No. 


7417 








Seq. ID 


OJ990331_01. 9922. Cll 




ripnp No 


15661 








Strand 




l f 


Start 


1 








End 


11945 




Name 


OJ990331 01, 


.9922. 


Cll.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6332 








End 


6622 


"4 


GI 


none 








Score 


74 




Exons 


6332. .6406, 


6346. 


.6426, 


6347. 


.6406, 6424.. 6621, 6424.. 6621, 


CL 

: s? 




6425. .6622 












3 S5. 
!S T! 


Sea. No 


7417 








Seq. ID 


OJ990331_01. 9922. Cll 




Gene No. 


15661 








Strand 






Start 


• 1 








End 


11945 




Name 


OJ990331 01. 


.9922. 


Cll.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6779 








End 


7089 




GI 


none 








Score 


112 




Exons 


6779. .6931, 


6781. 


.6930, 


6989. 


.7087, 6989. .7087, 6994. .7089. 




Seq. No. 


7418 








Seq. ID 


OJ990331_01.9922.C12 




Gene No. 


15662 








Strand 


' + 




Start 


131 








End 


5679 




Name 


OJ990331 01. 


9922. 


C12.ol. 


gs 


Method 


GENSCAN 




Start 


131 








End 


4225 




GI 


none 








Score 


.45 




Exons 


131. .315, 764. .814, 1004 


..1035, 3477.. 


3613, 3737.. 4095, 



4194. .4225 



7748 






Seq. No. 


7418 








Seq. ID 


OJ990331_01.9922.C12 














Sr rand 


+ 




Start 


131 








End ' 


5679 




Name 


OJ990331 01. 


9922 


.C12.o2 


.gp 


Method 


AAT/GAP 




Start 


3746 








End 


5679 




GI 


none 








Score 


1216 




Exons 


3746. .4095, 


4194 


. .4258, 


5452 


. .5679 






Seq. No. 


7418 








Seq. ID 


OJ990331_01.9922.C12 






15663 








Strand 






Start 


2691 








End 


3605 




Name 


OJ990331 01. 


9922 


,C12.ol 


.gp 


Method 


AAT/GAP 




Start 


2691 








End 


3605 




GI 


none 








Score 


1171 




Exons 


2691. .3078, 


3253 


. .3363, 


3451 


. .3605 






Seq. No. 


7418 








Seq. ID 


OJ990331_01.9922.C12 




CZaiT\(^ No 


15664 








Strand 






Start 


3804 








End 


4268 




Name 


OJ990331 01. 


9922 


.C12.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3804 








End 


4073 




GI 


none 








Score 


396 




Exons 


3804. .4073, 


3806 


. .4072 








S? 


Seq. No. 


7-418 








Seq. ID 


OJ990331_01.9922.C12 


sf 


("Zone* Mo 


X J \J \J T 








Strand 




ex. 
It 


Start 


3804 








End 


4268 


j c 


Name 


OJ990331 01. 


9922 


.C12.ol 


.tm 


Method 


TBLASTX: Maize 


z_ 


Start 


3807 








End 


4268 


c 


GI 


none 








Score 


441 


i £ 
J 


Exons 


3807. .4106, 


3887 


. .4102, 


4193 


..4234, 4212. .4268, 4235. .4261 


y 


Seq. No. 


7418 








Seq. ID 


OJ990331_01.9922.C12 






15664 








Strand 




i 


Start 


3804 








End 


4268 


. ! 


Name 


OJ990331 01. 


9922 


.C12.01 


.ts 


Method 


TBLASTX: Soybean 


"i 


• Start 


3848 








End 


4102 




GI 


none 








Score 


77 


as? 


Exons 


3848. .3931, 


3870 


. .4100, 


3887 


. .4102 




3 


Seq. No. 


7418 








Seq. ID 


OJ990331_01.9922.C12 


=7 


deanp Mo 


15664 








Strand 






Start 


3804 








End 


4268 




Name 


OJ990331 01. 


9922 


.C12.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


3867 








End 


4102 




GI 


none 








Score 


353 




Exons 


3867. .4100, 


3887 


. .4102 










Seq. No. 


7419 








Seq. ID 


OJ990331_01.9922.C13 




Gene No. 


15665 








Strand 


+ 




Start 


12762 








End 


14422 




Name - 


OJ990331 01. 


9922 


.C13.o6 


.gs 


Method 


GENSCAN 




Start 


12762 








End 


14422 






none 








Score 


.89 




Exons 


12762. .12837, 12887 .. 13206, 


13334. .13477, 138 69 .. 13976, 



14026. .14202, 14240. .14422 



7749 



Seq. No. . 7419 - 

Gene No. ; 15666 

Start 2285 

Name OJ990331_01 . 9922 . C13 . ol . gs 

Start 2285 

GI none 

Exons 2285.. 3313 



Seq. ID OJ990331_01.9922.C13 
Strand 

End 34 42 

Method GEN SCAN 

End 3313 

Score 1 



Seq. No. 7419 

Gene No. 15666 

Start 2285 

Name OJ990331_01.9922.C13-ol.np 

Start 2327 

GI 3660465 

Exons 2327.. 3292 

GI Descrip. (AJ001753) Inositol 1, 3, 4-Trisphosphate 5/6 kinase [Arabidopsis 
thaliana] 



Seq. ID OJ990331_01.9922.C13 
Strand 

End 3442 

Method AAT/NAP 

End 3292 

Score 916 



Seq. No. 7419 

Gene No. 15666 

Start 2285 

Name OJ990331_01 . 9922 . C13 . ol . gp 

Start 2892 

GI 42616JL.R1084 

Exons 2892.. 3442 

GI Descrip. 1 4521194 /dbj I AB013613 . 1 1 AB013613 3.0e-60 Oryza sativa DNA, 
centromere sequence RCB11 1 



Seq. ID OJ990331_01.9922.C13 
Strand 

End 3442 

Method AAT/GAP 

End 3442 

Score 947 



Seq. No. 7419 

Gene No. 15667 

Start 5916 

Name OJ990331_01 . 9922 . C13 . o2 . gs 

Start 5916 

GI none 

Exons .5916.. 6223, 6283.. 6340 



Seq. ID OJ990331_01.9922.C13 
Strand 

End 6340 

Method GENSCAN 

End 6340 

Score . 64 



Seq. No. 7419 

Gene No. 15668 

Start 7305 

Name OJ990331_01 . 9922 . C13 . ol . tc 

Start 2339 

GI none 
Exons 



Seq. ID OJ990331_01.9922.C13 
Strand 

End 12059 

Method TBLASTX : Cress 

End 3376 

Score 101 



2339. .2578, 2346. .2540, 2657. .2941, 2658. .2948, 2966. .3028, 
3074. .3376, 3114. .3239 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7419 

15668 

7305 

OJ990331_01.9922.C13.ol.ts 

2339 

none 



Seq. ID OJ990331_01.9922.C13. 
Strand 

End 12059 

Method TBLASTX : Soybean 

End 3280 

Score 95 



2339. .2596, 2348. .2449, 2352. .2540, 2633. .2947, 2634. .2948, 
2972.. 3241, 3224.. 3280 



Seq. No. 
Gene No. 
Start 



7419 

15668 

7305 



Seq. ID OJ990331_01.9922.C13 
Strand 

End 12059 



7750 




Name 


OJ990331 01 


.9922. 


C13.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2358 








End 


3271 


GI 


none 








Score 


84 


Exons 


2358. .2474, 


2360. 


.2548, 


2660. 


.2926, 2667. .2870, 3074. .3271 


Seq. No. 


7419 








Seq. ID 


OJ990331_01.9922.C13 




IjODO 








Strand 




Start 


,7305 








End 


12059 


Name 


OJ990331 01 


.9922. 


C13.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7083 








End 


7472 


GI 


none 








Score 


155 


Exons 


7083. .7112, 


7144. 


.7353, 


7144. 


.7248, 7155. .7349, 7410. .7472 


Seq. No. 


7419 








Seq. ID 


OJ990331_01.9922.C13 


bene ino . 


IJODO 








Strand 




Start 


7305 








End 


12059 


Name 


OJ990331 01 


.9922. 


C13.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


7191 








End 


7814 


GI 


none 








Score 


202 


Exons 


7191. .7361, 


7452. 


.7814 








Seq. No. 


7419 








Seq. ID 


OJ990331_01. 9922.C13 


Gene No. 


15668 








Strand 




Start 


7305 








End 


12059 


Name 


OJ990331 01 


.9922. 


C13.o2. 


np 


Method 


AAT/NAP 


Start 


7305 








End 


11984 


GI 


6815097 








Score 


3523 


Exons 


7305. .8076, 


8216. 


.9885, 


10000 


. .10564, 


11061. .11984 


GI Descrip. 


(AP001081) 


Similar to putative copia polyprotein (AC006248) 




[Oryza sativa] 










Seq. No. 


7419 








Seq. ID 


OJ990331_01.9922.C13 




15668 








Strand 




Start 


7305 








End 


12059 


Name 


OJ990331 01 


.9922. 


C13.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7473 








End 


7797 


GI 


none 








Score 


245 


Exons 


7473. .7796, 


7474. 


.7797 








Seq. No. 


7419 








Seq. ID 


OJ990331_01.9922.C13 


Gene No. 


15668 








Strand 




Start 


7305 








End 


12059 


Name 


OJ990331 01 


.9922. 


C13.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


8244 








End * 


8643 


GI 


5509260 








Score 


64 


Exons 


8244. .8318, 


8398. 


.8643, 


84 94. 


.8613 




GI Descrip. 














Seq. No. 


7419 








Seq. ID 


OJ990331_01. 9922.C13 




15668 








Strand 




Start 


7305 








End 


12059 


Name 


OJ990331 01 


.9922. 


C13.o4. 


gs 


Method 


GENSCAN 


Start 


8692 








End 


10657 


GI 


none 








Score 


.8 


Exons 


8692. .9980, 


10153 


. .10657 








Seq. No. 


7419 








Seq. ID 


OJ990331JU. 9922.C13 



7751 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15668 ■■* Strand 
7305 End 
OJ990331_01 . 9922 . C13 . o5 . gs Method 
10950 End 
none Score 
10950. .11429, 11472.. 12059 

7420 Seq. ID 

15669 Strand 
1 End 
OJ990331_01 . 9922 . C14 . ol . np Method 
1 End 
6721543 Score 
1..114, 929. .1045 

(AP001073) hypothetical protein [Oryza sativa] 



12059 
GENSCAN 
12059 
.54 



OJ990331_01.9922.C14 
+ 

6929 
AAT/NAP 
1045 
172 



7420 Seq. ID 

15669 Strand 

1 End 
OJ990331_01 . 9922 . C14 . ol . gp Method 

2 End 
7406_1.R1084 Score 
2. .164 

' 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



OJ990331_01.9922.C14 
+ 

6929 
AAT/GAP 
164 
201 



7420 

15669 

1 

OJ990331_01.9922.C14.ol.gs 

605 

none 

605. .1160, 1219. .1527, 1710 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3233, 3609.. 3759, 3865.. 4201, 
4286..4696, 4789. .4809, 4876. .5087, 5164. .5422, 5515. .5697, 
5763. .5800, 5891. .6022, 6086. .6133, 6138. .6340, 6491. .6651 



OJ990331_01.9922.C14 
+ 

6929 
GENSCAN 
6651 
.51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7420 Seq. ID OJ990331_01 . 9922 . C14 

15669 Strand + 

1 End 6929 

OJ990331_01 . 9922 . C14 . o2 . np Method AAT/NAP 

1058 End 6372 

5441880 Score ' 4643 

1058.. 2063, 2508.. 2539, 2798.. 3113, 3609.. 3759, 3865.. 4201, 

4789. .5087, 5164. .5422, 5667. .5740, 5777. .5800, 5891. .6022, 

6138. .6372 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



7420 Seq. ID 

15669 Strand 

1 End 
OJ990331_01 . 9922 . C14 . o2 . gp Method 

1662 End 

5701669 Score 
1662. .2093 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 



OJ990331_01.9922.C14 
+ 

6929 
AAT/GAP 
2093 
841 



7752 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 

7420 Seq. ID OJ990331JD1 . 9922 . C14 

15669 Strand + 

1 End 6929 

OJ990331_01 . 9922 . C14 . o3 . gp Method AAT/GAP 
4915 End 5414 

LIB3475-007-P1-K1-G8 Score 793 

4915. .5087, 5164. .5414 

! 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST 
corresponds to a region of the predicted gene.; 
transposon MuDR mudrA protein. (AC003981) [Oryza 



C28952(C62945) 
Similar to maize 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI- Descrip. 



7420 Seq. ID 

15669 Strand 
1 End 
OJ990331_01 . 9922 . C14 . o4 . gp Method 
6476 End 
LIB3431-045-P1-N1-A10 Score 
6476. .6929 

, 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



OJ990331_01.9922.C14 
+ 

6929 
AAT/GAP 
6929 
876 



Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7420 Seq. ID 

15670 Strand 
6076 End 
OJ990331_01. 9922.C14 .o3.np Method 
6076 End 
6721543 Score 
6076. .6116, 6435. .6510, 7162. .7290 
(AP001073) hypothetical protein [Oryza sativa] 



OJ990331_01.9922.C14 

7290 
AAT/NAP 
7290 
95 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990331 01.9922.C14 



7420 
15670 
6076 

OJ990331_01. 9922.C14 .o5.gp 
6872 

7406_1.R1084 
6872. .7276 

' 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



7290 
AAT/GAP 
7276 
651 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7420 Seq. ID 

15671 Strand 

8130 End 

OJ990331_01 . 9922 . C14 . ol . tm Method 

1624 End 

none Score 



OJ990331_01.9922.C14 
9096 

TBLASTX: Maize 

2215 

272 



1624. .1725, 1781. .2080, 1798. .2019, 2144. .2215 



Seq. No. 7420 Seq. ID 

Gene No. 15671 Strand 

Start 8130 End 

Name OJ990331_01 . 9922 . C14 . ol . tw . Method 

Start 1913 End 

GI none Score 



OJ990331_01.9922.C14 
9096 

TBLASTX: Wheat 

2293 

208 



7753 




Exons 


1913. .2107, 


1922. .2119, 


2113 


..2232, 2117. .2293, 2117. .2263 


Seq. No. 


7420 






Seq. ID 


OJ990331_01.9922 


.C14 




15671 






Strand 






Start 


8130 






End 


9096 




Name 


OJ990331 01 


.9922.C14.o7 


gp 


Method 


AAT /GAP 




Start 


7823 






End 


8203 




GI 


427413 






Score 


746 




Exons 


7823. .8203 












Seq. No. 


7420 






Seq. ID 


OJ990331_01.9922 


.C14 


Gene No. 


15671 






Strand 






Start 


8130 






End 


9096 




Name 


OJ990331 01 


.9922.C14.o4. 


np 


Method 


AAT /NAP 




Start 


8122 






End 


8668 




GI 


2894603 






Score * 


307 




Exons 


8122. .8235, 


8338. .8668 










GI Descrip. 


.(AL021889) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


7420 










.C14 




15671 






Q 4- >- a r% rl 






Start 


8130 






j^na 


-7 U O 




Name 


OJ990331 01 


qqoo pi a O o 


gs 








Start 


8130 








QP) 




GI 


none 






Score 


■ 7 j 




Exons - 


8130. .8235, 


8338. .8845, 


8895 


. .9096 






Seq. No. 


7420 






Qo/t T n 
0S4 ■ 1U 




.C14 


Honp Mo 

uCliC LN \J ■ 








oLLdnQ 






Start 


8130 






l-jlltl 


U -? 0 




Name 


OJ990331 01 


QQOO pi A ol 






1 -D-LltIO 1A • ^Icao 




Start 


8202 








O JOO 




GI 


none 






Score 






Exons 


8202. .8231, 


8340. .8579, 


8388 


. .8588 






Seq. No. 


7420 






Seq. ID 


OJ990331J)1.9922 


.C14 




15671 






Strand 






Start 


8130 






End 


9096 




Name 


OJ990331 01 


.9922.C14.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


8202 






End 


8588 




GI 


none 






Score 


254 




Exons 


8202. .8237, 


8340. .8588, 


8388 


..8588 






Seq. No. 


7420 






Seq. ID 


OJ990331J31.9922 


.C14 


V_J cue Li • 


15671 






Strand 






Start 


8130 






End 


9096 




Name 


OJ990331 01 


.9922.C14.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8202 






End 


8588 




GI 


none 






Score 


62 




Exons 


8202. .8234, 


8334. .8585, 


8388 


..8588, 841 


31 . .8558 




Seq. No. 


7420 






Seq. ID 


OJ990331_01.9922 


.C14 


Gene No. 


15671 






Strand 






Start 


8130 






End 


9096 




Name 


OJ990331 01 


.9922.C14.o8. 


gp 


Method 


AAT /GAP 




Start 


8632 






End 


8933 




GI 


uC-osflM202051e03bl 




Score 


528 





7754 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. * 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8632..8933 

r 4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



7421 Seq. ID 

15672 Strand 
96 End 
OJ990331_01 . 9922 . C16 . ol . gs Method 
96 End 
none Score 
96. .202, 247. .301, 942. .1006 

7422 Seq. ID 

15673 Strand 
88 . * End 
OJ990331_01.9922.C17.ol.gs Method 
88 End 
none Score 
88. .310 



OJ990331_01.9922.C16 

1006 
GEN SCAN 
1006 
.68 



OJ990331_01.9922.C17 
310 

GENSCAN 

310 

.47 



OJ990421 04. 9919. CI 



7423 Seq. ID 

15674 Strand 
1 End 1311 

OJ990421_04.9919.Cl.ol.np Method AAT/NAP 

1 End 1104 • 

6721561 Score 1021 

1..654, 720. .778, 849. .1104 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

7423 Seq. ID OJ990421_04 . 9919 . CI 

15674 Strand 

1 End 1311 

OJ990421_04.9919.Cl.o2.np Method AAT/NAP 

8 End 1311 

6721558 Score 130 

8. .124, 381. .464, 1098. .1311 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 |dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 

7424 Seq. ID OJ990421_04 . 9919 . C4 

15675 Strand 

1 End 660 

OJ9904 21_04 . 991 9 . C4 . ol . np Method AAT/NAP 
1 End 605 

5902445 Score 715 

1. .605 

(AB030283) GAG-POL precursor [Oryza sativa] 



7424 

15675 

1 

OJ990421 04.9919.C4.o2.tw 



Seq. ID OJ990421_04 .9919.C4 

Strand 

End 660 

Method TBLASTX : Wheat 



7755 




Start 


1 


End 


203 




GI 


none 


Score 


45 




Exons 


1..105, 2. .64, 6. .197, 6. .203 








Seq. No. 


7424 


Seq. ID 


OJ990421_04.9919 


.C4 




1 JU / J 








Start 


1 


End 


660 




Name 


OJ990421 04.9919.C4.ol.gs 


Method 


GEN SCAN 




Start 


126 


End 


416 




GI 


none 


Score 


.76 




Exons 


126. .416 








Seq. No. 


7424 


Seq. ID 


OJ990421_04.9919 


.C4 


f^ana Mo 


J. J O / J 


c-t- r a n H 

OLi ClliU. 






Start 


1 


End 


660 




Name 


OJ990421 04.9919.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


174 


End 


530 




GI 


• none 


Score 


227 




Exons 


174. .530, 175. .468, 225. .476 








Seq. No. 


7424 


Seq. ID 


OJ990421_04.9919 


.C4 


ocllc LNU . 


J. J D / J 








Start 


1 


End 


660 




■Name 


OJ990421 04.9919.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


204 


End 


660 




GI 


none 


Score 


389 ' 




Exons 


204. .659, 205. .660, 330. .416 








Seq. No. 


7424 


Seq. ID 


OJ990421_04.9919 


.C4 


/-\ /~\ \T/™\ 

ocHc LNO • 


1 ^67^ 


DLI clliU 






Start 


1 


End 


660 




Name 


OJ990421 04.9919.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


255 


End 


620 




GI 


none 


Score 


99 




Exons 


25S..389, 396. .620 








Seq. No. 


7425 


Seq. ID 


OJ990421_04.9919 


.C5 




-L J V / V 




+ 




Start 


72 


End 


1004 




Name 


OJ990421 04.9919.C5.ol.gs 


Method 


GEN SCAN 




Start 


72 


End 


1004 




GI 


none 


Score 


.88 




Exons 


72. .146, 162. .752, 858. .1004 








Seq. No. 


7425 


Seq. ID 


OJ990421_04.9919 


.C5 


Gene No. 


15677 


Strand 






Start 


1 


End 


1085 




Name 


OJ990421 04.9919.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1085 




GI 


5042454 


Score 


234 




Exons 


1..302, 552. .667, 970. .1085 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


7426 


Seq. ID 


OJ990421_04.9919 


.C6 


Gene No. 


15678 


Strand 


+ 




Start 


1 


End 


977 




Name 


OJ990421 04.9919.C6.ol.np 


Method 


AAT/NAP 





7756 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 977 

6721512 Score 123 

1..255, 283. .412, 454. .572, 895.-977 
(AP001072) hypothetical protein [Oryza sativa] 



7427 

15679 

43 

OJ990421_04. 9919. C7. ol.gs 
43 

none 

43. ,223, 464. .546 



Seq. ID OJ990421_04.9919.C7 
Strand 

End 54 6 

Method GEN SCAN 

End 54 6 

Score .43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7428 

15680 

202 

OJ990421_04. 9919. CIO. ol.gs 

202 

none 

202. .27.6,. 378. .470 



Seq. ID OJ990421_04. 9919. C10 

"Strand + 

End 470 

Method GENSCAN 

End 470 

Score .41 



7429 
15681 
58 

OJ990421_04.9919.C13.ol.gp 
58 

2312652 
58. .379 

4521194/dbj | AB013613 . 1 | AB013613 2.0e-40 Oryza sativa DNA, 
centromere sequence RCB11 



Seq. ID OJ990421_04.9919.C13 
Strand + 

1443 
AAT/GAP 
379 
511 



End 

Method 

End 

Score 



7429 

15681 

58 

OJ990421_04. 9919. C13. ol.gs 

188 

none 

188.. 302, 931.. 1006, 1362.. 

7430 

15682 

287 

OJ990421_04. 9919. C14. ol.gs 

287 

none 

287. .339 



Seq. ID OJ990421_04.9919.C13 
Strand + 

1443 
GENSCAN 
1443 
.71 



End 

Method 
End 
Score 
1443 



Seq. ID OJ990421_04.9919.C14 

Strand + 

End 339 

Method GENSCAN 

End 339 

Score .51 



Seq. No. 7431 

Gene No. 15683 

Start 1 

Name OJ990421_04 . 9919 . C15 . ol . np 

Start 1 

GI 6815099 

Exons 1..37, 296.. 434 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



Seq. ID OJ990421_04.9919.C15 

Strand + 

End 4 34 

Method AAT/NAP 

End 434 

Score 87 



Seq. No. 



7432 



Seq. ID OJ990421_04.9919.C16 



7757 



Gene No. 15684 Strand + 

Start 1 End 781 

Name OJ990421_04 . 9919.C16.ol .np Method AAT/NAP 

Start - 1 End 235 

GI 6478216 Score 180 

Exons 1 . . 235 

GI Descrip. (AF108438) putative NADPH-dependent oxidoreductase [Papaver 
somnif erum] 



Seq. No. 7432 
Gene No. 15684 
Start 1 

Name OJ990421_04 . 9919 . C16 . o2 . np 

Start 1 
GI 122779 
Exons 1..65, 578.. 781 

GI Descrip. POTENTIAL HEME-BINDING PROTEIN (ORF 230) gi | 82542 | pir || S05118 
hypothetical protein 230 - rice chloroplast 
gi | 11999|emb|CAA33960| (X15901) ORF230 [Oryza sativa] 
gi|226620 Iprf | | 1603356AT ORF 230 [Oryza sativa] 



Seq. ID OJ990421_04.9919.C16 

Strand + 

End 781 

Method AAT/NAP 

End 781 

Score 191 



Seq. No. 7432 

Gene No. ■ 15684 

Start 1 . W - ' 

Name OJ990421JD4 . 99l9 . C16 . ol . gp 

Start 50 

GI 72092_1.R1084 

Exons 50. .434 

GI Descrip. * 2792155/emb | CAA11226 | 1.0e-30 (AJ223291) chalcone reductase 
[Sesbania rostrata] 1 



Seq. ID OJ990421_04.9919.C16 

Strand + 

End 781 

Method AAT/GAP ' 

End 4 34 

Score 713 



Seq. No. 7432 

Gene No. 15684 

Start 1 

Name OJ990421_04 . 9919.C16.ol. tm 

Start 50 

GI none 

Exons 50.. 238, 56.-232, 57.. 260 

Seq. No. 7432 

Gene No. 15684 

Start 1 

Name OJ990421_04 . 9919.C16. ol .ts 

Start 53 

GI none 

Exons 53. .265 



Seq. ID OJ990421_04.9919.C16 

Strand + 

End 781 

Method TBLASTX : Mai ze 

End 260 

Score 215 



Seq. ID OJ990421_04.9919.C16 

Strand + 

End 781 

Method TBLASTX : Soybean 

End 265 

Score 203 



Seq. No. 7433 

Gene No. 15685 

Start 1 

Name OJ990421_04 . 9919.C17 .ol.np 

Start 1 

GI 6478216 

Exons 1..22, 89.. 324 

GI Descrip. (AF108438) putative NADPH-dependent oxidoreductase [Papaver 
somnif erum] 



Seq. ID OJ990421_04.9919.C17 

Strand + 

End 545 

Method AAT/NAP 

End 324 

Score 218 



7758 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7433 

15685 

1 

OJ990421JD4 .9919X17. ol.tm 
96 

none 

96. .314, 100. .318, 100. .315 

7433 

15685 

1 

OJ990421_04.9919.C17.ol.ts 

100 

none 

100. .315, 102. .173, 281. .316 



Seq. ID OJ990421_04 . 9919.C17 

Strand + 

End ' 545 

Method TBLASTX : Mai ze 

End 318 

Score 100 



Seq. ID OJ990421_04. 9919.C17 

Strand + . 

End . 545 

Method TBLASTX : Soybean 

End 316 

Score 257 



7433 
15685 
1 

OJ990421_04.9919.C17.ol.gp 
103 

uC-osroM202038cl0al 
103. .545 

, 2792155/emb|CAA11226| 5.0e-24 (AJ223291) chalcone reductase 
[Sesbania rostrata] ' 



Seq. ID OJ990421_04.9919.C17 

Strand + 

End 545 

Method AAT/GAP 

End 545 

Score 865 



Seq. No. 7433 

Gene No. 15685 

Start 1 

Name OJ990421_04 . 9919.C17 . ol . gs 

Start 103 

GI none 

Exons 103.. 324 



Seq. ID OJ990421_04.9919.C17 

Strand + 

End 545 

Method GENS CAN 

End 324 

Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



7434 
15686 
1 

OJ990421_04.9919.C18.ol.np 
1 

5777623 
1..46, 205. .431 

(AJ245900) CAA303711.1 protein [Oryza sativa] 



Seq. ID OJ990421_04 . 9919.C18 
Strand + 
End : 431 
Method AAT/NAP 
End * 431 

Score 290 



7435 
15687 
1 

OJ990421_04. 9919.C23.ol.np 
1 

4406778 
1..328 

(AC006532) putative receptor protein kinase [Arabidopsis 
thaliana] 



Seq. ID OJ990421_04.9919.C23 
Strand 

End 328 

Method AAT/NAP 

End 328 

Score 355 



7435 

15687 

1 

OJ990421 04.9919.C23.ol.tc 



Seq. ID OJ990421_04.9919.C23 
Strand 

End 328 

Method TBLASTX : Cress 



7759 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3 End - 317 

none Score 85 

3. .149, 6. .188, 7. .234, 15. .317 



7435 

15687 

1 

OJ990421_04. 9919. C23.ol. tin 
3 

none 



Seq. ID OJ990421_04.9919.C23 
Strand 

End 328 

Method TBLASTX : Mai ze 

End 320 

.Score 54 



3. .320, 6. .317, 6. .278, 6. .317, 7. .165, 27. .317, 79. .165 



7435 

15687 

1 

OJ990421_04. 9919.C23.ol.ts 
6 

none 



Seq. ID OJ990421_04 .9919.C23 

Strand 

End 328 

Method TBLASTX : Soybean 

End 317 

Score 108 



.209, 6. .209, 7. .210, 69. .278, 129. .317, 168. .317 



Seq. No. 7435 

Gene No. 15687 

Start 1 

Name OJ990421_04 . 9919 .C23 . ol . gs 

Start 4 6 

GI none 

Exons 4 6. . 326 



Seq. ID OJ990421_04.9919.C23 

Strand . - 

End 328 

Method GENS CAN 

End 326 

Score . 99 



Seq. No. 7436 
Gene No. 15688 
Start 1 

Name OJ990421_04 . 9919 .C28 .ol . np 

Start 1 
GI 6498441 
Exons 1..559- 

GI Descrip. (AP000815)^ EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to- Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl.. (AF098806) [Oryza sativa] 



Seq. TD OJ990421_04.9919.C28 

Strand 

End 559 

Method AAT/NAP 

End 559 

Score 354 



Seq. No. 


7436 








Seq. ID 


OJ990421_04.9919 


.C28 


Gene No. 


15688 








Strand 






Start 


1 








End 


559 




Name 


OJ990421 


04.9919.C28 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


111 








End 


479 




GI 


none 








Score 


79 




Exons 


111. .479, 


178. .432 












Seq. No. 


7436 








Seq. ID 


OJ990421_04.9919 


.C28 


Gene No. 


15688 








Strand 






Start 


1 








End 


559 




Name 


OJ990421 


04.9919.C28 


ol 


. gs 


Method 


GENSCAN 




Start 


243 








End 


498 




GI 


none 








Score 


.95 




Exons 


243. .498 














Seq. No. 


7437 








Seq. ID 


OJ990421_04.9919 


.C29 


Gene No. 


15689 








Strand 







7760 



Start 


185 


End 


489 


Name 


OJ990421 -04.9919.C29.ol.gp 


Method 


AAT /HAP 


Start 


185 


End 


489' ■ 


GI 


LIB3432-016-P1-K1-B4 


Score 


466 


Exons 


185. .489 






GI Descrip. 


, 67'1740/emb|CAA59218| 3. De- 


26 (X84730) 


ribulose 




carboxylase [synthetic construct] 1 




Seq. No. 


/ H JO 




OJ990421 


bene wo. 








Start 


399 


End 


474 


Name 


OJ990421 04.9919.C30.ol.gs 


Method 


GENSCAN 


Start 


399 


End 


474 


GI 


none 


Score 


.63 


Exons 


399. .474 






Seq. No. 


7439 


Seq. ID 


OJ990421 


Gene No. 


15691 


Strand 


+ 


Olai L 


1 


End 


750 


Name 


OJ990421 04.9919.C32.ol.np 


Method 


AAT /NAP 


Start 


1 


End 


750 


GI 


6815099 


Score 


83 


Exons 


1..114, 635.. 750 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


"7 A A n 


Seq. ID 


OJ990421 


bene no. 


T C C d, O 


Strand 




Start 


1 


End 


319 


Name 


OJ990421 04.9919.C37.ol.gp 


Method 


AAT / GAP 


Start 


1 


End 


319 


GI 


none 


Score 


431 


Exons 


1..319 






Seq. No. 


7441 


Seq. ID 


OJ990421 


Gene No. 


15693 


Strand 


+ 


Cfarf 
O Lai L 


1 


End 


1209 


Name • 


OJ990421 04.9919.C38.ol.np 


Method 


AAT /NAP 


Start- 


1 


End 


1209 


GI 


2443320 


Score 


1672 


Exons 


1. .1209 






GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 


Seq. No. 


7441 


Seq. ID 


OJ990421 


bene wo . 


15694 


Strand 


+ 


Start 


4437 


End 


4802 


Name 


OJ990421 04.9919.C38.ol.tw 


Method 


TBLASTX : 1 


Start 


6 


End 


612 


GI 


none 


Score 


70 


Exons 


6. .149, 6. .158, 7. .162, 7.. 


162, 132. .596, 148.. 


Seq. No. 


7441 


Seq. ID 


OJ990421 


Gene No. 


15694 


Strand 


■f 


Start 


4437 


End 


4802 


Name 


OJ990421 04.9919.C38.o2.tm 


Method 


TBLASTX:] 


Start 


7 


End 


351 


GI 


none 


Score 


199 


Exons 


7. .351 







7761 



Seq. No. 7441 Seq. ID 

Gene No. 15694 Strand 

Start 4437 End 

Name OJ990421_04 . 9919 . C38 . ol .tm Method 

Start 406 End 

GI none Score 

Exons 406.. 705, 495.. 674 



OJ990421_04.9919.C38 
+ 

4802 

TBLASTX: Maize 

705 

238 



Seq. No. . 7441 Seq. ID 

Gene No. 15694 Strand 

Start 4437 End 

Name OJ990421_04 . 9919. C38 . ol . ts Method 

Start 583 End 

GI none Score 

Exons 583.. 945, 982.. 1167 



OJ990421_04..9919.C38 
+ 

4802 

TBLASTX : Soybean 

1167 

183 



Seq. No. 


7441 






Seq. ID 


OJ990421JD4.9919 


.C38 


Gene No. 


15694 






Strand 


+ 




Start 


4437 






End 


4802 




Name 


OJ990421 04 


.9919.C38 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


685 






End 


1172 




GI 


none 






Score 


428 




Exons 


685. .1167, 


686. .841, 


690.. 1049, 691.. 


1149, 1089. .1172 




Seq. No.-,.; 


7441 






Seq. ID 


OJ990421_04.9919 


.C38 


Gene No 


15694 






Strand 


+ 




Start 


4437 






End 


4802 




Name 


OJ990421 04 


.9919.C38 


. o2 . np 


Method 


AAT/NAP 




Start 


4437 






End 


4802 




GI 


4680203 






Score 


133 




Exons 


4437. .4802 












GI Descrip. 


(AF114171). 


TNP2-like 


protein 


[Sorghum 


bicolor] 




Seq. No. 


7442 






Seq. ID 


- OJ990421_04.9919 


.C39 


Gene No. 


15695 






Strand 






Start 


459 






End 


503 . 




Name 


OJ990421 04 


.9919.C39 


. ol . gs 


Method 


GENSCAN 




Start 


459 






End 


503 




GI 


none 






Score 


.72 




Exons 


459. .503 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



7443 

15696 

2118 

OJ990421J34 . 9919 . C40 . ol . np 

2118 

5803275 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2118. .2366, 2491. .2550, 4834. .4943 

(AP000399) EST AU056133 (S20320) corresponds to a region of the 
predicted gene; similar to Caenorhabditis elegans cosmid D1054; 
hypothetical protein (Z74030) [Oryza sativa] 



OJ990421_04.9919.C40 
+ 

4943 
AAT/NAP 
4943 
323 



7443 

15696 

2118 

OJ990421_04 .9919.C40.o2.gs 



Seq. ID OJ990421_04.9919.C40 

Strand + 

End 4943 

Method GENSCAN 



7762 




Start 


3159 








End 


4271 


GI 


none 








Score 


1 


Exons 


3159. .4271 












Seq. No. 


7443 








Seq. ID 


OJ990421_04.9919.C40 


Gerie No. 


15697 








Strand 




Start 


6150 








End 


8575 


Name 


OJ990421 04 


.9919 


.C40.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2139 








End 


2560 


GI 


none 








Score 


43 


Exons 


2139. .2171, 


2170 


. .2238, 


2171. 


.2239, 2193. .2243, 2236.. 2367, 




2238.-2366, 


2453 


. .2560, 


2494. 


.2517 




Seq. No. 


7443 








Seq. ID 


OJ990421_04.9919.C40 


Gene No. 


15697 








Strand 




Start 


6150 








End 


8575 


Name 


OJ990421 .04 


.9919 


.C40.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


2158 








End 


2361 


GI 


none 








Score 


77 


Exons 


2158. .2238, 


2171 


. .2239, 


2236. 


.2361, 2238. ,2357 


Seq. No. 


7443 








Seq. ID 


OJ990421_04.9919.C40 


Gene No. 


15697 








Strand 




Start 


6150 








End 


8575 


Name 


OJ990421 04 


.9919 


.C40.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


2170 








End 


2517 


GI 


none 








Score 


85 


Exons 


2170. .2253, 


2171 


. .2251, 


2236. 


.2289, 2299. .2361, 2301. .2366, 




2491. .2517 












Seq. No. 


7443 








Seq. ID 


OJ990421_04.9919.C40 


Gene No. 


15697 








Strand 




Start 


6150 








End 


8575 


Name 


OJ990421 04 


.9919 


.C40.O2 


np 


Method 


. AAT/NAP 


Start 


6150 








End 


8575 


GI 


4680207 








Score 


643 


Exons 


6150. .6319, 


6888 


. .-8575 








GI Descrip. 


(AF114171) 


disease resistance 


protein 


RPM1 homolog [Sorghum 




bicolor] 












Seq. No. 


7443 








Seq. ID 


OJ990421_04.9919.C40 


Gene No. 


15697 








Strand 




Start 


6150 








End 


8575 


Name 


OJ990421 04 


.9919 


,C40.o3 


gs 


Method 


GENSCAN 


Start 


6870 








End 


8225 


GI 


none 








Score 


.59 


Exons 


6870. .7982, 


8063 


. .8225 








Seq. No. 


7443 








Seq. ID 


OJ990421_04.9919.C40 


Gene No. 


15697 








Strand 




Start 


6150 








End 


8575 


Name 


OJ990421 04 


.9919 


.C40.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7638 








End 


7887 


GI 


none 








Score 


101 


Exons 


7638. .7886, 


7639 


. .7887 








Seq. No. 


7443 








Seq. ID 


OJ990421_04.9919.C40 



7763 




Gene No. 


15697 - 






Strand 




Cfav-f 


6150 






End 


8575 


Name 


OJ990421 04 


.9919.C40.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


7704 






End 


8571 


GI 


none 






Score 


54 


Exons 


7704. .7871, 


8117. .8284, 


8282. 


.8425, 8295. .8414, 8496. .8567, 




8497. .8571 










Seq. No. 


7443 






Seq. ID 


OJ990421_04. 9919.C40 




15697 






Strand 




Start 


6150 






End 


8575 


Name 


OJ990421 04 


.9919.C40.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


8087 






End 


8574 


GI 


none 






Score 


68 


Exons 


8087. .8257, 


8279. .8428, 


8298. 


.8420, 8439.-8555, 8485.-8574 


Seq. No. 


7443 






Seq. ID 


OJ990421_04.9919.C40 


UCilC LNU • 


15697 






Strand 




Start 


6150 






End 


8575 


Name 


OJ990421 04 


.9919.C40.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


8102 






End 


8398 


GI 


none 






Score 


59 


Exons 


8102. .8284, 


8288. .8398, 


8292. 


,8381 




Seq. No. 


7443 


- 




Seq. ID 


OJ990421_04. 9919.C40 


AriQ Mo 

belle LNU • 


J. J O J f 






Strand 




Start 


6150 






End 


8575 


Name 


OJ990421 04 


.9919.C40.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


8117 






End 


8568 


GI 


none 






Score 


56 


Exons 


8117. .8272, 


8282. .8425, 


8291. 


.8425, 8490. .8567, 8503. .8568 


Seq. No. 


7444 






Seq. ID 


OJ990421_04 . 9919. C42 


Conp Mo 


15698 






Strand 




Start 


289 






End 


413' 


Name 


OJ990421 04 


.9919.C42.ol 


.gs 


Method 


GENS CAN 


S.tart 


289 






End 


413 


GI 


none 






Score 


.86 


Exons 


289. .413 










Seq. No. 


7445 






Seq. ID 


OJ990421_04. 9919.C43 


CZq t~i o Mo 


.L *j \j y y 






Strand 




Start 


1183 






End 


4080 


Name 


OJ990421 04 


.9919.C43.ol 


.gs 


Method 


GENSCAN 


Start 


1183 






End 


4080 


GI 


none 






Score 


.66 


Exons 


1183. .1352, 


1477. .1623, 


1897. 


.2110, 3478. .3506, 4056. .4080 


Seq. No. 


7446* 






Seq. ID 


OJ990421_04. 9919.C44 


Gene No. 


15700 






Strand 


+ 


Start 


1 






End 


3464 


Name 


OJ990421 04 


.9919.C44.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


3464 


GI 


4415925. 






Score 


233 


Exons 


1..340, 2222. .2396, 3053. .3464 




GI Descrip. 


(AC006282) 


putative glucosyl 


transferase [Arabidopsis thaliana] 



. 7764 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7446 

15700 

1 

OJ990421_04.9919.C44.ol.gs 

191 

none 

191. .218, 571. .782 



7446 
15701 
1488 
OJ9904 
1160 
none 
1160. . 
1325. . 
1327. . 
1456'. . 
1483. . 
1660. . 
1728. . 



Seq. ID OJ990421_04.9919.C44 

Strand + 

End 34 64 

Method GEN SCAN 

End 782 

Score .91 



21 04.9919.C44.ol.tm 



1261, 
1429, 
1437, 
1605, 
1563, 
1728, 
1853, 



1178.. 1279, 1314. 

1326.. 1439, 1327. 

1329. .1436, 1453. 

1458. .1619, 1460. 

1548.. 1640, 1548. 

1674.. 1721, 1676. 

1728.. 1820, 1735. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.1412, 
.1395, 
.1596, 
.1651, 
.1640, 
.1723, 
.1782, 



7446 

15701 

1488 

OJ990421_04. 9919.C4 4.o2.gs 

-1.488 
none 



D OJ990421 04.9919.C44 



1322 
1327 
1455 
1461 
1549 
1678 
1735 



3510 

TBLASTX: Maize 

1853 

36 

1429, 1323. .1412, 

1428, 1327. .1395, 

1610, 1456.. 1599, 

1613, 1467.. 1568, 

1641, 1637.. 1720, 

1722, 1684.. 1728, 



1851 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_04 . 9919. C4 4 

3510 
GENSCAN 
3510 
-57 



1488.. 1625, 2243.. 2420, 3098.. 3312, 3353.. 3510 



Seq. ID OJ990421_04.9919.C45 
Strand + 
End 3207 
Method AAT/NAP 
End 3207 
Score 341 

1..121, 1368. .1542, 1655. .1894, 2367. .2394, 3032. .3207 
(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



7447 

15702 

1 

OJ990421_04.9919.C45.ol.np 
1 

6063554 



Seq. No. 


7447 


Seq. ID 


OJ990421 


Gene No. 


15702 


Strand 


+ 


Start 


1 


End 


3207 


Name 


OJ990421 04.9919.C45.ol.gp 


Method 


AAT/GAP 


Start 


1634 


End 


1858 


GI 


none 


Score 


395 


Exons 


1634. .1858 






Seq. No. 


7447 


Seq. ID 


OJ990421 


Gene No. 


15702 


Strand 


+ 


Start 


1 


End 


3207 


Name 


OJ990421 04.9919.C45.o2.gp 


Method 


AAT/GAP 


Start 


1861 


End 


2590 


GI 


101153 1.R1084 


Score 


418 


Exons 


1861.. 1892, 2367.. 2590 






GI Descrip. 


■ 5852170/emb | AL117265 . 1 | OST17804 1 . Oe- 


115 Oryza 



7765 




indica (GLA4 ) genomic DNA, chromosome 4', BAC clone : t!7804 ' 



Seq. No. 


7447 




Seq. ID 


OJ990421_04.9919.C45 


Gene No. 


15703 




Strand 


+ 


Start 


4788 




End 


6113 


Name 


OJ990421 04.9919.C45.o2 


.gs 


Method 


GENSCAN 


Start 


4788 




End 


6113 


GI 


none 




Score 


1 


Exons 


4788. .6113 








Seq. No. 


7447 




Seq. ID 


OJ9904 21_04 . 9919. C4 5 


Gene No . 


15704 




Strand 




Start 


3577 




End 


3871 


Name 


OJ990421 04.9919.C45.o3 


.gp 


Method 


AAT/GAP 


Start 


3577 




End 


3871 


GI 


61605 3.R1084 




Score 


475 


Exons 


3577. .3871 








GI Descrip. 


* 1402920/emb | CAA66965 | 


2.0e- 


20 (X98321) 


peroxidase [Arabidopsis 




thaliana] 1 








Seq. No. 


7447 




Seq. ID 


OJ990421_04.9919.C45 


Gene No. 


15705 




Strand 




Start 


4872 




End 


5630 


Name 


OJ990421 04.9919.C45.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4872.. 




End 


5291 • 


GI 


none 




Score 


131 


Exons 


4872.. 5033, 4928.. 5041, 


5024 


..5119, 5049. .5141, 5211. .5291, 




5225. .5290 








Seq. No. 


7447 




Seq. ID 


OJ990421_04.9919.C45 


Gene No. 


15705 




Strand 




Start 


4872 




End 


5630 


Name 


OJ990421 04.9919.C45.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


4935 




End 


5630 


GI 


none 




Score 


74 


Exons 


4935. .5021, 5040. .5120, 


5211 


..5414, 522 


8. .5404, 5553. .5630 


Seq. No. 


7447 




Seq. ID 


OJ990421_04. 9919.C45 


Gene No. 


15705 




Strand 




Start 


4872 




End 


5630 


Name 


OJ990421 04.9919.C45.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4950 




End 


5356 


GI 


none 




Score 


77 


Exons 


4950. .5045, 4965. .5030, 


5010 


..5111, 5025.. 5162, 5208.. 5339, 




5220.. 5333, 5222.. 5356 








Seq. No. 


7448 




Seq. ID 


OJ990421_04.9919.C46 


Gene No. 


15706 




Strand 


+ 


Start 


12629 




End 


14054 


Name 


OJ990421 04.9919.C46.o2 


.np 


Method 


AAT/NAP 


Start 


12629 




End 


14054 


GI 


5852084 




- Score 


83 


Exons 


12629. .12660, 13971. .14054 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 




Seq. No. 


7448 




Seq. ID 


OJ990421_04.9919.C46 


Gene No. 


15707 




Strand 


+ 



7766 




Start 


17135 




End 


17504 


Name 


OJ990421 04.9919.C46.ol 


.gp 


Method 


AAT/GAP 


Start 


17135 




End 


17504 


GI 


none 




Score 


509 


Exons 


17135. .17504 








Seq. No. 


7448 




Seq. ID 


OJ990421_04.9919.C46 


Gene No. 


15708 




Strand 




Start 


1753 




End 


20347 


Name 


OJ990421 04.9919.C46.ol 


. gs 


Method 


GEN SCAN 


Start 


1753 




End 


20347 


GI 


none 




Score 


.52 


Exons 


1753. .1848, 2185. .2368, 


2832 


..3290, 3373.. 3669, 4004.. 4955, 




5193.. 5227, 5338.. 5478, 


5882 


..6026, 7499. .7638, 7730. .8113, 




14360. .14495, 19306 .. 19427, 


19757. .19948, 20033 20087, 




20269.. 20347 








.Seq. No. 


7448 




Seq. ID 


OJ990421_04.9919.C46 


Gene No. 


15708 




Strand 




Start 


1753 




End 


20347 


Name 


OJ990421 04.9919.C46.ol 


.np 


Method 


AAT/NAP 


Start 


2774 




End 


4329 


GI 


4883617 




Score 


1068 


Exons 


2774.. 3290, 3373.-3669, 


4004 


..4329 




GI Descrip. 


(AC006922) putative ABC 


transporter [Arabidopsis thaliana] 


Seq. No. 


7448 




Seq. ID 


OJ990421_04.9919.C46 


Gene No. 


15708 




Strand 




Start 


1753 




End 


20347 


Name 


OJ990421 04.9919.C46.o2 


• gp 


Method 


AAT/GAP 


Start 


18704 




End 


18981 


GI 


uC-osflcypl06d06bl 




Score 


544 


Exons 


18704. .18981 








GI Descrip. 


f 2580438/dbj |BAA23142| 


4.0e- 


60 (D87260) 


PCF1 [Oryza sativa] 


Seq. No. 


7448 




Seq. ID 


OJ990421_04.9919..C46 


Gene No. 


15709 




Strand 




Start 


21023 




End 


21619 


Name 


OJ990421 04.9919.C46.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2060 




End 


2595 


GI 


none 




Score 


52 


Exons 


2060.. 2101, 2061.. 2102, 


2061 


..2105, 21£ 


5. .2466, 2186. .2497, 




2198.. 2494, 2555.. 2590, 


2557 


. .2595 




Seq. No. 


7448 




Seq. ID 


OJ990421_04.9919.C46 


Gene No. 


15709 




Strand 




Start 


21023 




End 


21619 


Name 


OJ990421 04.9919.C46.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


3434 




End 


3624 


GI 


none 




Score 


75 


Exons 


3434. .3580, 3448.-3624, 


3471 


. .3623 




Seq. No. 


7448 




Seq. ID 


OJ990421_04.9919.C46 


Gene No. 


15709 




Strand 




Start 


21023 




End 


21619 


Name 


OJ990421 04.9919.C46.o3 


.gp 


Method 


AAT/GAP 


Start 


21023 




End 


21619 



7767 



GI 


2580437 


Exons 


21023. .21619 


GI Descrip. 


2580438/dbj IBAA23142 


Seq. No. 


7448 


Gene No. 


15709 


btait 


9 1 fi9 *3 


Name 


OJ990421 04.9919.C46 


Start 


21309 


GI 


2580438 


Exons 


21309. .21619 


GI Descrip. 


(D87260) PCF1 [Oryza 


Seq. No. 


7449 


Gene No . 


10 / 1U 


Start 


109 


Name 


OJ990421 04.9919.C47 


Start 


109 


GI 


none 


Exons 


109. .204, 889. .1143 


Seq. No. 


7450 


Gene No . 


1 CT1 1 

ID / 1 1 


Start 


107 


Name. 


OJ990421 04.9919.C48 


Start 


107 


GI 


none 


Exons 


107. .577 


Seq. No. 


7450 


Gene No. 


15711 


Start 


IU / 


Name 


OJ990421 04.9919.C48 


Start 


125 


GI 


none 


Exons 


125. .301, 546. .628, 




3696.. 3900, 4464.. 52 


Seq. No. 


7450 


Gene No . 


1 CT1 1 

10 /ll 


Start 


107 


Name 


OJ990421 04.9919.C48 


Start 


2138 


GI 


none 


Exons 


2138. .2362, 2579. .27 


Seq. No. 


7450 


Gene No. 


15711 




1U / 


Name 


OJ990421 04.9919.C48 


Start 


3293 


GI 


6862956 


Exons 


3293. .3866 


GI Descrip. 


(AC019018) hypothetit 


Seq. No. 


7450 


Gene No. 


15711 



Score 



1174 



Seq. ID OJ990421_04.9919.C46 
Strand 

End 21619 

Method AAT/NAP 

End 21619 

Score 527 



Seq. ID OJ990421_04.9919.C47 

Strand + 

End 1143 

Method GEN SCAN 

End 1143 

Score .44 



Seq. ID OJ990421_04.9919.C48 

Strand + 

End 5690 

Method AAT/GAP 

End 577 

Score 907 



Seq. ID OJ990421_04.9919.C48 

Strand + 

End 5690 

Method GENSCAN 

End 5690 

Score .83 



Seq. ID OJ990421__04.9919.C48 

Strand + 

End 5690 

Method AAT/GAP 

End 2740 

Score 714 



Seq. ID OJ990421_04.9919.C48 

Strand + 

End 5690 

Method AAT/NAP 

End 3866 

Score 426 



Seq. ID OJ990421_04.9919.C48 
Strand + 



7768 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



107 End 5690 

OJ990421_04 . 9919 . C48 . o2 . np Method AAT/NAP 

5521 End 5617 

5441881 Score 51 
5521. .5617 

(AP000367) Similar to putative receptor kinase. 
[Oryza sativa] 



(AC002332) 



7450 Seq. ID 

15712 Strand 
12185 End 
OJ990421_04.9919.C48.o3.gs Method 
12185 End 
none Score 

12185. .12472, 13013 .. 13285, 13368 

14036. .14296, 14771 .. 14903, 15004 

16157. .16260, 16409. .16502, 16585 

16988. .17053, 17270 .. 17470, 17599 

18491. .18631, 18693. .19082 



OJ990421_04.9919.C48 
+ 

19082 
GENS CAN 
19082 
.8 



,13548, 13827, 

.15094, 15521, 

.16740, 16824, 

,17676, 17765, 



,13867, 
,15623, 
,16886, 
,17884, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



7450 

15712 

12185 

OJ990421JD4 . 9919 . C48 . o3 . np 
12206 
2499115 
12206. .12472, 
.14903, 
.16502, 
.17470, 
.18233, 



13013. .13268, 
15004. .15094, 
16585. .16740, 
17599. .17676, 
18520. .18601, 

VACUOLAR ASSEMBLY PROTEIN VPS 41 HOMOLOG gi 11835788 
VPS41 [Lycopersicon esculentum] 



14771 
16409 
17270 
18148 



Seq. ID 

Strand 

End 

Method 
End 
Score 
13357. 
15521. 
16824. 
17765. 
18693. 



13548, 
15623,. 
16886, 
17884, 
19079 



OJ990421_ 
+ 

19082 
AAT/NAP 
19079 
2876 

14036, 
16157. 
16988. 
17982. 



04.9919.C48 



14296, 
16260, 
17053, 
18062, 

(U86662) 



7450 

15712 

12185 

OJ990421_04 . 9919.C48.o3.gp 
16980 

31999_1.R1084 
16980. .17053, 
17982. .18062, 



17270. , 
18148. , 



17470, 
18233, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
17599. .17676, 
18520. .18601, 



OJ990421_04.9919.C48 
+ 

19082 
AAT/GAP 
18782 
1453 

17765. 
18693. 



,17884, 
18782 

, 24 99115/sp|P93231|VP41_LYCES 1.0e-106 VACUOLAR ASSEMBLY 
VPS41 HOMOLOG >gi_1835788 (U86662) VPS41 [Lycopersicon 
esculentum] 1 



PROTEIN 



Seq. No. 7450 Seq. ID 

Gene No. 15713 Strand 

Start 9081 End 

Name OJ990421_04 . 9919 . C48 . o2 . gs Method 

Start 9081 End 

GI none Score 

Exons 9081.. 9473 



OJ990421_04 . 9919 .C48 

9473 
GENSCAN 
9473 
.63 



Seq. No. 
Gene No. 
Start 



7450 

15714 

19022 



Seq. ID 

Strand 

End 



OJ990421 04.9919.C48 



19421 



7769 






Name 


OJ990421 04.9919.C48 


. o4 . gp 


Method 


AAT/GAP 






Start 


19022 




End 


19421 






GI 


none 




Score 


792 






Exons 


19022. .19421 












Seq. No. 


7450 




Seq. ID 


OJ990421_04.9919 


.C48 






15715 












Start 


20719 




End 


22419 






Name 


OJ990421 04.9919.C48 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


3286 




End . 


3564 






GI 


none 




Score 


44 






Exons 


3286. .3336, 3339. .3563, 3340 


.3564 








Seq. No. 


7450 




Seq. ID 


OJ990421_04.9919 


.C48 






15715 




Strand 








Start 


20719 




End 


22419 






Name 


OJ990421 04.9919.C48 


. o5 . tm 


Method 


TBLASTX: Maize 






Start 


3402 




End 


3758 






GI 


none 




Score 


350 






Exons 


3402. .3677, 3418.. .3714, 3681 


..3758, 3689.. 3757 






Seq. No. 


/ H D U 




Seq. ID 


OJ990421_04.9919 


.C48 




Gene No. 






Strand 








Start 


20719 




End 


22419 




□ 


Name 


OJ990421_04.9919.C48 


.ol.tm 


Method 


TBLASTX: Maize 






Start 


IjUjU 




End 


13548 






GI 


none 




Score 


250 




JljJ 


Exons 


1 ^fl^O 1 ^9£Q 1 QflQI 
1 jUjU . . IjZOj/ IjUjI . 


1 QOQO 
. IjZOZ, 


13033. .13269, 13071 .. 1328 9, 








1 JZ J J . . I jZO / ; IjJ J J . 


1 "3^(19 


13360. .13503, 13361 .. 13525, 








1 J JUJ . . 1 J JU J; 1 JJUU . 


• 1 j Jl / , 


13501. .13548 






Seq. No. 


7450 




Seq. ID 


OJ990421_04.9919 


.C48 


: Li 


Gene No. 


15715 




Strand 








o Lai i_ 


20719 




End 


22419 






Name 


OJ990421 04.9919.C48 


.o3.ts 


Method 


TBLASTX : Soybean 




i. -I 


Start 


13364 




End 


14143 




: ; i 
"-1 


GI 


none 




Score 


68 




j.j: 


Exons 


13364. .i3507, 13365. 


.13508, 


13365. .13505, 13367 .. 13525, 




=;!! 




13501. .13545, 13503. 


.13550, 


14012. .14143, 14024. .14098 




I BS | 
=1 


Seq. No. 


7450 




Seq. ID 


OJ990421_04.9919 


.C48 


j. J 


Gene No. 


15715 




Strand 








Start 


20719 




End 


22419 






Name 


OJ990421 04.9919.C48 


.o2. ts 


Method 


TBLASTX : Soybean 






Of a r +- 


14156 




End 


16266 






GI 


none 




Score 


167 






Exons 


14156. .14296, 14158. 


.14298, 


14158. .14292, 14770. .14 904, 








14770. .14904, 14771. 


.14905, 


15002. .15067, 15003. .15095, 








15003. .15095, 15518. 


.15625, 


15519. .15626, 16145 .. 16261, 








16154. .16258, 16155. 


.16259, 


16156. .16263, 16156. .16266 






Seq. No. 


7450 




Seq. ID 


OJ990421_04.9919 


.C48 




Gene No. 


15715 




Strand 








Start 


20719 




End 


22419 






Name 


OJ990421 04.9919.C48 


. 06. tm 


Method 


TBLASTX: Maize 






Start 


14854 




End 


15626 






GI 


none 




Score 


88 





7770 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14854. .14904, 14855 .. 14 905, 15003 .. 15095, 15003 .. 15095, 
15518. .15625, 15519. .15626 



7450 
15715 
20719 

OJ990421_04.9919.C48.o2.tc 
15528 



OJ990421 04.9919.C48 



none 
15528. 
16154. 
16407. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

15626, 15542. .15625, 16145 .. 16261 , 16152 .. 16262, 
16261, 16156. .16263, 16156 .. 16266, 164 06 .. 16513, 
16505, 16528. .16740, 16584 .. 16739, 16650. .16742 



22419 

TBLASTX: Cress 

16742 

129 



7450 

15715 

20719 

OJ990421_04.9919.C48.o2.tm 

16145 

none 

16145. .16261, 16154. .16258, 

16388. .16504, 16400 .. 16522, 

16584. .16739, 16585 16740, 

16973. .17053, 16974 .. 17054 , 

17272. .17472, 17555 .. 17644 , 
17602. .17646 



Seq. ID OJ990421_04.9919.C4* 
Strand 

End 22419 

Method TBLASTX : Maize 

End 17646 

Score 179 
16156. .16263, 16156 1 62 66, 
16407. .16505, 16584 .. 16739, 
16824 .. 16889, 16827 .. 1688 6, 
16979. . 17056, 172 67 .. 17473, 
17588. .17644, 17596 .. 17 64 6, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7450 

15715 

20719 

OJ990421_04 .9919.C48.ol.ts 

16823 

none 

16823. .16891, 16824 .. 16889, 
17267. .17473, 17269 .. 17472, 
17756. .17890, 17764 .. 17895, 
17979. .18065, 1814 1 .. 18230, 
18520. .18585, 18687 .. 18770, 

7450 

15715 

20719 

OJ990421_04.9919.C48.ol.tc 

17402 

none 

17402. .17473, 17598 
17762. .17890, 17764 



Seq. ID 
Strand 
End 

Method 
End 
Score 
16979. .17056, 



OJ990421 04.9919.C48 



17598. 
17770. 
18142, 
18692, 



,17672, 
,17877, 
, 18234, 
, 18769 



22419 

TBLASTX : Soybean 
18770 
76 

16993. . 17043, 
17602. .17676, 
17979. .18065, 



18518. .18607, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_04.9919.C48 
22419 

TBLASTX: Cress 

18044 

88 



17702, 17602. 
17877, 17979. 



7450 Seq. ID 

15715 Strand 
20719 End 
OJ990421_04 . 9919.C48.o4.tm Method 
17764 End. 
none Score 

17764. .17877, 17765 .. 17890, 177 65 17884 , 17766 

17979. .18065, 17979 .: 18065, 17980 .. 18066, 18140 



17676, 17755. .17886, 
18044 



OJ990421 04.9919.C48 



22419 

TBLASTX: Maize 
18218 
191 

17885, 
18205, 



18141. .18218, 18142. .18204, 18147.. 18206 



7771 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7450 
15715 
20719 
OJ990421 
18836 
none 
18836 
18994 
19167 



04. 991-9. C48.o3.tm 



.18988, 
.19083, 
.19238, 



18837. 
19005. 
19175. 



,19052, 
,19133, 
,19240, 



Seq. ID OJ990421_04 . 9919.C48' 
Strand 

End 22419 

Method TBLASTX : Mai ze 

End 19323 

Score 269 
18837. .18995, 18984 .. 19082, 
19040. .19132, 19163. .19240, 
19176. .19316, 19276. .19323, 



19279. .19323 



Seq. No. 


7450 




Seq. ID 


OJ990421_04 


.9919. C48 


Gene No. 


15715 




Strand 






Start 


20719 




End 


22419 




Name 


OJ990421 04.9919.C48. 


o4 .gs 


Method 


GEN SCAN 




Start 


20719 




End 


22419 




GI 


none 




Score 


.7 




Exons 


20719. .20873, 21830.. 


22419 








Seq. No. 


7451 




Seq. ID 


OJ990421_04 


.9919.C49 


Gene' No. 


15716 




Strand 


+ 




Start 


360 




End 


5057 




Name 


OJ990421 04.9919.C49. 


ol , gs 


Method 


GEN SCAN 




Start 


360 




• End 


5057 




GI 


none 




Score 


.54 




Exons 


360.. 375, 2990.. 3305, 


3465. 


.3571, 3601 


..3748, 4017 


. /4094, 



4301. .4483, 4919. .5057 



Seq. No. 7451 Seq. ID 

Gene No. 15717 Strand 

Start 7896 End 

Name OJ990421_04 . 9919 . C4 9 . o3 . gs Method 

Start 7896 End 

GI none Score 
Exons 



OJ990421_04 .9919.C49 
+ 

13232 
GENSCAN 
13232 
.46 

11004, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7896.-8658, 8898. .8973, 9020. .9787, 10431 .. 10698 , 10801 
11328. .11370, 11481. .11636, 11764 .. 11810, 11978 .. 12034 , 
12519. .12596, 130.47 . . 13232 



7451 
15717 
7896 

OJ990421_04. 9919.C4 9.ol.np 
8091 
5441880 

8091. .8141, 8169. .9117, 9559 
11175. .11370, 13060.. 13088 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID OJ990421_04 .9919.C49 

Strand + 

End 13232 

Method AAT/NAP 

End 13088 

Score 961 

.9603, 9868.. 10312, 10396 11085, 



7451 Seq. ID 

15718 Strand 

5388 End 

OJ9904 2 1_04 . 9919 . C4 9 . o2 . gs Method 

5388 End 

none Score 



OJ990421_04 .9919.C49 

6415 
GENSCAN 
6415 
.52 



5388. .5482, 5677. .5808, 6060. .6176, 6412. .6415 



7772 






Seq. No. 


7451 - 


Seq. ID 


OJ990421_04.9919.C49 




Gene No . 


1 c *7 1 n 


Strand 






Start 


14886 


End 


18718 




Name 


OJ990421 04.9919.C49.ol.tm 


Method 


TBLASTX: Maize 




Start 


8679 


End 


9260 




GI 


none 


Score 


113 




Exons 


8679. .8801, 8684. .8797, 8858 


..9022, 8859. .8981, 8976. .9140, 






9003.. 9140, 9180.. 9260 








Seq. No. 


7451 


Seq. ID 


OJ990421_04.9919.C49 




Gene No. 


15719 


Strand 






Start 


14886 


End 


18718 




Name 


OJ990421 04.9919.C49.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8970 


End 


9371 




GI 


none 


Score 


162 




Exons 


8970.. 9158, 9148.. 9315, 9170. .9274, 9171.. 9371, 9171.. 9341 




beq. wo. 


1 a c 1 
/ 4 Ol 


Seq. ID 


OJ990421_04.9919.C49 




Gene No. 


15719 


Strand 






Start 


14886 


End 


18718 




Name 


ujyyu4zi U4 . y yiy . u4 y . 04 . gs 


Method 


GENSCAN 




Start 


1 A Q Q C 
14 OO O 


End 


16263 




GI 


none 


Score 


.86 


J 


Exons 


1 /I O O £ 1 en / / 1 Ct / 1 1 coco 

14 00 0 . . 1DU4 4 , lbl41..1bZDO 






fi 


Seq. No. 


/4 Ol 


Seq. ID 


OJ990421_04.9919.C49 


Li 


Gene No. 


15719 


Strand 






Start 


14886 


End 


18718 




Name 


ujyyu4<:i u4.yy1y.u4y.oz.np 


Method 


AAT/NAP 




Start 


ioyy / 


End 


18718 




GI 


cool m c 


Score 


114 




Exons 


id y y / . . 1 ouzo , ioz / 1 . . looio, 


17824. .18 


264, 18569.. 18718 




GI Descrip. 


(Zy/JJy) hydroperoxide lyase 


(HPOL) like protein [Arabidopsis 






thaliana] 








beq . jno . 


7451 


Seq. ID 


OJ990421_04 .9919.C4 9 


z : 


Gene No. 


15719 


Strand 




l\ 


Start 


14886 


End 


18718 




Name 


OJ990421 04. 9919.C49.o5.gs 


Method 


GENSCAN 


s; 


Start 


17759 


End 


18544 


= T 


GI 


none 


Score 


.92 




Exons 


17759. .17923, 18122 .. 18240, 


18532.. 18544 




Seq. No. 


7451 


Seq. ID 


OJ990421_04.9919.C49 




Gene No. 


15719 


Strand 






Start 


14886 


End 


18718 




Name 


OJ990421 04. 9919.C49.ol.ts 


Method 


TBLASTX : Soybean 




Start 


17822 


End 


18181 




GI 


none 


Score 


79 




Exons 


17822. .17968, 18029. . 18181, 


18062.. 18181 




Seq. No. 


7451 


Seq. ID 


OJ990421_04.9919.C49 




Gene No. 


15719 


Strand 






Start 


14886 


End 


18718 




Name 


OJ990421 04. 9919.C49.o2.tm 


Method 


TBLASTX: Maize 




-Start 


17852 


End 


18181 



7773 






GI 


none 




Score 


62 








Exons 


17852. .17953, 17859. 


.17954, 


17898. .17987, 18029 


. .18181, 








18029. .18181 














Seq. No. 


7452 




Seq. ID 


OJ990421 


_04.9919 


.C50 




Gene No. 


15720 




Strand 


+ 








Start 


1 




End 


749 








Name 


OJ990421 04.9919.C50 


.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


749 








GI 


2443320 




Score 


433 








Exons 


1..81, 440. .749 














GI Descrip. 


(D85597) polyprotein 


[Oryza 


australiensis] 








Seq. No. 


7452 




Seq. ID 


OJ990421 


_04.9919 


.C50 




Gene No. 


15720 




Strand 


+ 








Start 


1 




End 


74 9 








Name 


OJ990421 04.9919.C50 


. ol . tw 


Method 


TBLASTX: 1 


Wheat 






Start 


442 




End 


749 








GI ' 


none 




Score 


385 








Exons ;.. 


442. ,747, 446. .748, 


453. .749 












Seq. No. 


7453 




Seq. ID 


OJ990421 


_04.9919 


.C51 




Gene No. 


15721 




Strand 










Start 


50 




End 


76 








Name 


OJ990421 04.9919.C51 


. ol . gs 


Method 


GEN SCAN 






-r 


Start 


50 




End 


76 






ifi 


GI 


none 




Score 


.44 






L! 


Exons 


50. .76 












t 

; 3f 


Seq. No. 


7454 




Seq. ID 


OJ990421 


_04.9919 


.C54 




Gene No. 


15722 




Strand 


+ 






is! 


Start 


114 




End 


545 






: li 


Name 


OJ990421 04.9919.C54 


.ol.gs 


Method 


GENSCAN 








Start 


114 




End 


545 






. = , 


GI 


none 




Score 


.92 






:sf 
^1 


Exons 


114. .367, 442. .545 














Seq. No. 


7455 




Seq. ID 


OJ990421 


_04.9919 


.C56 


s : 

: S ! 


Gene No. 


15723 




Strand 


+ 






!I! 


Start 


1 




End 


849 








Name 


OJ990421 04.9919.C56 


.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


849 








GI 


5902444 




Score 


617 








Exons 


1..849 














GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


7455 




Seq. ID 


OJ990421 


_04.9919 


.C56 




Gene No. 


15723 




Strand 


+ 








Start 


1 




End 


849 








Name 


OJ990421 04.9919.C56 


. ol . gs 


Method 


GENSCAN 








Start 


101 




End 


775 








GI 


' none 




Score 


. 65 








Exons 


101.. 263, 369.-775 














Seq. No. 


7455 




Seq. ID 


OJ990421 


_04.9919 


.C56 




Gene No. 


15723 




Strand 


+ 








Start 


1 




End 


849 







.7774 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990421_04 . 9919.C56.ol.tw Method TBLASTX : Wheat 

329 • End 784 

none Score" 148 

329. .511, 337. .510, 548. .784, 550. .774 



7456 
15724 
1 

OJ990.421_04.9919.C60.ol.np 
1 

2443320 
1. .552 

(D85597) polyprotein [Oryza australiensis ] 



Seq. ID OJ990421_04.9919.C60 
Strand 

End 552 

Method AAT/NAP 

End 552 

Score 612 



End 

Method 

End 

Score 



7456 
15724 
1 

OJ990421_04.9919.C60.ol.tw 
166 
none 

166. .537, 200. .547, 204. .551 

7456 
15724 
1 

OJ990421_04.9919.C60.ol.tm 
261 
none 

261. .341, 348. .536 

7456 
15724 
1 

OJ990421_04.9919.C60.ol.ts 
270 
none 

270. .350, 351. .545, 352. .543, 363. .545 



Seq. ID OJ990421JD4. 9919.C60 
Strand 

552 

TBLASTX: Wheat 
551 
312 



Seq. ID OJ990421_04.9919.C60 
Strand 

552 . 

TBLASTX: Maize 
536 
137 



End. 
Method 
End 
Score 



Seq. ID OJ990421_04.9919.C60 
Strand 

552 

TBLASTX: Soybean 
545 
91 



End 

Method 

End 

Score 



Seq. ID OJ990421_04.9919.C62 

Strand + 

End 601 

Method AAT/NAP 

End 601 

Score 155 



7457 
15725 
1 

OJ990421_04 .9919.C62.ol.np 
1 

5441880 
1..266, 356. .601 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] ■ 



7457 

15725 

1 

OJ990421_04.9919.C62.ol.gs 

129 

none 

129. .259, 349. .496 



Seq. ID OJ990421_04. 9919.C62 

Strand + 

End 601 

Method GENSCAN 

End 4 96 

Score .83 



7775 






Seq. No. 


7458 . 


Seq. ID 


OJ990421_04. 


9919 


.C63 




Gene No . 




oiidna 










Start 


1 


End 


113 








■ Name 


OJ990421 04.9919.C63.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


113 








GI 


none 


Score 


163 








Exons 


1. .113 












Seq. No. 


7459 


Seq. ID 


OJ990331_08. 


9922 


-C4 




bene no. 


10 / 4L 1 


C4- r an /J 

o trana 


T 








Start 


61 


End 


570 








Name, 


OJ990331 08.9922.C4.ol.gs 


Method 


GEN SCAN 








Start 


61 


End 


570 








GI 


none 


Score 


.55 








Exons 


61.. 165, 486.. 570 












Seq. No. 


7459 


Seq. ID 


OJ990331_08. 


9922 


.C4 




bene no . 




oil cLllva 










Start 


504 


End 


636 








Name 


OJ990331 08.9922.C4.ol.gp 


Method 


AAT/GAP 








Start 


504 


End 


636- 








GI 


none 


Score 


237 








Exons 


504.. 636 










• est 

U 


Seq. No. 


7460 


Seq. ID 


OJ990331_08. 


9922 


.C5 


: c ; 
'is? 


bene no. 


1 CTOQ 


oirana 








ui 


Start 


341 


End . 


476 






rl i 


Name 


OJ990331 08.9922.C5.ol.gp 


Method 


AAT/GAP 






i is? 
s i 


Start 


341 


End 


476 








GI 


none 


Score 


226 






; ; i 


Exons 


341. .476 












Seq. No. 


7461 


Seq. ID 


OJ990331JD8. 


9922 


.C6 




Gene No. 


15730 


Strand 


+ 








Start 


273 


End 


697 






□ 
! ; I 


Name 


OJ990331 08.9922.C6.ol.gp 


Method 


AAT /CAP 






"*\ 


Start 


273 


End 


697 






h c: 


GI 


3767404 


Score 


802 . 






. s i 


Exons 


273. .697 










u 


GI Descrip. 


5454202/gb|AAD43617.1|AC005698 16 7 . Oe 


-15 (AC005698 


) T3P18.16 


:" " : 




[Arabidopsis thaliana] 












Seq. No. - 


7461 


Seq. ID 


OJ990331_08. 


9922 


.C6 




Gene No . 


15730 


Strand 


_L 
T 








Start 


273 


End 


697 








Name 


OJ990331 08. 9922.C6.ol.gs 


Method 


GENSCAN 








Start 


274 


End 


453 








GI 


none 


Score 


1 








Exons 


274. .453 












Seq. No. 


7461 


Seq. ID 


OJ990331_08. 


9922 


.C6 




Gene No. 


15731 


Strand 


+ 








Start 


989 


End 


1397 








Name 


OJ990331 08.9922.C6.o2.gp 


Method 


AAT/GAP 








Start 


989 


End 


1397 








GI 


3767404 


Score 


576 








Exons 


989. .1397 











7776 



GI Descrip. 5454202/gb I AAD43617 . 1 | AC005698_16 7.0e-15 (AC005698) T3P18.16 
[Arabidopsis thaliana] 



Seq. No. 


7.4 61 


Seq. ID 


OJ990331_08.9922 


■ C6 


Gene No. 


15732 


Strand 


- 




Start 


2651 


End 


4059 




Name 


OJ990331 08.9922.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


265 


End 


1166 




GI 


none 


Score 


295 




Exons 


265. .471, 266.. 457, 1013. .1054, 1014. 


.1055, 1116.. 1166, 




- "■ 


1116. .1166 








Seq. No. 


74 61 


Seq. ID 


OJ990331JD8.9922 


.C6 


Gene No. 


15732 . 


Strand 


- 




Start 


2651 


End 


4059 




Name 


OJ990331 08.9922.C6.o2.gs 


Method 


GENSCAN 




Start 


2651 


End 


4041 




GI 


none 


Score 


.76 




Exons 


2651. .3574, 3700. .4041 








Seq. No. 


7461 


Seq. ID 


OJ990331_08. 9922 


.C6 


Gene No. 


15732 


Strand 






Start 


2651 


End 


4059 




Name 


OJ990331 08.9922.C6.o2.np 


Method . 


AAT/NAP 




** Start 


2717 


End 


-'4 059 




J GI 


3892713 


Score 


1059 




fi Exons 


2717. .4059 








ij GI Descrip . 


(AL033545) putative protein 


[Arabidopsis thaliana] 




*{ Seq. No. 


7461 


Seq. ID 


OJ990331_08.9922 


.C6 


^ Gene No. 


15732 


Strand 






si Start 


2651 


End 


4059 




ij Name 


OJ990331 08.9922.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2768 


End 


3133 




=j GI 


none 


Score 


90 




~: Exons 
-i 


2768..296S, 2966.. 3133, 2967 


. .3098 






■J 

oeq . no . 


7461 


Seq. ID 


OJ990331_08.9922 


.C6 


l\ Gene No. 


15732 


Strand 






jjj Start 


. 2651 


End 


4059 




Name 


OJ990331 08.9922.C6.o3.gp 


Method 


AAT/GAP 




- Start 


3746 


End 


4056 




GI 


LIB347 9-005-Q6-K1-B1 


Score 


581 




Exons 


3746. .4056 








GI Descrip. 


■ 5454202/gb | AAD43617. 1 |AC005698_1 6 7 . 


Oe-15 (AC005698) T3P18 




[Arabidopsis thaliana] ' 








Seq. No. 


7462 


Seq. ID 


OJ990331_08.9922 


.C7 


Gene No. 


15733 


Strand 


+ 




Start 


1 


End 


2725 




Name 


OJ990331 08.9922..C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2725 




GI 


6642665 


Score 


133 




Exons 


1..36, 242. .412, 645. .792, 2646... 2725 







16 



GI Descrip. 



(AC015450) 
thaliana] 



putative cinnamoyl-CoA reductase [Arabidopsis 



7777 





Seq. No. 


7462 


Seq. ID 


OJ990331 


_08.9922 


.C7 




Gene No. 


15733 


Strand 


+ 








Start 


1 


End 


2725 








Name 


ojyyujoi Uo . y . o / . ox . gp 


Method 


AAT/GAP" 








Start 


203 


End 


683 








GI 


LIB3433-043-P1-K1-F7 


Score 


374 








Exons 


203. .406, 627. .683 












GI Descrip. 


'2459448 1.0e-30 (AC002332) 


putative cinnamoyl- 


CoA reductase 






[Arabidopsis thaliana] 1 












Seq. No. 


7462 


Seq. ID 


OJ990331 


_08.9922 


.C7 




Gene No. 


15734 


Strand 


+ 








Start 


9066 


End 


9371 








Name 


OJ990331 08.9922.C7.o5.gs 


Method 


GENSCAN 








Start 


9066 


End 


9371 








GI 


none 


Score 


.92 








Exons 


9066. .9371 












Seq. No. 


7462 


Seq. ID 


OJ990331 


_08.9922 


.C7 




Gene No. 


15735 


Strand 


+ 








Start 


9882 


-. End 


13552 








Name 


OJ990331 08.9922.C7.o3.gp 


Method 


AAT/GAP 








Start 


9594 


End 


11226 










none 


Score 


788 








Exons 


9594.. 9674, 10808 .. 10907 , 10988.. 11226 










Seq. No. 


7462 


Seq. ID 


OJ990331 


JD8.9922 


.C7 


n | 


Gene No. 


15735 


Strand 


+ 








Start 


9882 


End 


13552 






■- f;S 


Name 


OJ990331 08.9922.C7.o6.gs 


Method 


GENSCAN 








Start 


9882 


End 


13162 






: "\ 


GI 


none 


Score 


.71 






r i ! 


Exons 


9882.. 9990, 11240 .. 11469, 11552 .. 11692, 


11757. . 


11852, 








11951. .12079, 12165. .12221, 


12308. .12409, 12498 


. .12575, 








12670. .12810, 12906. .12998, 


13112. .13162 






'HI 


Seq. No. 


7462 


Seq. ID 


OJ990331 


_08.9922 


.C7 


U: 


Gene No. 


15735 


Strand 


+ 






i 

3 el 


Start 


9882 


End 


13552 








Name 


OJ990331 08.9922.C7.o2.np 


Method 


AAT/NAP 






; s?f 
= : 


Start 


11185 


End 


13061 








GI 


3892714 


Score 


810 








Exons 


11185. .11469, 11552. .11692, 


11781. .11852, 11951 


. .12079, 








12165. .12221, 12308. .12409, 


12498. .12575, 12670 


. .12810, 





12906. .13061 

GI Descrip." (AL033545) trehalose-6-phosphate phosphatase-like protein 
[Arabidopsis thaliana] 



Seq. No. 7462 Seq. ID 

Gene No. 15735 Strand 

Start . 9882 End 

Name OJ990331_08 . 9922 . C7 . o4 . gp Method . 

Start 12955 End 

GI none Score 

Exons 12955. .12998, 13112.. 13552 



OJ990331_08.9922.C7 
+ 

13552 
AAT/GAP 
13552 
867 



Seq. No. 



7462 



Seq. ID OJ990331_08.9922.C7 



7778 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



15736 Strand + 

14976 End 19795 

OJ990331_08 . 9922 . C7 . o3 . np Method AAT/NAP 

14976 End 19558 

4584520 Score 752 

14976. .15086, 16004 .. 16096, 16143 16174, 16418 .. 16500, 

16988. .17067, 17151 .. 17234 , 17395 .. 17479, 17601. . 17686, 

17791. .17912, 18475. .18535, 18847 .. 18945, 19031 .. 19132 , 

19294. .19368, 19442.. 19558 

(AL04 9607) enoyl-CoA hydratase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7462 Seq. ID 

15736 Strand 

14 97 6 End 

OJ990331_08 . 9922 . C7 . o5 . gp Method 

15754 End 

35300 1.R1084 Score 



OJ990331_08.9922.C7 
+ 

19795 
AAT/GAP 
17055 
804 



15754. .15921, 16016. 
16988. .17055 



,16096, 16432. .16500, 16574 16637 , 



GI Descrip. '2880043 1.0e-16 (AC002340) putative . 

. 3-hydroxyisobutyryl-coenzyme A hydrolase [Arabidopsis thaliana] 1 



efi 

ru 

ui 



rl! 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i= Seq. No. 
r 5 | Gene No. 
Start 



Name 

Start 

GI 

Exons 

GI Descrip. 



7462 
15736 
14976 

OJ990331_08.9922.C7.o9.gs 
15781 



End 

Method 
End 

none Score 
15781. .15921, 16016. .16096, 16432 .. 16500, 17151 .. 17234 , 
17395. .17479,' 17601 .. 17686, 17791 .. 17912, 18475 .. 18535 , 
19031. .19132, 19168.. 19221 



Seq. ID OJ990331_08.9922.C7 
Strand ■• + 

19795 
GENSCAN 
19221 
.92 



OJ990331_08.9922.C7 
+ 



7462 Seq. ID 

15736 *' Strand 

14976 End 19795 

OJ990331_08.9922.C7.o6.gp . Method AAT/GAP 
17406 " ■ End 18901 

6025047 Score 658 

17406. .17479, 17601, . 17686, 
18847. .18901 

4 584520/emb | CAB40751 . 1 | 1.0e-42 (AL049607) enoyl-CoA 
hydratase-like protein [Arabidopsis thaliana] 



17791. .17912, 18475. .18535, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7462 Seq. ID 

15736 Strand 

14976 End 

OJ990331_08 . 9922 . C7 . o7 . gp Method 

19069 End 

77236 1.R1084 Score 



OJ990331_08.9922.C7 
+ 

19795 
AAT/GAP 
19795 
820 



19069. .19132, 19294. .19335, 19442.. 19795 

* 4584520/emb | CAB4 0751. 1 | 1.0e-42 (AL04 9607) enoyl-CoA 

hydratase-like protein [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 



7462 

15737 

22825 



Seq. ID OJ990331_08.9922.C7 
Strand + 
End 23223 



7779 




Name 


OJ990331 08.9922.C7, 


, olO . gs 


Method 


GENSCAN 




Start 


22825 




End 


23223 




GI 


none 




Score 


.99 




Exons 


22825. .23223 










Seq. No. 


7462 




Seq. ID 


OJ990331_08. 


9922. C7 


Gene No. 


15737 




Strand 


+ 




Start 


22825 






O O O O *3 




Name 


OJ990331 08. 9922. C7 . 


. o4 .np 


Method 


AAT/NAP 




Start 


22825 




End 


23214 




GI 


1084461 




Score 


411 




Exons 


22825. .23214 










GI Descrip. 


RCc3 protein - rice 


gi|786132 


(L27208) 


RCc3 [Oryza 


sativa] 


Seq. No. 


7462 




Seq. ID 


OJ990331_08. 


9922. C7 


Gene No. 


15738 




Strand 


+ 




Start 


26100 




End 


26474 




Name 


OJ990331 08. 9922. CI. 


. oil . gs 


Method 


GENSCAN 




Start 


26100 




End 


26474 




GI 


none 




Score 


.91 




Exons 


26100. .26474 










Seq. No. 


7462 




Seq. ID 


OJ990331_08. 


9922. C7 


Gene No. 


15739 




Strand 


+ 




Start 


29516 




End 


29917 




Name 


OJ990331 08. 9922. CI. 


.ol2.gs 


Method 


GENSCAN 




Start 


29516 




End 


29917 




GI 


none 




Score 


.98 




Exons 


29516. .29917 










Seq. No. 


7462 




Seq. ID 


OJ990331_08. 


9922. C7 


Gene No. 


15739 




Strand 


+ 




Start 


29516 




End 


zyyi / 




Name 


OJ990331 08.9922.C7, 


. o5 .np 


Method 


AAT/NAP 




Start 


29516 




End 


29911 




GI 


1084461 




Score 


427 




Exons 


29516. .29911 










GI Descrip. 


RCc3 protein - rice 


gi|786132 


(L27208) 


RCc3 [Oryza 


sativa] 


Seq. No. 


7462 




Seq. ID 


OJ990331_08. 


9922. C7 


Gene No. 


15740 




Strand 


+ 




Start 


33205 




End * . 


35125 




Name 


OJ990331 08. 9922. C7 . 


.06. np 


Method 


AAT/NAP 




Start 


33205 




End 


35125 




GI 


6907086 




Score 


471 




Exons 


33205. .33973, 34033. 


..34373, 34746. .34957, 35039.. 35125 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


7462 




Seq. ID 


OJ990331_08. 


9922. C7 


Gene No. 


15741 




Strand 






Start 


631 




End 


891 




Name 


OJ990331 08-.9922.C7. 


, o2 . gs 


Method 


GENSCAN 




Start 


631 




End 


891 




GI 


none 




Score 


.99 




Exons 


631. .891 










Seq. No. 


7462 




Seq. ID 


OJ990331_08. 


9922. C7 



7780 




Gene No. 


15742 


Strand 






Start 


1656 


End 


4566 




Name 


OJ990331 08.9922.C7.o3.gs 


Method 


GENSCAN 




Start 


1656 


End 


4133 




GI 


none 


Score 


.58 




Exons 


1656. .1980, 2381. .2424, 4119. 


.4133 






Seq. No. 


7462 


Seq. ID 


OJ990331_ 


08. 9922. C7 


Gene No. 


15742 


Strand 






Start 


1656 


End 


4566 




Name 


OJ990331 08 . 9922 . C7 . o2 . gp 


Method 


AAT/GAP 




Start 


4015 


End 


4566 




GI 


LIB3474-009-P1-K1-F11 


Score 


234 




Exons 


4015. .4148, 4530. .4566 








GI Descrip. 


, 4455244/emb|CAB36743.1| 6.0e 


-11 (AL035523) MtN3 


-like protein 




[Arabidopsis thaliana] 1 








Seq. No. 


7462 


Seq. ID 


OJ990331_ 


08. 9922. C7 


Gene No. 


15743 


Strand 






Start 


5369 


End 


8458 . 




Name 


OJ990331 08.9922.C7.o4.gs 


Method 


GENSCAN 




Start 


5369 


End 


8458 




GI 


none 


Score 


.58 . 




Exons 


5369. .5556, 5812. .5904, 6767. 


.6826, 7754.. 7773, 


7778. .7894, 




8403. .8458 








Seq. No. 


7462 


Seq. ID 


OJ990331_ 


08. 9922. C7 


Gene No. 


15744 


Strand 






Start 


14061 


End 


14527 




Name 


OJ990331 08.9922.C7.o7.gs 


Method 


GENSCAN 




Start 


14061 


End 


14527 




GI 


none 


Score 


.47 




Exons 


14061. .14148, 14248. .14368, 14434. .14527 




Seq. No. 


7462 


Seq. ID 


OJ990331_ 


08. 9922. C7 


Gene No. 


15745 


Strand 






Start 


14700 


End 


15140 




Name 


OJ990331 08.9922.C7.o8.gs 


Method 


GENSCAN 




Start 


14700 


End 


15140 




GI 


none 


Score 


.92 




Exons 


14700. .15016, 15071. .15140 








Seq. No. 


7462 


Seq. ID 


OJ990331_ 


08. 9922. C7 


Gene No. 


15746 


Strand 






Start 


22758 


End 


23509 




Name 


OJ990331 08.9922.C7.o8.gp 


Method 


' AAT/GAP 




Start 


22758 


End 


23509 




GI 


4380 2.R1084 


Score 


1396 




Exons 


22758. .23509 








GI Descrip. 


*1084461/pir| IS53012 2.0e-22 


RCc3 protein - rice 


>gi_786132 




(L27208) RCc3 [Oryza sativa] • 








Seq. No. 


7462 


Seq. ID 


OJ990331_ 


08. 9922. C7 


Gene No. 


15747 


Strand 






Start 


26020 


End 


26642 




Name 


OJ990331 08.9922.C7.o9.gp 


Method 


AAT/GAP 




Start 


26020 


End 


26642 





7781 



GI 


4380 3.R1084 




Score 


1210 




Exons 


26020. .26642 










GI Descrip. 


'1084461/pir | IS53012 


2.0e-25 


RCc3 protein - rice >gi_78 6132 




(L27208) RCc3 [Oryza 


sativa] ' 






Seq. No. 


7462 




Seq. ID 


OJ990331_08.9922 


.C7 


Gene No. 


15748 




Strand . 






Start 


29446 




End 


30228 




Name 


OJ990331 08. 9922. C7. 


olO.gp 


Method 


AAT/GAP 




Start 


29446 




End 


30228 




GI 


4380 1.R1084 




Score 


1517 




Exons 


29446. .30228 










GI Descrip. 


1 1084461/pir | | S53012 


2.0e-22 


RCc3 protein - rice >gi_786132 




(L27208) RCc3 [Oryza 


sativa] 1 






Seq. No. 


7462 




Seq. ID 


OJ990331_08.9922 


.C7 


Gene No. 


15749 




Strand 






Start 


31597 




End 


34975 




Name 


OJ990331 08. 9922. C7. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


239 




End 


399 




GI 


none 




Score 


157 




Exons 


239. .367, 241. .399, 


241. .369 








Seq. No. 


7462 




Seq. ID 


OJ990331_08.9922 


.CI 


Gene No . 


15749 




Strand 






Start 


31597 




End 


34975 




Name 


OJ990331 08. 9922. CI. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


212 




End 


29911 




GI 


none 




Score 


65 




Exons 


272. .484, 22965. .23033, 22969 23037 , 


23044 . .23214, 






23153. .23188, 23181. 


.23213, 


26216. .262 


84, 26220. .26288, 






26232. .26309, 26294. 


.26506, 


26295. .26477, 29662 .. 29730, 






29666. .29734, 29678. 


.29755, 


29741. .29911, 29859.. 29909 




Seq. No. 


7462 




Seq. ID 


OJ990331_08.9922 


.CI 


Gene No. 


15749 




Strand 






Start 


31597 




End 


34 975* * 




Name 


OJ990331 08. 9922. C7. 


o4 . tm 


Method 


TBLASTX : Maize 




Start 


10987 




End 


11310 




GI 


none 




Score 


121 




Exons 


10987. .11085, 10988. 


.11086, 


11173. .11202, 11202. .11309, 






11202. .11309, 11203. 


.11310, 


11209. .11310 




Seq. No. 


7462 




Seq. ID 


OJ990331_08.9922 


.CI 


Gene No. 


15749 




Strand 






Start 


31597 




End 


34975 




Name 


OJ990331 08. 9922. C7. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


11332 




End 


13174 




GI 


none 




Score 


69 




Exons 


11332. .11415, 11549. 


.11683, 


11551. .11685, 11552. .11686, 






11756. .11854, 11760. 


.11855, 


117 60. .11855, 11951. .12031, 






12164. .12-232, 12165. 


.12236, 


12320. .12400, 12322. .12402, 






12510. .12587, 12667. 


.12813, 


12669. .12812, 12881. .13021, 






12927. .13022, 13112. 


.13174 








Seq. No. 


7462 




Seq. ID 


OJ990331_08.9922 


.CI 


Gene No. 


15749 




Strand 







7782 




Start . 


31597 






End 


34975 




Name 


OJ990331 08. 9922. C7. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


11551 






End 


12992 




GI 


none 






Score 


159 




Exons 


11551. 


.11691, 11558. 


.11692, 


11778. .118 61, 11780. .11863, 






11951. 


.12061, 11980. 


.12030, 


12171. .12221, 12314. .12400, 






12510. 


.12587, 12667. 


.12825, 


12669. .12812, 12906 .. 12992, 






12926. 


.12991 










Seq. No. 


7462 






Seq. ID 


OJ990331_08.9922 


.C7 


Gene No. 


15749 






Strand 






btart 


31597 






End 


34975 




Name 


OJ990331 08. 9922. C7 . 


o3. ts 


Method 


TBLASTX: Soybean 




Start 


11552 






End 


12025 




GI. 


none 






•Score 


162 




Exons 


11552. 


.11689, 11557. 


.11688, 


1-1781. .11855, 11792. .11863, 






11951. 


.12025, 11980. 


.12024 








Seq. No. 


7462 






Seq. ID 


OJ990331_08.9922 


.C7 


Gene No. 


15749 






Strand 






Start 


31597 






End 


34975 




Name 


OJ990331 08. 9922. C7. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


11554 






End 


11989 




GI 


none 






Score 


153 




Exons 


11554. 


•.11676, 11558. 


.11689, 


11781. . 11852, 11951. .11989 




Seq. No. 


7462 






Seq. ID 


OJ990331_08.9922 


.C7 


Gene No. 


15749 






Strand 






start 


31597 






End 


34975 




Name 


OJ990331 08. 9922. C7. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


12307 






End • 


13013 




GI 


none 






Score 


92 




Exons 


12307. 


.12402, 12308. 


.12400, 


12516. .12587, 12664. .12810, 






12667. 


.12813, 12675. 


.12812, 


12906. .13013, 12926. .13000 




Seq. No. 


7462 






Seq. ID 


OJ990331_08.9922 


.C7 


Gene No. 


15749 






Strand 








31597 






End 


34975 




Name 


OJ990331 08. 9922. C7. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


12504 






End 


13022 




GI 


none 






Score 


61 




Exons 


12504. 


.12578, 12669. 


.12812, 


12670. .12813, 12906. .13022, 






12926. 


.13012 










Seq. No. 


7462 






Seq. ID 


OJ990331_08.9922 


.C7 


Gene No. 


15749 






Strand 






Start 


31597 






End 


34975 




Name 


OJ990331 08. 9922. C7. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


16013 






End 


19117 






none 






Score 


96 




Exons 


16013. 


.16099, 16432. 


.16515, 


16435. .16500, 16567 .. 16683, 






16568. 


.16639, 16987. 


.17073, 


17151. . 17237, 17394. ..17495, 






17395. 


.17481, 17596. 


.17697, 


17597. .17 683, 17791. .17 913, 






17799. 


.17912, 17845. 


.17913, 


18472. . 18! 


543, 18473. . 18535, 






18852. 


.18944, 18853. 


.18954, 


19030. . 19116, 19031. .19117 




Seq. No. 


7462 






Seq. ID 


OJ990331_08.9922 


.C7 



7783 




Gene No. , 


157.49 








Strand 






Start 


31597 








End 


34975 




Name 


OJ990331 08. 9922. CI. 


od . tm 


Method 


TBLASTX: Maize 




Start 


16013 








End 


17073 




GI 


none 








Score 


123 




Exons 


16013. 


.16096, 


16015. 


.16095, 


16431. .16499, 16432 16500, 






16432. 


.16509, 


16567. 


.16686, 


16568. .16684, 16984 .. 17067, 






16986. 


.17069, 


16986. 


.17069, 


16987.. 17073 




Seq. No. 


7462 








Seq. ID 


OJ990331_08.9922 


.C7 


Gene No. 


15749 








Strand 






Start 


31597 








End 


34975 




Name 


OJ990331 08. 9922. CI. 


o3.tm 


Method 


TBLASTX: Maize 




Start 


17599 








End 


19136 




GI 


none 








Score 


90 




Exons 


17599. 


.17682, 


17599. 


.17682, 


17600. .17683, 17 603 . .17 683, 






11116. 


.17913, 


17794. 


.17913, 


17799. . 17921, 18302 .. 1834 3, 






18459. 


.18536, 


18472. 


.18543, 


18473. .18550, 1884 6 .. 18 94 4 , 






18846. 


.18944, 


18847. 


.18954, 


18847. . 18948, 19024 .. 19125, 






19029. 


.19136, 


19031. 


.19123 








Seq. No. 


7462 








Seq. ID 


OJ990331_08.9922 


.C7 


Gene No. 


15749 








Strand 






fZ . Start 


31597 








End 


34975 




! »^ Name 


OJ990331 08. 9922. CI. 


06 . tm 


Method 


TBLASTX: Maize - 




! J Start 


19288 








End 


19584 




m GI 


none 








Score 


68 




rii Exons 


19288. 


.19335, 


19439. 


.19561, 


19441. .19584, 19441. .19560 




! ,B | Seq. No. 


7462 








Seq. ID 


OJ990331_08.9922 


.C7 


^ Gene No. 


15749 








Strand 






Q Start 


31597 








End 


34975 




Hi Name 


OJ990331 08. 9922. CI. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


22953 








End 


29944 




n GI 


none 








Score 


115 




Exons 


22953. 


.23033, 


22954. 


. Z JUo / , 


22981. .23067, 2304 1 . . 23133, 




"'hi 


23044. 


.23214, 


23144. 


.23188, 


26172. .26198, 26180 .. 26284 , 






26181. 


.26288, 


26181. 


.26198, 


26232'?: 26318, 26245. .26289, 






26292. 


.26378, 


26294. 


.26458, 


26295.\26465, 29659 .. 29730, 






29660. 


.29734, 


29678. 


.29764, 


29738.-29824, 2974 0 .. 29913, 






29741. 


.29944 












Seq. No. 


7462 








Seq. ID 


OJ990331_08.9922 


.C7 


Gene No. 


15749 








Strand 






Start 


31597 








End 


34975 




Name 


OJ990331 08. 9922. CI. 


OZ . tC 


Method 


TBLASTX: Cress 




Start 


22963 








End 


29917 




GI 


none 








Score 


79 




Exons 


22963. 


.23037, 


23044. 


.23214, 


26172. .26231, 26214 .. 26288, 






26279. 


.26464, 


26295. 


.26465, 


29660. .29734, 29740 .. 29910, 






29741. 


.29917 












Seq. No. 


7462 








Seq. ID 


OJ990331_08.9922 


• C7 


Gene No. 


15749 








Strand 






Start 


31597 








End 


34975 




Name 


OJ990331 08. 9922. C7. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


22963 








End 


30004 





7784 



GI 

Exons 



none Score 218 

22963. .23214, 22968 . .23126, 26183 264 64 , 2 6184 .. 264 65, 

29660. .29911, 29665 .. 29832, 29909.. 30004 



Seq. No. 7462 Seq. ID OJ990331_08 . 9922 . C7 

Gene No. 15749 Strand 

Start 31597 End 34975 

Name OJ990331_08. 9922. CI. oil. gp' Method AAT/GAP , 

Start 31488 End 31913 

GI 4878407 Score 671 

Exons 31488. .31913 

GI Descrip. 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 





Seq. No. 


7462 


Seq. ID 


OJ990331_08.9922.C7 




Gene No. 


15749 


. Strand 






Start 


31597 


End 


34975 




Name 


OJ990331 08.9922.C7.ol3.gs 


Method 


GENSCAN 




Start 


31597 


End 


34897 




GI 


none 


Score 


.64 




Exons 


31597. .31731, 32399 .. 32553, 


33439.-33524, 33604 .. 33978 , 






34029. .34225, 34 311 .. 34458 , 


34700. .34897 




Seq. No. 


7462 


Seq. ID 


OJ990331_08.9922.C7 




Gene No. 


15749 


Strand 




3 


Start 


31597 


End 


34975 


n 


Name 


OJ990331 -08.9922.C7.o7.np 


Method 


AAT/NAP 


u 


Start 


33248 


End 


34975 




GI 


4455154 


Score 


79 




Exons 


33248. .33490, 34172 .. 34278 , 


34558. .34616, 34864.. 34975 


u 


GI Descrip. 


(AL033545) extensin-like protein [Arabidopsis thaliana] 


Li 


Seq. No. 


7463 


Seq. ID 


OJ990331_08.9922.C8 




Gene No. 


15750 


Strand 


+ 


B i 


Start 


353 


End 


1266 


s i 


Name 


OJ990331 08.9922.C8.ol.gs 


Method 


GENSCAN 


■1 


Start- 


353 


End 


1266 


SI 


GI 


none 


Score 


.55 


II 


Exons 


353. .394, 1043'; .1266 






s i 


Seq. No. 


7463 


Seq. ID 


OJ990331_08. 9922.C8 




Gene No. 


15751 


Strand 


+ 




Start 


6301 


End 


13556 




Name 


OJ990331 08.9922.C8.o3.gs 


Method 


GENSCAN 




Start 


6301 


End 


8833 




GI 


none 


Score 


.79 




Exons 


6301. .6348, 6883.. 7014, 7919 


..8124, 8240. .8397, 8622. .8833 




Seq. No. 


7463 


Seq. ID 


OJ990331_08. 9922.C8 




Gene No. 


15751 


Strand 


+ 




Start 


6301 


End 


13556 




Name 


OJ990331 08.9922.C8.ol.np 


Method 


AAT/NAP 




Start 


7547 


End 


13556 




GI 


1657851 


Score 


490 




Exons 


7547.. 7661, 9025.. 9420, 13161.. 13556 






GI Descrip. 


(U73214) cold acclimation protein WCOR518 [Triticum aestivum] 



7785 



Seq. No. 


7463 


Seq. ID 


OJ990331_08.9922.C8 


Gene No. 


15751 


Strand 


+ 


Start 


6301 


End 


13556 


Name 


OJ990331 08.9922.C8.ol.gp 


Method 


AAT/GAP 




8920 


End 


9281 


GI 


62886 1.R1084 


Score 


673 


Exons 


8920. .9281 






GI Descrip. 


'1084462/pirl IS53011 6.0e-14 


RCg2 protein - rice >gi 786130 




(L27209) RCc2 [Oryza sativa] 


>gi 786134 (L27210) root-specific 




protein [Oryza sativa] ' 






Seq. No. 


7463 


Seq. ID 


OJ990331_08.9922.C8 


bene ino . 


1 M 
1 j / jl 


Strand 


+ 


Start 


6301 


End 


13556 


Name 


OJ990331 08.9922.C8.o4.gs 


Method 


GEN SCAN 


Start 


8993 


End 


11487 


GI 


none 


Score 


.76 


Exons 


8993. .9366, 11334. .11487 






Seq. No. 


7463 


Seq. ID 


OJ990331_08.9922.C8 


Gene No. 


15752 


Strand 








End 


5169 


Name 


OJ990331 08.9922.C8.o2.gs 


Method 


GEN SCAN 


Start 


1986 


End. 


5169 . 


-GI 


none 


Score 


.99 


Exons 


1986.. 2258, 3317.. 3685, 3803 


..3946, 4043. .4133, 4221. .4325, 




4440. .4561, 4691. .4812, 5025 


. .5169 




Seq. No. 


7463 


Seq. ID 


OJ990331_08.9922.C8 


bene ino . 


1 J / J J 


Strand 




Start 


13152 


End 


14373 


Name 


OJ990331 08.9922.C8.o2.ts 


Method 


TBLASTX : Soybean 


Start 


3034 


End 


3365 


GI 


none 


Score 


107 


Exons 


3034.. 3204, 3035.. 3199, 3317 


..3349, 3321. .3365 


Seq. No. 


7463 


Seq. ID 


OJ990331_08.9922.C8 


Gene No. 


15753 • 


Strand 




Start 


13152 


End 


14373 


Name 


OJ990331 08.9922.C8lol.tm 


Method 


TBLASTX: Maize 




9058 


End 


13550 


GI 


none 


Score 


51 


Exons 


9058.. 9078, 9059.. 9079, 9134 


..9199, 9145. .9198, 9236. .9400, 




9289..9426, 13175 .. 13348, 13224 .. 13250, 


13296. .13349, 




13311. .13349, 13377. .13412, 


13389. .13550, 13391 .. 1354 9, 




13467. .13550 






Seq. No. 


7463 


Seq. ID 


OJ990331_08.9922.C8 


Gene No. 


15753 


Strand 




O Lai l_ 


13152 


End 


14373 


Name 


OJ990331 08.9922.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


9152 


End 


13553 


GI 


none 


Score 


92 


Exons 


9152.. 9247, 9236.. 9403, 9283 


..9393, 13305. .13406, 13307 .. 13390, 




13391. .13543, 13392.. 13553 






Seq. No. 


7463 


Seq. ID 


OJ990331_08.9922.C8 



7786 




Gene No. 


15753 


Strand 






Start 


13152 


End 


14373 




Name 


OJ990331 08.9922.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9154 


End 


13550 




. GI 


none 


Score 


102 




Exons 


9154.. 9219, 9155. .9247, 9242 


..9400, 9283.-9393, 13304.. 


133* 




13305. .13397, 13391 .. 13489, 


13392. .13550 




Seq. No. 


7463 


Seq. ID 


OJ990331_08.9922 


.C8 


Gene No. 


15753 


Strand 






Start 


13152 


End 


14373 




Name 


OJ990331 08 . 9922 .Co . ol . tw 


Method 


TBLASTX: Wheat 




Start 


9158 


End 


13550 




GI 


none 


Score 


57 




Exons 


9158. .9199, 9170.':9199, 9242 


..9400, 9289..9393, 13301.. 


133' 




13308. .13349, 13314 1334 9, 


13391. .13543, 13392 .. 13550, 






13392. .13544 








Seq. No. 


7463 


Seq. ID 


OJ990331_08.9922 


.C8 


Gene No. 


15753 


Strand 






Start 


13152 


End 


14373 




Name 


OJ990331 08.9922.C8.o5.gs 


Method 


GEN SCAN 




Start 


13152 


End 


14373 




r . GI 


none 


Score ■ 


.94 




!s =| Exons 
: iJ 


13152. .13578, . 13696. .13852, 


14284. .14373 




U\ Seq. No. , 


7464 


Seq. ID 


OJ990331_08.9922 


.C9 


Gene No. 


15754 


Strand 


+ 




j«! Start 


579 


End 


974 




; c [ Name 


OJ990331 08.9922.C9.ol.gs 


Method 


GENS CAN 




•' y Start 


579 


End 


974 






none 


Score 


1 




: jj Exons 


579. . 974 








= Seq. No. 


7464 


Seq. ID 


OJ990331_08.9922 


.C9 


Gene No. 


15755 


Strand 


+ 




~ l "Start 


5295 


End 


•5723 . 




Name 


OJ990331 08.9922.C9.ol.np 


Method 


AAT/NAP 




J Start 


5295 


End 


5720 




;;i gi 


1084462 


Score 


523 




==| Exons 


5295. .5720 








;s GI Descrip. 


RCg2 protein - rice gi 1 786130 (L27209) 


RCc2 [Oryza sativa] 




gi 1786134 (L27210) root-specific protein [Oryza sativa] 




Seq. No. 


7464 


Seq. ID 


OJ990331_08.9922 


-C9 


Gene No. 


15755 


Strand 


+ 




Start 


5295 


End 


5723 




Name 


OJ990331 08.9922.C9.o3.gs 


Method 


GENSCAN 




Start 


5295 


End 


5723 




GI 


none 


Score 


.84 




Exons 


5295. .5420, 5493. .5723 








Seq. No. 


7464 


Seq. ID 


OJ990331_08.9922 


.C9 


Gene No. 


15756 


Strand 


+ 




Start 


9650 


End 


10282 




Name 


OJ990331 08.9922.C9.o2.gp 


Method 


AAT/GAP 




Start 


9559 


End 


10282 





7787 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



586_1.R1084 Score 1390 

9559.. 10282 

■6069643/dbj | AP000616.il AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 

Seq. ID OJ990331_08.9922.C9 



7464 
15756 
9650 

OJ990331_08 . 9922 . C9 . o2 . np 
9650 
1084462 
9650.. 10087 

RCg2 protein - rice gi 1786130 (L27209) RCc2 [Oryza sativa] 
gi 1 786134 (L27210) root-specific protein [Oryza sativa] 



Strand + 

End 10282 

Method AAT/NAP 

End 10087 

Score 786 



Seq. No. 


7464 


Seq. ID 


OJ990331_08.9922 


.C9 


Gene No. 


15756 


Strand 


+ 




Start 


9650 


End 


10282 




Name 


OJ990331 08.9922.C9.o4.gs 


Method 


GEN SCAN 




Start 


9650 - 


End 


10090 






none 


Score 


.98 




Exons 


9650. .10090 








Seq. No. 


7464 


Seq. ID 


OJ990331_08.9922 


.C9 


Gene No.. 


15757 


Strand 


+ 




Start 


12265 


End 


12754 




Name 


OJ990331 08.9922.C9.o5.gs 


Method 


GENSCAN 




Start 


12265 


End 


12754 




GI 


none 


Score 


.7 




Exons 


12265. .12579, 12581.. 12754 








Seq. No. 


7464 


Seq. ID 


OJ990331_08.9922 


.C9 


Gene No . 


15757 


Strand 


+ 




Start 


12265 


End 


12754 




Name 


OJ990331 08.9922.C9.o3.np 


Method 


AAT/NAP 




Start 


12292 


End 


12745 




GI 


1199772 


Score 


217 




Exons 


12292. .12504, 12542.. 12745 








GI Descrip. 


(D83226) extensin like protein [Populus 


i nigra] 






gi 1 1199774 |dbj IBAA11855I ' (D83227) extensin like protein 


[Populus 




nigra] 








Seq. No. 


7464 


Seq. ID 


OJ990331_08.9922 


.C9 


Gene No. 


15758 


Strand 






Start 


2750 


End 


12745 




Name 


OJ990331 08 . 9922 . C9 . ol . tm 


Method 


TBLASTX: Maize 




Start 


617 


End 


12742 




GI 


none 


Score 


72 




Exons 


617. .769, 627. .710, 675. .773, 


810. .971, 


812. .970, 5465. 


.5515, 




5469.. 5519, 5552.. 5641, 5553. 


.5642, 5643. .5720, 9712. .9738, 




9713. .9739, 9838. .9885, 9839. 


.9889, 9989. .10087, 9994.. 


10086, 




12463. .124 98,. .12574. .12678, 12632. .12664,' 12683. .12742 




Seq. No. 


7464 


Seq. ID 


OJ990331_08.9922 


.C9 


Gene No.. 


15758 


Strand 






Start 


2750 


End 


12745 




Name 


OJ990331 08.9922.C9.ol.ts 


Method 


TBLASTX : Soybean 





7788 



Start 
GI 

Exons 



621 End 12745 

none Score 270 

621. .989, 719. .988, 5469.-5642, 5561. .5644, 5643. .5720, 

9839. .9886, 9989. .10087, 124 63. .124 98, 12632. .12664, 

12683. .12745 



Seq. No. 7464 

Gene No. 15758 

Start 2750 

Name OJ990331_08 . 9922 . C9 . ol . tc 

Start 687 

GI none 

Exons 687.. 827, 728.. 811, 812.. 964, 
5553.-5642, 5576.. 5644, 5643. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990331 08. 9922. C9 



12745 

TBLASTX: Cress. 
12742 
96 

813. .974, 5469. .5564, 5474. .5557, 
5723, 9839.. 9922, 9989.. 10090, 



12463. .12498, 12632 12664 , 12683.. 12742 



Seq. No. 


7464 




Seq. ID 


OJ990331_08.9922.C9 


Gene No. 


15758 




Strand 




Start 


2750 




End 


12745 


Name 


OJ990331 08 


. 9922.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


722 




End 


12742 


GI 


none 




Score 


62 


Exons 


722. .769, 726. .770, 735. .770 


, 812. .964, 


813. .971, 813. .965, 




5475. .5516, 


5475. .5516, 5519 


..5713, 5559. .5642, 5643. .5720, 




5643. .5714, 


9845. .9886, 9845 


..9886, 9998.. 10087, 12683.. 127- 


Seq. No. 


7464 




Seq. ID 


OJ990331_08.9922.C9 


Gene No. 


15758 




Strand 




Start 


2750 




End 


12745 


Name 


OJ990331 08 


.9922.C9.o2.gs 


Method 


GENS CAN 


Start 


2750 




End 


3232 


GI 


none 




Score 


.58 


Exons 


2750. .3115, 


3155. .3232 






Seq. No. 


7465 




Seq. ID 


OJ990331_08. 9922. C10 


Gene No. 


15759 




Strand 


+ 


Start 


244 




End 


3296 


Name 


OJ990331 08 


. 9922. C10. ol.gs 


Method 


GEN SCAN 


Start 


244 




End 


3296 


GI 


none 




Score 


.84 


Exons 


244. .270, 2898. .3026, 3063.. 


3296 




Seq. No. . ., 


7465 




Seq. ID 


OJ990331_08. 9922. C10 


Gene No. 


15760 




Strand 


+ 


Start 


5183 




End 


6829 


Name 


OJ990331 08 


.9922. C10. o2.gs 


Method 


GENS CAN 


Start 


5183 




End 


6829 


GI 


none 




Score 


.89 


Exons 


5183. .5286, 


5322.. 5467, 5552 


..5753, 6024.. 6150, 6188.. 6829 



Seq. No. 7465 Seq. ID 

Gene No. 15761 Strand 

Start 626 End 

Name OJ990331_08 . 9922 .C10 . ol . gp Method 

Start 626 End 

GI none Score 

Exons 626.. 904, 2934.. 3029, 3116.. 3202, 3333 



OJ990331_08. 9922. C10 

3567 
AAT/GAP 
3557 
1214 
. .3557 



7789 



Seq. No. 7465 

Gene No. 15761 

Start 626 

Name OJ990331_08 . 9922 . CIO . ol . tm 

Start 662 

GI none 
Exons 



Seq. ID OJ990331_08. 9922. CIO 
- Strand 

End 3567 

Method TBLASTX : Mai ze 

End 3482 

Score 72 



662. .721, 844. .903, 844. .903, 845 . . 904 , 84 6 . . 905 , 2919. .3035, 
2938. .2991, 2943. .3032, 2944. .3048, 2945. .3043, 3116. .3202, 
3117. .3200, 3333. .3422, 3336. .3422, 3372. .3470, 3411. .3482 



Seq. No. 7465 

Gene No. 15761 

Start 626 

Name OJ990331_08 . 9922 .C10 . ol . tw 

Start 3006 

GI none 
Exons 



Seq. ID OJ990331_08. 9922. C10 
Strand 

End 3567 

Method TBLASTX : Wheat 

End 3567 

Score 136 



3006. .3035, 3116. .3202, 3117. .3200, 3333.-3488, 3336. .3485, 
3532. .3567 



Seq. No. 7466 

Gene No. 15762 

Start 1 

Name OJ990331_08 . 9922 . Cll . ol . np 

Start 1 

GI 64 66937 

•Exons 1..416, 444.. 3807, 5133.. 5156 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. "ID OJ990331_08. 9922. Cll 

Strand + 

End 5156 

Method AAT/NAP 

End . ■ 5156 

: Score 2260 



if 



bF 
i 



Seq. No. 7466 

Gene No. 15762 

Start 1 

Name OJ990331_08 . 9922 . Cll . ol . gs 

Start 82 

GI none 

Exons 82.. 2045, 2183.. 3722, 3795. 



Seq. ID OJ990331_08. 9922. Cll 

Strand + 

End 5156 

Method GEN SCAN 

End 3968 

Score .48 
.3968 



Seq. No. 7466 

Gene No. 15762 

Start 1 

Name OJ990331_08 . 9922 . Cll . 06 . tm 

Start 754 

GI none 

Exons 754.. 1059, 886.. 1059 



Seq. ID OJ990331_08. 9922. Cll 

Strand + 

End 5156 

Method TBLASTX : Mai ze 

End 1059 

Score 248 



Seq. No. 7466 

Gene No. 157 62 

Start 1 

Name OJ990331_08 . 9922 . Cll . ol . tw 

Start 1294 

GI none 

Exons 1294. .1776, 1398.. 1718, 1414, 



Seq. ID OJ990331J38. 9922. Cll 

Strand + 

End 5156 

Method TBLASTX : Wheat 

End 1776 

Score 387 
.1734 



Seq. No. 
Gene No. 
Start 



7466 

15762 

1 



Seq. ID OJ990331_08. 9922. Cll 
Strand + 
End 5156 



7790 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990331_08, 

1330 

none 

1330. .1644 

7466 

15762 

1 

OJ990331J38. 

1357 

none 

1357. .1830, 

7466 

15762 

1 

OJ990331_08. 

1753 

none 

1753. .2112, 

7466 

15762 

1 

OJ990331_08. 

1825 

none 

1825. .2190, 

7466 

15762 

1 

OJ990331_08. 

1833 

none 

1833. .2048, 

7 4 66'.' - 

15762 

1 

OJ990331_08. 

2058 

none 

2058. .2195, 

7466 

15762 

1 

OJ990331_08. 

2574 

none 

2574. .2858, 

7466 

15762 

1 

OJ990331 08. 



9922.Cll.o3.ts 



9922.Cll.o2.tm 
1398.. 1829, 1441, 

9922.Cll.ol.ts 
1824. .2099 

9922.Cll.o4.tw 
1849.. 2166, 1872. 

9922.Cll.o5.tm 



Method TBLASTX : Soybean 
End 1644 
Score 207 



Seq. ID OJ990331_08.9922.C11 

Strand + 

End 5156 

Method TBLASTX: Maize 

End 1830 

Score 607 
.1830 

Seq. ID OJ990331_08. 9922.C11 

Strand + 

End 5156 

Method TBLASTX : Soybean 

End 2112 

Score 291 



Seq. ID OJ990331_08.9922.C11 

Strand + \ > . 

End 5156 

Method TBLASTX : Wheat 

End 2190 

Score 282 
.2189 

Seq. ID OJ990331_08.9922.C11 

Strand + 

End 5156 

Method TBLASTX : Mai ze 

End 2055 

Score 102 



1833. .2048, 1834. .2055, 1834. .2052 



9922.Cll.o3.tm 



Seq. ID OJ990331_08.9922.C11 

Strand + 

End 5156 

Method TBLASTX : Mai ze 

End 2684 

Score 122 



2059. .2202, 2178. .2585, 2201. .2545, 2568. .2684 



9922.Cll.o3.tw 
2664..2864, 2711, 

9922.Cll.ol.tm 



Seq. ID OJ990331JD8. 9922. Cll 

Strand + 

End 5156 

Method TBLASTX : Wheat 

End 2969 

Score 247 
.2968, 2810. .2968, 2916. .2969 

Seq. ID OJ990331JD8. 9922. Cll 

Strand + 

End 5156 

Method TBLASTX : Maize 



7791 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



2802 
none 

2802. .2864, 

7466 

15762 

1 

OJ990331_08. 

2918 

none 

2918. .3208, 

7466 

15762 

1 

OJ990331_08. 

3057 

none 

3057. .3434, 

7466 

15762 

1 

OJ990331_08. 
'•3480 
none 

3480. .3905, 

7466 

15762 

1 

OJ990331_08. 

3642 

none 

3642. .3806, 

7467 

15763 

643 

OJ990331_08. 

643 

none 

643. .826 

7468 

15764 

405 

OJ990331_08. 

405 

none 

405. .576 

7469 

15765 

426 

OJ990331_08. 
426 



2804. .3427, 2897, 

9922.Cll.o2.ts 
2919. .3209 

9922.Cll.o2.tw 
3152.. 3388, 3552. 

9922.Cll.o4.tm 



End -3.434 
Score 

.3106, 2916.. 3434 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3641 



OJ990331_08.9922.C11 
+ 

5156 

TBLASTX : Soybean 

3209 

265 



OJ990331_08. 9922.C11 
+ 

5156 

TBLASTX: Wheat 

3641 

291 



Seq. ID OJ990331_08. 9922.C11 

Strand + 

End 5156 

Method TBLASTX: Maize , 

- . End 4105 

Score 315 
3620.. 3805, 3905.. 3952, 3906.. 3950, 4082.. 4105 



9922.Cll.o5.tw 



3644.. 3808, 3650. 



9922.C12.ol.gs 



9922.C13.ol.gs 



9922.C14.ol.gs 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3805 

Seq. ID 
Strand . 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990331_08. 9922.C11 
+ 

5156 

TBLASTX: Wheat 

3808 

198 



OJ990331 08.9922.C12 



826 

GENSCAN 

826 

.94 



OJ990331_08. 9922.C13 
576 

GENSCAN 

576 

.82 



OJ990331_08. 9922.C14 
533 

GENSCAN 
533 



7792 



GI 


none 






Score 


.97 




Exons 


426. .533 












Seq. No. 


7470 






Seq. ID 


OJ990331JD8.9922 


.C15 


Gene No . 


15 / 66 






Strand 


+ 




Start 


63 






End 


929 




Name 


OJ990331 


08.9922 


. C15 . ol . gs 


Method 


GENSCAN 




Start 


63 






End 


929 




GI 


none 






Score 


.87 




Exons 


63. .929 












Seq. No. 


7470 






Seq. ID 


OJ990331_08.9922 


.C15 


Gene No. 


15766 






Strand 


+ 




btar t 


63 






End 






Name 


OJ990331 


08.9922 


.C15.ol.np 


Method 


AAT/NAP 




Start 


144 






End 


926 




GI 


4056615 






Score 


641 




Exons 


144. .926 












GI Descrip. 


(AF067401) Sell 


protein [Oryza sativa] 






Seq. No. 


7470 






Seq. ID 


OJ990331_08.9922 


.C15 


Gene No. 


15766 






Strand 


+ 




Start 


63 






End 


929 




Name 


OJ990331_ 


08.9922 


.C15.ol.gp 


Method 


AAT/GAP 




Start 


275 






End 


693 




GI 


none 






Score 


783 




Exons 


275. . 693 












Seq. No. 


7470 






Seq. ID 


OJ990331_08.9922 


.C15 


Gene No. 


15767 






Strand 






Start 


1002 






End 


1348 




Name 


OJ990331 


08.9922 


.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


35 






End 


929 




GI 


none 






Score 


136 




Exons 


35. .121, 


36. .197 


, 57. .149, 


156. .239, 164. .211, 240. .407 






257. .406, 


473. .694, 474. .722, 788. .925 


, 789.-929, 834.. 


926 


Seq. No. 


7470 






Seq. ID 


OJ990331_08.9922 


.C15 


Gene No. 


15767 






Strand 






start 


1002 






End 


1348 




Name 


OJ990331 


08.9922 


.C15.ol.ts 


Method 


TBLASTX : Soybean 




Start 


39 






End 


929 




GI 


none 






Score 


211 




Exons 


39. .230, 


41. .301 


, 243.. 452, 


473. .571, 


474. .704, 788. .928, 




789. .929 












Seq. No. 


7470 






Seq. ID 


OJ990331_08. 9922 


.C15 


Gene No. 


15767 






Strand 






Start 


1002 






End 


1348 




Name 


OJ990331 


08.9922 


.C15 . ol . tc 


Method 


TBLASTX: Cress 




Start 


42 






End 


385 




GI 


none 






Score 


208 




Exons 


42. .308, 


54. .254 


, 249. .380, 


254. .385 






Seq. No. • 


7470 






Seq. ID 


OJ990331_08.9922 


.C15 


Gene No. 


15767 






Strand 






Start 


1002 






End 


' 1348 





7793 




Name 


OJ990331 08. 


9922 .'CI 5 


.o2 


.gp 


Method 


AAT/GAP 




Start 


1002 








End 


1348 




GI 


none 








Score 


671 




Exons 


1002. .1348 














Seq. No. 


7471 








Seq. ID 


OJ990331_ 


08.9922.C16 


Gene No. 


15768 








Strand 


+ 




Start 


1321 








End 


6414 




Name 


OJ990331 08. 


9922. C16 


.ol 


. gs 


Method 


GENSCAN 




Start 


1321 








End 


6414 




GI 


none 








Score 


.7 




Exons 


1321. .1407, 


1574. .1669, 


2784. 


.2930, 4444. .4482, 


4677. .4781, 




4964. .5096, 


5380. .5536, 


6300. 


.6414 






Seq. No. 


7471 








Seq. ID 


OJ990331_ 


08.9922.C16 


Gene No. 


15768 








Strand 


+ 




Start 


1321 








End 


6414 




Name 


OJ990331 08. 


9922. C16 


.ol 


• gp 


Method 


AAT/GAP 




Start 


4090 








End 


4389 




GI 


none 








Score 


592 




Exons 


4090. .4389 














Seq. No. 


7472 








Seq. ID 


OJ990331_ 


08.9922.C17 


Gene No. 


15769 








Strand 


+ 




Start 


426 








End 


547 




Name 


OJ990331 08. 


9922. C17 


.ol 


.gp 


Method 


AAT/GAP 




Start 


426 








End 


547 




GI 


LIB3434-017- 


P1-K1-G9 






Score 


194 




Exons 


426. .547 














GI Descrip. 


, 1084461/pir | IS53012 


2. 


0e-10 


RCc3 protein - rice 


>gi_786132 




(L27208) RCc3 [Oryza 


sativa] ' 








Seq. No. 


7472 








Seq. ID 


OJ990331_ 


08.9922.C17 


Gene No. 


15770 








Strand 






Start 


272 








End 


347 




Name 


OJ990331 08. 


9922. C17 


.ol 


.gs 


Method 


GENSCAN 




Start 


272 








End 


347 




GI- 


none 








Score 


.6 




Exons 


272. .347 














Seq. No. 


7473 








Seq. ID 


OJ990331_ 


08.9922.C18 


Gene No. 


15771 








Strand 


+ 




Start 


262 








End 


415 




Name 


OJ990331 08. 


9922. C18 


.ol 


.gs 


Method 


GENSCAN 




Start 


262 








End 


415 




GI 


none 








Score 


.4 




Exons 


262. .415 














Seq. No. 


7474 








Seq. ID 


OJ990331_ 


08.9922.C20 


Gene No. 


15772 








Strand 


+ 




Start 


456 








End 


686 




Name 


OJ990331 08. 


9922. C20 


.ol 


.gp 


Method 


AAT/GAP 




Start 


456 








End 


686 




GI 


586 1.R1084 








Score 


384 





Exons 456. . 686 

GI Descrip. ' 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 • 



7794 




Seq. No. 


7474 




Seq. ID 


OJ990331_08.9922.C20 


bene no . 








_i_ 


Start 


456 




End 


686 


Name 


OJ990331 08.9922.C20.ol 


.np 


Method 


AAT/NAP 


Start 


547 




End 


686 


GI 


1084460 




Score 


170 


Exons 


547. .686 








GI Descrip. 


RCc2 protein - rice 








oeq. no. 


n a n a 




oeq. lu 


OTQQm^l DP QQ99 COCi 


Gene No. 


15773 




Strand 




Start 


318 




End 


625 


Name 


OJ990331 08.9922.C20.ol 


.gs 


Method 


GEN SCAN 


Start 


318 




End 


625 


GI 


none 




Score 


.59 


Exons 


318. .425, 513. .625 








oeq. no . 


/ 4 / 0 




oeq. iu 


nTQQn^l Oft QQ99 P91 


Gene No. * 


15774 




Strand 




Start 


207 




End 


537 


Name 


OJ990331 08.9922.C21.ol 


.gs 


Method 


GEN SCAN 


Start 


207 




End 


537 


GI 


none 




Score 


.67 


Exons 


. 207. .350, 447. .537 








Seq. No. 


7476 




Seq. ID 


OJ990331_08.9922.C22 


Gene No. 


15775 




Strand ■ 


+ 


otari 


1 




End 


756 


Name 


OJ990331 08.9922.C22.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


756 


GI 


4725942 




Score 


290 


Exons 


1..169, 382. .550, 646.. 


756 






GI Descrip. 


(AL04 9730) putative trehalose 


-6-phosphate phosphatase (AtTPPA) 




[Arabidopsis thaliana] 








oeq. no. 


7476 




Seq. ID 


OJ990331_08.9922.C22 


Gene No. 


15775 




Strand 


+ 


Start 


1 




End 


756 


Name 


OJ990331 08.9922.C22.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


43 




End 


753 


GI 


none 




Score 


82 


Exons 


43. .114, 407. .553, 409. 


.552, 


621. .752, 


667. .753 


oeq. no. 


7476 




Seq. - ID 


OJ990331_08.9922.C22 


Gene No. 


15775 




Strand 


+ 


Start 


1 




End 


756 


Name 


OJ990331 08.9922.C22.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


49 




End 


753 


GI 


none 




Score 


63 


Exons 


49. .114, 404. .550, 407. 


.562, 


415. .552, 


646. .753, 666. .740 


Seq. No. 


7476 




Seq. ID 


OJ990331_08. 9922.C22 


Gene No. 


15775 




Strand 


+ 


Start 


1 




End 


756 


Name 


OJ990331 08.9922.C22.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


55 




End 


756 



.7795 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



none . t ■ Score 85 

55. .117, 55. .117, 406. .513, 409. .552, 410. .553, 410. .553, 
660. .752, 661. .756 



7476 

15775 

1 

OJ990331_08 . 9922 . C22 . ol . tw 

409 

none 



Seq. ID OJ990331_08.9922.C22 
Strand 
End 

Method 
End 
Score 



+ 

756 

TBLASTX: Wheat 

753 

172 



409. .552, 410. .562, 646. .753, 666. .752 



7476 Seq. ID 

15775 Strand 
1 End 
OJ990331_08 . 9922 . C22 . ol . gs Method 
410 End 
none Score 
410. .550, 646. .738 

7477 Seq. ID 

15776 Strand 
387 End 
OJ990331_0.8, 9922 . C2 6 . ol . gs Method 
387 * End 
none Score 
387. .450 



OJ990331_08.9922.C22 
+ 

756 

GEN SCAN 

738 

.98 



OJ990331_08.9922.C26 
450 

GENSCAN 

450 

.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7478 Seq. ID OJ990331_08 . 9922 . C27 

15777 Strand 

429 End 534 

OJ990331_08 . 9922 . C27 . ol . gp Method AAT/GAP 

429 End 534 

LIB3477-003-P1-K1-E9 ' - Score 160 

429. .534 

'24 9858 6/sp|Q4 0638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 7479 Seq. ID 

Gene No. . 15778 Strand 

Start 310 End 

Name OJ990331_08 . 9922 . C30 . ol . gs Method 

Start 310 End 

GI none Score 

Exons 310. .351 



OJ990331_08.9922.C30 
+ 

351 

GENSCAN 

351 

.53 



Seq. No. 7480 Seq. ID 

Gene No. 15779 Strand 

Start 483 End 

Name OJ990331_08 . 9922 . C31 . ol . gs Method 

Start 483 End 

GI none Score 

Exons 483.. 524 



OJ990331_08.9922.C31 
+ 

524 

GENSCAN 

524 

.43 



Seq. No. 
Gene No. 



7481 
15780 



Seq. ID 
Strand 



OJ990501 25. 9604. C3 



7796 




Start 


37 


End 


462 


Name 


OJ990501 25.9604.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


37 


End 


421 


GI 


none 


Score 


535 


Exons 


37. .411, 38. .421, 45. .410 






Seq. No. 


7481 


Seq. ID 


OJ990501__25.9604.C3 


Gene No. 


15780 


Strand 




Start 


37 


End 


462 


Name 


OJ990501 25.9604.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


188 


End 


462 


GI 


none 


Score 


349 


Exons 


188. .460, 190. .462 






Seq. No. 


7481 


Seq. ID 


OJ990501_25.9604.C3 


Gene No. 


15781 


Strand 




Start 


464 


End 


702 


Name 


OJ990501 25. 9604 .C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


464 


End 


702 


GI 


none 


Score 


218 


Exons 


464..6S5, 468. .626, 500. .640, 


664. .702 




Seq. No. 


7482 


Seq. ID 


OJ990501_25.9604 .C9 


Gene No. 


15782 


Strand 


+ 


Start 


65 


End- 


485 


Name 


OJ990501 25 . 9604 . C9 . ol . gp 


Method 


AAT/GAP 


Start 


65 


End 


485 


GI 


uC-osrocyp007c03bl 


Score 


842 


Exons 


65. .485 






GI Descrip. 


, 2245012/emb| CAB10432.il 2.0e 


-37 (Z97341) hypothetical protein 




[Arabidopsis thaliana] ' 






Seq. No. 


7482 


Seq. ID 


OJ990501_25.9604.C9 


Gene No. 


15783 


Strand 




Start 


404 


End 


868 


Name 


OJ990501 25.9604.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


404 


End 


868 


GI 


none 


Score 


234 


Exons 


404. .670, 421. .603, 461. .550, 


755. .868 




Seq. No. 


7483 


Seq. ID 


OJ990501_25. 9604. C10 


Gene No. 


15784 


Strand 


+ 


Start . 


281 


End 


804 


Name 


OJ990501 25.9604.C10.ol.gp 


Method 


AAT/GAP 


Start 


281 


End 


804 


GI 


none 


Score 


635 


Exons 


281. .389, 563. .804 






Seq. No. 


7483 


Seq. ID 


OJ990501_25. 9604. C10 


Gene No. 


15785 


Strand 


+ 


Start 


1167 


End 


1625 


Name 


OJ990501 25.9604.C10.ol.tc . 


Method 


TBLASTX: Cress 


Start 


1100 


End 


1608 


GI 


none 


Score 


72 


Exons 


1100. .1291, 1143. .1280, 1385. 


.1522, 1396.. 1608, 1505.. 1537 


Seq. No. 


7483 


Seq. ID 


OJ990501_25 . 9604 . C10 



7797 




Gene No. 


15785 








Strand 


+ 




Start 


1167 








End 


1625 




Name 


OJ990501 25. 


9604,,C10.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1100 








End ; 


1625 




GI 


none 








Score 


166 




Exons 


1100. .1291, 


1113, 


. .1271, 


1114. 


.1272, 1385.. 1606, 1396.. 1623, 




1398. .1625 














Seq. No. 


7483 








Seq. ID 


OJ990501_25. 9604 


.C10 


Gene No. 


15785 








Strand 


+ 




Start 


1167 








End 


1625 




Name 


OJ990501 25. 


9604, 


.ClO.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1100 








End 


1605 




GI 


none 








Score 


113 




Exons 


1100. .1291, 


1101 , 


. . 1271, 


1174. 


.1272, 1396. .1605 




Seq. No. 


7483 








Seq. ID 


OJ99UoU1_^3 . ybU4 


.C10 


Gene No. 


15785 








Strand 


+ 




Start 


1167 








End 


1625 




Name 


OJ990501 25. 


9604, 


.C10.o2. 


gp 


Method 


AAT / GAP 




Start 


1167 








End 


12 DO 




GI 


none 








Score 


153 




Exons 


1167. .1263 














Seq. No. 


7484 








Seq. ID 


OJ990501_2'5 .9604 


."C12 


Gene No. 


15786 








Strand 


+ 




Start 


2398 








End 


2578 




Name 


OJ990501 25. 


9604, 


,C12.ol. 


gp 


Method 


AAT /GAP 




Start 


2398 








End 


2578 




GI 


5038744 








Score 


315 




Exons 


2398. .2578 














Seq. No. 


7485 








Seq. ID 


OJ990501_25. 9604 


.C13 


Gene No.. 


15787 








Strand 






Start 


1170 








End 


1462 




Name 


OJ990501 25. 


9604, 


,C13.ol. 


tm " 


Method 


TBLASTX: Maize 




Start 


1170 








End 


1462 




GI 


none 








Score 


232 




Exons 


1170. .1460, 


1170, 


. .1454, 


1331. 


.1462 






Seq. No. 


7486 








Seq. ID 


OJ990501_25. 9604 


.C16 


Gene No. 


15788 








Strand 






Start 


561 








End 


1239 




Name 


OJ990501 25. 


9604, 


,C16.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


561 








End 


1018 




GI 


none 








Score 


3.6 




Exons 


561. .614, 596. .1018, 717 


. .836 


, 821. .901, 876. .998 




Seq. No. 


7486 








Seq. ID 


OJ990501_25.9604 


.C16 


Gene No. 


15788 








Strand 






Start 


561 








End 


1239 




Name 


OJ990501 25. 


9604-, 


.C16.o2. 


tm 


Method 


TBLASTX : Maize 




Start 


575 








End 


787 




GI 


none 








Score 


194 




Exons 


575. ..787 














Seq. No. 


7486 








Seq. ID 


OJ990501_25.9604 


.C16 



7798 



Gene No. 15788 Strand 

Start * 561 End 

Name OJ990501_25 : 9604 . C16 . ol . tm Method 

Start 788 End 

GI none Score 

Exons 788. .1135, 789. .1136, 1118. .1207, 1126, 
1207.. 1236 



1239 

TBLASTX : Maize 

1236 

189 

.1209, 1141. .1209, 



Seq. No. 


7486 








Seq. ID 


OJ990501_25.9604 


.C16 


Gene No. 


15788 








Strand 






Start 


561 








End 


1239 




Name 


OJ990501 


25. 


9604. 


C16.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1022 








End 


1239 




GI 


none 








Score 


105 




Exons 


1022. .1135, 


1118. 


.1237, 1126.. 


1236, 1130. .1237, 1135. .1239 


Seq. No. 


"7 A Q ^ 








Seq. ID 


nTQQflRm 9R QfcOA 

ujyyuoui zo.youfi 




Gene no. 


15789 








Strand 






Start 


11 








End 


404 




Name 


n tqqh rni 
uj y yuou i 


9 G> 


9604. 


C17.o3.ts 


Method 


i D.L1.H0 1 a . ooyjje an 




Start 


1 i 








End 


909 

£. U c. 




GI 


none 








Score 


O O 




Exons 


11.. ZUz , 


1 9 


.197 










Seq. No. 


n a on 
/ 4 o / 








Seq. ID 


pjTQQnRm 9R Q£fl4 
Uu j?UOU1 ZD.yOUfi 


PI 7 


Gene No . 


1 CTQQ 

i d f o y 








Strand 






Start 


11 








End 


404 




Name 


OJ990501 


25. 


9604. 


C17.o3.tw 


Method 


TBLASTX: Wheat 




Start 


11 








End 


404 




GI 


none 








Score 


205 




Exons 


11. .403, 


12. 


.242, 


23. .388, 297. .404 






Seq. No. 


7487 








Seq. ID 


OJ990501_25.9604 


.C17 


Gene No. 


15789 








Strand 






Start 


11 








End 


404 




Name 


OJ990501 


25. 


9604. 


C17.o4 .tm 


Method 


TBLASTX: Maize 




Start 


24 








End 


346 




GI 


none 








Score 


100 




Exons 


24. .230, 


26. 


.346, 


38. .259 








Seq. No. 


7487 








Seq. ID 


OJ990501_25.9604 


.C17 


Gene No. 


15790 








Strand 






Start 


467 








End - 


976 




Name 


OJ990501 


25. 


9604. 


C17.ol.tw 


Method 


TBLASTX: Wheat 




Start 


467 








End 


976 




GI 


none 








Score 


'225 




Exons 


467. .976, 


551. .898, 633. .944 









Seq. No. 7487 

Gene No. 15790 

Start 467 

Name OJ990501_25 . 9604 . C17 . ol . tm 

Start 542 

GI none 

Exons 542. .850, 546.-743, 551. .904, 636. .902 



Seq. ID OJ990501_25.9604.C17 



Strand 
End 

Method 

End 

Score 



976 

TBLASTX: Maize 

904 

154 



Seq. No. 7487 Seq. ID OJ990501_25 . 9604 . C17 

7799 






Gene No. 


15790 








Strand 






Start 


467 








End 


976 




Name 


OJ990501 25 


.9604 


.C17.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


725 








End 


970 




GI 


none 








Score 


194 




Exons 


725. .970 














Seq. No. 


7487 








Seq. ID 


OJ990501J25.9604 -C17 




Gene No. 


15791 








Strand 






Start 


911 








End 


1813 . 




Name 


OJ990501 25 


.9604 


.C17.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


911 








End 


1257 




GI 


none 








Score 


36 




Exons 


911. .994, 912. .941, 997 


. .1257 


, 1004.. 1189 




Seq. No. 


7487 








Seq. ID 


OJ990501_25.9604.C17 




Gene No. 


15791 








Strand 






Start 


911 








End 


1813 




Name 


OJ990501 25 


.9604 


.C17.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


980 








End 


1278 




GI 


none 








Score 


218 




Exons 


980 . . 1246, 


988 . . 


1278, 1000.. 1278 






Seq. No. 


7487 








Seq. ID 


OJ990501_25.9604.C17 


PS? 


Gene No. 


15791 








Strand 




» is ? 


Start 


911 








End 


1813 


:n 


Name 


OJ990501 25 


.9604 


.C17.ol 


.ts 


Method 


TBLASTX : Soybean 


ii 


Start 


995 








End 


1386 




GI 


none 








Score 


149 


"[ 


Exons 


995 . .1246, 


1000 . 


.1350, 


1207. . 


1350, 1325.. 1354, 1342.. 1386, 


.ii 




1354 . . 1386 












: y 


Seq. No. 


7487 








Seq. ID 


OJ990501_25.9604.C17 


t 


Gene No. 


15791 








Strand 






Start 


911 








End 


1813 


r = * 
: 


Name 


OJ990501_25 


.9604 


.C17.o2 


.tm 


Method 


TBLASTX: Maize 


<=; 


Start 










End 


1744 


SI 


GI 


none 








Score 


126 


.:» 


Exons 


1273. .1740, 


1370 


. .1744 








-r 
*t 


Seq. No. 


7487 








Seq. ID 


OJ990501_25.9604.C17 




Gene No. 


15791- 








Strand 






Start . 


911 








End 


1813 




Name 


OJ990501 25 


.9604 


.C17.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1327 








End 


1813 




GI 


none 








Score 


180 




Exons 


1327. .1809, 


1330 


. .1698, 


1370. 


.1813 






Seq. No. 


7487 








Seq. ID 


OJ990501_25.9604.C17 




Gene No. 


15792 








Strand 






Start 


1970 








, End 


2388 




Name 


OJ990501 25 


.9604 


.C17.o6 


.tw' 


Method 


TBLASTX: Wheat 




Start 


1970 








End 


2388 




GI 


none 








Score 


101 




Exons 


1970. .2125, 


1972 


. .2154, 


1973. 


.2128, 2179.. 2388, 2240.. 2338 




Seq. No. 


7487 








Seq. ID 


OJ990501_25.9604 .C17 



7800 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



15793 Strand 
2665 End 
OJ990501_25 . 9604 . C17 . o7 . tw Method 
2665 End 
none Score 
2665.. 2742, 2715. .2906, 2818.. 2907 



3270 

TBLASTX: Wheat 

2907 

90 



Seq. No. 7487 

Gene No. 15793 

Start 2665 

Name OJ990501_25 . 9604 . C17 . o5 . tm 

Start 2721 

GI none 

Exons 2721.. 3026, 2772.. 3026, 2839. 



Seq. ID OJ990501_25.9604, 
Strand 

End. 3270 

Method TBLASTX : Maize 

End 3026 

Score 97 
.3009 



C17 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7487 

15793 

2665 

OJ990501_25.9604.C17.o5.tw 

2907 

none 



Seq. ID OJ990501_25.9604 , 
Strand 

End 3270 

Method TBLASTX : Wheat 

End 3270 

Score 116 



C17 



2907. .3266, 2908. .3141, 3166. .3270 



Seq. No. 7488 

Gene No. 15794 

Start 40 

Name OJ990501_25 . 9604 . C2 1 . o2 . tw 

Start 40 

GI none 

Exons 40. .144, 41. .145, 54. .146 



Seq. ID OJ990501_25.9604. 

Strand 

End 146 

Method TBLASTX : Wheat 

End 146 

Score 131 



C21 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7488 

15795 

66 

OJ990501_25.9604.C21.o2.ts 
66 

none 



Seq. ID OJ990501_25.9604, 

Strand 

End 711 

Method TBLASTX : Soybean 

End 328 

Score . 93 



C21 



66. .155, 66. .146, 68. .148, 1*63 327 , 164 328 



Seq. No. 7488 

Gene No. 157 95 

Start 66 

Name OJ990501_25 . 9604 . C21 . ol . tm 

Start 169 

GI none 

Exons 169.. 591, 170.. 550 



Seq. ID OJ990501_25.9604, 

Strand 

End 711 

Method TBLASTX : Mai ze 

End 591 

Score 157 



C21 



Seq. No. 7488 

Gene No. 15795 

Start 66 

Name OJ990501_25 . 9604 . C21 . ol . tw 

Start 238 

GI none 

Exons 238.. 639, 239.. 592 



Seq. ID OJ990501_25.9604 , 

Strand 

End 711 

Method TBLASTX : Wheat 

End 639 

Score 117 



C21 



Seq. No. 
Gene No. 



7488 
15795 



Seq. ID OJ990501_25.9604. 
Strand 



C21 



7801 




Start 


66 




End 


711 




Name 


OJ990501 25.9604.C21.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


352 




End 


711 




GI 


none 




Score 


125 




Exons 


352. .711, 365. .592 










Seq. No. 


7489 




Seq. ID 


OJ990501_25.9604 


.C22 


(jene ino . 


1 R7Q6 




O +- -y~ -> n H 






Start 


156 




End 


429 




Name 


OJ990501 25.9604.C22.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


. 156 




End 


407 ' 




GI 


none 




Score 


195 




Exons 


156.. 299, 157. .297, 312. 


.407 








Seq. No. 


7489 




Seq. ID 


OJ990501_25.9604 


.C22 


bene ino . 












Start 


156 




End 


429 




Name 


OJ990501 25.9604.C22.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


246 




End 


429 




GI 


none 




Score 


143 




Exons 


246. .428, 250. .429 










Seq. No. 


7489 




Seq. ID 


OJ990501_25.9604 


.C22 


bene ino . 


1 R7Q7 










Start 


480 




End 


965 




Name 


OJ990501 25.9604.C22.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


480 




End 


728 




GI 


none 




Score 


116 




Exons 


480. .728, 489. .719, 496. 


.723 








Seq. No. 


7489 




Seq. ID 


OJ990501_25.9604 


.C22 


bene ino . 


1 ^7Q7 
± D f J / 










Start 


480 




End 


965 




Name 


OJ990501 25.9604.C22.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


483 




End 


728 




GI 


none 




Score 


110 




Exons 


483. .728, 489. .719, 496. 


.723 








Seq. No. 


7489 




Seq. ID 


OJ990501__25.9604 


.C22 


Gene No. 


15797 




Strand 






Of ar f 


*i O U 










Name 


OJ990501 25.9604.C22.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


483 




End 


965 




GI 


none 




Score 


123 




Exons 


483. .677, 496. .672, 510. 


.686, 


521. .691, 


690. .965, 691.. 


945, 




696.. 953 










Seq. No. 


7489 




Seq. ID 


OJ990501_25. 9604 


.C22 


bene lno . 






OL.I di Id 






Start 


1315 




End 


1638 




Name 


OJ990501 25.9604.C22.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1315 




End 


1638 




GI 


none 




Score 


247 




Exons 


1315.. 1638, 1323.. 1628 










Seq. No. 


7490 




Seq. ID 


OJ990501_25.9604 


.C26 


Gene No. 


15799 




Strand 







7802 




Start 


631 








End 


1050 




Name 


OJ990501 25 


.9604 


.C26.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


631 








End 


1050 




GI 


none 








Score 


267 




Exons 


631. .1050, 


936. . 


1046, 943.. 1047 






Seq. No. 


7490 








Qon T n 
OcCJ . 1U 


OJ990501_25.9604 


.C26 


Gene No. 


i conn 








otidnu 






Start 


2242 










2700 




Name 


OJ990501 25 


.9604 


.C26.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2242 








End 


2690 




GI 


none 








Score 


293 




Exons 


2242. .2679, 


2286 












Seq. No. 


7490 








Coo t n 


OJ990501_25.9604 


.C26 


Gene No . 


1 conn 








O LI dilU 






Start 


2242 








till (J. 


2700 




Name 


OJ990501 25 


.9604 


,C26.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2406 








End 


2700 




GI 


none 








Score 


238 




Exons 


2406. .2588, 


2407 


o "7 n 










Seq. No. 


7490 








beq. id 


OJ990501_25.9604 


.C26 


Gene No . 


lboUl 








otrana 






Start 


2691 








hna 


2976 




Name 


OJ990501 25 


.9604 


.C26.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2691 








End 


2976 




GI 


none 








Score 


209 




Exons 


2691. .2750, 


2692 


. . z y / b 










Seq. No. 


7490 








beq. 1JJ 


OJ990501_25.9604 


.C26 


Gene No . 


i com 
looUl 








otrana 






Start 


2691 








on a. 


2976 




Name 


OJ990501 25 


.9604 


.C26.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2704 








End 


2976 




GI 


none 








Score 


269 




Exons 


2704. .2976, 


2715 


. . £. O H D., 










Seq. No. 


7490 








oeq . i u 


OJ990501_25.9604 


.C26 


Gene No . 


iOoUl 








oiiaiia 






Start 


2691 








Cjna 


2976 




Name 


OJ990501 25 


.9604 


.C26.02. 


ts 


Method 


TBLASTX: Soybean 




Start 


2782 








End 


2976 




GI 


none 








Score 


179 




Exons 


2782. .2976 














Seq. No. 


7491 








Seq. ID 


OJ990501_25.9604 


.C27 


Gene No . 


i com 








Strand 






Start 


1189 








End 


1602 




Name 


OJ990501 25 


.9604 


.C27.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1189 








End 


1602 




GI 


none 








Score 


383 




Exons 


1189. .1602, 


1197 


. .1541 










Seq. No. 


7492 








Seq. ID 


OJ990501_25.9604 


.C32 


Gene No. 


15803 








Strand 


+ 




Start 


141 








End 


641 





7803 



Name 


OJ990501 25.9604.C32. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


91 




End 


418 




GI 


none 




Score 


75 




Exons 


91. .168, 93. .185, 94. 


.195, 


96. .197, 287. .418, 288. .413 




Seq. No. 


7492 




Seq. ID 


ojyyubui zo.ybu4 


.C32 


Gene No . 


i com 




Strand 


+ 




Start 


141 




bna 


Ol 1 

t>4 1 




Name 


OJ990501 25.9604.C32. 


ol. tc 


Method 


TBLASTX : Cress 




Start 


94 




End 


479 




GI 


none 




Score 


109 




Exons 


94. .195, 94. .195, 96. 


.215, 


1 Q 1 A O A 

Zo 1 . . , 


Zoo* •QZOf 4zy..4/y 




Seq. No. 


7492 




Seq. ID 


ojyyuoui zD.ybU4 


.C32 


Gene No. 


i con*) 




C 4- — — — -J 

btrana 


+ 




Start 


141 




End 


£ a t 
64 1 




Name 


OJ990501 25.9604.C32. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


94 




End 


4 / J 




GI 


none 




Score 


98 




Exons 


94.. 195, 96.. 197, 275 


. .424, 


288. .425, 


390. .473 




Seq. No. 


7492 




Seq. ID 


OJ990501_25. 9604 


.C32 


Gene No. 


15803 




Strand 


+ 




Start 


141 




End 


641 




Name 


OJ990501 25.9604.C32. 


ol.gp 


Method 


AAT/GAP 




Start 


14 i ' 




End 


641 




GI 


9464 1.R1084 




Score 


750 




Exons 


141. .183, 288. .641 










GI Descrip. 


1 1352468/sp| P49175I INV1_MAIZE 6.0e-32 


BETA- FRUCTOFURANOS I DASE 



PRECURSOR (SUCROSE-6-PHOSPHATE HYDROLASE 1) (INVERTASE 1) 
>gi 1122439 (U16123) invertase [Zea mays] 1 



Seq. No. 7493 

Gene No. 15804 

Start 38 

Name OJ990501_25 . 9604 . C37 . ol . tw 

Start 38 

GI none 

Exons 38.. 355, 43.. 354, 185.. 355 



Seq. ID OJ990501_25. 9604 -C37 

Strand 

End 785 

Method TBLASTX : Wheat 

End 355 

Score 319 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990501_25.9604.C37 

Strand 

End 785 

Method TBLASTX : Mai ze 

End 785 

Score 309 



7493 
15804 
38 

OJ990501_25.9604 .C37.ol.tm 
188 
none 

188. .466, 190. .468, 192. .506, 193. .516, 463. .783, 475. .783, 
477. .785 



Seq. No. 7493 

Gene No. 15804 

Start 38 

Name OJ990501_25 . 9604 . C37 . ol . ts 

Start 212 

GI none 

Exons 212.. 466, 271.. 465, 463.. 588, 528 



Seq. ID OJ990501_25.9604.C37 
Strand 

End 785 

Method TBLASTX : Soybean 

End 590 

Score 205 
,590 



7804 




Seq. No. 


7493 




Seq. ID 


OJ990501_25.9604.C37 


Gene No. 


15804 




Strand 




Start 


38 




End 


785 


Name 


OJ990501 25.9604.C37.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


454 




End 


782 


GI 


none 




Score 


212 


Exons 


454. .780, 534. .782 








Seq. No. 


7494 




Seq. ID 


OJ990501_25.9604.C41 


Gene No. 


15805 




Strand 




Start 


3821 




End 


4533 


Name 


OJ990501 25.9604.C41.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3821 




End 


4293 


GI 


none 




Score 


143 


Exons 


3821.. 3901, 3821.. 3964, 


3953. 


.3970, 4074. .4196, 4077. .4202, 




4078. .4203, 4236. .4292, 


4237. 


.4293 




Seq. No. 


7494 




Seq. ID 


OJ990501_25.9604.C41 


Gene No. 


15805 




Strand 




Start 


3821 




End 


4533 


Name 


OJ990501 25.9604.C41.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


4074 




End 


4464 


GI 


none 




Score 


201 


Exons 


4074.. 4202, 4078.. 4203, 


4237. 


.4293, 4254. .4295, 4419. .4460, 




4420. .4464 








Seq. No. 


7494 




Seq. ID 


OJ990501_25. 9604 .C41 


Gene No. 


15805 




Strand 




Start 


3821 




End 


4533 


Name 


OJ990501 25.9604.C41.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4077 




End 


4533 


GI 


none 




Score 


142 


Exons 


4077.. 4202, 4081.. 4293, 


4083. 


.4283, 42( 


30. .4306, 4402. .4488, 




• 4425. .4487, 4426. .4488, 


4427. 


.4489, 4501.. 4533 


Seq. No. 


7495 




Seq. ID 


OJ990501_25.9604.C49 


Gene No. 


15806 




Strand 




Start 


128 




End 


817 


Name 


OJ990501 25.9604.C49.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


128 




End 


274 


GI 


none 




Score 


116 


Exons 


128. .274, 135. .269, 140 


. .274 






Seq. No. 


7495 




Seq. ID 


OJ990501_25.9604 .C49 


Gene No. 


15806 




Strand 




Start 


128 




End 


817 


Name 


OJ990501 25.9604.C49.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


129 




End " 


280 


GI 


none 




Score 


160 


Exons 


129. .278, 131. .280 








Seq. No. 


7495 




Seq. ID 


OJ990501_25.9604.C49 


Gene No. 


15806 




Strand 




Start 


128 




End 


817 


Name 


OJ990501 25.9604.C49.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


131 




End 


388 


GI 


none 




Score 


128 



7805 




.Exons 


131. .352/ 132. .284, 312, 


. .350, 


356. .388 


, 357. .386 


Seq. No. 


7495 




Seq. ID 


OJ990501_25.9604 .C4 9 


Gene No. 


15806 




Strand 




Start 


128 




End 


817 


Name 


OJ990501 25.9604 .C49.ol. 


,titi 


Method 


TBLASTX: Maize 


Start 


275 




End 


707 


GI 


none 




Score 


77 


Exons 


275.-469, 282. .470, 495. 


. .707, 


546. . 668 




Seq. No. 


7495 




Seq. ID 


OJ990501_25.9604.C49 


Gene No. 


15806 




Strand 




Start 


128 




End 


817 


Name 


OJ990501 25.9604.C49.ol. 


.tw 


Method 


TBLASTX: Wheat 


Start 


329 




End 


817 


GI 


none 




Score 


74 


Exons 


329. .493, 372. .470, 495, 


, .707, 


510. .698 


, 661. .816, 677. .817 


Seq. No. 


7496 




Seq. ID 


OJ990501_25.9604.C52 


Gene No. 


15807 




Strand 




Start 


189 




-End 


561 


Name 


OJ990501 25.9604.C52.ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


189 




End 


561 


GI 


none 




Score 


79 


Exons 


189.. 560, 232.. 561 








Seq. No. 


7497 




Seq. ID 


OJ990501_25. 9604 .C55 


Gene No. 


15808 




Strand 


+ 


Start 


837 




End 


1293 


Name 


OJ990501 25 . 9604 . C55 . ol , 


• gp 


Method 


AAT/GAP 


Start 


837 




End 


1293 


GI 


5003187 




Score 


790 


Exons 


837. .1293 








GI Descrip. 


2245012/emb|CAB10432.1| 


5.0e- 


10 (Z97341) hypothetical protein 




[Arabidopsis thaliana] 








Seq. No. 


7497 




Seq. ID 


OJ990501_25.9604.C55 


Gene No. 


15809 ;T ; * 




Strand. 




Start 


1848 




End 


2073 


Name 


OJ990501 25.9604.C55.ol. 


.ts 


Method 


TBLASTX: Soybean 


Start 


.■^1.4 37.:.-. \ ■ • 




^ End 


2040 . 


GI 


none" ■ 




Score 


72 


Exons 


1437. .1598, 1441. .1587, 


1614. 


.1727, 1627. .1695, 1716. .1745, 




1729. .1812, 1743. .1829, 


1830. 


.2033, 1849. .2040 


Seq. No. 


7497 




Seq. ID 


OJ990501_25.9604.C55 


Gene No. 


15809 




Strand 




Start 


1848 




End 


.2073 


Name 


OJ990501 25.9604.C55.ol. 


,tc 


Method 


TBLASTX: Cress 


Start 


1716 




End 


2018 


GI 


none 




Score 


91 


Exons 


1716. .1826, 1717. .1818, 


1854. 


.1910, 1858. .1902, 1872. .2018, 




1941. .2012 








Seq. No. 


7497 




Seq. ID 


OJ990501_25 . 9604 . C55 


Gene No. 


15809 




Strand 




Start 


1848 




End 


2073 



7806 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 

GI Descrip. 



OJ990501_25 . 9604 . C55 . o2 . gp Method . AAT/GAP 
1848 End 2073 

5003188 " Score 389 

1848.. 2073 

2245012/emb| CAB10432.il 2.0e-37 (Z97341) hypothetical protein 
[Arabidopsis thaliana] 



Seq. ID OJ990501_25.9604.C65 
Strand 

End 1033 

Method AAT/GAP 

End 1029 

Score 1024 



7498 
15810 
98 

OJ990501_25.9604.C65.ol.gp 
98 

12954_1.R1084 
98. .450, 817. .1029 

■4646206/gb|AAD26879.1|AC007230_13 0.0e+00 (AC007230) Contains 
similarity to gb_D13630 KIAA0005 gene from Homo sapiens. ESTs 
gb_T45345, gb_T21086, gb_R90360, gb_T20468, gb_T45191 and 
gb_AI100459 come from this gene. [Arabidopsis thaliana]' 



Seq. No. 


/ 4 y o 




Seq. ID 


OJ990501_25. 9604 .C65 


Gene No. 


15810 




Strand 




Start 


98 




End 


1033 


Name 


OJ990501 25.9604,.C65.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


358 




End 


1033 


GI 


none 




Score 


252 


••Exons 


358. .438, 413. .445, 799. 


.1029 


, 812. .1027, 817. .1029, 818. .1033 


Seq. No. 


7498 




Seq. ID 


OJ990501_25.9604.C65 


Gene No. 


15810 




Strand 




Start 


98 




End 


1033 


Name 


OJ990501 25.9604.C65.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


807 




End 


1029 


GI 


none 




Score 


135 


Exons 


807. .959, 814. .978, 817. 


.984, 


818. .985, 


979. .1029 


Seq. No. 


7499 




Seq. ID 


OJ990501_25. 9604 .C66 


Gene No. 


15811 




Strand 




Start 


293 




End 


1161 


Name 


OJ990501 25.9604.C66.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


272 




End 


1137 


GI 


none 




Score 


67 * 


Exons 


272.. 343; 292.. 345, 343. 


.366, 


382. .486, 


383. .517, 395. .487, 




460. .570, 485.-565, 628. 


.1041 


, 666. .1043, 686. .1072, 1050. .1085, 




1095.. 1136, 1099.. 1137 








Seq. No. 


7499 




Seq. ID 


OJ990501_25.9604.C66 


Gene No. 


15811 




Strand 




Start 


293 




End 


1161 


Name 


OJ990501 25.9604.C66.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


275 




End 


1139 


GI 


none 




Score 


344 


Exons 


275. .562, 287. .544, 291. 


.560, 


292. .561, 


619.. 1086, 635.. 1087, 




639. .1088, 954. .1088, 1081. .1125, 1082. 


.1126, 1086.. 1139, 




1090. .1137 








Seq. No. 


7499 




Seq. ID 


OJ990501_25. 9604 .C66 


Gene No. 


15811 




Strand 





7807 




Start .293 End 1161 

Name OJ990501_25 . 9604 .C66. ol . gp Method AAT/GAP 

Start 293 End 1137 

GI 12954_1.R1084 Score 1440 

Exons 293.. 556, 640.. 1137 



GI Descrip. ' 4 64 6206/gb | AAD26879 . 1 1 AC007230_13 0.0e+00 (AC007230) Contains 
similarity to gb_D13630 KIAA0005 gene from Homo sapiens. ESTs 
gb_T45345, gb_T21086, gb_R90360, gb_T20468, gb_T45191 and 
gb_AI100459 come from this gene. [Arabidopsis thaliana] 1 



Seq. No. 


7499 






Seq. ID 


~OJ990501_25.9604 


.C66 


Gene No. 


15811 






Strand 


- 




Start 


293 






End 


1161 




Name 


OJ990501 25.9604.C66 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


301 






End 


719 




GI 


none 






Score 


235 




Exons 


301. .561, 308. .562, 


639. 


.719, 


640. .717 








/ ft _7 .3 






Seq. ID 


OJ990501_25.9604 


-C66 


Gene No. 


15811 






Strand 






Start 


293 






End 


1161 




Name 


OJ990501 25.9604.C66 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


750 






End 


931 




GI. 


none 






Score 


188 




Exons 


750. .899/^750. .899, 


751. 


.930, 


755. .931 






oeq . inu . 


/ f .7 .7 






Seq. ID 


OJ990501_25.9604 


066 


Gene No. 


15811 






Strand 






Start 


293 






End 


1161 




Name 


OJ990501 25.9604.C66 


.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


864 






End 


1161 




GI 


none 






Score 


134 




Exons 


864. .899, 934. .1083, 


936. .1085, 937. .1086, 1084. .1137, 






1086. .1139, 1090. .11 


61 










Seq. No. 


7500 






Seq. ID 


OJ990501_25.9604 


.C72 


Gene No. 


15812 






Strand 






Start 


1888 






End 


2178 




Name 


OJ990501 25.9604.C72 


.ol; 


tw 


Method 


TBLASTX: Wheat 




Start 


1888 






End 


2178 




GI 


none 






Score 


201 




Exons 


1888. .2178 












Seq. No. 


7500 






Seq. ID 


OJ990501_25.9604 


.C72 


Gene No. 


15813 






Strand 






Start 


5018 






End 


5329 




Name 


OJ990501 25.9604.C72 


.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5018 






End 


5272 




GI 


none 






Score 


. 159 




Exons 


5018.. 5059, 5099.. 5272 










Seq. No. 


7500 






Seq. ID 


OJ990501_25. 9604 


.C72 


Gene No. 


15813 






Strand 






Start 


5018 






End 


5329 




Name 


OJ990501 25.9604.C72 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5075 






End 


5329 




GI 


none 






Score 


101 





7808 




Exons 


5075. .5176, 5076. .5177, 


5156. 


.5329, 5157.. 5216 




Seq. No. 


7501 




Seq. ID 


OJ990501_25.9604 


.C74 


Gene No . 


1 C Q T A 




ij Li. ul 1U 






Start 


296 






199 




Name 


OJ990501 25.9604.C74.ol. 


tm 


Mof" n c\ H 

l"JC L. i 1 LJ Li 






Start 


296 




FnH 

Hi I ILi 


U *i ^ 




GI 


none 






1 s s 

X ~J >J 




Exons 


296. .649, 299. .595, 301. 


.627, 


647 






Seq. No. 


7501 




Seq. ID 


OJ990501_25.9604 


.C74 


Gene No . 


1 SRI A 




rand 

O L. -L Cli ILi 






Start 


296 




FnH 

Hil ILi 


199 




Name 


OJ990501 25.9604.C74.ol. 


tw 


Mot - n <~i H 

UC L- 1 IvJ Li 


1 D Lnj 1 A • »VllCa L. 




Start 


296 




FnH 


722 




GI 


none 




JLU1 " 


119 

-L X _7 




Exons 


296. .721, 298. .660, 311. 


.664, 


348 722 






Seq. No. 


7501 




Seq. ID 


OJ990501_25.9604 


.C74 


bene ino . 


1 R P 1 4 










Start 


296 




tji iLi 


7?2 




Name 


OJ990501 25.9604.C74.o2. 


ts 


Mot - h H 

L1C L. 1 L\J Li 


TRT.A9TX • ^nvhpsn 
iDLinuxAi OLJ^yiJCCiii 




Start 


470 




Hi 11 Li 


71 S 




GI 


none 




OL.UIC 


\j -j 




Exons 


470. .715 










Seq. No. 


7501 




Seq. ID 


OJ990501_25.9604 


.C74 


bene no . 


1 CQ1 C 

IDO 1 J 




Cli- r*a nH 






Start 


656 




FnH 

III 11 Li 


1 1 1 s 




Name 


OJ990501 25.9604.C74.o3. 


tm 




1 D-Lirio 1 A • rid X £ 




Start 


656 




FnH 
ILii lLi 


1UU J 




GI 


none 




Score 


67 




Exons 


656.. 1003, 801.. 971 










Seq. No. 


7501 




Seq. ID 


OJ990501_25.9604 


.C74 


bene ino ■ 


1 CQ1 C 

1 JOl J 




J LI Cli ILi 






Start 


656 




FnH 

Hil ILi 


1115 




Name 


OJ990501 25.9604.C74.o2. 


tw 


Mat hnrl 


TRT.A9TX • Whp^t 

J. DiJAu X /v • VVilCCIL. 




Start 


728 




FnH 

£_il ILi 


1094 




GI 


none 






174 




Exons 


728.. 1024, 765... 980 










Seq. No. 


7501 




Seq. ID 


OJ990501_25.9604 


.C74 


bene ino . 


15815 




Strand 






Start 


656 




End 


111^ 




Name 


OJ990501 25.9604.C74.ol. 


ts 


Method 






Start 


737 




End 


Ills. 

Ill J 




GI 


none 




Score 


142 

JL 1 C 




Exons 


737.. 1054, 765.. 980, 1047.. 1115 






Seq. No. 


7501 




Seq. ID 


OJ990501_25.9604 


.C74 


Gene No. 


15816 




Strand 






Start 


1255 




End 


1563 




Name 


OJ990501 25.9604.C74.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1255 




End 


1563 




GI 


none 




Score 


160 




Exons 


1255. .1563, 1256. .1459, 


1261. 


.1536 







7809 




ocCj. JNO. 


7^ni 


Ocq • iu 




Gene No. 


15816 


Strand 




Start 


1255 


End 


1563 


Name 


OJ990501 25.9604.C74.o2.tm 


Method 


TBLASTX: Maize 


Start 


1264 


End 


1551 


GI 


none 


Score 


177 


Exons 


1264. .1551, 1265. .1450 










Seq. ID 


OJ990501_25. 9604.C74 


Gene No. 


15817 


Strand 




Start 


1567 


End 


1902 


Name 


OJ990501 25.9604.C74.o4.tw 


Method 


TBLASTX : Wheat • 


Start 


1567 


End 


1902 


GI 


none 


Score 


56 


Exons 


1567. .1665, 1568. .1642, 1741.. 


.1902, 1748. .1885 


oeq. in o . 


7 






Gene No. 


15818 


Strand 




Start 


2345 


End 


2837 


Name 


OJ990501 25.9604.C75.ol.tm 


Method 


TBLASTX: Maize 


Start 


45 


End 


302 


GI 


none 


Score 


205 


Exons 


45... 302 






oeq. wo. 




Seq. ID 


OJ990501_25.9604.C75 


Gene No. 


15818 


Strand 




Start 


2345 


End 


2837 


Name 


OJ990501 25.9604.C75.ol.tw 


Method 


TBLASTX: Wheat 


Start 


183 


End 


560 


GI 


none 


Score 


264 


Exons 


183. .560 






Seq. No. 


7502 


Seq. ID 


OJ990501_25.9604.C75 


Gene No. 


15818 


Strand 




Of arf 


2345 


End 


2837 


Name 


OJ990501 25. 96.04. C75.ol.gp • 


Method 


AAT/GAP 


Start 


2345 


End 


2837 


GI 


38782 1.R1084 


Score 


812 


Exons 


2345. .2837 






GI Descrip. 


! 6069643/dbj | AP000616 . 1 1 AP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 




Seq. No. 


7503 


Seq. ID 


OJ990501_25.9604.C79 


Gene No. 


15819 


Strand 




Start 


88 


End 


654 


Name 


OJ990501 25.9604.C79.ol.gp 


Method 


AAT/GAP 


Start 


88 


End 


654 


GI 


569631 


Score 


568 


Exons 


88. .281, 460. .654 






GI Descrip. 


4154281 5.0e-50 (AF082347) C13 endopepticiase NP1 precursor [Zf 




mays] 






Seq. No. 


7503 


Seq. ID 


OJ990501_25.9604.C79 


Gene No. 


15819 


Strand ' 




Start 


88 


End 


654 


Name 


OJ990501 25.9604.C79.ol.tc 


Method 


TBLASTX: Cress 



7810 




.Start 


123 




End 


627 




GI 


none 




Score 


140 




Exons 


123. .284, 124. .282, 458. 


.625, 


460. .627 






Seq. No. 


7503 




Seq. ID 


OJ990501_25. 9604 


-C79 


Gene No . 


1 COI Q 

loo i y 




o Lidna 






Start 


88 




End 


654 




Name 


OJ990501 25.9604.C79.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


123 




End 


627 




GI 


none 




Score 


185 




Exons 


123. .284, 124. .282, 178. 


.291, 


458. .625, 


, 460. .627, 460.. 


627 


Seq. No. 


7503 




Seq. ID 


OJ990501_25.9604 


.C79 


Gene No . 


1 CQ1 Q 

± do l y 




ourana 






Start 


88 




End 


654 




Name 


OJ990501 25.9604.C79.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


123 




End 


284 




GI 


none 




Score 


130 




Exons 


123. .284, 124. .282 










Seq. No. 


7503 




Seq. ID 


OJ990501_25.9604 


.C79 


uene wo. 


IDo 1 y 




otrana 






Start 


88 




End 


654 




Name 


OJ990501 25.9604.C79.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


458 




.End 


627 




GI 


none 




Score 


197 




Exons 


458. .625, 460. .627 










Seq. No. 


7503 




Seq. ID 


OJ990501_25.9604 


.C79 


Gene No . 


ids iy 




btrana 






Start 


88 




End 


654 




Name 


OJ990501 25.9604.C79.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4 63 




End 


627 




GI 


none 




Score 


216 




Exons 


463. .627, 464. .625, 466. 


.561 








Seq. No. 


7504 




Seq. ID 


OJ990501_25.9604 


.C84 


Gene No. 


15820 




Strand 






Start 


1 




End 


228 








9P 


Method 


AAT/GAP 




Start 


1 




End 


228 




GI 


LIB3474-001-P1-K1-F4 




Score 


386 




Exons 


1. .228 










GI Descrip. 


•5541710/emb ICAB51215.il 


5.0e- 


-10 (AL096860) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


7505 




Seq. ID 


OJ990501_25.9604 


.C85 


(aene wo . 


1 Do £ 1 




Strand 






Start 


39 




End 


792 




Name 


OJ990501 25.9604.C85.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


39 




End 


555 




GI 


none 




Score 


562 




Exons 


39. .554, 40. .555 










Seq. No. 


7505 




Seq. ID 


OJ990501_25.9604 


.C85 


Gene No. 


15821 




Strand 






Start 


39 




End 


792 





7811 



Name 


OJ990501 


25.9604.C85.ol 


. tm 


Method - 


TBLASTX: Maize 


Start 


108 






End 


705 


GI 


none 






Score 


88 


Exons 


108. .260, 


109.. 261, 112 


. .270, 


117. .263, 


266. .349, 267. .449, 




267. .695, 


268.. 705, 640 


. .705 






Seq. No. 


7505 






Seq. ID 


OJ990501_25.9604.C85 


Gene No. 


15821 






Strand 




Start 


39 






End 


792 


Name 


OJ990501 


25.9604.C85.o2 


.tw 


Method 


TBLASTX : Wheat 


Start 


558 






End 


.792 


GI 


none 






Score 


242 


Exons 


558. .791, 


S59..792, 582 


. .638 






Seq. No. 


7506 






Seq. ID 


OJ990501_25.9604.C88 


Gene No. 


15822 






Strand 




Start 


39 






End 


168 


Name 


OJ990501 


25.9604.C88.ol 


.gp 


Method 


AAT/GAP 


Start 


39 






End 


168 


GI 


2310646 






Score 


225 


Exons 


39. .168 










Seq. No. 


7507 






Seq. ID 


OJ990501_25.9604.C91 


Gene No. 


15823 






Strand 


+ 


Start 


426 






End 


4375 


Name 


OJ990501 


25.9604.C91.ol 


.tm 


Method 


TBLASTX: Maize 


Start- 


69 






End 


531 


GI 


none 






Score 


46 


Exons 


69. .185, 


177. .284, 179. 


.283, 


189. .284, 


190. .285, 240. .410, 




276. .410, 


277. .411, 463 


. .531 






Seq. No. 


7507 






Seq. ID 


OJ990501_25.9604.C91 


Gene No. 


15823 






Strand 


+ 


Start 


426 






End 


4375 


Name 


OJ990501 


25.9604.C91.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


82 






End 


4325 


GI 


none 






Score 


34 


Exons 


82. .99, 189. .230, 190.. 


231, 241. .276, 243. .278, 291. .410, 




292. .408, 


454.. 723, 561 


. .728, 


4138. .4308, 4146. .4223, 4263. 


Seq. No. 


7507 






Seq. ID 


OJ990501_25.9604.C91 


Gene No. 


15823 






Strand 


+ 


Start 


426 






End 


4375 


Name 


OJ990501 


25.9604.C91.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


90 






End 


405 


GI 


none 






Score 


36 


Exons 


90. .185, 


189.. 275, 190. 


.279, 


277. .357, 


364. .405 


Seq. No. 


7507 






Seq. ID 


OJ990501_25.9604 .C91 


Gene No. 


15823 






Strand 


+ 


Start 


426 






End 


4375 


Name 


OJ990501 


25.9604.C91.ol 


."tc 


Method 


TBLASTX: Cress 


Start 


-129 






End 


4308 


GI 


none 






Score 


39 


Exons 


129. .185, 


189.. 230, 190 


. .234, 


241. .276, 


243. .278, 291. .410, 




292. .408, 


454.. 582, 565 


. .723, 


591. .719, 


4138. .4248, 4146. .4 



4206.. 4298, 4252.. 4308 

.-7812 




7507 Seq. ID OJ990501_25 . 9604 . C91 

15823 Strand + 

426 End 4375 

OJ990501_25.9604.C91.ol.gp Method AAT/GAP 

426 End 4375 

17607JL.R1084 Score 854 

426. .723, 4144.. 4375 

'1352468/sp|P49175|INVl_MAIZE 2.0e-77 BETA-FRUCTOFURANOSIDASE 1 
PRECURSOR (SUCROSE-6-PHOSPHATE HYDROLASE 1) (INVERTASE 1) 
>gi_1122439 (U16123) invertase [Zea mays] ' 



Seq. No. 


7507 




Seq. ID 


OJ990501_25.9604 


.C91 


Gene No. 


15823 




Strand 


+ 




Start 


4 26 




End 


4375 




Name 


OJ990501 25.9604.C91.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


469 




End 


723 






none 




Score 


JlU 




Exons 


469.-723, 564. .716, 604 


. .723 








Seq. No. 


7507 




Seq. ID 


OJ990501_25.9604 


.C91 


Gene No. 


15823 




Strand 


+ 




Start 


426 




End 


4375 




Name 


OJ990501 25.9604.C91.o2 


. tm 


Method 


TBLASTX : Maize 




Start • 


546 




End 


717 






none 




Score 


£. / O 




Exons 


546. .716, 547. .717 










Seq. No. 


7507 




Seq. ID 


OJ990501_25.9604 


.C91 


Gene No. 


15823 




Strand 


+ 




Start 


426 




End 


4375 




Name 


OJ990501 25.9604.C91.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


4138 




End 


4308 






none 




Score 


17c 

± f D 




Exons 


4138. .4308, 4138. .4275, 


4143. 


.4283 






Seq. No. 


7507 




Seq. ID 


OJ990501_25.9604 


.C91 


Gene No. 


15823 




Strand 


+ 




Start 


426 




End 


4375 




Name 


OJ990501 25.9604.C91.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


4138 




End 


4308 




GI 


none 




Score 


216 




Exons 


4138. .4308, 4140. .4307 










Seq. No. 


7508 




Seq. ID 


OJ990501_25.9604 


.C92 


Gene No. 


15824 




Strand 






Start 


2069 




End 


2420 




Name 


OJ990501 25.9604.C92.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2069 




End 


2420 




GI 


none 




Score 


286 




Exons 


2069.. 2263, 2070.. 2420 










Seq. No. 


7508 




Seq. ID 


OJ990501_25.9604 


.C92 


Gene No. 


15824 




Strand 






Start 


2069 




End 


2420 




Name 


OJ990501 25.9604 .C92.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2070 




End 


2375 





7813 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 




GI 


none 


Exons 


2070. .2375, 2084. .224 


Seq. No. 


7509 


bene no. 


1 coot; 


Start 


360 


Name 


OJ990501 25.9604.C93. 


Start 


360 


GI 


none 


Exons 


360. .779, 364. .414, 4 


Seq. No. 


7509- 


Gene No. 


1 CQOC 

loozo 


Start 


360 


Name 


OJ990501 25.9604.C93. 


Start 


375 


GI 


none 


Exons 


375. .665, 376. .414, 4 


Seq. No. 


7509 


Gene No. 




Start 


733 


Name 


OJ990501 25.9604.C93. 


Start 


. 733 


GI 


none 


Exons 


733. .780, 769. .873, 8 


Seq. No. 


7509 


Gene No. 


t c o o ez 


Start 


733 


Name 


OJ990501 25.9604.C93. 


Start 


784 


GI 


none 


Exons 


784. .1143, 786. .821, 


Seq. No. 


7509 


Gene No . 


1 CQOC 


Start 


733 


Name 


OJ990501 25.9604.C93. 


Start 


856 


GI 


none 


Exons 


856. .1158, 867. .1142 


Seq. No. 


7509 


bene No. 


looz / 


Start 


1159 


Name 


OJ990501 25.9604.C93. 


Start 


1159 


GI 


none 


Exons 


, 1159. .1584, 1191. .158 


Seq. No. 


7509 


Gene No. 


15827 


Start 


1159 


Name 


OJ990501 25.9604.C93. 


Start 


1165 


GI 


none 




Score 222 

8 







Seq. ID 


OJ990501_25.9604 


.C93 






Strand 










End 


816 




o4. 


tw 


Method 


TBLASTX: Wheat 








End 


816 








Score 


52 




^p 

JO . 




a £ q pi n 
h d y . . o i u 


, h y y . . o J. 0 








Seq. ID 


OJ990501_25.9604 


.C93 






Strand 










End 


816 




o5. 


tm 


Method 


TBLASTX: Maize 








End 


665 








Score 


51 




79 














Seq. ID 


OJ990501_25.9604 


.C93 






Strand 










End 


1194 




o4. 


tm 


Method 


TBLASTX: Maize 








End 


1194 








Score 


62 




oU . 


.1194 


, 1020.. 1073, 1101.. 1151 








Seq. ID 


OJ990501_25.9604 


.C93 






Strand 










End 


1194 




ol. 


ts 


Method 


TBLASTX: Soybean 








End 


1143 








Score 


470 




867 


. .1142 










Seq. ID 


OJ990501_25.9604 


.C93 






Strand 










End 


1194 




o5. 


tw 


Method 


TBLASTX: Wheat 








End 


1158 








Score 


387 








Seq. ID 


OJ990501_25.9604 


.C93 






Strand 










End 


1593 




o3. 


tw 


Method 


TBLASTX: Wheat 








End 


1584 








Score 


579 




0, 


1222. 


.1584 










Seq. ID 


OJ990501_25.9604 


.C93 






Strand 










End 


1593 




o3. 


ts 


Method 


TBLASTX: Soybean 








End 


1410 








Score 


205 





7814 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1165. .1410, 1182. .1409 



7509 

15827 

1159 

OJ990501_25. 
1230 
none 

1230. .1580, 



7509 
15828 
1615 

OJ990501_25 
1615 
none 

1615. .2151, 

7509 
15828 
1615 

OJ990501_25. 
1858 
none 

1858. .2031, 

7509 
15828 
1615 

OJ990501_25, 
1939 
none 

1939. .2199, 



9604 .C93.o2.tm 
1231. .1584, 1231. 

.9604.C93.o2.tw 
1671. .2150 

9604.C93.ol.tc 
2034. .2174, 2035. 

9604.C93.o2.ts 



1944. .2198 



7509 

15828 

1615 

OJ990501_25.9604.C93.o3.tm 

1997 

none 

1997. .2149, 1998. .2285, 1999. 



7509 

15828 

1615 

OJ990501_25, 

2158 

none 

2158. .2784, 



960-4. C93.ol.tw 



2214. .2783 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1593 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2175 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2289 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_25. 9604.C93 
1593 

TBLASTX: Maize 

1593 

465 



OJ990501_25.9604.C93 
3117 

TBLASTX: Wheat 

2151 

650 



OJ990501_25.9604.C93 
3117 

TBLASTX: Cress 

2175 

91 



OJ990501_25.9604.C93 
3117 

TBLASTX: Soybean 

2199 

292 



OJ990501_25 . 9604 .C93 
3117 

TBLASTX: Maize 

2289 

85 



OJ990501_25.9604.C93 
3117 

TBLASTX: Wheat 

2784 

692 



7509 

15828 

1615 

OJ990501_25< 

2338 

none 

2338. .2499, 



Seq. ID OJ990501_25.9604.C93 
Strand 

End 3117 

Method TBLASTX : Mai ze 

End 2937. 

Score 230 
2346. .2492, 2497. .2937, 2499. .2921, 2659-. 2922 



9604.C93.ol.tm 



7815 




Seq. No. 


7509 




beq. lu 


ujyyuoux ZD.you^ 




Gene No. 


15828 




Strand 






Start 


1615 




End 


3117 




Name 


OJ990501 25.9604.C93.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


2784 




End 


3117 




GI 


none 




Score 


323 




Exons 


2784.. 3053, 2785.. 3117, 


2788. 


.3096 






Seq. No. 


7510 




Seq. ID 


OJ990501_25.9604 


.C96 


Gene No. 


15829 




Strand 


+ 




Start 


823 




End 


1204 




Name 


OJ990501 25.9604.C96.ol 


.gp 


Method 


AAT/GAP 




Start 


823 




End 


1204 




GI 


uC-osflcyp033a04bl 




Score 


683 




Exons 


823.. 1204 











GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 


7511 




Seq. ID 


OJ990501_25.9604 


.C99 


Gene No. 


15830 




Strand 






Start 


171 




End 


385 




Name 


OJ990501 


25.9604.C99.ol.tm 


Method 


TBLASTX: Maize 




Start 


. 171 




End 


385 




GI 


none 




Score 


131 




Exons 


111 HOI 

171 . .281, 


itt o-jc oco 

171. .275, 253. .330 


o c c o o c 


2o9 . .Job 




Seq. No. 


7512 




Seq. ID 


OJ990501_25. 9604 


.C100 


Gene No. 


15831 




Strand 






Start 


46 




End 


304 




Name 


OJ990501 


25.9604.C100.o3.tw 


Method 


TBLASTX: Wheat 




Start 


46 




End 


304 




GI 


none 




Score 


68 




Exons 


46. .135, 


47. .136, 166. .303, 


167. .304 






Seq. No. 


7512 




Seq. ID 


OJ990501_25.9604 


.C100 


Gene No. 


15832 




Strand 






Start 


307 




End 


1333 




Name 


OJ990501 


25.9604.C100.o2.tw 


Method 


TBLASTX: Wheat 




Start 


307 




End 


739 




GI 


none 




Score 


89 




Exons 


307. .735, 


527. .739 








Seq. No. 


7512 




Seq. ID 


OJ990501_25.9604 


.C100 


Gene No. 


15832 




Strand 






Start 


307 




End 


1333 




Name 


OJ990501 


25.9604.C100.ol.tm 


Method 


TBLASTX: Maize 




Start 


394 




End 


837 




GI 


none 




Score 


55 




Exons 


394. .420, 


418. .555, 430. .549 


, 583. .837, 


584. .805 




Seq. No. 


7512 




Seq. ID 


OJ990501_25.9604 


.C100 


Gene No. 


15832 




Strand 






Start 


307 




End 


1333 




Name 


OJ990501 


25.9604.C100.ol.ts 


Method 


TBLASTX : Soybean 




Start 


505 




End 


936 




GI 


none 




Score 


154 





7816 



Exons 



505. .936, 539. .889 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



7512 Seq. ID 

15832 Strand 

307 End 

OJ990501_25 . 9604 . C100 . ol . tw Method 

781 End 

none Score 
781. .1200, 782. .1198 

7512 Seq. ID 

15832 Strand 

307 End 

OJ990501_25. 9604 .C100.o2.tm Method 

1075 End 

none Score 
1075. .1332, 1079. .1333 

7512 * Seq. ID 

15832 Strand 
307 , End 
OJ990501_25. 9604 .C100.O4 .tw Method 
1201 End 
none Score , 
1201. .1329, 1202. .1327 

7513 Seq. ID 

15833 Strand 
1 End 
OJ990501_25. 9604 .C101.ol.gp Method 
1 End 
LIB3431-058-P1-N1-E6 Score 
1. .266 

'4895238/gb|AAD32823.1 |AC007 659_5 3.0e 
protein [Arabidopsis thaliana] 1 

7514 Seq. ID 

15834 Strand 
720 End 
OJ990501_25.9604 .ClOS.ol. tw Method 
720 End 
none Score 
720. .1124, 721. .1125 

7514 Seq. ID 

15834 Strand 
720 End 
OJ990501_25 . 9604 . C105 . ol . tm Method 
799 End 
none Score 
799. .1149, 840. .1145 

7514 Seq. ID 

15835 Strand 
1125 End 
OJ990501_25 . 9604 . C105 . o2 . tw Method 
1125 End 



OJ990501_25.9604.C100 
1333 

TBLASTX: Wheat 

1200 

246 



OJ990501_25.9604.C100 
1333 

TBLASTX: Maize 

1333 

172 



OJ990501_25.9604 .C100 
1333 

TBLASTX: Wheat 

1329 

106 



OJ990501_25.9604.C101 
266 

AAT/GAP 

266 

457 

-22 (AC007659) unknown 



OJ990501_25.9604.C105 
1149 

TBLASTX: Wheat 

1125 

436 



OJ990501_25 . 9604 . C105 
1149 

TBLASTX: Maize 

1149 

354 



OJ990501_25.9604.C105 
1287 

TBLASTX: Wheat 
1287 



7817 




GI 


none 




Score 


186 


Exons 


1125. .1283, 1126. .1287 








Seq. No. 


7515 




Seq. ID 


OJ990501_25.9604.C106 


Gene No. 


15836 




Strand 




Start 


53 




End 


115 


Name 


ujyyuoui zd, youft .uiuo.oi 


.gp 


Method 


AAT/GAP 


Start 


53 




End 


115 


GI 


3760640 




Score 


62 


Exons 


53. .115 








GI Descrip. 


4176420/dbj |BAA37167| 2. 


Oe-11 


(AB008097) cytochrome P450 


[Arabidopsis thaliana] 








Seq. No. 


7516 




Seq. ID 


OJ990501_25 . 9604 .C108 


Gene No . 


Ijoj / 




Strand 




Start 


727 




End 


1005 


Name 


OJ990501 25.9604.C108.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


727 




End 


1005 


GI 


none 




Score 


204 


Exons 


727. .1005 








Seq. No. 


7517 




Seq. ID 


OJ990501_25.9604.C109 


Gene No . 


1 c o o o 
lDO Jo 




Strand 




Start 


168 




End 


413 


Name 


OJ990501 25.9604.C109.o2 


;tm 


Method 


TBLASTX: Maize 


Start 


168 




End ' 


413 


GI 


none 




Score 


183 


Exons 


168. .389, 229. .393, 248. 


.409., 


252 . . 413 




Seq. No. 


7517 




Seq. ID 


OJ990501_25.9604.C109 


Gene No . 






Strand 




Start 


480 




End 


998 


Name 


OJ990501 25.9604.C109.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


480 




End 


884 


GI 


none 




Score 


78 


Exons 


480. .599,* .67:2. .884, 752. 


.883... 






Seq. No. 


7517 ■ "• V 




Seq.- ID' 


,OJ9 ; 90.501_25 .9604. C109 


bene no . 






Strand 




Start 


480 




End 


998 


Name 


OJ990501 25.9604.C109.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


483 




End 


932 


GI 


none 




Score 


127 


Exons 


483. .599, 512. .931, 648. 


.932 






Seq. No. 


7517 




Seq. ID 


OJ990501_25 . 9604 . C109 


bene No . 






Strand 




Start 


480 




End 


998 


Name 


OJ990501 25.9604.C109.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


645 




End 


998 


GI 


none 




Score 


253 


Exons 


645. .998, 764. .943 








Seq. No. 


7518 




Seq. ID 


OJ990531_32.9A01.C1 


Gene No. 


15840 




Strand 


+ 


Start 


808 




End 


1160 


Name 


OJ990531_32 . 9A01 . CI . ol . gp 


Method 


AAT/GAP 



7818 



Start 
GI 

Exons 



808 
none 

808. .1160 



End 
Score 



1160 
613 



Seq. No. 7518 Seq. ID 

Gene No. 15840 Strand 

Start 808 End 

Name OJ990531_32 . 9A01 . CI . ol . gs Method 

Start 859 End 

GI none Score 

Exons 859.. 1109 



OJ990531J32. 9A01.C1 

+ • 

1160 

GENS CAN 

1109 

.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7519 

15841 

7677 

OJ990531_32 . 9A01 . C2 . o3 . gs 

7677 

none 



OJ990531_32.9A01.C2 
+ 



Seq. ID 
Strand 

End 16575 
Method GENSCAN 
End 16202 
Score .69 

7677. .7746, 8560. .8700, 8839. .9066, 9178. .9655, 10781 .. 10865, 
12468. .12731, 13253 .. 13356, 13427 .. 134 91 , 13576 .. 13830, 
14311. .14582, 14 632.'. 14774, 14 856 . . 14 988, 15555. .1584 6, 
15922. .16202 



Seq. No. 
y.[ Gene No . 

Start 
0 Name 
rli Start 

□ GI 
:.i Exons 

' s =! GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 

Start ' ■ . 
GI ; " " 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7519 Seq. ID OJ990531_ 

15841 Strand + 

7677 End 16575 

OJ990531_32 . 9A01 . C2 . ol . gp Method AAT/GAP 

11115 End 11222 

uC-osflcyp088bl2bl Score 164 

11115. .11222 

' 5257255/dbj | AP000364 . 1 | AP000364 3 
DNA, chromosome 8, clone : P0026F07 * 



32.9A01.C2 



0e-36 Oryza sativa genomic 



7519 
15841 

7677 .■ 

O'J990531_32 ; 9A01 . C2 . ol . np 

/144 39'"- . '■ - ■ * '■ 
2498706 

14439. .14582, 14 668 14774 , 
15922. .1614.9, 16225.. 16421 

ORIGIN RECOGNITION COMPLEX SUBUNIT 2 gi 11113103 
[Arabidopsis thaliana] gi | 3236239 | gb | AAC23627 . 1 | 
origin recognition complex protein [Arabidopsis 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531_ 
+ 

16575 
AAT/NAP 
164*21 
983 



32.9A01.C2 



14856. .14988, 15555. .15846, 



(U40269) atOrc2p 

(AC004684) 
thaliana] 

32.9A01.C2 



7519 Seq. ID OJ990531_ 

15841 Strand + 

7677 End 16575 

OJ990531_32 . 9A01 . C2 . o2 . gp Method AAT/GAP 

14511 End 15844 

920JL.R1084 Score 1049 

14511. .14582, 14668. .14774, 14 856 .. 14 988 , 15555. .15844 
, 2498706/sp|Q38899|ORC2_ARATH 2.0e-16 ORIGIN RECOGNITION COMPLEX 
SUBUNIT 2 >gi_1113103 (U40269) atOrc2p [Arabidopsis thaliana] 
>gi_3236239 (AC004684) origin recognition complex protein 
[Arabidopsis thaliana] 1 



7819 



Seq. No. 7519 Seq. ID OJ990531_32 . 9A01 . C2 

Gene No. 15841 Strand + 

Start 7677 End 16575 

Name OJ990531_32 . 9A01 . C2 . o3 . gp Method AAT/GAP 

Start 16067 End 16575 

GI 3768922 Score 697 

Exons 16067. .16149, 16225.. 16575 

GI Descrip. 24 98706/sp I Q388 99 | 0RC2_ARATH 2.0e-16 ORIGIN RECOGNITION COMPLEX 
SUBUNIT 2 >gi_1113103 (U40269) atOrc2p [Arabidopsis thaliana] 
>gi_3236239 (AC004 684) origin recognition complex protein 
[Arabidopsis thaliana] 



Seq. No. 7519 

Gene No. 15842 

Start 180 

Name OJ990531_32 . 9A01 . C2 . ol . gs 

Start 180 

GI none 

Exons 180.. 365, 1954.. 2100 

Seq. No. 7519 

Gene No. 15843 

Start 16815 

Name OJ990531_32 . 9A01 . C2 . o4 . gp 

Start 16815 . /• 

GI 427687 

Exons 16815. .17049 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method , 

End 

Score 



OJ990531_32.9A01.C2 

2100 
GENSCAN 
2100 
.69 



OJ990531_32.9A01.C2 

.17049 
AAT/GAP 
1704 9 
422 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7519 
15844 
17004 
OJ99053 
8635 
none 
8635. .8 
17119. . 
17665. . 
18918. . 
19896. . 
20698. . 



1 32.9A01.C2.o2.tc 



700, 8800.. 8853, 17073 
17151, 17272. .17538, 
17802, 18549. .18650, 
19088, 19613. .19657, 
20147, 19966. .20157, 
20793, 20905. .21096, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
. .17117, 



OJ990531 32.9A01.C2 



21276 

TBLASTX: Cress 
21240 
42 

17118. .17147, 
17274. .17537, 17657 .. 17800, 
18550. .18645, 18917 .. 19153, , 
19658. .19687, 19892. .20146, 
20278. .20418, 20289 .. 20420, 
21106. .21240 



Seq. No. 7519 
Gene No. 1584 4 

Start 17004 

Name OJ990531_32 . 9A01 -C2.ol.tc 

Start 14478 
GI none 

Exons 14478. .14507, 14523 .. 14582, 

14 665. .14775, 14842. .14 991, 
15641. .15847, 15918. .16175, 
16223. .16390, 16224.. 16415 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14537. .14590, 
14853. .14990, 
15919. .16134, 



OJ990531 32.9A01.C2 



21276 

TBLASTX: Cress 
16415 
47 

14655. .14777, 
15552. .15845, 
15923. .16174, 



Seq. No. 7519 Seq. ID 

Gene No. 15844 Strand 

Start 17004 End 

Name OJ990531_32 . 9A01 . C2 . ol . ts Method 

Start 15695 End 



OJ990531_32. 9A01.C2 
■21276 

TBLASTX : Soybean 
16034 



7820 




GI 


none 




Score 


184 




Exons 


15695. .15847, 15696. 


.15845, 


15924. .16034, 15924 16025, 






15926. .16033 










Seq. No. 


7519 




Seq. ID 


OJ990531_32. 9A01 


.C2 


Gene No. 


15844 




Strand 






Start 


1 / UU4 




End 


21276 




Name 


OJ990531 32.9A01.C2. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


15768 




End 


16152 




GI 


none 




Score 


76 . 




Exons 


15768. .15845, 15770. 


.15847, 


15931. .16092, 15932. .16114, 






15935. .16147, 15936. 


.16148, 


15937. .16152 




Seq. No. 


7519 




Seq. ID 


OJ990531_32.9A01 


.C2 


Gene No. 


15844 




Strand 






Start 


17004 




End 


21276 




Name 


OJ990531_32.9A01.C2. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


lo / / U 




End 


19948 




GI 


none 




Score 


154 




Exons 


16770. .16811, 16851. 


.16928, 


16983. .17144, 16999. .1714 5, 






17220. .17339, 17232. 


.17330, 


17234. .17335, 19514 .. 19681 , 






19539. .19682, 19827. 


.19943, 


19827. .19946, 1984 1 . . 1994 8 , 






19843. .19947 










Seq. No. 


7519 




Seq. ID 


OJ990531_32'.9A01 


.C2 


Gene No. 


15844 




Strand 






Start 


17004 




End 


21276 ■ 




Name 


OJ990531 32.9A01.C2. 


o4 .gs 


Method 


GENS CAN 




Start 


17004 




End 


21240 




GI 


none 




Score 


.76 




Exons 


17004. .17144, 17674. 


.17838, 


18516. .18644, 18 926 .. 1927 9, 






19841. .20146, 20292. 


.20456, 


20665. .20793, 20956.. 21240 




Seq. No. 


7519 




Seq. ID 


OJ990531_32.9A01 


.C2 


Gene No. 


15844 




Strand 






Start 


17004 




End 


21276 




Name 




o2 . np. • • 

■ * 


.. Method 


AAT/NAP ' 




Start 


17007--'' 


End. V- 


19219 




GI 


4490303 . 




Score 


1085 




Exons 


17007. .17144, 17232. 


.17537, 


17674. .17836, 18514 .. 18644 , 






18926. .19219 










GI Descrip. 


(AL035678) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


7519 




Seq. ID 


. OJ990531_32.9A01 


.C2 


Gene No. 


1 C O A A 




Strand 






Start 


17004 




End 


21276 




Name 


OJ990531 32.9A01.C2. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


17256 




End 


20146 




GI 


none 




Score 


235 




Exons 


17256. .17537, 17257. 


.17562, 


19865. .2014 6, 19866. .20141 




Seq. No. 


7519 




Seq. ID 


OJ990531_32.9A01 


.C2 


Gene No. 


15844 




Strand 






Start 


17004 




End 


21276 




Name 


OJ990531 32.9A01.C2. 


o5 . gp 


Method 


AAT/GAP 




Start - 


17520 




End 


18656 




GI 


LIB34 32-0.4 0-P1-K1-D4 




Score 


835 





7821 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17520. .17838, 18516.. 18656 

, 4490303/emb|CAB38794 .1| 4.0e-27 (AL035678) putative protein 
[Arabidopsis thaliana] 1 



7519 

15844 

17004 

OJ990531_32 . 9A0 1 . C2 . o3 . ts 

18492 

none 



Seq. ID OJ990531_32.9A01.C2 
Strand 

End 21276 

Method TBLASTX : Soybean 

End 21240 

.Score 67 



18492. .18644, 18492 . .18644 , 18511 .. 18645, 18 917 .. 19153, 
18918. .19016, 20662. .20799, 20672 .. 20761 , 20905 .. 21096, 
20959. .21096, 21106.. 21240 





beq. no. 


TCI Q 




Seq. ID 


OJ990531_32.9A01 




Gene No. 


15844 




Strand 






Start 


17004 




End 


21276 




Name 


OJ990531 32.9A01.C2 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


18534 




End 


21247 




GI 


none 




Score 


79 




Exons 


18534. .18584, 18534 


. .18587, 


18535. .18585, 18582 .. 18 647 , 






18583. .18645, 18917 


. .19153, 


18918. .19085, 19158. .19184, 






20683. .20736, 20687 


. .20734, 


20731. .20799, 20732 .. 207 64 , 


n 




20935. .21096, 20947 


. .21084, 


21106. .21246, 21161. .21247 


= i 


Seq. No. 


7519 




Seq. ID 


OJ990531_32.9A01 


i;ri 


Gene No. 


15844 




Strand 






Start 


17004 




End 


21276 


-S Si 

LJ 


Name 


OJ990531- 32.9A01.C2 


. o3.np 


Method 


AAT/NAP 




Start 


19547 




End 


21276 




GI 


4490303 




Score 


980 


: ~i 


Exons 


19547. .19684, 19841 


. .20146, 


20292. .20456, 20665 .. 20793, 


ry 




20956. .21105, 21133 


. .21276 






.i =. 


GI Descrip. 


(AL035678) putative 


protein 


[Arabidopsis thaliana] 


i- -1 


Seq. No. 


7520 




Seq. ID 


OJ990531_32.9A01 


k\ 

r i 


Gene No.* - 


15845 




Strand 


+ 




Start 


153 




. End 


2435 v 


: s? 


Name 


OJ990531 32.9A01.C3 


. ol .gs 


Method 


GEN SCAN 


; : s : 


Start 


153 




End 


2435 




GI 


none 




Score 


.68 


■tftt 


Exons 


153. .254, 725. .756, 


873. .1047, 1095..: 


1352, 1465.. 1503, 



2289.. 2327, 2345.. 2435 



Seq. No. 


7520 








Seq. ID 


OJ990531_32.9A01 


.C3 


Gene No. 


15845 








Strand 


+ 




Start 


153 








End 


2435 




Name 


OJ990531 32 


.9A01, 


.C3.ol, 




Method 


AAT/GAP 




Start 


868 








End 


1758 




GI 


none 








Score 


1252 




Exons 


868. .1047, 


1146. , 


.1352, 


1465. 


.1758 






Seq. No. 


7520 








Seq. ID 


OJ990531_32.9A01 


.C3 


Gene No. 


15846 








Strand 






Start 


2260 








End 


2897 




Name 


OJ990531 32 


.9A01. 


.C3.ol, 


,tm 


Method 


TBLASTX: Maize 




Start 


722 








End 


1347 





7822 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
'•Start 
GI 

Exons 



none Score 189 

722. .757, 856. .1047, 859. .942, 870. .1046, 872. .1048, 979. .1047, 
1144. .1338, 1146. .1346, 1152. .1346, 1153. .1347 



Seq. ID OJ990531_32. 9A01.C3 
Strand 

2897 
AAT/NAP 
2897 
28 



7520 
15846 
2260 

0 J990531_32 . 9A01 . C3 . ol . np 
2260 
2827714 
2260. .2331, 2745. .2897 

(AL021684) receptor protein kinase - like protein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



7520 

15846 

2260 

OJ990531_32 . 9A01 . C3 . o2 . tm 

2281 

none 



Seq. ID OJ990531_32. 9A01.C3 
Strand 

End 2897 

Method TBLASTX: Maize 

End 2673 

Score 72 



2281. .2340, 2283.-2333, 2395. .2496, 2404. .2496, 2414. .2497, 
2415. .2546, 2577. .2657, 2577. .2657, 2578. .2673, 2602. .2661 



7521 

15847 

8966 

OJ990531_32 . 9A01 . C4 . o3 . gs 

8966 

none 



Seq. ID OJ990531_32. 9A01.C4 

Strand + 

End 17547 

Method GEN SCAN 

End 17547 

Score .52 



8966. .8973, 10040 .. 10141, 10762 .. 10806, 13971 .. 14 187 , 
14528. .14695, 14883 .. 14 955, 15507 .. 15578 , 15603 .. 157 67 , 
15862. .15921, 16130 .. 16257, 16263 .. 16449, 17423. .17547 



7521 

15848 

27387 

0 J990531_32 . 9A01 . C4 . o5 . gs 

27387 . 

none 

27387. .27461, 28396 .. 28473, 
28983. .29120, 29217 .. 29351, 
30265. .30384, 30475 30594 , 
31121. .31265, 31341. .31747, 
32129. .32289, 32397 .. 32558 , 
33960. .33966 



Seq. ID OJ990531_32. 9A01.C4 
Strand + 

33966 
GENSCAN 
33966 
.77 

28551. .28670, 28774 .. 28872, 
29466. .29645, 29727 .. 29933, 
30676. .30798, 3084 9 .. 31019, 
,31876, 31951. .32032, 
32855, 32982. .33160, 



End 

. Method 
End 
Score 



31826. 
32673. 



Seq. No. 7521 
Gene No. 15848 
Start 27387 

Name OJ990531_32 . 9A01 . C4 . o5 . np 

Start 28408 
GI 5669167 

Exons 28408. .28473, 28551 .. 28670, 

29217. .29351, 294 66 .. 2964 5, 
30475. .30594, 30676 .. 307 98 , 
31341. .'31747, 31844 .. 31876, 
32385. .32558, 32673 .. 32855, 



Seq. ID OJ990531_32. 9A01.C4 

Strand + 

End 33966 

Method AAT/NAP 

End 33501 

Score 3167 
28774. .28872, 28983 .. 2 9120, 
29727. .29933, 30265 .. 30384 , 
30915. .31019, 31121. .31265, 
31951. .32032, 3212 9 .. 32289, 
32982. .33160, 33408.. 33501 



7823 



GI Descrip. (AF156691) plasma membrane proton ATPase [Nicotiana 
plumbaginifolia] 



Seq. No. 


7521 


Seq. ID 


OJ990531_32. 


9A01. 


C4 


Gene No. 


15849 


Strand 








Start 


1 


End 


2148 






Name 


OJ990531 32.9A01.C4.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2092 






GI 


6671958 


Score 


786 






Exons 


1. .143, . 565. .1028, 1110. .1650, 


2014. .2092 






GI Descrip. 


(AC013454) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


7521 


Seq. ID 


OJyyUool 5£. 


fi 7\ r\ 1 


C4 


Gene No. 


15849 


Strand 








Start 


1 


End 


O 1 A O 

2148 






Name 


OJ990531_32 . 9A01 . C4 . ol . gs 


Method 


GEN SCAN 






Start 


9 


End 


1690 






GI 


none 


Score 


A 1 

. 4 1 






Exons 


9. .143, 565. .1028, 1110. .1690 










Seq. No. 


7521 


Seq. ID 


OJ990531_32 


o 7\ n i 
yAUl . 


C4 


Gene No. 


15849 


Strand 








Start 


1 


End 


2148 






<»i Name 


OJ990531 32.9A01.C4.ol.gp 


Method 


AAT/GAP 






t Start 


. 1379 


End 


2148 








none 


Score 


867 






^ Exons 


1379. .1650, 1955. .2148 










*j Seq. No. 


7521 


Seq. ID 


OJ990531_32 


mini 

yAUl . 


C4 


"| Gene No. 


15850 


Strand 








:\ Start 


2949 


End 


8575 






-j Name 


OJ990531 32.9A01.C4.o2.np 


Method 


AAT/NAP 






I! Start 


2937 


End 


3935 






GI 


4490300 


Score 


1093 






l\ Exons 


2937. .3935 










i bi uescrip. 


(AL035678) putative protein [Arabidopsis thaliana] 






1] Seq. No. 


■ 7521 * . , 


Seq: ID' 


OJ990531_32 


9A0 1 . 


C4 


J Gene No. 


15850 


Strand 








I! Start 


2949 


End 


8575 






-I Name 


OJ990531 32.9A01.C4.o2.gs 


Method 


GEN SCAN 






s ' Start 


2949 


End 


7899 






GI 


none 


Score 


.81 






Exons 


2949. .3892, 6759.-7392, 7516.. 


7899 








oeq. no. 


7521 


Seq. ID 


OJ990531_32 


9A01. 




Gene No. 


15850 


Strand 








Start 


2949 


End 


8575 






Name 


OJ990531 32.9A01.C4.o2.gp 


Method 


AAT/GAP 






Start 


3840 


End 


7123 






GI 


uC-osroM202028g08al 


Score 


800 






Exons 


3840.. 3892, 6759.. 7123 










GI Descrip. 


, 4490301/emb ICAB38792.il 3.0e- 


•28 (AL035678) hypothetical 


P 




[Arabidopsis thaliana] 1 










Seq. No. 


7521 


Seq. ID 


OJ990531_32 


9A01. 


C4 


Gene No. 


15850 


Strand 









7824 




O La J7T, 


2949 




End 


8575 






Name 


OJ990531 32.9A01.C4. 


o3 . np 


Method 


AAT/NAP 






Start 


6659 




End 


8575 






GI 


4490301 




Score 


449 






Exons 


6659. .6684, 6741. .7296, 8549. .8575 








GI Descrip. 


(AL035678) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 






oeq. id 


n to, an i 
uj y yuoo i 


jz . yAU 1 


.C4 


Gene no. 


1 COCA 

IjoDU 




Strand 








Start 


2949 




End 


8575 






Name 


OJ990531_32.9A01.C4. 


o3.gp 


Method 


AAT/GAP 






Start 


/DDI 






/ 0 0 j. 






GI 


none 




Score 


000 






Exons 


/ OU1 . . / 0 Ol 












Seq. No. 


"7 c;o i 
/ 0/. 1 




oeq . iu 


ujyyuooi 


. yHU 1 


.C4 


Gene No. 


1 CQC1 




Strand 








Start 


15944 




End 


16158 






Name 


OJ990531_32.9A01.C4. 


o4 .gp 


Method 


AAT/GAP 






Start 


1 ZL ft A A 

ioy4 4 






1 CI CO 

1 OlOO 






GI 


on ft t o ft c 

oil) /39o 




Score 


4 z 0 






Exons 


1 C ft /I VI 1 £1 C O 

lo 94 4 . . 1 oloo 












Seq. No. 


/ ozl 




beq. iu 


C\ TQ Q A c; "3 1 

uj y yuo ji 


jz . yAU 1 


.C4 


Gene No. 


lboo2 




Strand 








Start 


1 7 OZ 0 




End 


18208 






Name 


/"VTftftftCOl "3 O ft7\ftT /~> A 

OJ990531_32 . 9A01 . C4 . 


o5 . gp 


Method 


AAT/GAP 






Start 


17626 




End- 


18208 






GI 


none 




Score 


904 






Exons 


17626. .18044, 18162. 


.18208 










Seq. No. 


/ozl , 




Seq. ID 


OJ990531_ 


jz . yAu 1 


.C4 


Gene No. 






Strand 








Start 


lb 1 Jo 




End 


26625 






Name 


ujyyuooi jz.yAui.L4. 


o4 . gs 


Method 


GENSCAN 






Of -i yf 

btart 


lb loo 




End 


26625 






GI 


none - 




Score 


.74 






Exons 


18138. .18268, 18963. 


.19107, 


19520. .19703-, 1-9872. 


.19967, 






oni^o omRQ ootqi 




22668. .22855, 23190. 


. Zji JD , 






O O C Q *7 OOCCQ 


. zoo ©y , 


24175. .24294, 24798. 


. Z 4 y 4 O , 






oci cc o c o o n OC01 c 
ZOlDD. . Z J J^U; ZbZlO. 


. ZO J4 / , 


26497. .26625 






Seq. No. 


/ 3Zl 




Seq. ID 


OJ990531_ 


oz . yAu 1 


.C4 


Gene No. 






Strand 








Start 


10 1 JO 




End 


26625 






Name 


OJ990531 32.9A01.C4. 


06. gp 


Method 


AAT/GAP 






Start 


18975 




End 


20044 






GI 


none 




Score 


920 






Exons 


18975. .19107, 19520. 


.19732, 


19872. .20044 






Seq. No. 


7521 




Seq. ID 


OJ990531_ 


32.9A01 


.C4 


Gene No. 


15853 




Strand 








Start 


18138 




End 


26625 






Name 


OJ990531 32.9A01.C4. 


o7.gp 


Method 


AAT/GAP 






Start 


21913 




End 


26599 






GI 


841 1.R1084 




Score 


3622 






Exons 


21913. .22275, 22397. 


.22559, 


22668.-22855, 23190. 


.23235, 





78.25 



# • 

23433. .23480, 23587 .. 2368 9, 23776.-23989, 24 175 .. 242 94 , 
24798. .24946, 25165 .. 25320, 25806 .. 25863, 26012 .. 26100, 
26215. .26347, 26422.. 26599 
GI Descrip. ' 4 105639/gb | AAD0248 9 . 1 | 0.0e+00 (AF049356) phytoene desaturase 
precursor [Oryza sativa] ' 



Seq. No. 


7521 


Seq. ID 


OJ990531_32.9A01. 


C4 


Gene No. 


15853 


Strand 






Start 


18138 


End 


26625 




Name 


OJ990531 32.9A01.C4.o4.np 


Method 


AAT/NAP 




Start 


22213 


End 


26589 




GI 


4105639 


Score 


2517 




Exons 


22213. .22275, 22397 .. 22559, 


22668. .22855, 23190 .. 23235, 






23433. .23480, 23587 .. 23689, 


23776. .23989, 24 175 .. 242 94 , 






24798. .24946, 251 65 .. 25320, 


25806. .25863, 26012 .. 26100, 






26215. .26347, 26422 .. 26589 








GI Descrip. 


(AF049356) phytoene desaturase precursor [Oryza sativa] 




Seq. No. 


7521 


Seq. ID 


OJ990531_32.9A01. 


C4 


Gene No. 


15854 


Strand 






Start 


33769 


End 


39417 




Name 


OJ990531 32 . 9A01 . C4 . olO . tm 


Method 


TBLASTX: Maize 




Start 


678 


End 


941 




GI 


none 


Score 


142 




Exons 


678.. 941, 680..937 ;y _ - 








Seq. No. 


7521 


Seq. ID 


OJ990531_32.9A01. 


C4 


Gene No. 


15854 


Strand 






Start 


33769 


End 


39417 




Name 


OJ990531_32 . 9A01 . C4 . o7 . tm 


Method 


TBLASTX: Maize 




Start 


944 


End 


1333 




GI 


none 


Score 


90 




Exons 


944. .1021, 960. .1043, 1109.. 


1 1 O O 111/1 

1138, 1124 


..1333, 1125. .1331 


Seq. No. 


7521 


Seq. ID 


OJ990531_32.9A01. 


C4 


Gene No. 


15854 


Strand "" 






Start 


33769 


End , 


•39417 




Name 


•OJ990531 32.9A01.C4.o7.ts 


Method;' 


TBLASTX: Soybean 




Start 


1373 


End ' 


1663 




GI 


none 


Score 


70 




Exons 


1373. .1576, 1391.. 1663, 1431 


. .1637 






Seq. No. 


7521 


Seq. ID 


OJ990531_32.9A01. 


C4 


Gene No. 


15854 


Strand 






Start 


33769 


End 


39417 




Name 


OJ990531 32.9A01.C4.o8.ts 


Method 


TBLASTX : Soybean 




Start 


2961 


End 


3200 




GI 


none 


Score 


65 




Exons 


2961. .3011, 3012. .3200, 3085 


. .3198 w 






Seq. No. 


7521 


Seq. ID 


OJ990531_32.9A01. 


C4 


Gene No. 


15854 


Strand 






Start 


33769 


End 


39417 




Name 


OJ990531 32.9A01.C4.o4.tw 


Method 


TBLASTX: Wheat 




Start 


2970 


End 


3359 




GI 


none 


Score 


119 




Exons 


2970.. 3269, 3097.. 3216, 3255 


..3359, 3288.. 3353 





7826 





Seq. No. 


7521 




Seq. ID 


ojyyuooi jz.yAui 


- 




Gene No.. 


15854 




Strand 








Start 


33769 




End 


39417 






Name 


OJ990531 32.9A01 


C4.ol.tm 


Method 


TBLASTX: Maize 






Start 


3007 




End 


3836 






GI 


none 




Score 


894 






Exons 


3007.. 3819, 3009 


.3836 










Seq. No. 


7521 




Seq. ID 


OJ990531_32.9A01 


.C4 




Gene No. 


15854 




Strand 








Start 


33769 




End 


39417 






Name 


OJ990531 32.9A01 


C4.o2.tc 


Method 


TBLASTX: Cress 






Start 


3156 




End 


3783 






GI 


none 




Score 


34 






Exons 


3156.. 3200, 3160 


.3198, 3204 


..3269, 3270.. 3680, 3286.-3633 






3717.. 3782, 3724 


.3783 










Seq. No. 






Seq. ID 


OJ990531_32.9A01 


.C4 




Gene No. 


15854 




Strand 








Start 


33769 




End 


39417 






Name 


OJ990531 32.9A01 


C4.o4.ts 


Method 


TBLASTX : Soybean 






Start 


3267 




End 


3681 






GI . • 


, > none . v 




Score 


103 




. !saj 

'I 

"bch 


Exons ' . . 


. - : 3267^.'3680, 328.8 

■ ' ' ■ 


> 34-7.6;/ '3289 


...3501, . 3568. '.368.1 ' 




rn 


Seq. No. 


7521 




Seq. ID 


OJ990531_32.9A01 


-C4 


i y 


Gene No. 


15854 




Strand 








Start 


33769 




End 


39417 




'i si 


Name 


OJ990531 32.9A01 


C4.o9.tw 


Method 


TBLASTX: Wheat 




==fef 


Start 


3654 




End 


3830 




'so! 


GI 


none 




Score 


82 




:"j s 


Exons 


3654.. 3830, 3706 


.3819 








i: 


Seq. No. 


7521 




Seq. ID 


OJ990531_32.9A01 


.C4 


; :=? 


Gene No. 


15854 




Strand 






"if 


Start 


33769 




End 


39417 




i" T" 


Name ■ 


OJ990531 32. SAO 1 


C4 .o9.tm 


Method 


TBLASTX: Maize 






Start 


6760 




End 


7239 




i- 


GI 


none 




Score 


61 






Exons 


6760.. 6918, 6799 


.6891, 6985 


..7047, 6986.. 7084, 7054. .7239 




Seq. No. 


7521 




Seq. ID 


OJ990531_32.9A01 


.C4 




Gene No. 


15854 




Strand 








Start 


33769 




End 


39417 






Name 


OJ990531 32.9A01. 


C4 .06. tm 


Method 


TBLASTX: Maize 






Start 


18773 




End 


19631 






GI 


none 




Score 


133 






Exons 


18773. .18958, 18782 .. 18961, 


18787. .18978, 18787 18960, 








18958. .19008, 18959 .. 19000, 


19003. .19110, 19013. .19108, 








19520. .19591, 19524. .19631 










Seq. No. 


7521 




Seq. ID 


OJ990531_32.9A01 


.C4 




Gene No. 


15854 




Strand 








Start 


33769 




End 


39417 






Name 


OJ990531 32.9A01. 


C4.o8.tm 


Method 


TBLASTX: Maize 






Start 


22202 




End 


22720 





7827 




GI 


none 








Score 37 






Exons 


22202. 


.22231, 


22231 


. .22278, 


22232..22276, 22396. 


.22560, 






22397. 


.22561, 


22401 


. .22562, 


22667. .22720, 22673. 


.22720 




Seq. No. 


7521 








Seq. ID OJ990531_ 


32.9A01 


.C4 


Gene No. 


15854 








Strand 






Start 


33769 








End 39417 






Name 


OJ990531 32.9A01.C4 


.o2.tw 


Method TBLASTX : Wheat 




Start 


22203 








End 23238 






GI 


none 








Score 83 






Exons 


22203. 


.22277, 


22204 


. .22278, 


22205. .22270, 22396. 


.22554, 






22397. 


.22555, 


22397 


. .22561, 


22401. .22562, 22658. 


.22864, 






22662. 


.22856, 


22666 


. .22857, 


22667. .22858, 23188. 


.23238, 






23189. 


.23236 












Seq. No. 


7521 








Seq. ID OJ990531_ 


32. 9A01 


.C4 


Gene No. 


15854 








Strand 






Start 


33769 








End 39417 






Name 


OJ990531 32.9A01.C4 


. o3 . tc 


Method TBLASTX : Cress 




Start 


22397 








End 26354 






GI 


none 








Score 217 






Exons 


22397. 


.22561, 


22401 


. .22562, 


22665.-22856, 22667. 


.22858, 






22668. 


.22856, 


22669 


. .22863, 


22670. .22858, 23190. 


.23237, 




- 


23429. 


.23488, 


23432 


. .23488,. 


23573.-23686, 23581. 


.23691, 






23585. 


.23692," 


* 23586 


.\23690,' 


- 23756, "23989; 23766. 


:.23990, 


- 




23771. 


.239927 


23929 


. .23991, 


24173. .24298, 24173. 


.24295, 






24175. 


.24297, 


24796 


. .24942, 


24798. .24926, 24798. 


.24953, 






24799. 


.24954, 


25163 


. .25318, 


25164. .25319, 25805. 


.25864, 






25806,. 


.25865, 


25807 


. .25866, 


26009. .26086, 26011. 


.26118, 






26013.- 


-.26114, 


26210 


. .26353, 


26214. .26354 






Seq. No. 


7521 








Seq. ID OJ990531_ 


32.9A01 


.C4 


Gene No. 


15854 








Strand 






Start 


33769 








End 39417 






Name 


OJ990531 32.9A01.C4 


,o3. ts 


Method TBLASTX : Soybean 




Start 


22397 








End 26353 






GI 


none 








Score . 132 






Exons 


22397. 


.22558, 


22397 


. .22561, 


22413. .22562, 22665. 


.22856, 






22667. 


.22858, 


22668 


. .22856, 


23190. .23237, 23429. 


.23482, 






23432. 


.23488, 


23581 


. .23691, 


23S84..23685, 23586. 


.23690, 






23756. 


.23989, 


23766 


f\ ~t f\ r\ 
. .23990, 


23818. .24000, 23839. 


.23991, 






24173. 


.24298, 


24173 


. .24295, 


24174. .24296, 24175. 


.24297, 






24707. 


.24733, 


24796 


. .24945, 


24797..24946, 24798. 


.24947, 






24798. 


.24953, 


24799 


. .24948, 


25163. .25318, 25164. 


.25319, 






25807. 


.25866, 


26009 


. .26086, 


26010. .26114, 26011. 


.26103, 






26210. 


.26353, 


26214 


. .26348 








Seq. No. 


7521 








Seq. ID OJ990531_ 


32.9A01 


.C4 


Gene No. 


15854 








Strand 






Start 


33769 








End 39417 






Name 


OJ990531 32.9A01.C4 


. oil . tm 


Method TBLASTX : Mai ze 




Start 


23864 








End 25866 






GI 


none 








Score 8 6 






Exons 


23864. 


.23941, 


23865, 


. .23939, 


23875. .23946, 23940. 


.23990, 






23942. 


.23992, 


23942, 


. .23989, 


24173. .24298, 24173. 


.24295, 






24175. 


.24297, 


24797, 


. .24943, 


24798..24944, 24798. 


.24953, 






24799. 


.24948, 


24863, 


. .24955, 


25163. .25318, 25164. 


.25319, 





7828 






25164. 


.25325, 


25175. 


.25333', 


25806. .25862, 25807 


. .25866 




Seq. No. 


7521 








Seq. ID 


OJ990531 


_32.9A01, 


,C4 


Gene No. 


15854 








Strand 








Start 


33769 








End 


39417 






Name 


OJ990531 32.9A01.C4. 


o4 . tm 


Method 


TBLASTX:! 


Maize 




Start 


26015 








End 


26713 






GI 


none 








Score 


138 






Exons 


26015. 


.26086, 


26016. 


.26102, 


26017. .26103, 26210 


. .26353, 






26214 . 


.26354, 


26215. 


.26364, 


26215. .26376, 26418 


. .26507, 






26419. 


.26508, 


26420. 


.26509, 


26491. .26640, 26528 


. .26713 




Seq. No. 


' 7521 








Seq. ID 


OJ990531 


_32.9A01. 


.C4 


Gene No. 


15854 








Strand 








Start 


33769 








End 


39417 






Name 


OJ990531 32.9A01.C4. 


ol.tc 


Method 


TBLASTX: 


Cress 




Start 


28550 








End 


32855 






GI 


none 








Score 


106 






Exons 


28550. 


.28675, 


28551. 


.28670, 


28771. .28869, 28773 


. .28868, 






28977. 


.29123, 


28977. 


.29126, 


29214. .29351, 29216 


. .29350, 






29465. 


.29644, 


29465. 


.29647, 


29466. .29651, 29724 


. .29933, 






29726. 


.29932, 


30257. 


.30385, 


30261. .30350, 30261 


. .30386, 






30262. 


.30387, 


30472. 


. 30594, 


30528. .30599, 30673 


. . 30801, 






30675. 


.30797, 


30888. 


.31025, 


31120. .31266, 31124 


. .31267, 






.' 313.30. 


.31422, 


31331. 


.31537, 


3.1501. .31518, 31550 


. .31606", 






31588. 


.31746, 


31589. 


.31750, 


31844. .31876, 31941 


. .32033, 






31954. 


.32034, 


32116. 


.32286, 


32127. .32321, 32391 


. .32561, 






32391. 


.32558, 


32396. 


.32560, 


32672. .32851, 32673 


. .32855 




Seq. No. 


7521 








Seq. ID 


OJ990531 


_32.9A01, 


.C4 


Gene No. 


15854 








Strand 








Start 


33769 








End 


39417 






Name 


OJ990531 32.9A01.C4. 


o7 . tw 


Method 


TBLASTX: 1 


Wheat 




Start 


28550 








End 


28872 






GI 


none 








Score 


124 






Exons 


,28550. 


.28675, 


28551. 


.28670, 


28771. .28872, 28773 


. .28871 




Seq. No." s 


7521 








' Seq. ID 


OJ990531 


_32.9AM. 


.C4 


Gene No. 


15854 








Strand 








Start 


33769 








End 


39417 






Name 


OJ990531 32.9A01.C4. 


06. ts 


Method 


TBLASTX: 


Soybean 




Start 


28551 








End 


29273 






GI 


none 








Score 


123 






Exons 


28551. 


.28670, 


28559. 


.28675, 


28771. .28872, 28773 


. .28877, 






28977. 


.29123, 


28995. 


.29105, 


29214. .29273 






Seq. No. 


7521 








Seq. ID 


OJ990531 


J32.9A01, 


,C4 


Gene No. 


15854 








Strand 








Start 


33769 








End 


39417 






Name 


OJ990531 32.9A01.C4. 


o2 .tm 


Method 


TBLASTX:] 


Maize 




Start 


28593 








End 


.33504 






GI 


none 








Score 


65 - 






Exons 


28593. 


.28670, 


28771. 


.28872, 


28773. .28877, 28977 


. .29123, 






28977. 


.29126, 


29214. 


.29351, 


29216. .29302, 29462 


. .29638, 






29466. 


.29651, 


29472. 


.29648, 


29724 . .29933, 29726 


. .29974, 






30249. 


.30389, 


30261. 


.30386, 


30262. . 303? 


37, 30472 


. .30594, 






30528. 


.30593, 


30662. 


.30799, 


30673. .30801, 30687 


. .30797, 





7829 




30688. .30798, 
31119. .31268, 
31457. .31525, 
31844. .31879, 
31954. .32034, 
32396. .32560, 
33406. .33504 



30888. .31025, 
31120. .31266, 
31550. .31750, 
31844. .31894, 
32116. .32295, 
32672. .32830, 



30953. .31012, 
31321. .31518, 
31582. .31746, 
31941. .32033, 
32127. .32321, 
32673. .32855, 




31118. .31267, - 
31331. .31537, 
31843. .31887, 
31951. .32034, 
32391. .32561, 
32748. .32855, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7521 

15854 

33769 

OJ990531_32 . 9A01 . C4 . o3 . tw 

29007 

none 



Seq. ID OJ990531_32.9A01.C4 
Strand 

End 39417 

Method TBLASTX : Wheat 

End 29753 

Score 63 



29007. .29123, 2 9013 29126, 29214 .. 29351 , 29214 .. 29357 , 
29465. .29647, 294 66 29651, 29724.. 29753 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7521 Seq. ID 

15854 Strand 

33769 End 

OJ990531_32 . 9A01 . C4 . o2 . ts Method 

29274 End 

none Score 



OJ990531_32.9A01.C4 
39417 

TBLASTX : Soybean 

30801 

113 



29274. .29351, 29277 . .29357 , 294 65 .. 29647 , 2 94 66 29651, 

29724 . .29933, - 29726'. : 29932, 29747 .". 29935, 3024 9 . . 30389, 

30255. .30386, 30262 ..'30387 , 30472 30594 , 30505 .. 30594 , 

30507. .30599, 30528 .. 30599, 30673 30801, 30673 .. 30801, 
30709.. 30756 



Seq. No. 7521 

Gene No. 15854 

Start 33769 

Name OJ990531_32 . 9A01 . C4 . o5 . tw 

Start 29754 

GI none 

Exons 29754. .29933, 29759 29932, 
30262.. 30387 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531_32.9A01.C4 
39417 

TBLASTX: Wheat 

30389 

237 



30261. .30386, 302 61 .. 30389, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



7521 

15854 

33769 

OJ990531_32 . 9A01 . C4 . ol . ts 

30912 

none 

30912 .'. 31025, 31109 .. 31261, 
31321. .31422, 31331 .. 31537 , 
31582. .31746, 31844 .. 3187 6, 
32118. .32297, 32391 .. 32561, 
32672. .32833, 33406.. 33513 

7521 

15854 

33769 

OJ990531_32 . 9A01 . C4 . ol . tw 

30959 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 32.9A01.C4 



39417 

TBLASTX : Soybean 
33513 
102 

31118. .31267, 31120. .31266, 
31498. .31518, 31550 .. 31750, 
31954. .32034, 32116 .. 32295, 
32396. .32560, 32658 .. 32855, 



Seq. ID OJ990531_32.9A01.C4 



Strand 
End 

Method 

End 

Score 



39417 

TBLASTX: Wheat 

32699 

68 



30959. .31039, 30966 .. 31025, 31118 .. 31267 , 31120 .. 31266, 



7830 




31321. .31422, 31331 31537, 

31582. .31746, 31824 31862 , 

31951. .32034, 32116 .. 32295, 

32132. .32311, 32391 .. 32561, 




31457. .31525, 31550 31750 , 

31844. .31879, 3194 1 32033, 

32127. .32285, 32128 .. 32295, 

32396. .32560, 32673.-32699 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



7521 

15854 

33769 

OJ990531_32 . 9A01 . C4 . 08 . gp 
33769 

40641 1.R1084 



Seq. ID OJ990531_32.9A01.C4 



Strand 
End 

Method 

End 

Score 



39417 
AAT/GAP 
35065 . 
1395 



33769. .34168," 34267. .34424, 34532 34 662 , 34956. .35065 
! 3360289 3.0e-42 (AF023164) leucine-rich repeat transmembrane 



protein kinase 1 [Zea mays] ' 

7521 
15854 
33769 

OJ99053 1_32 . 9A0 1 . C4 . o3 . tm 
33822 
none 

33822. .33857, 33885 .. 33929, 

34017. .34136, 34022 34066, 

34064. .34171, 34268 .. 34426, 
34270. .34431/ 34532 .. 34663, 

34956. .35090, "35537 35617, 

35540. .35815, 35660 .. 35824 , 

36312. .36431, 36313 .. 36432, 

36519. .36668, 36523 . .36669, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 32.9A01.C4 



39417 

TBLASTX: Maize 
36713 
36 

33892. .33927, 33919 33993, 
34049. .34174, 34059 34 169, 
34269. .34427, 34270 .. 34428 , 
34534. .34665, 34 948 35091, , 
35538. .35813, 35539 35814 , 
36144. .36356, 36145 .. 36330, 
36328. .36432, 36333 .. 36440, 
36525. .36713 



Seq. No. 7521 
Gene No. 15854 
Start 33769 

Name OJ990531_32 . 9A01 . C4 . 06 . gs 

Start 34025 
GI none 
Exons . - 34025. 

.36147. 
37846. 



Seq. ID OJ990531_32. 9A01 ,C4 
Strand 

End 39417 
Method GENSCAN 
End 39239 
Score .86 

34168, 34268. .34375, 34 956 .. 35091, 3554 1 .. 35812 , 
36430, 36725. .36813, 36890 .. 36955, 37034 .. 37099, ' 
37917, 38011. .38143, 39125.. 39239 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



7521 Seq. ID OJ990531_32 . 9A01 . C4 

15854 Strand 

33769 End 39417 

OJ990531_32 . 9A01 . C4 . 06 . np Method AAT/NAP 

34028 End 38143 

3360289 Score 2642 

34028. .34168, 34268 .. 34424 , 34532 .. 34 662 , 34956. . 35091, 

35541. .35812, 36147 .. 36430, 36524 .. 36813, 36890 .. 36955 , 

37034. .37099, 37 180 .. 37251, 37376.-37447, 37535 .. 37606, 

37689. .37763, 3784 6 .. 37917 , 38011. .38143 

(AF023164) leucine-rich repeat transmembrane protein kinase 1 
[Zea mays] 



Seq. No. 7521 Seq. ID 

Gene No. 15854 Strand 

Start 33769 End 

Name OJ990531 32 . 9A01 . C4 . o5 . ts Method 



OJ990531_32.9A01.C4 
39417 

TBLASTX : Soybean 



7831 



Start 
GI 

Exons 



34034 
none 

34034. .34174, 34071 34169, 34268, 
34532. .34645, 34534 .. 34 647 , 34964, 
34965. .35090, 34981 .. 35091, 35214, 
35540. .35755, 35744 35815, 35754, 
36145. .36432 



End 36432 
Score 91 

,34426, 34272. .34427, 
,35086, 34965. .35084, 
,35270, 35538. .35732, 
,35813, 36144. .36425, 



Seq. No. 


7521 




Seq. ID 


OJ990531_32.9A01 


.C4 


Gene No. 


15854 




Strand 






O 4- — i v-4- 

otart 


JJ / D -7 




End 


39417 




Name 


OJ990531 32.9A01.C4. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


34046 




End 


34428 




GI 


none 




Score 


115 




Exons 


34046. .34174, 34080. 


.34169, 


34084. .34170, 34268 34 426, 






34269. .34427, 34270. 


.34428 








Seq. No. 


7521 




Seq. ID 


OJ990531_32.9A01 


.C4 


Gene No. 


15854 




Strand 






Start 


33769 




End 


39417 




Name 




-Q +- T.I 

Oo . iw 


Method 


TBLASTX: Wheat 




Start 


34319 




End 


34651 




GI 


none 




Score 


96 




Exons 


34319. .34423, 34517. 


.34651, 


34531. .34644 „ 




. 

Seq. No'. 


7521 




Seq. 'lb 


OJ990531_32. 9A01 


.C4 


Gene No. 


15854 




Strand 






Start 


33769 




End 


39417 




Name 


OJ990531 32.9A01.C4. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


34984 




End 


36419 




GI 


none 




Score 


90 




Exons 


34984. .35091, 34986. 


.35090, 


35371. .35397, 35523 .. 35759, 






35538. .35813, 35540. 


.35815, 


36144. .36356, 3614 5 .. 36303 , 






36255.-36353, 36276. 


.36419 








Seq. No. 


7521 




Seq. ID 


OJ990531_32.9A01 


.C4 


Gene No. 


15854 . ; . . . 




Strand 






Start 


337 69 




End 


•39417 




Name 


OJ990531 32.9A01.C4. 


o9.gp 


Method 


AAT/GAP 




Start 


36276 




End 


39417 




GI 


49249 1.R1084 




Score 


2520 




Exons 


36276. .36430, 36524. 


.36813, 


36890. .36955, 37034 37099, 






37180. .37251, 37376. 


.37447, 


37535. .37606, 37689. . 37763, 






37846. .37917, 38011. 


.38143, 


39125.. 39417 





GI Descrip. 



'3360289 1.0e-126 (AF023164 ) * leucine-rich repeat transmembrane 
protein kinase 1 [Zea mays] 1 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



7521 

15854 

33769 

OJ990531_32. 9A01.C4 .06. tw 

36889 

none 



Seq. ID OJ990531_32. 9A01.C4 
Strand 

End 39417 

Method TBLASTX : Wheat 

End 37446 

Score 99 



36889. .36966, 36890 .. 36955, 37028 .. 37099, 37035 .. 37097 , 
37036. .37098, 37177 37251, 37179 .. 37250, 37192 37251, 
37193. .37270, 37346. . 37435, 37370 .. 37435, 37402. .37446 



7832 



Seq. No. 


7521 






Seq. ID 


OJ990531_32.9A01 


.C4 


Gene No. 


15854 






Strand 






b tart 


33769 






End 


39417 




Name 


OJ990531 32.9A01.C4. 


o9.ts 


Method 


TBLASTX : Soybean 




Start 


36901 






End 


37251 




GI 


none 






Score 


54 




Exons 


36901. 


.36954, 36902. 


.36955, 


37021. .37098, 37028 .. 37102, 






37039. 


-.37098, 37177. 


.37251, 


37179. .37250 




Seq. No. 


7521 






Seq. ID 


OJ990531_32.9A01 


.C4 


Gene No. 


15854 






Strand 






Start 


33769 






End 


39417 




Name 


OJ990531 32.9A01.C4. 


o5 . tm 


Method. 


TBLASTX: Maize 




Start 


37183 






End 


39176 




GI 


none 






Score 


74 




Exons 


37183. 


.37236, 37185. 


.37235, 


37188. .37241, 37364 .. 37459, 






37398. 


.37439, 37402. 


.37446, 


37534 . .37605, 37535 .. 37606, 






37536. 


.37607, 37537. 


.37626, 


37688. .37762, 37 68 9 .. 37763, 






37806. 


.37913, 37833. 


.37916, 


37847. .37915, 38011 .. 38142, 






38011. 


.38136, 38024. 


.38143, 


38034 . .38144, 39099. .39176 





Seq. No. 7521 

Gene No. 15854 

Start 33769 

Name OJ990531_32 . 9A01 . C4 . 06 . tc 

Start 37534 

GI none 

Exons 37534. .37605, 37736 .. 37762 , 
38011. .38112, 38034.. 38141 



Seq. ID 
Strand 

End . 
Method 
End 
Score 



OJ990531_32.9A01.C4 
39417 

TBLASTX: Cress 

38141 

43 



37836. .37916, 37891 .. 37920, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons.... 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7522 Seq. ID OJ990531_32 . 9A01 . C5 

15855 Strand + 

1014 End 1273 

OJ990531_32 . 9A01 . C5 . ol . gp Method AAT/GAP 

1014 End 1273 

LIB3434-035-P1-K1-A7 Score 456 

1014. .1273 

1 5441876/dbj IAP000367.1 IAP000367 1.0e-114 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



7522 

15856 

5588 

OJ990531_32 . 9A01 . C5 . o2 . tw 

5518 

none 

5518.. 5628, 5582.. 5632, 5714. 
5995.. 6066, 5995.. 6066, 6136. 



Seq. ID OJ990531_32. 9A01.C5 

Strand + 

End 8510 

Method TBLASTX : Wheat 

End 6160 

Score 58 

.5764, 5714. .5764, 5898. .5927, 
.6159, 6137. .6160 



Seq. No. 7522 

Gene No. 15856 

Start 5588 

Name OJ990531_32 . 9A01 . C5 . ol . tm 

Start 5576 

GI none 

Exons 5576.. 5632, 5687.. 5764, 5712. 

5987.. 6064, 5995.. 6066, 5995. 



Seq. ID OJ990531_32. 9A01.C5 

Strand + 

End 8510 

Method TBLASTX : Mai ze 

End 7356 

Score 59 

.5765, 5714. .5803, 5898. .5927, 
.6066, 5997. .6068, 6136. .6198, 



7833 



V ' 

6136.. 6198, 6138.. 6200, 6138.. 6200, 6339.. 6434, 6344.. 6430, 

6357.. 6434, 6801.. 6920, 6809.. 6919, 6995.. 7108, 6996.. 7109, 

7000.. 7122, 7189.. 7356, 7195.. 7329 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 



7522 

15856 

5588 

OJ990531_32 . 9A01 . C5 . ol . np 
5588 
461498 
5588. .5626, 
6356. .6434, 



OJ990531_32 . 9A01 . C5 
+ 



5715.. 5765, 5871. 
6813.. 6917, 6996. 



Seq. ID 
Strand 

End 8510' 
Method AAT/NAP 
End 8510 
Score 805 

.5921, 5998. .6063, 6139. .6200, 
.7106, 7189. .7338, 8488. .8510 
ALANINE AMINOTRANSFERASE 2 (GPT) (GLUTAMIC- -PYRUVIC TRANSAMINASE 
2)- (GLUTAMIC — ALANINE TRANSAMINASE 2) (ALAAT-2) 

gi|320619|pir| IS28429 alanine transaminase (EC 2.6.1.2) - proso 
millet gi|296204|emb|CAA4 9199| (X69421) alanine aminotransferase 
[Panicum miliaceum] 

7522 Seq. ID OJ990531_32 . 9A01 . C5 

15856 Strand + 

5588 End 8510 - 

OJ990531_32 . 9A01 . C5 . o2 . gs Method GENSCAN 

5588 End 7005 

none Score . 8 

5588.^5666, 5824.. 5921, 6118.. 6200, 6356.. 6434, 6.813 . .'6955 , 
6996.. 7005 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990531_32. 9A01.C5 
Strand + 
End '8510 
Method TBLASTX: Cress 
End 7335 
Score 38 

.6066, 6006. .6068, 6136. .6198, 
.6920, 6812. .6919, 6995. .7108, 
.7330, 7188. .7313, 7188. .7334, 



Seq. ID OJ990531_32. 9A01.C5 
Strand + 
End 8510 
Method TBLASTX : Soybean 
End . 7331 
Score 41 

.5761, 5867. .5920, 5898. .5927, 
.6198, 6136.. 6198, 6320.. 6418, 
.6919, 6811. .6966, 6995. .7108, 



7522 
15856 
5588 

OJ990531_32. 9A01 . C5 . ol . tc 
5600 
none 

5600.. 5632, 5712. .5765, 5995. 
6321. .6434, 6347. .6442, 6801. 
6996.. 7109, 6997. .7110, 7184. 
7189.. 7335, 7189. .7335 

7522 
15856 
5588 

OJ990531_32.9A01.C5.ol.ts 
5600 
none 

5600.. 5632, 5712.. 5765, 5714. 
5995.. 6066, 5997.. 6068, 6136. 
6327.. 6434, 6801.. 6920, 6809. 
6996. .7109, 7036. .7116, 7179. .7328, 7188. .7331, 7189. .7329 



Seq. No. 7522 

Gene No. 15856 

Start 5588 

Name OJ990531_32 . 9A01 . C5 . ol . tw 

Start 6345 

GI none 

Exons 6345.. 6434, 6350.. 6436, 6353. 
6995.. 7051, 6996.. 7052 



Seq. ID OJ990531_32. 9A01.C5 

Strand + 

End 8510 

Method TBLASTX: Wheat ' 

End 7052 

Score 118 

.6439, 6801. .6920, 6812. .6919, 



7834. 



Seq. No. 


7523 




Seq. ID 


OJ990531_32 . 


9AU 1 - Co 


Gene No. 


15857 




Strand 


+ 




Start 


237 




End 


1659 




Name 


OJ990531 32.9A01.C6 


.ol .gs 


Method 


GEN SCAN 




Start 


237 




End 


1659 




GI 


none 




Score 


.8 




Exons 


237. .311, 435.-555, 


637. .791, 


879. .953, 


1046. .1249, 


1543. .1659 


Seq. No. 


.7523 




Seq. ID 


OJ990531_32. 


9A01.C6 


Gene No. 


15857 




Strand 


+ 




Start 


237 




End 


1659 




Name 


OJ990531 32.9A01.C6 


.ol.np 


Method 


AAT/NAP 




Start 


237 




End 


1656 




GI 


4730884 




Score 


874 




Exons 


237. .311, 435..55S, 


637. .791, 


879. .953, 


1046. .1249, 


1543. .1656 


GI Descrip. 


(AB007404) alanine 


aminotransferase [Oryza sativa] 





gi I 4730886 | dbj |BAA77261.1| (AB007405) alanine aminotransferase 
[Oryza sativa] 



Seq. No. 


7523 




Seq. ID 


OJ990531_32. 


9A01 . C6 


Gene No . 


15858 




Strand 


+ 




Start 


5629 




End 


6285 




Name . 


OJ990531 32.9A01.C6.o3. 


gs 


Method 


, GENSCAN 




Start- 


5629 




End 


6285 




GI 


none 




Score 


.95 




Exons 


5629. .5948, 6114. .6285 










Seq. No. 


7523 




Seq. ID 


OJ990531_32. 


9A01.C6 


Gene No. 


15859 




Strand 


+ 




Start 


8187 




End 


8948 




Name 


OJ990531 32.9A01.C6.o4. 


gs 


Method 


GENSCAN 




Start 


8187 




End 


8948 




GI 


none 




Score 


.64 




Exons 


8187.. 8279, 8736.. 8948 










Seq. No. 


7523 




Seq. ID 


OJ990531_32. 


9A01.C6 


Gene No. 


15860 




Strand 


+ 




Start 


10478 




End 


10583 




Name 


OJ990531 32.9A01.C6.ol. 


gp 


Method 


AAT/GAP 




Start 


10478 




End 


10583 




GI 


LIB3477-003-P1-K1-E9 




Score 


155 




Exons 


10478. .10583 










GI Descrip. 


, 2498586/sp|Q4 0638 IMP01 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 










Seq. No. 


7523 




Seq. ID 


OJ990531_32. 


9A01.C6 


Gene No. 


15861 




Strand 


+ 




Start 


12894 




End 


12985 • 




Name 


OJ990531 32.9A01.C6.o2. 


gp 


Method 


AAT/GAP 




Start 


12894 




End 


12985 




GI 


14887 1.R1084 




Score 


158 




Exons 


12894. .12985 











GI Descrip. '3264767 8.0e-14 (AF071893) AP2 domain containing protein 
[Prunus armeniaca] ' 



7835 





Seq. No. 


7523 


Seq. ID 


OJ990531_32.9A01 


.C6 




Gene No. 


15862 


Strand 








Start 


2253 


End 


3424 






Name 


OJ990531 32.9A01.C6.o2.gs 


Method 


GEN SCAN 






Start 


- 2253 


End 


3424 






GI 


none 


Score 


.55 






Exons 


2253.-2467, 3355.. 3424 










Seq. No. 


7523 


Seq. ID 


OJ990531_32.9A01 


.C6 




Gene No. 


15863 


Strand 








Start 


9805 


End 


12537 






Name 


OJ990531 3Z . 9A01 . Co . ol . tm 


Method 


TBLASTX: Maize 






Start 


234 


End 


1731 








none 


Score 


95 






Exons 


234. .314, 433. .537, 434. .556, 


435. .557, 


616. .792, 636.. 


794, 






636. .794, 863. .955, 877. .963, 


1040. .1252, 1043. .1252, 








1539. .1658, 1540. .1731 










Seq. No. 


7523 


Seq. ID 


OJ990531_32.9A01 


,C6 




Gene No. 


15863 


Strand 


- 






Start 


9805 


End 


12537 






Name 


OJ990531 32.9A01.C6.ol.tc 


Method 


TBLASTX: Cress 






Start 


435 


End 


1659 






GI 


none 


Score 


123 






Exons 


435.-536, '636. .665, 654.^791, 


671. .787, 


. 882. .953, 1040. 


.vt252, 


ff'i 




1051. .1251, 1540. .1659;- 1542. 


.1655 ' 






: s * s 
: s 


Seq. No. 


7523 


Seq. ID 


OJ990531_32.9A01 


,C6 


hat 


Gene No. 


15863 


Strand 








Start 


9805 


End 


12537 




h'hi 


Name 


OJ990531 32.9A01.C6.ol.ts 


Method 


TBLASTX : Soybean 






Start 


441 


End 


1659 




I u 


GI 


none 


Score 


128 






Exons 


. 441. .557, 443. .556, 636.-794, 


636. .803, 


876.. 953, 1040. 


.1252, 


:= c i 




1051.. 1251, 1533. .1655, 1540. 


.1659 






! " i 


Seq. No. 


7523 


Seq. ID 


OJ990531_32.9A01 


.C6 




Gene No . 




Strand 






- " j 


Start 


9805 


End 


12537 






Name 


OJ990531 32.9A01.C6.ol.tw 


Method 


TBLASTX: Wheat 




- 31 

s si 


Start 


4555 


End 


5954 






GI 


none 


Score 


110 






Exons 


4555.. 4665, 5608.. 5763, 5626. 


.5760, 5862.. 5954, 5863.. 5949 




Seq. No. 


7523 


Seq. ID 


OJ990531_32.9A01 


.C6 




Gene No . 


15863 


Strand 








Start 


9805 


End 


12537 






Name 


OJ990531 32.9A01.C6.o5.gs 


Method 


GENSCAN 






Start 


9805 


End 


12537 






GI 


none 


Score 


.81 






Exons 


9805.. 10008, 10788. .10961, 11526 .. 11577, 12395. .12537 






Seq. No. 


7524 


Seq. ID 


OJ990531_32.9A01 


.C7 




Gene No. 


15864 


Strand 


+ 






Start 


1 


End 


120 






Name 


OJ990531 32.9A01.C7.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


120 





7836 



GI 14887_1.R1084 Score 232 

Exons 1. . 120 

GI Descrip. '3264767 8. Oe-14 (AF071893) AP2 domain containing protein 
[Prunus armeniaca] 1 



Seq. No. 7524 Seq. ID 

Gene No. 15865 Strand 

Start 68 End 

Name OJ990531_32 . 9A01 . C7 . ol . gs Method 

Start 68 End 

GI none Score 

Exons 68. .617 



OJ990531_32. 9A01.C7' 
+ 

617 

GENSCAN 
617 
. 99 





Seq. No. 


7524 


Seq. ID 


OJ990531 


_32.9A01 


.C7 




Gene No. 


15865 


Strand 


+ 








Start 


68 


End 


617 








Name 


OJ990531 32.9A01.C7.o2.gp 


Method 


AAT/GAP 








Start 


139 


End 


596 








GI 


none 


Score 


858 








Exons 


139.. 596 












Seq. No. 


7525 


Seq. ID 


OJ990531 


_32.9A01 


-C9 




Gene No. 


15866 


Strand 


+ 








Start . 


1 


End 


5530 








Name 


OJ990531 32.9A01.C9.ol.np 


Method 


AAT/NAP 






i. "\ 
"z c? 


Start 


1 


End 


5530 








GI 


4455176 


Score 


1270 






:>;.: 


Exons 


1..501, 1349. .2512, 5481. .5530 








: s? 


GI Descrip. 


(AL035521) hypothetical protein [Arabidopsis thaliana] 




Ul 


Seq. No. 


7525 


Seq. ID 


OJ990531 


_32.9A01 


.C9 


1 

icr 


Gene No. 


15866 


Strand 


+ 






; i 
1 L! 


Start 


■1 


End 


5530 








Name 


OJ990531 32.9A01.C9.ol.gs 


Method 


GENSCAN 






!!» 


Start 


196 


End 


3219 






kJ 
•t i - 


GI 


none 


Score 


.85 








.■Exons 


196. .504, 1349. .2506, 2773. 


..3219 








'": =F 


Seq. No. 


7525 


Seq. ID 


OJ990531 


_32.9A01 


,C9 




Gene No. 


15867 


Strand 


+ 






.C 91 


Start 


7420 


End 


16340 






Name 


OJ990531 32.9A01.C9.ol.gp 


Method 


AAT/GAP 








Start 


7420 


. End 


10354 








GI 


none 


Score 


891 








Exons 


7420. .7480, 9949. .10354 












Seq. No. 


7525 


Seq. ID 


OJ990531_ 


_32.9A01 


.C9 




Gene No. 


15867 


Strand 


+ 








Start 


7420 


End 


16340 








Name 


OJ990531 32.9A01.C9.o3.gs 


Method 


GENSCAN 








Start 


9828 


End 


16340 








GI 


none 


Score 


.58 








Exons 


9828. .11027, 1154 3. .11680, 


11768. .11940, 12003. 


.12183, 








12802. .12976, 13590 .. 13695, 


14132. .14217, 14575 


. .14693, 








14953. .15005, 15238 .. 15323, 


16291. .16340 







Seq. No. 7525 Seq. ID OJ990531_32 . 9A01 . C9 

7837 




Gene No. 


15867 




Strand 


+ 






Start 


7420 




End 


16340 






Name 


OJ990531 32.9A01.C9. 


o2 .gp 


Method 


AAT/GAP 






Start 


10914 




End 


11214 






GI 


5607395 




Score 


583 






Exons 


10914. .11214 












Seq. No. 


7525 




Seq. ID 


OJ990531_ 


32.9A01 


.C9 


Gene No. 


15867 




Strand 


+ 






Start 


7420 




End 


16340 






Name 


OJ990531 32.9A01.C9. 


o2 .np 


Method 


AAT/NAP 






Start 


11545 




End 


12440 






GI 


5669167 




Score 


583 






Exons 


11545. .11680, 11768. 


.11902, 


12003. .12183, 12273. 


.12440 




GI Descrip. 


(AF156691) plasma membrane proton ATPase [Nicotiana * 






plumbagini folia] 












Seq. No. 


7525 




Seq. ID 


OJ990531_ 


32.9A01 


.C9 


Gene No. 


15868 




Strand 


+ 






Start 


20147 




End 


20668 






Name 


OJ990531 32.9A01.C9. 


o4 .gp 


Method 


AAT/GAP 






Start 


20101 




End 


20668 






GI . 


20783 2.R1084 




Score 


803 






Exons 


20101. .20411, 20521. 


.20668 










GI Descrip. 


'3264767 2.0e-23 (AF071893) 


AP2 domain 


containing protein 




[Prunus armeniaca] 1 












Seq. No. 


7525 




Seq. ID 


OJ990531_ 


32.9A01 


.C9 


Gene No. 


15868 




Strand 


+ 






Start 


20147 




End 


20668 






Name 


OJ990531 32.9A01.C9. 


o4 .np 


Method 


AAT/NAP 






Start 


20147 




End 


20668 






GI 


6176534 




Score 


217 






Exons 


20147. .20425, 20505. 


.20668 










GI Descrip. 


(AF190770) EREBP-like protein [Oryza sativa] 






Seq. No. 


7525 




Seq. .ID 


OJ990531_ 


32.9A01 


.C9 


Gene No. 


15868 




Strand 


+ 






Start 


20147 




End 


20668 






Name 


OJ990531 32.9A01.C9. 


oS.gs 


Method 


GEN SCAN 






Start 


20147 




End 


20455 






GI 


' none 




Score 


.92 






Exons 


20147. .20455 












Seq. No. 


7525 




Seq. ID 


OJ990531_ 


32.9A01 


.C9 


Gene No. 


15869 




Strand 








Start 


10403 




End 


14847 






Name 


OJ990531 32.9A01.C9. 


o3 .np 


Method 


AAT/NAP 






Start 


10403 




End 


14847 






GI 


3360289 




Score 


233 






Exons 


10403. .10481, 12731. 


.12954, 


13027. .13092, 13173. 


.13238, 






14768. .14847 












GI Descrip. 


(AF023164) leucine-rich repeat transmembrane protein kinase 




[Zea mays] 












Seq. No. 


7525 




Seq. ID 


OJ990531_ 


32.9A01 


.C9 


Gene No. 


15870 




Strand 









7838 




Start 


16538 






End 


18030 




Name 


OJ990531 32.9A01.C9 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


2363 






End 


2506 




GI 


none 






Score 


226 




Exons 


2363. . 


2506, 2365.. 2505 








Seq. No. 


7525 






Seq. ID 


OJ990531_32.9A01 


.C9 


Gene No. 


15870 






Strand 






Start 


16538 






End 


18030 




Name 


OJ990531 32.9A01.C9 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


9953 






End 


11038 




GI 


none 






Score 


4 62 




Exons 


9953. . 


10516, 9954..: 


10313, 9958.. 10548, 


10374. .10565, 






10377. 


.10559, 10425 


. .10649, 


10519. .10638, 10527. .10652, 






10617. 


.10802, 10632 


. .10775, 


10654. .10803, 10672. .10809, 






10712. 


.10810, 10827 


. .10907, 


10928. .11038, 10929.. 11036 




Seq. No. 


7525 






Seq. ID 


OJ990531_32.9A01 


.C9 


Gene No. 


15870 






Strand 






Start 


16538 






End 


18030 




Name 


OJ990531 32.9A01.C9 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


11543 






End 


12613 




GI 


none 






Score 


164 




Exons 


11543. 


.11686, 11555 


. .11683, 


11765. .11899, 11767. .11883, 






11999. 


.12049, 12003 


. .12050, 


12037. . 1211 


39, 12042. ,12176,- 






12273. 


.12398, 12278 


. .12379, 


12374. .12430, 124 90 .. 12558, 






12551. 


.12613 










Seq. No. 


7525 






Seq. ID 


OJ990531_32. 9A01 


.C9 


Gene No. 


15870 






Strand 






Start 


16538 






End 


18030 




Name 


OJ990531 32.9A01.C9 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


11555 






End 


12558 




GI 


none 






Score 


172 




Exons 


11555. 


.11683, 11555 


. .11722, 


11765. .11899, 11767. .11892, 






12002. 


.12046, 12003 


. .12047, 


12037. .1211 


39, 12042. .12185, 






12273. 


.12398, 12273 




12275. .12397, 12373 .. 12429, 






12374. 


.12430, 12490 


. .12558, 


12502. .12540 




Seq. No. 


7525 






Seq. ID 


OJ990531_32.9A01 


.C9 


Gene No. 


15870 






Strand 






Start 


16538 






End 


18030 




Name 


OJ990531 32.9A01.C9 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11555 






End 


11824 




GI 


none 






Score 


160 




Exons 


11555. 


.11683, 11555 


. .11665, 


11765. .11824 




Seq. No. 


7525 






Seq. ID 


OJ990531_32.9A01 


.C9 


Gene No. 


15870 






Strand 






Start 


16538 






End 


18030 




Name 


OJ990531 32.9A01.C9 


. ol . tw 


Method 


TBLASTX: Wheat 




Start- ■ 


11567 






End 


12189 




GI 


none 






Score 


106 




Exons 


11567. 


.11683, 11573 


. .11686, 


11764. .11895, 11765. .11899, 






12002. 


.12049, 12003 


. .12050, 


12037. .12189, 12042.. 12185 




Seq. No. 


7525 






- Seq. ID 


OJ990531_32.9A01 


.C9 



7839 




Gene No. 


15870 


Strand 






Start 


16538 


End 


18030 




Name 


ujyyuooi . yAui . . 01 . ts 


Method 


TBLASTX : Soybean 




Start 


11825 


End 


12398 




GI 


none 


Score 


92 




Exons 


11825. .11899, 11827. .11889, 


12002. .12040, 12003. .12050, 






12036. .12185, 12037. .12189, 


12273. .12398, 12278 .. 12379, 






12291. .12380 








Seq. No. 


7525 


Seq. ID 


OJ990531_32.9A01 


.C9 


Gene No . 


loo /U 


Strand 






Start 


16538 


End 


18030 




Name 


OJ990531 32.9A01.C9.o4.gs 


Method 


GENSCAN 




Start 


16538 


End 


18030 




GI 


none 


Score 


.44 




Exons 


16538. .16732, 16942 .. 17064 , 


17830. .18030 




Seq. No. 


7526 


beq. 1JJ 


ujyyuooi . yAui 


.C10 


Gene No. 


loo /l 


C +• v a l"! ri 

OLIalia 


X 




Start 


88 


End 


991 




Name 


OJ990531 32. 9A01 . C10 . ol . gs 


Method 


GENSCAN 




Start 


88 


End 


■3QQ 

j :? y 




GI 


none 


Score 


. 00 




Exons 


88. .399 








Seq. No. 


7526 


Seq. ID 




.C10 


Gene No. 


loo/l 


Strand 


+ 




Start 


88 


End 


QQ1 

y y i 




Name 


OJ990531 32. 9A01 . C10 . ol . gp 


Method 


AAT/GAP 




Start 


279 


End 


991 




GI 


none 


Score 


1120 




Exons 


279. .435, 547. .991 








Seq. No. 


7526 


Seq. ID 


OJ990531_32.9A01 


.C10 


Gene No. 


15872 


Strand 


+ 




Start 


4061 


End 


5673 • 




Name 


OJ990531 32. 9A01 . C10 . o3 . gp 


Method 


AAT/GAP 




Start 


4014 


End 


4722 




GI 


26037 1.R1084 


Score 


1132 




Exons 


4014. .4334, 4450. .4722 








GI Descrip. 


, 4138299/emb|CAA75509| 4. De- 


97 (Y15219) 


transcriptional 






activator [Oryza sativa subsp. indica] ' 






Seq. No. 


7526 


Seq. ID 


OJ990531_32.9A01 


.C10 


Gene No. 


15872 


Strand 


+ 




o ram 


4061 


End 


5673 




Name 


OJ990531 32. 9A01 . C10 . ol . np 


Method 


AAT/NAP 




Start 


4061 


End 


5673 




GI 


6176534 


Score 


256 




Exons 


4061. .4292, 4440. .4794, 5579 


. .5673 






GI Descrip. 


(AF190770) EREBP-like protein [Oryza sativa] 




Seq. No. 


7526 


Seq. ID 


OJ990531_32.9A01 


.C10 


Gene No. 


15872 


Strand 


+ 




Start 


4061 


End 


5673 




Name 


OJ990531 32. 9A01 . C10 . o2 . gs 


Method 


GENSCAN 




Start 


4061 


End 


5573 





7840 




GI 


none 








Score 


.81 




Exons 


4061. .4292, 


4450. 


.4872, 


5320. 


.5573 






Seq. No. 


7526 








Seq. ID 


OJ990531_32.9A01 


.CIO 


Gene No. 


15873 








Strand 






Start 


1698 








End 


2628 




Name 


OJ990531 32 


. 9A01. 


C10.o2. 


,gp 


Method 


AAT/GAP 




Start 


1698 








End 


2628 




GI 


none 








Score 


919 




Exons 


1698. .1918, 


2213. 


.2251, 


2396. 


.2628 






Seq. No. 


7526 








Seq. ID 


OJ990531_32.9A01 


.CIO 


Gene No. 


15874 








Strand 






Start 


404$ ■ 








End 


4733 




Name 


OJ990531 32 


.9A01. 


ClO.ol. 


.ts 


Method 


TBLASTX : Soybean 




Start 


4046 








End 


4733 




GI 


none 








Score 


93 




Exons 


4046. .4132, 


4060. 


.4134, 


4545. 


.4733, 4559.-4624 




Seq. No. 


7526 








Seq. ID 


OJ990531_32 . 9A01 


.CIO 


Gene No. 


15874 








Strand 






Start 


4046 








End 


4733 




Name 


OJ990531 32 


.9A01. 


ClO.ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


4545 








End 


4709 




GI 


none 








Score 


208 




Exons 


4545. .4709, 


4559. 


.4624 










Seq. No. 


7526 








Seq. ID 


OJ990531 32.9A01 


.C10 


Gene No. 


15874 








Strand 






Start 


4046 








End 


4733 




Name 


OJ990531 32 


.9A01. 


ClO.ol. 


. tm 


Method 


TBLASTX : Mai ze 




Start 


4545 








End 


4733 




GI 


none 








Score 


228 




Exons 


4545. .4733, 


4559. 


.4624 










Seq. No. 


7526 








Seq. ID 


OJ990531_32.9A01 


.CIO 


Gene No. 


15874 . 








Strand 






Start 


,4046 








End 


4733 




Name 


OJ990531 32 


, 9A01. 


ClO.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


4545 








End 


4709 




GI 


none 








Score 


191 




Exons 


4545. .4709, 


4559. 


.4627 










Seq. No. 


7527 








Seq. ID 


OJ990531_32.9A01 


.Cll 


Gene No. 


15875 








Strand 


+ 




Start 


1 








End 


393 




Name 


OJ990531 32 


. 9A01. 


Cll.ol. 


■ 9P 


Method 


AAT/GAP 




Start 


1 








End 


393 




GI 


none 








Score 


765 




Exons 


1. .393 














Seq. No. 


7527 








Seq. ID 


OJ99053l_32.9A01 


.Cll 


Gene No. 


15876 








Strand 


+ 




Start 


1454 








End 


4740 




Name 


OJ990531 32 


.9A01. 


Cll.o2. 


,gp 


Method 


AAT/GAP 




Start 


1454 








End 


2612 




GI 


44238 1.R1084 






Score 


678 





7841 



Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
•GI 

Exons 



1454. .1716, 2421. .2477, 2564. .2612 

'4490292/emb|CAB38783.1 J 9.0e-17 (AL035678) putative protein 
[Arabidopsis thaliana] 1 



7527 Seq. ID 

15876 Strand 

1454 End 

OJ990531_32 . 9A01 . Cll . ol . np Method 

1597 End 

4490292 Score 



OJ990531_32.9A01.C11 
+ 

4740 
AAT/NAP 
4472 
633 



1597. .1710, 2421. .2477, 2564. .2614, 2712. ,.2774, 3197. .3247, 
3330.. 3396, 3935.. 4017, 4275.. 4472 



GI Descrip. (AL035678) putative protein [Arabidopsis thaliana] 



Seq. No. 7527 

Gene No. 15876 

Start 1454 

Name OJ990531_32 . 9A01 .Cll . ol . gs 

Start 1609 

GI none 

Exons 1609.. 1716, 2421.. 2477, 2564, 
3935. .4017, 4275. .4475 



Seq. ID OJ990531_32.9A01.C11 

Strand + 

End 4740 

Method GEN SCAN 

End 4475 

Score .88 

.2614, 3197.. 3247, 3330.. 3396, 



r«! Seq. No. 

Gene No. 
;=J Start 
= ' s Name 
HI Start 

gi 

: l Exons 

GI Descrip. 



7527 Seq. ID 

15876 Strand 

1454 End 

OJ990531_32 . 9A01 . Cll . o3 . gp Method 

2394 „ End 

42089 1.R1084 Score 



OJ990531_32.9A01.C11 

■ + 

4740 
AAT/GAP 
2777 
213 



2394. .2477, 2564. .2614, 2712. .2777 

, 4490292/emb|CAB38783.1| 5.0e-31 (AL035678) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 
j Gene No. 
j Start 

Name 
: Start 
I GI 
1 Exons 
I GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7527 Seq. ID 

15876 Strand 

1454 End 
OJ990531_32.9A01.Cll.o4.gp - Method 

3944 . End 

24324_1.R1084 Score 
3944. .4017, 4275. .4740 

, 4490292/emb|CAB38783.1| 5.0e-30 (AL035678) putative protein 
[Arabidopsis thaliana] ' 



OJ990531_32.9A01.C11 
+ 

4740 
AAT/GAP 
4740 
1030 



7527 
15877 
5244 

OJ990531_32. 9A01 .Cll.o5.gp 
5244 - 
1913_2.R1084 

5244. .5524, 5924. .6186, 6409. 
'3334320/spl 02 25181 RS P 4_SO YBN 



Seq. ID OJ990531_32. 9A01.C11 
Strand + 
End 7453 
Method AAT/GAP 
End 7453 
Score 2350 

6473, 6578. .6758, 7010. .7453 
4.0e-64 40S RIBOSOMAL PROTEIN SA 
(P40) >gi_2444420 (AF020553) ribosome-associated protein p40 
[Glycine max] 1 



Seq. No. 
Gene No. 
Start 



7527 

1587-7 

5244 



Seq. ID OJ990531_32.9A01.C11 
Strand + 
End 7 4 53 



7842 



• # 

Name . OJ990531_32 . 9A01 . Cll . o2 . np Method AAT/NAP 

Start 5371 End 7104 

GI 3334320 Score 979 

Exons 5371.. 5524, 5924.. 6186, 6276.-6473, 6578.-6762, 6987.. 7104 

GI Descrip. 40S RIBOSOMAL PROTEIN SA (P40) gi 12444420 (AF020553) 
ribosome-associated protein p40 [Glycine max] 



Seq. No. 


7527 








Seq. ID 


OJ990531 


_32.9A01.C11 


Gene No. 


15877 








Strand 


+ 




Start 


C O A A 

5244 








End 


/ 4 Do 




Name 


OJ990531 32 


. 9A01. 


Cll.o2 


.gs 


Method 


GENSCAN 




Start 


5380 








End 


:7140 




GI 


none 








Score 


.99 




Exons 


5380. .5524, 


5924. 


. 6186, 


6276. 


.6473, 651 


'8. .6758, 


7010. .7140 


Seq. No. 


7527 








Seq. ID 


OJ990531 


_32.9A01.C11 


Gene No. 


15878 








Strand 






Start 


8281 








End 


8482 




Name 


OJ990531 32 


. 9A01. 


Cll.06 


. gp 


Method 


AAT/GAP 




Start 


8281 








End 


8482 




GI 


427202 








Score 


332 




Exons 


8281. .8482 














Seq. No. 


7527 . 








Seq. ID ■ 


OJ990531 


_32.9A01.C11 


Gene No. 


, 15879 








Strand 






Start 


-8563 








End 


15181 




Name 


OJ990531 32 


. 9A01. 


Cll.o4 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


1609 








End 


3963 




GI 


none 








Score 


168 




Exons 


1609. .1722, 


1662. 


.1718, 


2405. 


.2476, 2406. .2477, 


2421. .2477, 




2540 . . 2614 , 


2553 . 


.2609, 


2561 . 


.2614, 2709. .2774, 


0*71T OTTO 
Z f 11 . . Z 1 /Of 




3186. .3254, 


3197. 


.3247, 


3198. 


.3254, 3329. .3397, 


3330. .3413, 




3886. .3963 














Seq. No. 


7527 








Seq. ID 


OJ990531 


_32.9A01.C11 


Gene No. 


15879 








Strand 






Start 


8563 








End 


15181 




Name 


OJ990531 32 


.9A01. 


Cll.06 


. tm 


. Method 


TBLASTX: 


Maize 


Start 


1609 








End 


4029 




GI 


none 








Score 


166 




Exons 


1609. .1767, 


1662. 


.1718, 


2420. 


.2476, 2421. .2477, 


2430. .2477, 




2561 . . 2614 , 


2561 . 


. 2614 , 


z /oy . 


.2774, 2711. .2773, 


oiyb . . oZ 4 0 , 




3197. .3247, 


3329. 


.3397, 


3330. 


.3413, 3886. .4029, 


3933. .4016 


Seq. No. 


7527 








Seq. ID 


OJ990531 


_32.,?A01.C11 


Gene No. 


15879 








Strand 






Start 


8563 








End 


15181 




Name 


OJ990531 32 


. 9A01. 


Cll.o5 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


1618 








End 


4475 




GI 


none 








Score 


125 




Exons 


1618. .1722, 


2417. 


.2476, 


2421. 


.2477, 2561. .2614, 


2561. .2614, 




2709. .2774, 


2711. 


.2773, 


3196. 


.3246, 3197.. 3247, 


3323. .3397, 




3330. .3413, 


3886. 


.4029, 


3933. 


.4016, 4272. .4352, 


4274. .4351, 




4359. .4475, 


4364 . 


.4474 










Seq. No. 


7527 








Seq. ID 


OJ990531 


_32.9A01.C11 


Gene No. 


15879 








Strand 







7843 



Start 
Name 
Start 
GI 

Exons 



8563 End 
OJ990531_32 . 9A01 . CI 1 . o4 . tm Method 
4227 End 
none Score 
4227. .4478, 4229. .4480, 4230. .4475 



15181 

TBLASTX: Maize 

4480 

342 



Seq. No. 7527 
Gene No. 15879 
Start 8563 

Name OJ990531_32 . 9A01 . Cll . ol . tc 

Start 5425 
GI none 

Exons 5425.-5532, 5449.. 5532, 5469. 

5923.. 6186, 6273.. 6476, 6273. 
6683. .6757 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 32.9A01.C11 



15181 

TBLASTX: Cress 
6757 
14 8 

5543, 5922.. 6185, 5923. 
6473, 6275.. 6475, 6572. 



6186, 
6601, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Ul Seq. No. 
fy Gene No. 



M 

Li 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7527 

15879 

8563 

OJ990531_32.9A01.Cll.ol.ts 

5425 

none 

5425.. 5532, 5446.. 5517, 5460. 
5926.. 6186, 6273.. 6476, 6273. 
6713.. 6754 

7527 

15879 

8563 

OJ990531_32 . 9A01 . Cll . ol . tm 
5425 
none 
5425. 
5923. 
6576. 
7089. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5528, 5922 
.6473, 6275 



OJ990531 32.9A01.C11 



,5532, 5446. .5523, 5460. 

.6186, 6273.. 6476, 6274. 

.6602, 6644.. 6739, 6644. 

.7112, 7108. .7188, 7256. 



15181 

TBLASTX : Soybean 
6754 
167 

6185, 5923.. 6186, 
6475, 6579.. 6701, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 32.9A01.C11 



15181 

TBLASTX: Maize 
7285 
174 

5528, 5910.. 5978, 5922. 
6477, 6275.. 6475, 6572. 
6739, 6655.. 6753, 7009. 
7285 



.6179, 
.6601, 
.7041, 



7527 

15879 

8563 

OJ990531_32. 9A01 . Cll . ol . tw' 

5910 

none 

5910. .5978, 5925. .6185, 5926. 
6273.. 6476, 6273.. 6473, 6274. 
6576. .6605 



Seq. ID. OJ990531_32.9A01.C11 
Strand 

End 15181 
Method TBLASTX : Wheat 
End 6605 
Score 73 

.6186, 5926.. 6186, 6095.. 6220, 
.6474, 6275.-6475, 6572. .6601, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7527 

15879 

8563 

OJ990531_32 . 9A01 . Cll . o4 . tc 

7701 

none 



Seq. ID OJ990531_32. 9A01.C11 
Strand 
End 

Method 
End 
Score 



15181 

TBLASTX: Cress 

7874 

162 



7701. .7733, 7711. .7734, 7724. .7867, 7731. .7874, 7740. .7868 



Seq. No. 
Gene No. 



7527 
15879 



Seq. ID 
Strand 



OJ990531 32.9A01.C11 



7844 



Start 
Name 
Start 
GI 

Exons 



8563 End 15181 

OJ990531_32 . 9A01 . Cll . o3 . gs Method GENSCAN 

8563 End 15035 

none Score . 65 

8563. .8756, 9384. .9408, 9447. .9528, 9714. .9872, 9965. .10153, 

10684. .10794, 10937 .. 11058 , 11358 .. 11673, 11951 .. 12061, 

12168. .12301, 12518. .12612, 12697 .. 12884 , 13008 .. 13084 , 

13718. .13940, 14565. .14730, 14831.. 15035 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7527. 
15879 
8563 

OJ990531_32 . 9A01 . Cll . o3 . ts 
8760 



none 
8760. , 
10708, 
11349, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8909, 9726.. 9785, 10102 .. 10158, 
.10794, 10924. .11061, 10937 
.11597, 11359. .11598, 11359 



OJ990531_32.9A01.C11 
15181 

TBLASTX : Soybean 
11598 
69 

10707. .10793, 
11059, 11346. .11588, 
11598 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 



7527 

15879 

8563 

OJ990531_32 . 9A01 . Cll . o5 . tm 

8794 

none 



Seq. ID OJ990531_32.9A01.C11 
Strand 

End 15181 

Method TBLASTX : Mai ze 

End 10797 

Score 135 



8794..8898, 8796. .8900, 9425. .9529, 9442. .9531, 9447. .9542, 
9447. .9530, 9685. .9867, 9686. .9874, 9713. .9874, 9714. .9875, 
9967. .9984, 9985. .10053, 9990. .10055, 9990. .10055, 10047 10154 , 
10102. .10161, 10103. .10192, 10683 107 93, 10684.. 10797 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7527 

15879 

8563 

OJ990531_32 . 9A01 . CI 1 . o2 . tw 

10680 

none 

10680. .10793, 10681. .10794, 
10914. .11060,* 10924. .11061, 

7527 

15879 

8563 

OJ990531_32.9A01.Cll.o3.np 

10707 

3287695 

10707. .10794, 10937. .11058, 
11951. .12061, 12168. .12306, 
13008. .13084, 13718. .13940, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10681 

11355 



OJ990531 32.9A01.C11 



15181 

TBLASTX: Wheat 
11426 
150 

10794, 10863.. 11060, 
11426, 11360.. 11425 



Seq. ID OJ990531_32.9A01.C11 
Strand 

End 15181 

Method AAT/NAP 

End 15181 

Score 1236 
11358. .11599, 11628 
12498. .12611, 12693 
14565. .14730, 14831 



GI Descrip. (AC003979) Similar to hypothetical protein C34B7 



11805, 
12884, 
15181 

2 gb| 1729503 



from C. elegans cosmid gb|Z83220. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

•Start 

GI 



7527 Seq. ID 

15879 Strand 

8563 End 

OJ990531_32. 9A01.Cll.o2. tm Method 

10962 ~ End 

none Score 



OJ990531_32.9A01.C11 
15181 

TBLASTX: Maize 

13997 

117 



7845 



10962. .11060, 
11355. .11675, 
11958. .12062, 
12166. .12318, 
12533. .12610, 
12996. .13088, 
13708. .13995, 



"10963. .11061, 
11359. .11676, 
11959. .12063, 
12166. .12303, 
12543. .12644, 
13004. .13096, 
13718. .13996, 



10964. .11059, 
11359. .11676, 
11972. .12070, 
12167. .12316, 
12692. .12886, 
13005. .13088, 
13719. .13997 



11346. .11675, 
11957. .12064, 
12159. .12317, 
12512. .12613, 
12699. .12887, 
13010. .13096, 



Seq. No. 


7527 




Seq. ID 


OJ990531_32.9A01 


.Cll 


Gene No. 


15879 




Strand 






Start 


8563 




End 


15181 




Name 


OJ990531 32.9A01.C11 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


10963 




End 


11598 




GI 


none 




Score 


179 




Exons 


10963. .11061, 11349. 


.11597, 


11353. .11598 / 




Seq. No. 


7527 




Seq. ID 


OJ990531_32.9A01 


.Cll 


Gene No. 


15879 




Strand 






Start 


8563 




. End 


15181 




Name 


OJ990531 32.9A01.C11 


. o7 . gp 


Method 


AAT/GAP 




Start 


10978 




End 


12050 




GI 


LIB3477-010-P1-K1-G1 




Score 


934 




Exons 


10978. .11058, 11358. 


.11673, 


11951. .12050 




GI Descrip. 


'3287695 8.0e-37 (AC003979) 


Similar to 


hypothetical protein 




C34B7.2 gb_1729503 from C. 


elegans cosmid gb Z83220. 






[Arabidopsis thaliana] 1 








Seq. No. 


7527 




Seq. ID 


OJ990531_32.9A01 


.Cll 


Gene No. 


15879 




Strand 






Start 


8563 




End 


15181 




Name 


OJ990531 32.9A01.C11 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


11473 




End 


11649 




GI 


none 




Score 


187 




Exons 


11473. .11649, 11475. 


.11621 








Seq. No. 


7527 




Seq. ID 


OJ990531_32.9A01 


.Cll 


Gene No. 


15879 




Strand 






Start . ' 


. 8563 




End 


15181 




Name 


OJ990531 32.9A01.C11 


.o2 . ts 


Method 


TBLASTX: Soybean 




Start 


12245 




End 


13895 




GI 


none 




Score 


67 




Exons 


12245. .12316, 12246. 


.12317, 


12518. .12610, 12533. .12610, 






12698. .12886, 12699. 


.12887, 


13004. .13096, 13008. .13088, 






13716. .13895, 13716. 


.13823, 


13718. .13894 




Seq. No. 


7527 




Seq. ID 


OJ990531_32.9A01 


.Cll 


Gene No. 


15879 




Strand 






Start 


8563 




End 


15181 




Name 


OJ990531 32.9A01.C11 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


13802 




End 


15032 




GI 


none 




Score 


90 




Exons 


13802. .13942, 13803. 


.13943, 


14564. .14647, 14564 .. 14 656, 






14594. .14731, 14664. 


.14732, 


14829. . 15032, 14830 .. 14 883, 






14841. .15032 











Seq. No. 7527 Seq. ID OJ990531_32 . 9A01 . Cll 

Gene No. 1587 9 Strand 

7846 




Start 


8563 


End 


15181 




Name 


OJ990531 32.9A01.Cll.o4.ts 


Method 


TBLASTX : Soybean 




Start 


14477 


End 


14963 




GI 


none 


Score 


135 




Exons 


14477. .14731, 144 93 .. 14732, 


14559. .14732, 14 82 9. .14 963, 






14830. .14883 








Seq. No. 


7527 


Seq. ID 


OJ990531_32.9A01 


.Cll 


Gene No. 


15879 


Strand 






Start ■ 


8563 


End 


15181 




Name 


OJ990531 32 . 9A01 .Cll .o3 . tm 


Method 


TBLASTX: Maize 




Start 


14562 


End 


15036 




GI 


none 


Score 


174 




Exons 


14562. .14729, 14564 .. 14731, 


14566. .14730, 14 567. .14731, 






14820. .15035, 14821 .. 14883, 


14829.. .15035, 14830 .. 15036, 






14989. .15036 








Seq. No. 


7528 


Seq. ID 


OJ990531_32.9A01 


.C12 


Gene No. 


15880 


Strand 


+ 




Start 


871 


End 


1061 




Name 


OJ990531 32.9A01.C12.o2.gp 


Method 


AAT/GAP 




Start 


871 


End 


1061 




GI 


4138298 


Score 


283 




Exons 


871. .1061 








GI Descrip. 


4138299/emb|CAA75509| 4 . Oe- 


97 (Y15219) 


transcriptional . 


activat 




[Oryza sativa subsp. indica] 






Seq. No. 


7528 


Seq. ID 


OJ990531_32. 9A01 


.C12 


Gene No. 


15881 


Strand 


+ 




Start 


4360 


End 


8902 




Name 


OJ990531 32.9A01.C12.o2.gs 


Method 


GEN SCAN 




Start 


4360 


End 


8902 




GI 


none 


Score 


.83 




Exons 


4360. .4416, 6636. .6679, 6787. .6853, 7638. .7786, 8761. .8 


902 


Seq. No. 


7528 


Seq. ID 


OJ990531_32.9A01 


.C12 


Gene No. 


15882 - 


Strand 


.+ 




Start 


* '9269 r 


End 


11676 




Name 


OJ990531 32.9A01.C12.ol.np 


Method 


AAT/NAP 




Start 


9269 


End 


11014 




GI 


6721555 


Score 


868 




Exons 


9269. .9324, 9483. .9749, 9786. .9985, 10391 .. 10668 , 10840 


. .11014 


GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gi I 6815080 | dbj | BAA90366 . 1 1 


(AP001081) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


7528 


Seq. ID 


OJ990531_32. 9A01 


.C12 


Gene No. 


15882 


Strand 


+ 




Start 


9269 


End 


11676 




Name 


OJ990531 32.9A01.C12.o4.gs 


Method 


GENSCAN 




Start - 


10397 


End 


11676 




GI 


none 


Score 


.49 




Exons 


10397. . 10747, 10753 .. 10906, 


11345. .11455, 11521. .11676 




Seq. No. 


7528 


Seq. ID 


OJ990531_32. 9A01 


.C12 


Gene No. 


15883 


Strand 






Start 


410 


End 


515 





7847 




Name 


OJ990531 32. 


9A01.C12 


.ol 


• 9P 


Method 


AAT/GAP 






Start 


410 








End 


515 






GI 


2442274 








Score 


183 






Exons 


410. .515 
















Seq. No. 


7528 








Seq. ID 


OJ990531 


_32.9A01 


.C12 


Gene No. 


15884 








Strand 








Start 


1556 








End 


2005 






Name 


OJ990531 32. 


9A01.C12 


.o3 


. gp 


Method 


AAT/GAP 






Start 


1556 








End 


2005 






GI 


4879953 








Score 


806 






Exons 


1556. .2005 
















Seq. No. 


7528 








Seq. ID 


OJ990531 


_32.9A01 


.C12 


Gene No. 


15885 








Strand 








Start * 


9527 








End 


10014 






Name 


OJ990531 32. 


9A01.C12 


.o3 


. gs 


Method 


GEN SCAN 






Start 


9527 








End 


9967 • 






GI 


none 








Score 


,81 






Exons 


9527. .9967 
















Seq. No. 


7528 








Seq. ID 


OJ990531 


_32.9A01 


.CI2 


Gene No. 


15885 








Strand 








Start 


9527 








End 


10014 






Name 


OJ990531 32. 


9A01.C12 


.ol 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


9734 








End 


10014 






GI 


none 








Score 


117 






Exons 


9734. . 9853, 


9744. .9845, 


9752. 


.9880, 9842.. 9979, 


9843. .9968, 




9857. .10003, 


9861. .9983 


, 9892 


. .10014 








Seq. No. 


7528 








Seq. ID 


OJ990531 


_32.9A01 


.C12 


Gene No. 


15886 








Strand 








Start 


10550 








End 


10720 






Name 


OJ990531 32. 


9A01.C12 


.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


10550 








End 


10720 






GI 


none 








Score 


212 






Exons 


10550. .10720 


i, 10550. 


.10684, 10561.. 10701 






Seq. No. 


7528 








Seq. ID 


OJ990531 


_32.9A01 


.C12 


Gene No. 


15886 








Strand 








Start 


10550 








End 


10720 






Name 


OJ990531 32. 


9A01.C12 


.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


10550 








End 


10720 






GI 


none 








Score 


211 






Exons 


10550. .10720, 10558. 


.10719 










Seq. No. 


7529 








Seq. ID 


OJ990531 


_32.9A01 


.C13 


Gene No. 


15887 








Strand 


+ 






Start 


73 








End 


246 






Name 


OJ990531 32. 


9A01.C13 


.ol 


. gs 


Method 


GENSCAN 






Start 


73 








End 


246 






GI 


none 








Score 


.8 






Exons 


73. .246 
















Seq. No. 


7529 








Seq. ID 


OJ990531 


_32.9A01 


.C13 


Gene No. 


15888 








Strand 








Start 


1564 








End 


2096 







7848 




Name 


OJ990531 32.9A01.C13.o2.gs 


Method 


GENSCAN • 


Start 


1564 


End 


2096 . 


GI 


none 


Score 


.64 


Exons 


1564. .1688, 2015. .2096 






Seq. No. 


7529 


Seq. ID 


OJ990531_32.9A01.C13 


Gene No. 


15889 


Strand 




Start 


3645 


End 


4034 


Name 


OJ990531 32.9A01.C13.o3.gs 


Method 


GENSCAN 


Start 


3645 


End 


4034 


GI 


none 


Score 


.72 


Exons 


3645. .4034 






Seq. No. 


7529 


• Seq. ID 


OJ990531_32.9A01.C13 


Gene No"; 


15889 


Strand 




Start 


3645 


End 


4034 


Name 


OJ990531 32.9A01.C13.ol.tc 


Method 


TBLASTX: Cress 


Start 


3704 


End 


4024 


GI 


none 


Score 


175 


Exons 


3704. .4024, 3726. .4022 






Seq. No. 


7530- 


Seq. ID 


OJ990531_32.9A01.C14 


Gene No. 


15890 


Strand 


+ 


Start 


1 . 


End 


328 


Name 


OJ990531 32.9A01.C14.ol.np 


, Method 


AAT/NAP 


Start 


1 


End 


328 


GI 


2146775 


Score 


296 


Exons 


1. .328 






GI Descrip. 


serine acetyltransf erase (EC 2.3.1.30) 


SAT1 - Arabidopsis 




thaliana gi I 926939 (L42212) 


serine acetyltransf erase 




[Arabidopsis thaliana] 






Seq. No. 


7530 


Seq. ID 


OJ990531_32.9A01.C14 


Gene No. 


15890 


Strand 


+ 


Start 


1 


End 


328 


Name 


OJ990531 32.9A01.C14.ol.ts 


Method 


TBLASTX : Soybean 


Start 


. 1 


End 


244 . ... -i 


GI 


none 


Score 


7 4' • ■ v: - •.' ■ 


Exons 


1..48, 2. .49, 29. .244, 55.. 


243 




Seq. No. 


7530 


Seq. ID 


OJ990531_32 . 9A01 . C14 


Gene No. 


15890 


Strand 


+ 


Start 


1 


End 


328 


Name 


OJ990531 32.9A01.C14.ol.tc 


Method 


TBLASTX: Cress 


Start 


2 


End 


244 


GI 


none 


Score 


270 


Exons 


2. .244, 4. .243 






Seq. No. 


7530 


Seq. ID 


OJ990531_32.9A01.C14 


Gene No. 


15890 


Strand 


+ 


Start 


1 


End 


328 


Name 


OJ990531 32.9A01.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


244 


GI 


none 


Score 


261 


Exons 


2. .244, 4. .243 






Seq. No. 


7531 


Seq. ID 


OJ990531_32.9A01.C15 



7849 




Gene No. 


15891 








Strand 


+ 




Start 


1111 








End 


2038 




Name 


OJ990531 32 


.9A01 


.C15.ol 


.gs 


Method 


GEN SCAN 




Start 


1111 








End 


2038 




GI 


none 








Score 


.61 




Exons 


1111. .1256, 


1320 


. .1461, 


1943. 


.2038 






Seq. No. 


7531 








Seq. ID 


OJ990531_32.9A01 


.CIS 


Gene No. 


15892 








Strand 






Start 


c o n n 








End 


lUo Do 




Name 


OJ990531 32 


. 9A01 


.C15.o2 


.np 


Method 


AAT/NAP 




Start 


6299 








End 


9163 




GI 


5777623 








Score 


46 




Exons 


6299. .6316, 


9075 


. .9163 










GI Descrip. 


(AJ245900) -i 


CAA303711.1 ; 


protein [Oryza 


sativa] 




Seq. No. 


7531 








Seq. ID 


OJ990531_32.9A01 


.C15 


Gene No. 


15892 








Strand 






Start 


6299 








End 






Name 


OJ990531 32 


.9A01 


.CIS.ol 


.np 


Method. 


AAT/NAP 




Start 


8156 








End 


10858 




GI 


2464864 








Score 


497 




Exons 


8156. .9423, 


1081! 


B. .10858 








GI Descrip. 


(Z99707) putative protein [Arabidopsis 


thaliana] 




Seq. No. 


7531 








Seq. ID'' 


OJ990531_32. 9A01 


.C15 


Gene No. 


15893 








Strand - 






Start 


11251 








End 


14269 




Name 


OJ990531 32 


. 9A0 1 


.C15.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


8179 








End 


8625 




GI 


none 








Score 


120 




Exons 


8179. .8625, 


8186 


. .8569 










Seq. No. 


7531 








Seq. ID 


OJ990531_32.9A01 


.CIS 


Gene No. 


15893 








Strand 






Start 


11251 








End 


14269 




Name 


OJ990531.32 


•.9A01 


.C15.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


8233 •■ 








End 


8575 




GI 


none 








Score 


95 




Exons 


8233. .8574, 


8248 


. .8424, 


8264. 


.8491, 8537.. 8575 




Seq. No. 


7531 








Seq., ID 


OJ990531_32.9A01 


.CIS 


Gene No. 


15893 








Strand 






Start 


11251 








End 


14269 




Name 


OJ990531 32 


.9A01 


.C15.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


8383 








End 


9048 




GI . 


none 








Score 


139 




Exons 


8383. .8757, 


8387 


. .8740, 


8875. 


.9048 






Seq. No. 


7531 








Seq. ID 


OJ990531_32.9A01 


. CIS 


Gene No. 


15893 








Strand 






Start 


11251 








End 


14269 




Name 


OJ990531 32 


. 9A01 


.C15.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


8578 








End 


9362 




GI 


none 








Score 


227 




Exons 


8578. .8880, 


8872 


. .9138, 


8872. 


.9093, 9093.. 9239, 9094.. 9204, 




9162. .9362, 


9271 


. .9357 











7850 





Seq. No. 


7531 


Seq. ID 


OJ990531_32.9A01.C15 




Gene No. 


15893 


Strand 






Start 


11251 


End 


14269 




Name 


OJ990531 32.9A01.C15.ol.gp 


Method 


AAT/GAP 




Start 


10438 


End 


10900 




GI 


LIB3432-059-P1-K1-D8 


Score 


772 


* 


Exons 


10438. .10900 








GI Descrip. 


f 5734616/dbj |AP000391.1| AP000391 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 






Seq. No. 


/ box 


Seq. ID 


OJ990531_32.9A01.C15' 




Gene No. 


t c o n o 

15893 


Strand 






Start 


11251 


End 


14269 




Name 


OJ990531 32 . 9A01 . C15 . o3 . gs 


Method 


GENSCAN 




Start 


11251 


End 


14269 




GI 


none 


Score 


.88 




Exons 


11251 11406, 1 31 / 1 . . lo 


13405.. 14269 




Seq'. No. 


1 c o o 


Seq. ID 


OJ990531_32.9A01.C16 




Gene No. 


15894 


Strand 






Start 


18 


End 


344 




Name 


OJ990531 32 . 9A01 . C16 . ol . gs 


Method 


GENSCAN 




Start 


18 


End 


'344 




GI 


none 


Score 


.44 




Exons 


18 . . 344 






ry 


Seq. No. 


7533 


Seq. ID 


OJ990531_32.9A01.C17 




Gene No. 


15895 


Strand 


+ 




Start 


1 


End 


360 




Name 


OJ990531 32.9A01.C17.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


348 


rii 


GI 


LIB3477-010-P1-K1-G1 


Score 


562 


is 


Exons 


1. .348 






I s ?i 

i- 


GI Descrip. 


•3287695 8.0e-37 (AC003979) 


Similar to 


hypothetical protein 




C34B7.2 ,gb_1729503 from C. 


elegans cosmid gb_Z83220. 


Mi ■ 




['Arabidopsis, thaliana] 1 








Seq. No. 


7533 


Seq. ID 


OJ990531_32.9A01.C17 


3 


Gene No. 


15895 


Strand 


+ 


□ 


Start 


1 


End 


160 




Name 


OJ990531 32.9A01.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


346 




GI 


3287695 


Score 


225 




Exons 


1..346 








GI Descrip. 


(AC003979) Similar to hypothetical protein C34B7.2 gb 11729503 






from C. elegans cosmid gb|Z83220. [Arabidopsis thaliana] 




Seq. No. 


7533 


Seq. ID 


OJ990531_32 . 9A01 . C17 




Gene No. 


15895 


Strand 


+ 




Start 


1 


End 


360 




Name 


OJ990531 32.9A01.C17.-ol.gs 


Method 


GENSCAN 




Start 


62 


End 


348 




GI 


none 


Score 


.57 




Exons 


62. .348 . 








Seq. No. 


7533 


Seq. ID 


OJ990531_32.9A01.C17 



7851 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
. Start 
GI 

Exons 

^ Seq. No. 

''II Gene No. 

! ;*| Start 

Cfi Name 

Hi Start 

q. gi 



Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start- . 
GI ' • . ' 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15895 
1 

OJ990531_32 . 9A01 . C17 . ol . tm 
69 

none 

69. .347, 72. .347, 79. .351, 79. .360 

7533 
15895 
1 

OJ990531_32 . 9A01 . C17 . ol . tw 
79 

none 

79. .231, 79. .231, 86.-235, 81 

7533 
15895 
1 

OJ990531_32 . 9A01 . C17 . ol . tc 
108 
none 

108. .353, 109. .357, 280. .360 

7533 
15895 
1 

OJ990531_32.9A01.C17.ol.ts 
108 
none 

108. .347, 108. .347, 109. .357, 118 

7534 
15896 
284 

OJ990531_34 . 9A14 . CI . ol . gs 
.284 / 
none 

284. .471 

7534 
15897 
1 

OJ990531_34 . 9A14 . CI . ol .np 
1 

3287695 
1..82, 233. .457 

(AC003979) Similar to hypothetical protein C34B7.2 gb 11729503 
from C. elegans cosmid gb|Z83220. [Arabidopsis thaliana] 



Strand 


+ 


End 


360 


Method 


TBLASTX : ! 


End 


360 


Score 


306 


.360 




Seq. ID 


OJ990531 


Strand 


+ 


End 


360 . 


Method 


TBLASTX: 1 


End 


235 


Score 


210 


.233 




Seq. ID 


OJ990531 


Strand 


+ 


End . 


360 


Method 


TBLASTX: 


End 


360 


Score 


313 


Seq. ID 


OJ990531 


Strand 


+ 


End 


360 


Method 


TBLASTX: 


End 


360 


Score 


196 


118. .360 




Seq. ID 


OJ990531 


Strand 


+ 


End 


471 


Method 


GENSCAN 


End • 


471 


Score 


-.51 • 


Seq. ID 


OJ990531 


Strand 




End 


512 


Method 


AAT/NAP 


End 


457 


Score 


175 



Seq. No. 7534 

Gene No. 15897 

Start 1 

Name OJ990531_34 . 9A14 . CI . ol . tm 

Start 223 

GI none 

Exons 223.. 510, 233.. 511, 234.. 512 



Seq. ID OJ990531_34.9A14.C1 
Strand 

End 512 

Method TBLASTX : Mai ze 

End 512 

Score 322 



7852 




Seq. No. 


7534 


Seq. ID 


OJ990531_34.9A14 


.CI 


Gene No . 


1 COQT 

loo y / 


otrsna 






Start 


1 


End 


512 




Name 


OJ990531 34.9A14.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


231 


End 


457 




GI 


none 


Score 


168 




Exons 


231. .410, 231. .338, 233. .409, 


419. .457 






Seq. No. 


7535 


Seq. ID 


OJ990531_34.9A14 


.C2 


Gene No . 


1 CO QQ 

i jo y o 


ot rana 


I 




Start 


622 


End 


725 




Name 


OJ990531 34.9A14.C2.ol.gs 


Method 


GENSCAN 




Start 


622 


End 


725 




GI 


none 


Score 


.48 




Exons 


622. .725 








Seq. No. 


7536 


Seq. ID 


OJ990531_34.9A14 


.C3 


Gene No . 


loo y y 


Strand 


+ 




Start 


990 


End 


2529 




Name 


OJ990531 34.9A14.C3.ol.gs 


Method 


GENSCAN 




Start 


990 


End 


2219 




GI 


none 


Score 


.95 




Exons 


990. .1020, 1367. .1404, 1455.. 


1587, 1792 


I..1953, 2062. .2219 


!b =; Seq. No. 


7536" .* • . 


Seq. ID 


OJ990531_34.9A14 


. 


W Gene No. 


15899 


Strand 


+ 




i* f 5 Pi. _ „j_ 


y y u 


fcjno 


2529 




I" LI _ Name 


OJ990531 34.9A14.C3.ol.np 


Method 


AAT/NAP 




Start 


1453 


End 


2150 






1402891 


Score 


81 




S J; Exons 


1453. .1587, 1792.. 1963, 2062. 


.2150 






^ GI Descrip. 

rlf 


(X98130) unknown [Arabidopsis 


thaliana] 






i3 Seq. No. 


7536 


Seq. ID 


OJ990531_34.9A14 


.C3 


Gene No . 


1 CQQQ 

loo y y 


o urana 


+ 




;; = ! ' Start 


990 % 


Erid 


"2529 




Name 


OJ990531 34.9A14.C3.ol.gp -•• 


Method 


AAT/GAP 




H ! Start' 


1809 


End 


2529 ' 




l i'J GI 


none 


Score 


1114 




[j Exons 


1809. .1953, 2062.. 2529 








Seq. No. 


7536 


Seq. ID 


OJ990531_34.9A14 


.C3 


Gene No. 


15900 


Strand 


+ 




Start 


5234 


End 


7116 




Name 


OJ990531 34.9A14.C3.o2.np 


Method 


AAT/NAP 




Start 


4931 


End 


6788 




GI 


5042448 


Score 


159 




Exons 


4931. .5135, 6769.. 6788 








GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 






Seq. No. 


7536 


Seq. ID 


OJ990531_34.9A14 


.C3 


Gene No. 


15900 


Strand 


+ 




Start 


5234 


End 


7116 




Name 


OJ990531 34.9A14.C3.o2.gs 


Method 


GENSCAN 




Start 


5234 


End 


7116 




GI 


none 


Score 


.93 





7853 



Exons 



5234. .5271, 5929. .6036, 6648. .7116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7536 

15901 

9981 

OJ990531_34 . 9A14 . C3 . o3 . np 

9981 

2459433 

9981. .10178, 11747. .11826, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
12094. .12373 



OJ990531 
+ 

12373 
AAT/NAP 
12373 
232 



34.9A14.C3 



(AC002332) hypothetical protein [Arabidopsis thaliana] 



7536 

15902 

14694 

OJ990531_34.9A14.C3.o4.gs 

14694 

none 



Seq. ID OJ990531_34.9A14.C3 

Strand + 

End 17706 

Method GEN SCAN 

End 17706 

Score .51 



14694. .14760, 15488 .. 15632, 17490.. 17706 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7536 

15903 

8906 

OJ990531_34.9A14.C3.o3.gs 

8906 

none 



Seq. ID OJ990531_34.9A14.C3 
Strand 

End 13845 

Method GENSCAN 

End 13845 

Score .43 



8906. .8929, 9307. .9421, 9781. .10147, 10152 10304 , 10779 .. 10923', 
11785. .11991, 11999. .12468, 13791. .13845 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7536 
15904 
18828 

OJ990531 34.9A14.C3.ol.tm 



OJ990531 34.9A14.C3 



1452 
none 

1452. .1541, 



1455. 



179.0. .1984., 1 1791. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1541, 1530. .1586, 1555. .1587, 1786 
1955, 2060.. 2116, 2061.. 2117, 2126 



18997 

TBLASTX: Maize 

2295 

53 



2132.. 2224, 2269. .2295, 2272.. 2295 



.1938, 
,2230, 



Seq. No. 


7536 






Seq. ID 


OJ990531_ 


_34 


.9A14 


.C3 


Gene No. 


15904 






Strand 










Start 


'18828 






End 


18997 








Name 


OJ990531 34.9A14 


.C3.o5 


.gs 


Method 


GENSCAN 








Start 


18828 






End 


18997 








GI 


none 






Score 


.58 








Exons 


18828. .18997 
















Seq. No. 


7537 






Seq. ID 


OJ990531_ 


_34 


.9A14 


.C4 


Gene No. 


15905 






Strand 


+ 








Start 


919 






End 


1506 








Name 


OJ990531 34.9A14 


.C4.ol 


.gs 


Method 


GENSCAN 








Start 


919 






End 


1506 








GI 


none 






Score 


.96 








Exons 


919.. 1220, 1225. 


.1506 














Seq. No. 


7537 






Seq. ID 


OJ990531_ 


_34 


. 9A14 


.C4 


Gene No. 


15906 






Strand 


+ 








Start 


14251 






End 


14671 









7854 




Name 


OJ990531 34.9A14.C4 


. o3 . gs 


Method 


GENSCAN 




Start 


14251 


- 


End 


14671 




GI 


none 




Score 


.71 




Exons 


14251. .14446, 14451 


. .14671 








Seq. No. 


7537 




Seq. ID 


OJ990531_34.9A14 


.C4 


Gene No. 


15907 




Strand 


+ 




Start 


17563 




End 


18143 




Name 


OJ990531 34.9A14.C4 


. o5 . gs 


Method 


GENSCAN 




Start 


17563 




End 


18143 




GI 


none 




Score 


. 69 




Exons 


17563. .17604, 17930 


. .18055, 


18111.. 18143 




Seq. No. 


7537 




Seq. ID 


OJ990531_34.9A14 


.C4 


Gene No. 






Strand 


+ 




Start 


22818 




. End 


23768 




Name 


OJ990531 34.9A14.C4 


.06. gs 


Method 


GENSCAN 




Start 


22818 




End 


23768 




GI 


none 




Score 


.62 




Exons 


22818. .23034, 23499 


. .23650, 


23739. .23768 




Seq. No. 


7537 




Seq. ID 


a mnncoi i a qt\ 1 a 

ojyyuoJi J4 . yAi4 


.C4 


Gene No. 


15909 




Strand 


+ 




start 


26330 




End 


O C "7 *3 A 

2 67 J 4 




Name 


OJ990531 34.9A14.C4 


.ol .np 


Method 


AAT / NAP 




Start 


26330 




End 


I D / J4 




GI 


2462640 




Score 


515 




Exons 


26330. .26734 










GI Descrip. 


(Y13370) reverse transcriptase [Oryza 


sativa] 




Seq. No. 


7537 




Seq. ID 


OJ990531_34.9A14 


.C4 


Gene No . 


15910 




Strand 






Start 


15710 




End 


17180 




Name 


OJ990531 34.9A14.C4 


.o4 .gs 


Method 


GENSCAN 




Start 


15710 




End 


17180 




GI 


none ■ 




Score 


.67 • 




Exons 


15710. .15'949 / 16968 


. .17180 








Seq. No. 


7537 




Seq. ID 


OJ990531_34.9A14 


.C4 


Gene No . 


15911 




Strand 






Start 


23991 




End 


24458 




Name 


OJ990531 34.9A14.C4 


. o7 . gs 


Method 


GENSCAN 




Start 


23991 




End 


24458 




GI 


none 




Score 


1 




Exons 


23991. .24458 










Seq. No. 


7537 




Seq. ID 


OJ990531_34.9A14 


.C4 


Gene No. 


15912 




Strand 






Start 


30182 




End 


31369 




Name 


OJ990531 34.9A14.C4 


.o2 . tw 


Method 


TBLASTX: Wheat 




Start 


15164 




End 


15306 




GI 


none 




Score 


189 




Exons 


15164. .15277, 15165 


. .15275, 


15169. .15276, 15169.. 15306 




Seq. No. 


7537 




Seq. ID 


OJ990531_34 .9A14 


.C4 


Gene No. 


15912 




Strand 






Start 


30182 




End 


31369 





7855 





Name 


OJ990531 34.9A14.C4. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


15164 




End 


15306 






GI 


none 




Score 


194 






Exons 


15164. .15277, 15165. 


.15275, 


15169. .15276, 15169. .15306 






Seq. No. 


7537 




Seq. ID 


OJ990531_34.9A14 


.C4 




Gene No. 


15912 




Strand 








Start 


30182 




End 


31369 






Name 


OJ990531 34.9A14.C4. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


26366 




. End 


27284 






GI 


none 




Score 


268 






Exons 


26366. .26788, 26704. 


.26787, 


26837. .26962, 26963 .. 27145, 








27165. .27284 












Seq. No. 


7537 




Seq. ID 


OJ990531_34.9A14 


.C4 




Gene No. 


15912 




Strand 


- 






Start 


30182 




End 


31369 






Name 


OJ990531 34.9A14.C4. 


o2.tm 


Method 


TBLASTX: Maize 






Start 


27285 




End 


27668 






GI 


none 




Score 


202 






Exons 


27285.-27488, 27356. 


.27478, 


274 95. .2754 


lo, 27552 . . 27668 , 








27557. .27634 












, Seq. No. 


7537 




Seq. ID 


OJ990531_34.9A14 


.C4 




Gene No. 


15912 




■Strand 


- 






Start 


30182 




End 


31369 




cn 


Name 


OJ990531 34.9A14.C4. 


ol . tw 


Method 


TBLASTX: Wheat 




m 

! St 


Start 


27320 




End 


27611 






GI 


none 




Score 


TOO 






Exons 


27320. .27610, 27327. 


.27611 








:, J 


Seq. No. 


7537 




Seq. ID 


OJ990531_34.9A14 


.C4 


i" ! ! 
i sr 


Gene No. 


15912 




Strand 


- 






Start 


30182 




End 


31369 






Name 


OJ990531 34.9A14.C4. 


o3. tm 


Method 


TBLASTX: Maize 




s 


Start . 


27855 




End 


28233 




>| 


. GI' r ';'- " • 


none . 




Score 


71 ' 




is c: 


Exons 


27855. .27977/ 27952. 


.28233 








:. _i 


Seq. No. 


7537 




Seq. ID 


OJ990531_34.9A14 


.C4 




Gene No. 


15912 




Strand 








Start 


30182 




End ' 


31369 






Name 


OJ990531 34.9A14.C4. 


olO.gs 


Method 


GENSCAN 






Start ' 


30182 




End 


30887 






GI 


none 




Score 


.78 






Exons 


30182. .30255, 30723. 


.30887 










Seq. No. 


7537 




Seq. ID 


OJ990531_34.9A14 


.C4 




Gene No. 


15912 




Strand 








Start 


30182 




End 


31369 






Name 


OJ990531 34.9A14.C4. 


o4 .np 


Method . 


AAT/NAP 






Start 


30766 




End 


31369 






GI 


6498436 




Score 


274 






Exons 


30766. .30889, 31096. 


.31369 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


7538 




Seq. ID 


OJ990531_34.9A14 


.C5 



7856 



Gene No. 

Start 

Name 

Start 

GI * 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15913 Strand + 
96 End 627 
OJ990531_34 . 9A14 .C5.ol.gs Method GENSCAN 
96 End 627 
none Score . 67 

96. .151, 182. .324, 429. .627 

7539 

15914 Strand + 
852 End 5276 
OJ9905.31_34 . 9A14 . C6 . ol . np Method AAT/NAP 
852 End 5276 
6815052 Score 380 
852. .909, 4556. .4720, 4802. .4874, 5155. .5276 
(AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ9-90531_34.9A14.C6 



7539 Seq. ID 

15914 Strand ■ 

852 End 
OJ990531_34 . 9A14 . C6 . ol . gp Method 
3474 End 
uC-osflM202069b02al Score 
3474.. 3630, 3725.. 3977 

'4895179/gb|AAD32766.1|AC007661_3 3.0e-47 (AC007661) 
hypothetical protein [Arabidopsis thaliana] ? 



OJ990531_34.9A14.C6 
+ 

5276 
AAT/GAP 
3977 
793 



Seq. No. 7539 

Gene No. 15915 

Start 5106 

Name OJ990531_34 . 9A14 . C6 . ol . ts 

Start 462 

GI none 
Exons 



Seq. ID OJ990531_34.9A14.C6 



Strand 
End 

Method 

End 

Score 



5501 

TBLASTX : Soybean 

3837 - 

129 



462. .584, 3501. .3632, 3502. .3633, 3508. .3639, 3722. .3811, 
3724. .3837 



Seq. No. 7539 

Gene No. 15915 

Start 5106 

Name OJ990531_34 . 9A14 . C6 . ol . tc 

Start 3562 

GI none 

Exons 3562.. 3630, 3565.-3633, 3575. 

Seq. No. 7539 

Gene No. 15915 

Start 5106 

Name OJ990531_34 . 9A14 . C6 . o2 . gs 

Start 5106 

GI none 

Exons 5106.. 5233, 5294.. 5501 



Seq. ID OJ990531_34 . 9A14 . C6 
• Strand'*"'* - *■ 

End 5501 

Method TBLASTX : Cress 

End 3822 

Score 120 

.3634, 3718.. 3822, 3722.. 3808 

Seq. ID OJ990531_34.9A14.C6 
Strand 

End 5501 

Method GENSCAN 

End 5501 

Score .88 



Seq. No. 7540 Seq. ID 

Gene No. 15916 Strand 

Start 6230 End 

Name OJ990531_34 . 9A14 . C7 . o3 . gs Method 

Start 6230 - End 

GI none Score 



OJ990531_34.9A14.C7 
+ 

14721 
GENSCAN 
14513 
.68 



7857 



Exons 6230.. 6286, 9458.-9632, 10052 .. 10169, 10629 .. 10752, 





11452. .11524, 11634 


. .11711, 


11874. .11935, 12334. .12362, 






12448. .12655, 12728 


. .12958, 


13391. .13444, 137 90 .. 13981, 






14026.-. 14164, 14311 


. .14513 








Seq. No. 


7540 




Seq. ID 


OJ990531_34.9A14 


.C7 


Gene No. 


15916 




Strand 


+ 




otart 


6230 




End 


14721 




Name 


OJ990531 34.9A14.C7 


.ol.np 


Method 


AAT/NAP 




Start 


10266 




End 


14721 




GI 


2459431 




Score 


351 




Exons 


10266. .10369, 11445 


. .11524, 


11634. .11708, 11874. .11935, 






12728. .13017, 13787 


. .14721 








GI Descrip. 


(AC002332) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


7540 




Seq. ID 


A TQQHC "3/1 Q 7\ 1 >t 

ojyyuboi J4 . yAi4 


.C7 


Gene No. 


15916 




Strand 


+ 






6230 




End 


14 / Z 1 




Name 


OJ990531 34.9A14.C7 


. o2 . gp 


Method 


AAT/GAP 




Start 


10311 




End 


10602 




GI 


3761679 




Score 


285 




Exons 


10311. .10428, 10520 


. .10602 








GI Descrip. 


5042437/gb|AC007789 


.1IAC007789 1.0e-29 


Oryza sativa BAC 


T49B20 




genomic sequence, complete 


sequence 






Seq ; . No. 


7540 




Seq. ID 


OJ990531_34.9A14 


. O / 


Gene No. 


15917 




Strand 






Start 


25 




End 


708 




Name 


OJ990531 34.9A14.C7 


.ol.gs 


Method 


GENSCAN 




Start 


25 




End 


708 




GI 


none 




Score 


.91 




Exons 


25. .708 










Seq. No. 


7540 




Seq. ID 


OJ990531_34.9A14 


.C7 


Gene No. 


15918 




Strand 






otart 


'^11873 . 




End 


13444 




Name 


OJ990531 34.9A14.C7 


.ol.ts 


Method 


TBLASTX; Soybean ■ 




Start 


11873 




End 


12982 * 




GI 


none 




Score 


65 




Exons 


11873. .11944, 12061 


. .12129, 


12069. .12155, 12301. .12363, 






12318. .12365, 12445 


. .12654, 


1244 6. .12658, 12722. .12886, 






12725. .12859, 12831 


. .12956, 


12833.. 12982 




Seq. No. 


7540 




Seq. ID 


OJ990531_34.9A14 


.C7 


Gene No. 


15918 




Strand 






Start 


11873 




End 


13444 




Name 


OJ990531 34.9A14.C7 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12330 




End 


12907 




GI . 


none 




Score 


45 




Exons 


12330. .12365, 12331 


. .12363, 


1244 6. . 12658, 124 4 8. . 12 651, 






12725. .12838, 12727 


. .12807,. 


12878. .12907 




Seq. No. 


7540 




Seq. ID 


OJ990531_34.9A14 


.C7 


Gene No. 


15918 




Strand 






Start 


11873 




End 


13444 




Name 


OJ990531 34.9A14.C7 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


12506 




End 


12931 





7858 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

-GI 

- Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 161 

12506. .12658, 12511 12636, 12725 .. 12853, 12881.. 12931 



7540 

15918 

11873 

OJ990531_34 . 9A14 .C7 .ol . tw 

12716 

none 



Seq. ID OJ990531_34.9A14.C7 
Strand 

End 13444 

Method TBLASTX : Wheat 

End 13444 

Score 205 



12716. .12886, 12721 .. 12807 , 12722 1288 6, 12830 .. 12961, 
12830. .12979, 13394.. 13444 



Seq. ID OJ990531_34.9A14.C8 

Strand + 

End 3372 

Method AAT/GAP 

End 593 

Score 529 



7541 
15919 
319 

OJ990531_34 .-9A14 . C8 . ol . gp 
319 

5005533 
319. .593 

642357/emb 1X83834 | TA28SRRNA 5.0e-25 T.aralioides 28S rRNA gene 
(partial) 



7541 

15919 

319 

OJ990531_34 . 9A14 . C8 . ol . gs 

319 

none 



Seq. ID OJ990531_34.9A14.C8 

Strand + 

End 3372 

Method GENSCAN 

End • 3125 

Score .73 



319. .370, 2667. .2869, 3033. .3125 



Seq. ID-- OJ990531_34.9A14.C8 

Strand + 

End 3372 

Method AAT/GAP 

End 3372 

Score 288 



7541 
15919 
319 

OJ990531_34 . 9A14 . C8 . o2 . gp 
2750 

uC-osflcypl55h09bl 
2750.. 2908, 3333.. 3372 / 

' 642357/emb 1X83834 | TA28SRRNA 5.0e-25 T.aralioides 28S rRNA gene 
(partial) ■ 



Seq. ID OJ990531_34.9A14.C8 

Strand + 

End 5855 . 

Method AAT/GAP 

End 5855 

Score 724 



7541 
15920 
5439 

OJ990531_34 . 9A14 . C8 . o3 . gp 
5439 

uC-osflcypl55h09bl 
5439.. 5855 

1 642357/emb 1X83834 | TA28SRRNA 5.0e-25 T.aralioides 28S rRNA gene 
(partial) ■ 



7541 

15921 

3628 

OJ990531_34 . 9A14 . C8 . ol . np 

3619 

5734745 

3619. .5828 



Seq. ID OJ990531_34.9A14.C8 
Strand 

End 14325 

Method AAT/NAP 

End 5828 

Score 1139 



7859 



GI Descrip. (AC007651) Similar to disease resistance proteins [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 



7541 
15921 



Seq. ID 
Strand 



OJ990531 34.9A14.C8 



Start 


3628 










End 


14325 






Name 


OJ990531 34 


.9A14. 


C8.o2. 


gs 


Method GEN SCAN 






Start 


3628 










End 


14325 






GI 


none 










Score 


.69 






Exons 


3628. 


.4458, 


A 1 ZL C 

4 J DO . 


coco 




.7811, 


7987. .8165, 


8804 . 


.9008, 




9205. 


.9329, 


9415. 


.9561, 


11531 


..11617, 11736. .11912, 14191.. 


Seq. No. 


7541 










Seq. 


ID OJ990531 


34.9A14.C8 


Gene No. 


15921 










Strand 






Start 


3628 










End 


14325 






Name 


OJ990531 34 


.9A14. 


C8.o5. 


tm 


Method TBLASTX: 


Maize 




Start 


3670 










End 


4338 






GI 


none 










Score 


58 






Exons 


3670. 


.3717, 


3673. 


.3756, 


3722. 


.3928, 


3728. .3916, 


3739. 


.3927, 




4213. 


.4338, 


4237. 


.4338 












Seq. No. 


7541 










Seq. 


ID OJ990531 


34.9A14.C8 


Gene No. 


15921 










Strand 






Start 


3628 










End 


14325 






Name 


OJ990531: 34 


.9A14. 


C8.ol. 


ts 


Method TBLASTX : Soybean 


Start 


3803 










End 


5249 






GI 


none 










Score 


78 






Exons 


3803. 


.3922, 


3805. 


.3924, 


3850. 


.4110, 


3850. .4107, 


3853. 


.4107, 




3922. 


.4107, 


4189. 


.4335, 


4189. 


.4335, 


4207. .4338, 


4213. 


.4437, 




4243. 


.4338, 


4533. 


.4751, 


4551. 


.4730, 


4560. .4739, 


4761. 


.4958, 




4896. 


.5153, 


4974 . 


. 5156, 


4974 . 


.5153, 


5184. .5249, 


5184. 


.5249 


Seq. No. 


7541 










Seq. 


ID OJ990531 


34.9A14.C8 


Gene No. : 


15921 










Strand 






Start 


3628 










End 


14325 






Name 


OJ990531 34 


.9A14. 


C8.ol. 


tw 


Method TBLASTX: 


Wheat 




Start 


3847- 










End 


6776 






GI 


■ none 










Score 


' 59 






Exons 


3847. 


.4008, 


3850. 


.3987, 


4243. 


.4338, 


4262. .4435, 


4554. 


.4745, 




4560. 


.4694, 


4749. 


.5105, 


4749. 


.5126, 


4750. .5127, 


4963. 


.5178, 




4965. 


.5165, 


6702. 


.6776 












Seq. No. 


7541 










Seq. 


ID OJ990531 


34.9A14.C8 


Gene No. 


15921 










Strand 






Start 


3628 










End 


14325 






Name 


OJ990531 34 


.9A14. 


C8.ol. 


tc 


Method TBLASTX: 


Cress 




Start 


3853 










End 


5315 






GI 


none 










Score 


79 






Exons 


3853. 


.3912, 


3853. 


.4107, 


3853. 


.4092, 


3853. .4107, 


3853. 


.4008, 




3853. 


.4008, 


3895. 


.4107, 


3907. 


.4107, 


3908. .4114, 


3976. 


.4107, 




4057. 


.4107, 


4127. 


.4174, 


4135. 


.4455, 


4186. .4338, 


4210. 


.4335, 




4213. 


.4443, 


4213. 


.4341, 


4216. 


.4338, 


4231. .4440, 


4231. 


.4338, 




4231. 


.4440, 


4262. 


.4402, 


4551. 


..4 730, 


4551. .4970, 


4551. 


.4751, 




4551. 


.4814, 


4551. 


.4739, 


4560. 


.4733, 


4560. .4730, 


4593. 


.4745, 




4674. 


.4739, 


4755. 


.4958, 


4755. 


.4973, 


4758. .4967, 


4761. 


.4958, 




4761. 


.5165, 


4761. 


.4955, 


4761. 


.4961, 


4761. .4967, 


4881. 


.4949, 




4902. 


.5153, 


4962. 


.5153, 


4974 . 


.5090, 


4974. .5123, 


4974. 


.5138, 



7860 



4974.. 5153, 5106.. 5246, 5262.. 5315 



'no; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



"7541 Seq. ID 

15921 ' Strand 
3628 End 
OJ990531_34 . 9A14 . C8 . o2 . tm Method 
3928 End 
none Score 



OJ990531_34.9A14.C8 
14325 

TBLASTX: Maize 

6767 

148 



3928. .4098, 3946. .4113, 4566. .4931, 4573. .4848, 4740. .4925, 
4779. .4958, 5004. .5243, 5046. .5153, 5184. .5312, 6690. .6767. 



7541 

15921 

3628 

0 J990531_34 . 9A14 . C8 . o4 . gp 
7441 

2574J..R1084 

7441. .7811, 7918. .8098 

' 310732/gb | L08786 | SYNBLSKMV 

vector 1 . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531_34. 9A14.C8 

14325 
AAT/GAP 
8098 
813 



2.0e-13 BlueScribe SK Minus cloning 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990531_34.9A14.C8 
Strand 

End 14325 
Method. TBLASTX : Maize 
End 8082 
Score 183 

.7811, 7645. .7812, 7905. .8000, 
.8078, 7993.. 8082 

Seq. ID OJ990531_34. 9A14.C8 
Strand 

End 14325 

Method TBLASTX : Wheat 

End 8170 

Score 91 

7917.;8018, 7918. .8019, 8007 .. 8168, 80-42 .. 8170, 



7541 
15921 
3628 

OJ990531_34 . 9A14.C8 . ol . tm 
7640 
none 

7640. .7810, 7644. .7811, 7644. 
7918.. 8004, 7992.. 8081, 7992. 

7541 
15921 
3628 

OJ990531_34 . 9A14 . C8 . o2 . tw 
7916 
none 

7916. .7984', 
8095. .8166 



Seq. No. 7541 

Gene No. 15921 

Start 3628 

Name 0 J 9 9 0 5 3 1_3 4 . 9 Al 4 . C 8 . o 6 . tni 

Start 8084 

GI none 

Exons 8084.. 8122, 8085.. 8126, 8124. 
8826.-8975 



Seq. ID OJ990531_34.9A14.C8 
Strand 

End 14325 

Method TBLASTX : Maize 

End 8977 

Score 55 

.8168, 8124.. 8168, 8816.. 8977, 



Seq. No. 7541 Seq. ID OJ990531_34 . 9A14 . C8 

Gene No. 15921 Strand 

Start 3628 End 14325 

Name OJ990531_34 . 9A14 . C8 . o5 . gp Method AAT/GAP 

Start 8811 End 8981 

GI LIB3434-056-P1-K1-E3 Score 299 

Exons 8811.. 8981 

GI Descrip. 1 1621495/dbj | BAA12903 | 4.0e-35 (D85877) reverse transcriptase 
[Oryza sativa] 1 



7861 



Seq. No. 


7541 


Seq'. ID 


OJ990531_34.9A14.C8 


Gene No. 


15921 


Strand 




o t art 


3628 


End 


14325 


Name 


OJ990531 34.9A14.C8.o3.tm 


Method 


TBLASTX: Maize 


Start 


9190 


End 


10170 


GI 


none 


Score 


147 


Exons 


9190.. 9327, 9198.. 9329, 9203 


..9331, 9204. .9332, 9412. .9528 




9415.. 9540, 9416.. 9535, 9531 


..9563, 9532.. 9579, 9532.. 9567 




9949.. 10164, 9957.. 10169, 9960.. 10163, 


10000. .10170 


Seq. No. 


/ D 4 1 


Seq. ID 


OJ990531_34 .9A14 .C8 


Gene No. 


i o yz l 


Strand 




'Start 


3628 


End 


14325 


Name 


OJ990531 34.9A14.C8.o6.gp 


Method 


AAT/GAP 


Start 




End 


11631 


GI 


Oobz 1 1 . Kiuo4 


Score 


997 


Exons 


1U Joy . . lUblo, 1U / Ul . . lUo / o , 


11531. .11631 


GI Descrip. 


14ZUyjz/ go 1 Ubiooj | OKU t) 1 J o J 


7.0e-21 Oryza rufipogon 




4 -coumarate-CoA ligase gene, 


intron 1, 


partial sequence' 


Seq. No. 


7541 


Seq. ID 


OJ990531_34.9A14.C8 


Gene No. 


15921 


Strand 




btart 




End 


14325 


Name 


OJyyUoJl J4 . 9A14. Co . o4 . tm 


Method 


TBLASTX: Maize 


Start 


10391 


End 


10869 


GI 


none 


Score 


70 


Exons 


1U Jyi . . Iu4b J, 10 J9J . . lU4oo , 


10393. .10458, 104 62 .. 10614 , 




1U4 oz . . Iubl4 , 1U /zl . . 1U / oJ, 


10732. .10785, 10778 .. 10831, 




10779. .10829, 10822 .. 10869, 


10831. .10869 


oeq. no. 


TCyl 1 

/ 04 1 


Seq. ID 


OJ990531_34 .9A14 ,C8 


Gene No. 


1 CQOI 

lo yz i 


Strand 




Start 


OOZO 


End 


14325 


Name 


ujyyuooi J4 . yAi4 . Lo . o / . tm 


Method 


TBLASTX :Maize 


Start 


IzJUJ - 


End 


12617 


GI 


none * 


Score 


205 


Exons 


Iz JU J . . iz bl / 






uc(| • LNO • 


1 D 4 Z 


Seq. ID 


OJ990531_34.9A14.C9 


Gene No. 


15922 


Strand 


+ 


Start 


4356 


End 


4789 


Name 


OJ990531 34.9A14.C9.ol.gs 


Method 


GENSCAN 


Start 


4356 


End 


4789 


GI 


none 


Score 


.98 


Exons 


4356. .4789 






Seq. No. 


7542 


Seq. ID 


OJ990531_34 .9A14 .C9 


Gene No. 


15923 


Strand 


+ 


Start 


5293 


End 


8201 


Name 


OJ990531 34.9A14.C9.ol.np 


Method 


AAT/NAP 


Start 


5293 


End 


8201 


■GI 


2144418 


Score 


122 


Exons 


5293.. 5314, 6609. .6914, 8181 


. .8201 




GI Descrip. 


protein kinase (EC 2.7.1.37) 


PH085 - yeast (Saccharomyces 




cerevisiae) 







7862 




Seq. No. 


7542 








Seq. ID 


OJ990531_34.9A14.C9 


OcUc 1NO . 


J. J 








Strand 


+ 


Start 


5293 








End 


8201 


Name 


OJ990531 34. 


9A14 


.C9.o2. 


gs 


Method 


GENSCAN 


Start 


6306 








End 


7718 


GI 


none 








Score 


.88 


Exons 


6306. .6426, 


6606 


. .6747, 


6862. 


.7030, 7581. .7718 


Seq. No. 


7542 








Seq. ID 


OJ990531_34.9A14.C9 


bene lno . 


J. D fi 








Strand 


+ 


Start 


14076 








End 


15378 


Name 


OJ990531 34. 


9A14 


.C9.o4. 


gs 


Method 


GENSCAN 


Start 


14076 








End 


15378 


GI 


none 








Score 


.63 


Exons 


14076. .14191 


, 14196. .14352, 14393 .. 14518 , 15070. .15378 


Seq. No. 


7542 








Seq.- ID 


OJ990531_34.9A14.C9 


Gene No. 


. 15924 








Strand 


+ 


Qf art 
O Lai L. 


14076 








End 


15378 


Name 


OJ990531 34. 


9A14 


.C9.o3. 


np 


Method 


AAT/NAP 


Start 


14099 








End 


14507 


GI 


6017119 








Score 


109 


Exons 


14099. .14507 












GI Descrip. 


(AC0098 95) unknown protein [Arabidopsis thaliana] 


Seq. No. 


7542 








Seq. ID 


OJ990531_34.9A14.C9 


bene wo. 


15925 








Strand 




Start - 


8839 








End 


15465 


Name 


OJ990531 34. 


9A14 


.C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6431 








End 


6741 


GI 


none 








Score 


80 


Exons 


6431. .6514, 


6435 


. . 6515, 


6610. 


.6741, 6617. .6739 


Seq. No. 


7542 








Seq. ID 


OJ990531_34.9A14.C9 


bene lno • 


15925 








Strand 




Start 


8839 








End 


15465 


Name 


OJ990531 34. 


9A14 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start .' 


7361 








End 


7709 


GI 


none 








Score 


116 


Exons 


7361. .7501, 


7378 


. .7500, 


7580. 


.7696, 7581. .7709 


Seq. No. 


. 7542 








Seq. ID 


OJ990531_34.9A14.C9 


Gene No. 


15925 








Strand 




Start 


8839 








End 


15465 


Name 


OJ990531 34. 


9A14 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8823 








End 


15465 


GI 


none 








Score 


150 


Exons 


8823. . 9014, 


8823 


. .9014, 


8830. 


.9024, 8E 


J30..9030, 8831. .9037, 




8840. .9031, 


9096 


. .9302, 


9098. 


.9304, 9107. .9301, 9109. .9324, 




9389. .9502, 


9391 


. . 9510, 


9391. 


.9507, 9651. .9734, 9652. .9732, 




9653. .9742, 


9657 


. . 9755, 


10154 


. .10246, 


10176. .10271, 



10176. .10274, 10177. .10272, 10379 .. 10426, 10379 .. 10543, 

10424. .10636, 10428 .. 10487 , 10521 .. 10628 , 10550 .. 10636, 

10716. .10775, 10717. .10773, 10864 .. 10929, 108 68 .. 10927, 

10872. .10931, 10995. .11054, 10997 .. 11071 , 10998 .. 11072, 

11154. .11219, 15418. .15465 



7863 



Seq. No. 7542 

Gene No. 15925 

Start 8839 

Name 0 J990531_34 . 9A14 . C9 . ol . tw 

Start 8834 

GI none 

Exons 8834.. 9016, 8839.. 9030, 8840. 

9107.. 9301, 9120.. 9302, 9391. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9031, 9096 
.9510, 9391 



OJ990531 34.9A14.C9 



15465 

TBLASTX: Wheat 
9510 
217 

9302, 9107.. 9304, 
9504 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7542 

15925 

8839 

OJ990531_34.9A14.C9.ol.tc 

8837 

none 



OJ990531 34.9A14.C9 



15465 

TBLASTX: Cress 

11072 

186 



Seq. ID 
Strand . 
End 

Method 
End 
Score 

8837. .9016, 8839. .9030, 8840. .9031, 9107. .9301, 9111. .9302, 
9382. .9510, 9391. .9507, 9636. .9755, 9653. .9742, 1017 6 .. 10265, 
10176. .10274, 10177. .10272, 1037 9 .. 1042 6, 10475 10636, 
10566. .10634, 10728 . .10775, 10735 .. 10773, 10864 10929, 
10868. .10927, 10870 .. 10929, 1097 9 .. 11068 , 10997 11071, 
10998. .11072 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7542. Seq. ID 

15925 Strand 

8839 ' End 

OJ990531_34. 9A14 .C9.ol.ts Method 

8839 End 

none Score 



OJ990531_34.9A14.C9 
15465 

TBLASTX : Soybean 

11036 

179 



8839. .9030, 8840. .9031, 8841. .9032, 8841. .9032, 9107. .9301, 
9111. .9302, 9120. .9302, 9391. .9507, 9398. .9502, 9653. .9742, 
9654. .9743, 9657. .9755, 10176 10274 , 10177 .. 10272, 
10379. .10540, 10566. .10628, 10725 .. 10775, 10726 10773, 
10864. .10926, 10868 .. 10927 , 10995 .. 11036, 10997. .11035 



Seq. No. 7542 

Gene No. 15925 

Start . 8839 

Name OJ990531_34 . 9A14 . C9 . o3 . gs 

Start 8839 

GI none 
Exons 



OJ990531 34.9A14.C9 



Seq. ID 
Strand 

End 15465 
Method GEN SCAN 
End 13899 
Score .58 

8839. .9030, 9107. .9301, 9391. .9501, 9653. .9743, 10177 .. 10271, 
10382. .10633, 10728 .. 10772, 10873 .. 10928 , 10996 11070, 
11478. .11538, 12188. .12283, 13150. .13899 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



7542 Seq. ID 

15925 Strand 

8839 . End 

OJ990531_34 . 9A14 . C9 . o2 . np Method 

8842 End 

4455214 Score 



OJ990531_34.9A14.C9 

15465 
AAT/NAP 
11070 
1005 



8842.. 9030, 9107.. 9301, 9391.. 9501, 9653.. 9743, 10177 .. 10271, 
10382. .10633, 10671 .. 10772, 10873 .. 10928 , 10996. .11070 
(AL035440) putative dihydrolipoamide succinyltransf erase 
[Arabidopsis thaliana] 



7543 
15926 



Seq. ID OJ990531_34.9A14.C10 
Strand + 



7864 



Start 


1344 






End 


1514 




Name 


OJ990531 34.9A14.C10. 


ol . gs 


. Method 


GENSCAN 




Start 


1344 






End 


1514 




GI 


none 






Score 


.56 




Exons 


1344. . 


1402, 1487. .1514 








Seq. No. 


7543 






Seq. ID 


OJ990531_ 


34 . 9A14 


Gene No. 


15927 






Strand 


+ 




Start 


10108 






End 


20530 




Name 


OJ990531 34.9A14.C10. 


oo . gs 


Method 


GENSCAN 




Start 


10108 






End 


20112 




GI 


none 






Score 


.43 




Exons 


10108. 


.10147, 10936.. 


11015, 


13175. .13238, 13510. 


.13632, 




14717. 


.14920, 15095.. 


15178, 


15899. .16072, 16433. 


.16569, 




19090. 


.19200, 19266.. 


19690, 


19692. .20112 




Seq. No. 


7543 






Seq. ID 


OJ990531_ 


34.9A14 


Gene No. 


15927 






Strand 


+ 




Start 


10108 






End 


20530 




Name 


OJ990531 34.9A14.C10. 


o2 .np 


Method 


AAT/NAP 




Start 


14666 






End 


18176 




GI 


4582447 




Score 


331 




Exons 


14666. 


.14715, 17011.. 


18176 









GI Descrip. 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.C10 



(AC007071) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



7543 

15927 

10108 

OJ990531_34 . 9A14 . C10 . o3 . np 

18935 

6907087 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18935. .19309, 19355 .. 19879, 20429.. 20530 

(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ990531_34.9A14.C10 
+ 

20530 
AAT/NAP 
20530 
583 



Seq. No. 
Gene No. 
Start 
Name 
P Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7543 Seq. ID 

15928 • Strand 

3306 End 

OJ990531_34 . 9A14 .C10 . o2 . gs Method 

3306 End 

none Score 



OJ990531_34.9A14.C10 . 

9299 
GENSCAN 
9299 
.47 



3306. .3426, 4686.-4865, 4956. .5152, 5262. .5357, 5459. .5659, 
5774. .5854, 6021. .6080, 7632. .7840, 7927. .8038, 8338. .8511, 
8877.". 9086, 9183.. 9299 



7543 
15928 
3306 

OJ990531_34 . 9A14 .C10 . ol . gp 
4452 

16263 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 34.9A14.C10 



9299 
AAT/GAP 
5551 
1355 

4452. .4865, 4956. .5152, 5262. .5357, 5459. .5551 
'2132388/pir | IS62011 3.0e-22 PH085 protein - yeast 
(Saccharomyces cerevisiae) >gi_1163103 (U43503) Lphl6p 
[Saccharomyces cerevisiae] 1 



7865 




Seq. No. 


7543 - 








Seq. ID 


OJ990531_34 . 9A14 .C10 


Gene No. 


15928 








Strand 




Start 


3306 








End 


9299 


Name 


OJ990531 34. 


9A14. 


ClO.ol. 


.np 


Method 


AAT/NAP 


Start 


4637 








End 


8089 


GI 


6513927 








Score 


852 


Exons 


4637. .4710, 


4738. 


.4865, 


4956. 


.5152, 5262. .5357, 5459. .5659, 




5774. .5854, 


6021. 


.6080, 


7632. 


.7778, 7994. .8089 


GI Descrip. 


(AC011664) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


7543 








Seq. ID 


OJ990531_34.9A14.C10 


Gene No. 


15929 








Strand 




Start 


10214 








End 


10347 


Name 


OJ990531 34. 


9A14. 


C10.o2, 


■ gp 


Method 


AAT/GAP 


Start 


10214 








End 


10347 


GI 


LIB3474-009- 


Pl-Kl 


-Fll 




Score 


228 


Exons 


10214. .10347 












GI Descrip. 


1 4455244/emb 


'ICAB36743.1 


I 6.0e 


-11 (AL035523) MtN3-like prote: 




[Arabidopsis 


thaliana] 1 








Seq. No. 


7543 








Seq. ID 


OJ990531_34.9A14.C10 


Gene No. 


15930 








Strand 




Start 


• 21062 








End 


21387 


Name 


OJ990531 -34. 


9A14 . 


ClOiOl. 


,tm 


Method 


TBLASTX: Maize 


Start 


4631 








End 


'8047 


GI 


none 








Score 


97 


Exons 


4631. . 4729, 


4638. 


.4730, 


4728. 


.4874, 4736.-4867, 4746. .4880, 




4789. .4875, 


4946. 


.5152, 


4947. 


.5117, 4952.. 5158, 5229.. 5360, 




5260. .5358, 


5261. 


.5362, 


5262. 


.5360, 5456.. 5662, 5456.. 5656, 




5752. .5853, 


5771. 


.5854, 


5772. 


.5855, 6016.. 6081, 6021.. 6083, 




6021. . 6086, 


7623. 


.7760, 


7632 . 


.7775, 7660.. 7776, 7937.. 8047, 




7944 . . 8030 












Seq. No. 


7543 








Seq. ID 


OJ990531_34.9A14.C10 


Gene No. 


•15930 








Strand 




Start 


21062 








End 


21387 


Name ■ 


OJ990531 34. 


9A14. 


ClO.ol, 


. ts 


Method 


TBLASTX : Soybean 


Start 


4632 








End 


5152 


GI 


none 








Score 


44 


Exons 


4632. .4700, 


4640. 


.4723, 


4766. 


.4867, 4773. .4871, 4954. .5148, 




4956. .5126, 


4958. 


.5152, 


4964. 


.5146 




Seq. No. 


7543 








Seq. ID 


OJ990531_34.9A14.C10 


Gene No. 


15930 








Strand 




Start 


21062 








End 


21387 


Name 


OJ990531 34. 


9A14 . 


ClO.ol. 


. tc 


Method 


TBLASTX: Cress 


Start 


4640 








End 


5152 


GI 


none 








Score 


46 


Exons 


4640. .4699, 


4641. 


.4727, 


4751. 


.4867, 4752. .4868, 4825. .4884, 




4956. .5066, 


4958. 


.5152, 


4959. 


.5126 




Seq. No. 


7543 








Seq. ID 


OJ990531_34.9A14.C10 


Gene No. 


15930 








Strand 




Start 


21062 








End 


21387 


Name 


OJ990531 34. 


9A14. 


C10.O2, 


.tc 


Method 


TBLASTX: Cress 


Start 


5212 








End 


5836 



7866 




GI 


none 


Score 


78 


Exons 


5212.. 5331, 5229.. 5339, 5456 


..5656, 5474. .5647, 5541. .5657, 




5771. .5836 






Seq. No. 


7543 


Seq. ID 


OJ990531_34. 9A14.C10 


Gene No. 


15930 


Strand 




Start 


21062 


End 


21387 


Name 


OJ990531 34.9A14.C10.o2.ts 


Method 


TBLASTX : Soybean 


Start 


5474 


End 


7776 


GI . 


none 


Score 


118 


Exons 


5474. .5632, 5474. .5647, 5538 


..5633, 6009.. 6086, 6025.. 6081, 




7599. .7760, 7617. .7775, 7660 


. .7776 




Seq. No. 


7543 


Seq. ID 


OJ990531_34.9A14.C10 


Gene No. 


15930 


Strand 




Start 


21062 


End 


21387 


Name 


OJ990531 34.9A14.C10.ol.tw 


Method 


TBLASTX: Wheat 


Start 


17576 


End 


17908 


GI 


none 


Score 


213 


Exons 


17576. .17908, 17665.. 17838 






Seq. No. 


7543 


Seq. ID 


OJ990531_34.9A14.C10 


Gene No. 


15930 


Strand 




Start 


21062 


End 


21387 


Name 


J OJ990531 34.9A14.C10.o2.tm 


Method 


TBLASTX: Maize 


Start 


17582 


End 


18272 


GI 


none 


Score 


271 


Exons 


17582. .17902, 17620 .. 17901, 


17660. .17902, 17904 18068 , 




17912. .17995, 18114. .18272 






Seq. No. 


7543 


Seq. ID 


OJ990531_34 . 9A14 .C10 


Gene No. 


15930 


Strand 




Start 


21062 


End 


21387 


Name 


OJ990531 34.9A14.C10.o2.tw 


Method 


TBLASTX: Wheat 


Start 


17918 


End 


18257 


GI 


none 


Score 


126 


Exons 


17918. .18046, 17919. .18047, 


18114. .18188, 18198. .18257 


Seq. No. 


7543 


Seq. ID 


OJ990531_34 . 9A14 . C10 


Gene No. 


15930 


Strand 




Start 


21062 


End 


21387 


Name 


OJ990531 34.9A14.C10.o4.np 


Method 


AAT/NAP 


Start 


20919 


End 


21387 


GI 


4680186 


Score 


160 


Exons 


20919. .21108, 21361.. 21387 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


indica] 


Seq. No. 


7543 


Seq. ID 


OJ990531_34 . 9A14 .C10 


Gene No. 


15930 


Strand 




Start 


21062 


End 


21387 


Name 


OJ990531 34.9A14.C10.o4.gs 


Method 


GENSCAN 


Start 


21062 


End 


21220 


GI 


none 


Score 


.86 


Exons 


21062. .21220 






Seq. No. 


7544 


Seq. ID 


OJ990531_34.9A14.C11 


Gene No. 


15931 


Strand 





7867 






Start 


683 






End 


1216 






Name 


OJ990531 34 


.9A14 


.Cll.ol.tw 


Method 


TBLASTX: Wheat 






Start 


683 






End 


1216 






GI 


none 






Score 


171 






Exons 


683.. 907, 882. .1040, 1124.. 1216 








Seq. No. 


7545 






beq. iu 


OJ990531_34.9A14 


.C12 




Gene No. 


15932 






Strand 


+ 






Start 


165 








7547 






Name 


OJ990531 34 


.9A14 


. ui^ . oi . gs 


KA/f\ ^ V\ /"\ 

Meinoa 


GENSCAN 






Start 


165 






End 


3770 






GI 


none 






Score 


.64 






Exons 


165. .347, 1331.. 


1531, 2850.. 


3770 








Seq. No. 


7545 






Seq. ID 


OJ990531_34.9A14 


.C12 




Gene No. 


15932 






Strand 


+ 






Start 


165 






End 


/ 3 *4 / 






Name 


OJ 990531_34 


.9A14 


.C12.ol.np 


Method 


AAT/NAP 






Start 


2892 






End 


7547 






GI 


6705984 






Score 


4926 






Exons 


2892. .3734, 


5180 


. .7547 










GI Descrip. 


(AB033235 ) 


gag-pol polyprotein [Oryza 


sativa] 




.« CI 


Seq. No. 


7545 






• Seq. ID 


OJ990531_34.9A14 


.C12 


i I 

: :?f 


Gene No. 


t c r\ *d o 

15932 






Strand 


+ " 






Start 


loo 






End 


7547 




j[f j 


Name 


OJ990531 34 


. 9A14 


.C12.o4.tm 


Method 


TBLASTX: Maize 




r\l 


Start 


3327 






End 


3572 




i c? 


GI 


none 






Score 


243 




H 
Ui 


Exons 


ooz / . . Jo 12. , 


3338 


. .3559 








i "I 


Seq. No. 


7545 






Seq. ID 


' OJ990531_34.9A14 


.C12 


■ 5 :• i 

1 if 


Gene No. 


i c o *3 o 

159.3^ 






Strand 


+ 






Start 


1d5 






End 


7547 






Name 


OJ99U531 o4 


.9A14 


.C12 .o2.tw 


Method 


TBLASTX: Wheat 






Start 


3333 






End 


5366 






GI 


none 






Score 


195 






Exons 


j j j j . • 


3350 


..3514, 3375 


..3521, 3530.. 3727, 3540.. 3728, 


si 




3545. .3709, 


3549 


..3728, 5152 


..5352, 5177. .5353, 5190. .5366 


■S 3? 


Seq. No. 


7545 






Seq. ID 


OJ990531_34.9A14 


.C12 




Gene No. 


15932 






Strand 


+ 






Start 


165 






End 


7547 






Name 


OJ990531 34 


.9A14 


.C12.o3. ts 


Method 


TBLASTX: Soybean 






Start 


3354 






End 


3734 






GI 


none 






Score 


142 






Exons 


3354. .3521, 


3554 


..3673, 3555 


. .3734 








Seq. No. 


7545 






Seq. ID 


OJ990531_34.9A14 


.C12 




Gene No. 


15932 






Strand 


+ 






Start 


165 






End 


7547 






Name 


OJ990531 34 


.9A14 


.C12.o2.gs 


Method 


GENSCAN 






Start 


4744 






End 


7269 






GI 


none 






Score 


.43 






Exons 


4744. .4816, 


5277 


..6370, 6478 


. .6661, 6701. .7269 






Seq. No. 


7545 






Seq. ID 


OJ990531_34.9A14 


.C12 



7868 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15932 
165 

OJ990531_34. 

5732 

none 

5732. .6013, 
6020. .6226 

7545 

15932 

165 

OJ990531_34, 

5783. 

none . 

5783." .6052, 

7545 

15932 

165 

OJ990531_34, 

5969 

none 

5969. .6232, 

7545 

15932 

165 

OJ990531_34, 

6426 

none 

6426. .6590, 

7545 

15932 

165 

OJ990531_34, 

6547 

none 

6547. .6702, 

7545 

15932 

165 

OJ990531_34. 

6709 

none 

6709. .7074, 

7545 

15932 

165 

OJ990531_34. 

6997 

none 

6997. .7347, 



9A14.C12.ol.tw 



Strand 
End 

Method 

End 

Score 



+ 

7547 

TBLASTX: Wheat 

6226 

350 ■ 



5740.. 6000, 5761.. 6015, 6006.. 6191, 6014.. 6184, 



Seq. ID OJ990531_34.9A14.C12 

Strand ■ + 

End 7547 

Method TBLASTX : Soybean 

End 624 4 

Score ' 203 



9A14.C12.o2.ts 



5815. .6048, 6044. .6244, 6133. .6180 



9A14.C12.o3.tm 
5974.. 6081, 5978. 

9A14.C12.o5.tm 
6439. .6591 

9A14.C12._o3.tw • 
6705.. 6992, 6706. 

9A14.C12.o2.tm 
6711. .7031 

9A14 .C12.ol.ts 
7002.. 7085, 7116. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6184 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7020 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7355 



OJ990531_34.9A14.C12 
+ 

7547 

TBLASTX: Maize 

6232 

285 



OJ990531_34.9A14.C12 

+ . 

7547 

TBLASTX: Maize 

6591 

222 



OJ990531_34.9A14.C12 
+ 

7547 

TBLASTX: Wheat 

7020 

75 



OJ990531_34.9A14.C12 

+ • 
7547 

TBLASTX: Maize ' 

7074 

306 



OJ990531_34 . 9A14 .C12 
+ 

7547 

TBLASTX: Soybean . 

7355 

298 



Seq. No. 



7545 



Seq. ID OJ990531_34.9A14.C12 



7869 



Gene No. 


15932 






Strand 


+ 


Start 


165 






End 


7547 


Name 


OJ990531 34 


.9A14.C12.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


7069 






End 


7470 


GI 


none 






Score 


269 


Exons 


7069. .7470, 


7116. .7370 








Seq. No. 


7545 






Seq. ID 


OJ990531_34.9A14 


Gene No. 


15932 






Strand 


+ 


Start 


165 






End 


7547 


Name 


OJ990531 34 


.9A14.C12.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


7117 






End 


7539 


GI 


none 






Score 


326 


Exons 


7117. .7539, 


7158. .7538 








Seq. No. 


7545 






Seq. ID 


OJ990531_34.9A14 


Gene No. 


15932 






Strand 


+ 


Start 


165 






End 


7547' 


Name 


OJ990531 34 


.9A14.C12.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


7381 






End 


7547 


GI 


none 






Score 


200 


Exons 


7381. .7545, 


7407. .7547 ' 








Seq. No. 


7546 






Seq. ID 


OJ990531_34 . 9A14 


Gene No. 


15933 






Strand 


+ 


Start 


1 






End 


/ 1 3 


Name 


OJ990531 34 


.9A14.C13.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


713 


GI 


6705984 






Score 


696 


Exons 


1. .713 










GI Descrip. 


(AB033235) 


gag-pol polyprotein [Oryza 


sativa] 


Seq. No. 


7546 






Seq. ID 


OJ990531_34.9A14 


Gene No. 


15933 






Strand 


+ 


Start 


1 






End 


713 


Name 


OJ990531 34 


.9A14..C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


126 






End 


505 


GI 


none 






Score 


442 


Exons 


126.. 491, 128.. 505, 394 


. .495 






Seq. No. 


7546 






Seq. ID 


OJ990531_34.9A14 


Gene No. 


15933 






Strand 


+ 


Start 


1 






End 


713 


Name 


OJ990531 34 


.9A14.C13.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


291 






End 


491 


GI 


none 






Score 


212 


Exons 


291. .491, 293. .490 








Seq. No. 


7546 






Seq. ID 


OJ990531_34.9A14 


Gene No. 


15933 






Strand 


+ 


Start 


1 






End 


713 


Name 


OJ990531 34 


.9A14.C13.ol 


.gs 


Method 


GEN SCAN 


Start 


334 






End 


528 


GI 


none 






Score 


.74 


Exons 


334. .528 










Seq. No. 


7547 






Seq. ID 


OJ990531_34.9A14 



7870 




.Gene No. 


15934 


Strand 


+ 


Start 


1 


End 


536 


Name 


OJ990531 34.9A14.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


536 


GI 


2498930 


Score 


46 


Exons 


1..50, 472.-536 






GI Descrip. 


DORSAL -VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RULAT I ON 


PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


7547 


Seq. ID 


OJ990531_34 . 9A14 .C15 


Gene No. 


15935 


Strand 


+ 


Start 


477 


T-l _ -J 

End 


cor 


Name 


OJ990531 34.9A14.C15.ol.gs 


Method 


GEN SCAN 


Start 


477 


End 


C O /T 

536 


GI 


none 


Score 


. 94 


Exons 


477. .536 






Seq. No. 


7548 


Seq. ID 


OJ990501_26 . 9A01 . C2 


Gene No. 


15936 


Strand 


+ 


Start 


494 


End 


1121 


Name 


OJ990501 26.9A01.C2.ol.gs 


Method 


GENSCAN 


Start 


494 


End 


1115 


GI 


none 


Score 


1 


Exons 


494.. 553, 721.. 11,15 






Seq. No. 


7548 


Seq. ID 


OJ9-90501_26.9A01.C2 


Gene No. 


15936 


Strand 


+ 


Start 


494 


End 


1121 


Name 


OJ990501 26.9A01.C2.ol.np 


Method 


AAT/NAP 


Start 


494 


End 


1121 


GI 


2498930 


Score 


742 


Exons 


494. .553, 721. .1121 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RULAT I ON 


PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


7549 


Seq. ID 


OJ990501 26.9A01.C3 


G.ene No. 


15937 


Strand 


+ . 


Start 


■1 


End 


675 


Name 


OJ990501 26.9A01.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


672 


GI 


4680179 


Score 


1013 


Exons 


1. .672 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


7549 


Seq. ID 


OJ990501_26.9A01.C3 


Gene No. 


15937 


Strand 


+ 


Start 


1 


End 


675 


Name 


OJ990501 26.9A01.C3.ol.gs 


Method 


GENSCAN 


Start 


22 


End 


675 


GI 


none 


Score 


.98 


Exons 


22. .675 






Seq. No. 


7549 


Seq. ID 


OJ990501_26.9A01.C3 


Gene No. 


15938 


Strand 




Start 


1078 


End 


1953 


Name 


OJ990501 26.9A01.C3.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1 


End 


201 



7871 




GI 


none 




Score 


217 






Exons 


1..201, 6.. 


197 










Seq. No. 


7549 




Seq. ID 


OJ990501_26. 


9A01 


.C3 


Gene No. 


15938 




Strand 








Start 


1078 




End 


1953 






Name 


OJ990501 26 


. 9A01.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


6 




End 


432 






GI 


none 




Score 


489 






Exons 


6. .308, 7.. 


432 










Seq. No. 


7549 




Seq. ID 


OJ990501_26. 


9A01 


.C3 


Gene No. - 


15938 




Strand 








Start 


1078 




End 


1953 






Name 


OJ990501 26 


.9A01.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


205 




End 


627 






GI 


none 




Score 


431 






Exons 


205. .627, 225. .368, 387. .434 










Seq. No. 


7549 




Seq. ID 


OJ990501_26. 


9A01 


.C3 


Gene No. 


15938 




Strand 


- 






Start . 


1078 




End 


1953 






Name 


OJ990501 26 


. 9A01 . C3 . o2 . gs 


Method 


GENSCAN 






Start 


1078 




End 


lobl 






GI" 


none 




Score 


.75 






Exons 


1078. .1691, 


1755 . .1861 










Seq. No. 


7549 




Seq. ID 


OJ990501_26. 


9A01 


.C3 


Gene No. 


15938 




Strand 


- 






Start 


1078 




End 


1953 






Name 


OJ990501 26 


. 9A01 . C3 . o2 . np 


Method 


AAT/NAP 






Start 


1442 




End 


i n c o 

l yo j 






GI 


5852180 




Score 


273 






Exons 


1442. .1795, 


1841. .1953 










GI Descrip. 


(AL117265) 


zhb00010.1 [Oryza 


sativa] 








Seq. No. 


7550' 




Seq. ID 


OJ990501_26. 


9A01 


.C4 


Gene No. ■ 


15939 




Strand 


+ 






Start 


230 




End 


323 






Name 


OJ990501 26 


. 9A01.C4 .ol.np 


Method 


AAT/NAP 






Start 


230 




End 


323 






GI 


5852175 




Score 


81 






Exons 


230. .323 












GI Descrip. 


(AL117265) 


zhb0005.1 [Oryza 


sativa] 








Seq. No. 


7550 




Seq. ID 


OJ990501__26. 


9A01 


.C4 


Gene No. 


15940 




Strand 


+ 






Start 


1736 




End 


2628 






Name 


OJ990501 26 


.9A01.C4.ol.gs 


Method 


GENSCAN 






Start 


1736 




End 


2628 






GI 


none 




Score 


.73 






Exons 


1736. .1898, 


2091. .2217, 2241 


. .2628 








Seq. No. 


7550 




Seq. ID 


OJ990501_26. 


9A01 


,C4 


Gene No. 


15941 




Strand 


+ 






Start 


7139 




End 


8111 






Name 


OJ990501 26 


. 9A01.C4 .o3.gs 


Method 


GENSCAN 







7872 




Start 


7139 


End 


8111 




GI 


none 


Score 


.97 




Exons 


7139. .7606, 7635.. 8111 








Seq. No. 


7550 


Seq. ID 


OJ990501_26.9A01. 


C4 


Gene No. 


15942 


Strand 


+ 




o tart 


9343 


End 


1 9 n O A 




Name 


OJ990501 26.9A01.C4.o4.gs 


Method 


GENSCAN 




Start 


9343 


End 


12024 




GI 


none 


Score 


.7 




Exons 


9343. .9439, 10242 .. 10263, 


10641. .10735 


, 10898. .11084, 






11518. .11738, 11966.. 12024 






Seq. No. 


7550 


Seq. ID 


OJ990501_26. 9A01. 


C4 


Gene No . 


15943 


Strand 


i 

T 




Start 


12986 


End 


13339 




Name 


.OJ990501 26. 9A01.C4.o5.gs 


Method 


GENSCAN 




Start 


12986 


End 


13339 




GI 


none 


Score 


. 99 




Exons 


12986. .13339 








Seq. No. 


7550 


Seq. ID 


OJ990501_26.9A01. 


C4 


Gene No. 


15944 


Strand 


- 




Start 


365 


End 


638 




Name 


OJ990501 26.9A01.C4.ol,gp 


Method 






Start 


365 


End 


638 




GI 


61605 1.R1084 


Score 


447 




Exons 


365. .638 








GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 l.Oe- 


137 Oryza sativa 






indica (GLA4) genomic DNA, 


chromosome 4 


, BAC clone:tl7804 


i 


Seq. No. 


7550 


Seq. ID 


OJ990501_26. 9A01. 


C4 


Gene No. 


15944 


Strand 


- 




Start 


365 


End 


638 




Name 


OJ990501 26.9A01.C4.o2.gp 


Method 






Start 


365 


End 


637 




GI 


.61605 1.R1084 


Score 


447 




Exons 


365.-637 








GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 l.Oe- 


137 Oryza sativa 






indica (GLA4) genomic DNA, 


chromosome 4 


, BAC clone :tl7804 


t 


Seq. No. 


7550 


Seq. ID 


OJ990501_26.9A01. 


C4 


Gene No. 


15945 


Strand 


- 




Start 


1627 


End 


2360 




Name 


OJ990501 26.9A01.C4.o3.gp 


Method 


AAT/GAP 




Start 


1627 


End 


2360 




GI 


101153 1.R1084 


Score 


384 




Exons 


1627. .1852, 2334. .2360 








GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 l.Oe- 


115 Oryza sativa 




indica(GLA4) genomic DNA, 


chromosome 4, BAC clone :t 17804 


i 


Seq. No. 


7550 


Seq. ID 


OJ990501_26.9A01. 


C4 


Gene No. 


15945 


Strand 






Start 


1627 


End 


2360 




Name 


OJ990501 26.9A01.C4.o4.gp 


Method 


AAT/GAP 




Start 


1771 


End 


1852 




GI • 


61605 1.R1084 


Score 


114 





7873 



Exons 


1771. .1852 






GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 1 . Oe- 


137 Oryza sativa 


indica (GLA4 ) genomic DNA, 


chromosome 4 


, BAC clone :tl7804 ? 


Seq. No. 


7550 


Seq. ID 


OJ990501_26.9A01.C4 


Gene No. 


15946 


Strand 




Start 


4373 


End 


6482 


Name 


OJ990501 26.9A01.C4.o2.gs 


Method 


GENSCAN 


Start 


4373 


End 


5206 


GI 


none 


Score 


.88 


Exons 


4373.. 5206 






Seq. No. 


7550 


Seq. ID 


OJ990501_26.9A01.C4 


Gene No. 


15946 


Strand 




OLaXL 


4373 


End 


fid fi? 


Name 


OJ990501 26.9A01.C4.o2.np 


Method 


AAT/NAP 


Start 


4380 


End 


6482 


GI 


4680203 


Score 


845 


Exons 


4380..5206, 6405. .6482 






GI Descrip. 


(AF114171) TNP2-like protein [Sorghum 


bicolor] 


Seq. No. 


7550 


Seq. ID 


OJ990501_26.9A01.C4 


Gene No. 


15946 


Strand 




Start 


4373 


End 


6482 


Name 


OJ990501 26.9A01.C4.o5.gp 


Method 


AAT/GAP 


Start 


5068 


End 


5654 


GI 


2310235 


Score 


304 


Exons 


5068.. 5206, 5617.. 5654 






GI Descrip. 


5852182/emb|CAB55420. 1 | 9. 


,0e-13 (AL117265) zhb0012.1 [Oryz, 




sativa] 






Seq. No. 


7550 


Seq. ID 


OJ990501_26. 9A01.C4 


Gene No. 


15947 


Strand 




Start 


9485 


End 


12985 


Name 


OJ990501 26.9A01.C4.o3.np 


Method 


AAT/NAP 


Start 


9485 


End 


12985 


GI 


5295951 


Score 


145 . 


Exons' 


9485.. 9506, 12763.. 12985 






GI Descrip. 


(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene 




partial cds . (U23857 ) [Oryza sativa] 




Seq. No. 


7550 


Seq. ID 


OJ990501_26. 9A01.C4 


bene jno . 


15948 


Strand 




Start 


14831 


End 


15061 


Name 


OJ990501 26.9A01.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4442 


End 


4732 


GI 


none 


Score 


103 


Exons 


4442. .4522, 4517. .4732, 4518. .4724 




Seq. No. 


7550 


Seq. ID 


OJ990501_26. 9A01.C4 


Gene No. 


15948 


Strand 




Start 


14831 


End 


15061 


Name 


OJ990501 26.9A01.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4504 


End 


4855 


GI 


none 


Score 


186 


Exons 


4504. .4755, 4520. .4765, 4521. .4757, 4748. .4855 



7874 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7550 Seq. ID OJ990501_26 . 9A01 . C4 

15948 Strand 

14831 End 15061 

OJ990501_26.9A01.C4.o6.gp Method AAT/GAP 

14700 End 15061 

5038851 Score 637 

14700. .15061 

4206208/gb|AAD11596.1|AAD11596 5.0e-14 (AF071527) hypothetical 
protein [Arabidopsis thaliana] >gi_4263041_gb_AAD15310_ 
(AC005142) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 7550 

Gene No. 15948 

Start 14831 

Name OJ990501_26 . 9A01 . C4 . ol . tm 

Start 14831 

GI none 

Exons 14831. .15058, 14832.. 15056 

Seq. No. 7550 

Gene No. 15948 

Start 14831 

Name OJ990501_26. 9A01.C4 .o6.gs 

Start 14831 

GI none 

Exons 14831. .15061 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_26.9A01.C4 
15061 

TBLASTX: Maize 

15058 

223 



OJ990501_26.9A01.C4 

15061 
GENSCAN 
15061 
.89 



Seq. No. . 7551 

Gene No. 1594 9 

Start 216 

Name OJ990501_26.9A01.C5.ol. 

Start 216 

GI none 

Exons 216.. 346, 722.. 760 

Seq. No. 7551 

Gene No. "15950 

Start 730 

Name OJ990501_2 6 . 9A01 . C5 . ol . 

Start 730 

GI 4680179 

Exons 730.. 837 

GI Descrip. (AF111709) polyprotein 

Seq. No. 7552 

Gene No. 15951 

Start 1 

Name OJ990501_2 6 . 9A01 . C6 . ol . 

Start 1 

GI 4680179 

Exons 1..1476, 1789.. 1814 

GI Descrip. (AF111709) polyprotein 

Seq. No. 7552 

Gene No. 15951 

Start 1 

Name OJ990501 26 . 9A01 . C6 . o2 . 



Seq. ID .OJ990501_26. 9A01.C5 
Strand 

End 7 60 

gs Method GENSCAN 

End 7 60 

Score .91 



Seq. ID OJ990501_26.9A01.C5 
Strand 

End 837 

np Method AAT/NAP 

End 837 

Score 170 

[Oryza sativa- subsp. indica] 

Seq. ID OJ990501_26.9A01.C6 
Strand 

End 1814 

np Method AAT/NAP 

End 1814 

Score 1235 

[Oryza sativa subsp. indica] 

Seq. ID OJ990501_26.9A01.C6 
Strand 

End 1814 

tw Method TBLASTX : Wheat 



7875 




Start 


34 . 


End 


431 




GI 


none 


Score 


62 




Exons 


34. .204, 59. .178, 267. .431 


, 268. .381 






Seq. No. 


7552 


Seq. ID 


OJ990501_26.9A01 


.C6 


Gene No . 


1 CQC1 


Strand 






Start 


1 


End 


1814 




Name 


OJ990501 26.9A01.C6.ol.gs 


Method 


GENS CAN 




Start 


78 


End 


1499 




GI 


none . 


Score 


.74 




Exons 


78. .194, 380. .1499 








Seq. No. 


7552 


Seq. ID 


OJ990501_26.9A01 


.C6 


Gene No . 


1 CQC1 


O -f- v--, nr ] 

b rrana 






Start 


1 


End 


1814 




Name 


OJ990501 26.9A01.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


735 


End 


1079 




GI 


none 


Score 


43 




Exons 


735. .1079, 884. .976, 949.. 


1053 






Seq. No. 


7552 


Seq. ID 


OJ990501_26.9A01 


.C6 


bene no . 




OUlallQ 






Start 


1 


End 


1814 




Name 


OJ990501 26.9A01.C6.ol.tm 


Method 


TBLASTX: Maize-.' 




Start 


780 


End 


1079 




GI 


none 


Score 


47 




Exons 


780. .1079, 781. .861, 949.. 


1053 






Seq. No. 


7552 


Seq. ID 


OJ990501_26.9A01 


.C6 


Gene No. 


1 C ft C 1 

15951 


Strand 






Start 


1 


End 


1814 




Name 


OJ990501 26.9A01.C6.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1131 


End 


1313 




GI 


none 


Score 


132 




Exons 


1131.. 1313, 1132.. 1311 








Seq. No. 


7553 


Seq. ID 


OJ990501_26.9A01 


.C7 


Gene No. 


' 15952 


Strand 


+ 




Start 


6604 


End 


6670 




Name 


OJ990501 26.9A01.C7.ol.gp 


Method 


AAT/GAP 




Start 


6604 


End 


6670 




GI 


uC-osroM202024h08al 


Score 


87 




Exons 


6604. .6670 








GI Descrip. 


'5852170/emb |AL117265.1|OST17804 5 . Oe- 


84 Oryza sativa 






indica (GLA4 ) genomic DNA, 


chromosome 4 


, BAC clone:tl7804 ' 


Seq. No. 


7553 


Seq. ID 


OJ990501_26. 9A01 


.C7 


Gene No. 


15953 


Strand 


+ 




o tar l 


12600 


End 


18168 




Name 


OJ990501 26.9A01.C7.o6.np 


Method 


AAT/NAP 




Start 


12600 


End 


18165 




GI 


4680179 


Score 


2039 




Exons 


12600. .12621, 16845. .18165 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


7553 


Seq. ID 


OJ990501_26.9A01 


r C7 


Gene No., 


15953 


Strand 


+ 





7876 



Start 


12600 


End 


18168 




Name 


OJ990501 26.9A01.C7.o2.gp 


Method 


AAT / GAP 




Start 


14124 


End 


14349 




GI 


uC-osroM202024h08al 


Score 


331 




Exons 


14124. .14349 








GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 5.0e- 


84 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :tl7804 


t 


Seq. No. 


/ JJJ 


oeq. iu 


OJ990501_26.9A01. 


C7 


Gene No. 




otrana 


+ 




Start 


1 O CLC\C\ 
L£. OUU 


Cjiia 


1 Q1 jTQ 




Name 


OJ990501 26.9A01.C7.o4.np 


Method 


AAT /NAP 




Start 


14631 


End 


16091 




GI 


5852180 


Score 


319 




Exons 


14631. .14735, 15761.. 16091 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


7553 


Seq. ID 


OJ990501_26.9A01. 


C7 


Gene No. 


15953 


Strand 


+ 




Start 


12600 


End 


18 1'68 




Name 


OJ990501 26.9A01.C7.o4.gp 


Method 


7\ 7\ rp / r*Ti D 

AA1 /bAr 




Start 


15466 


End 


15536 




GI 


uC-osroM202024h08al 


Score 


91 




Exons 


15466. .15536 








GI Descrip. 


'5852170/emb|AL117265.1|OST17804 5.0e- 


84 Oryza sativa 






indica (GLA4 ) genomic *DNA, chromosome 4 


, BAC clone: tl7804 


i 


Seq. No. 


7553 


Seq. ID 


OJ990501_26.9A01. 


C7 


Gene No. 


15953 


Strand 


+ 




Start 


12600 


End 


18168 




Name 


OJ990501 26.9A01.C7.o5.gs 


Method 


GENSCAN 




Start 


16927 


End 


18168 




GI 


none 


Score 


.62 




Exons 


16927. .18168 








Seq. No. 


7553 


Seq. ID 


OJ990501_26.9A01. 


C7 


Gene No. 


15954 


Strand 






btart 


1 : 


End 


o y o 




Name 


OJ990501 26.9A01.C7.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


378 




GI 


4512229 


Score 


646 




Exons 


1. .378 








GI Descrip. 


. (AB014740) ORF0 protein [Oryza sativa] 






Seq. No. 


7553 


Seq. ID 


OJ990501_26.9A01. 


C7 


Gene No. 


15954 


Strand 






Start 


1 


End 


895 




Name 


OJ990501 26.9A01.C7.ol.gs 


Method 


GENSCAN 




Start 


24 


End 


895 




GI 


none 


Score 


.44 




Exons 


24. .378, 893. .895 








Seq. No. 


7553 


Seq. ID 


OJ990501_26.9A01. 


C7 


Gene No. 


15955 


Strand 






Start 


6876 


End 


18767 




Name 


OJ990501 26.9A01.C7.o3.gs 


Method 


GENSCAN 




Start 


6876 


End 


12444 





7877 




GI 


none 


Score 


.54 




Exons 


6876.. 6971, 7013.. 7150, 8165. 


.8266, 8351. .8565, 8788. .12218, 




12332.. 12444 








Seq. No. 


7553 


Seq. ID 


ojyyuoui ^b.yAui 


. C / 


Gene No. 


15955 


Strand 






Start 


6876 


End 


18767 




Name 


OJ990501 26.9A01.C7.o7.tm 


Method 


TBLASTX: Maize 




Start 


7993 


End 


18172 




GI 


none 


Score 


140 




Exons 


7993.. 8034, 8027.. 8239, 17929 


. .18141, 


17955. .18050, 






18143. .18172, 18143. .18172 








Seq. No. 


7553 


oeq. iJJ 






Gene No. 


15955 


Strand 






Start 


DO / D 


End 


18767 




Name 


OJ990501 26.9A01.C7.o2.np 


Method 


AAT/NAP 




Start 


8003 


End 


13058 




GI 


4680179 


Score 


5648 




Exons, 


8003.. 12381, 12943.. 13058 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa : 


subsp. indica] 




Seq. No. 


7553 


Seq. ID 


OJ990501_26. 9A01 


.C7 


Gene No. 


15955 


Strand 






Start - 


6876 


End 


18767 




■Name 


OJ990501 26.9A01.C7.o5.tw 


Method 


TBLASTX: Wheat 




Start 


8048 


End 


18120 




GI 


none 


Score 


59 




Exons 


8048.. 8380, 8264.. 8377, 8307. 


.8381, 17787. .18068, 17788 


. .18120 


Seq. No. 


7553 


Seq. ID 


OJ990501_26.9A01 


.C7 


Gene No. 


15955 


Strand 






Start 


6876 


End 


18767 




Name 


OJ990501 26.9A01.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


8243 


End 


17925 




GI 


none 


Score 


47 




Exons 


8243.. 8668, 8253.-8339, 8367. 


.8669, 8664. .8819, 8666.-8827, 




8673.. 8819, 8675.. 8821, 17340 


. .17495, 


17341. .17502, 






17355. .17504, 174 99 .. 17672, 17500 .. 17 925 , ■ 17 620 . . 17 904 , 






17727. .17924 








Seq. No. 


7553 


Seq. ID 


OJ990501_26.9A01 


.C7 


Gene No. 


15955 


Strand 






Start 


6876 


End 


18767 




Name 


OJ990501 26.9A01.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8381 


End 


17787 




GI 


none 


Score 


51 




Exons 


8381.. 9007, 8382.. 8450, 8387. 


.8632, 8493. .9005, 17161.. 


17787, 




17220. .17669, 17727. .17786 








Seq. No. 


7553 


Seq. ID 


OJ990501_26.9A01 


,C7 


Gene No. 


15955 


Strand 






Start 


6876 


End 


18767 




Name 


OJ990501 26.9A01.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


8876 


End 


17292 




GI 


none 


Score 


283 




Exons 


8876. .9166, 8880. .9167, 8896. 


.9168, 9067.. 9168, 17001.. 


17288, 



7878 



17001. .17288, 17002. .17292 





Seq. No. 


7553 








Seq. ID 


OJ990501_26.9A01.C7 




Gene No. 


15955 








Strand 


- 




Start 


6876 








End 


18767 




Name 


OJ990501 26. 


9A01 


.C7.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


8966 








End 


17202 




GI 


none 








Score 


188 




Exons 


8966. .9226, 


8967 


. .9224, 


16942 


. .17202, 


16953. . 17201 




beq. no. 


. 7553 








Seq. ID 


OJ990501_26.9A01.C7 




Gene No. 


15955 








Strand 






Start 


6876 








End 


18767 




Name 


OJ990501 26. 


9A01 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


8990 








End 


17178 * 




GI 


none 








Score 


86 




Exons 


8990. .9133, 


9009 


. .9131, 


9134. 


.9316, 16852. . 17034, 17035. .1* 






17037. .17177 












Seq. No. 










Seq. ID 


OJ990501_26.9A01.C7 




Gene No. 


1 CQCC 

ioyoo 








Strand 






Start 


£ q ^ £ 

DO / O 








End 


18767 




Name 


oo y yuoui z o . 


yAui 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


yui4 








End 


17154 




GI 


none 








Score 


385 


,: av 


Exons 


9014. .9550, 


9015 


. .9548, 


16846 


. .17154, 


16872. . 17150, 16873. 


L ! S 

i 


Seq. No. 


/JJJ 








Seq. ID 


OJ990501_26.9A01.C7 


Gene No. 


1 c. o c c 








Strand 




/ K [ 


Start 


con a 
bo / b 








End 


18767 


i- t-j 


Name 


uj y yuou x z o . 


y/\u l 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


QCQ1 

yoo i 








End 


9934 




GI 


none 








Score 


49 




Exons 


9581. .9934, 


9588 


. .9620, 


9596. 


.9928, 9666.. 9929 




Seq. No. 


7553 . 








Seq. ID 


OJ990501_26.9A01.C7 


"■nj 


Gene " No . 


15955 








Strand 




lis: 


Start 


6876 








End 


18767 




Name 


OJ990501 26. 


9A01 


.C7.o3. 


tw 


Method 


TBLASTX: Wheat 


cii 


Start 


9581 








End 


10007 




GI 


none 








Score 


250 




Exons 


9581. .9958, 


9581 


. .10006 


, 9588 


. .10007 






Seq. No. 


7553 








Seq. ID 


OJ990501_26.9A01.C7 




Gene No. 


15955 








Strand 






Start 


6876 








End 


18767 




Name 


OJ990501 26. 


9A01 


.C7.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


9752 








End 


10000 




GI 


none 








Score 


211 




Exons 


9752. .10000 














Seq. No. 


7553 








Seq. ID 


OJ990501_26.9A01.C7 




Gene No. 


15955 








Strand 






Start 


6876 








End 


18767 




Name 


OJ990501 26. 


9A01, 


.C7.o5. 


tm 


Method 


TBLASTX : Maize 




Start 


9936 








End 


10273 




GI 


none 








Score 


153 



7879 



Exons 



9936. .10220, 9941. .10273 



Seq. No. 7553 

Gene No. 15955 

Start 6876 

Name OJ990501_26 . 9A01 . C7 . 06 . tw 

Start 10008 

GI none 

Exons 10008. .10262, 10008 .. 10268 , 
10040.. 10282 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_26.9A01.C7 
18767 

TBLASTX: Wheat 

10282 

254 



10010. .10270, 10033. .10266, 



Seq. No. 7553- 

Gene No. 15955 

Start 6876 

Name OJ990501_26 . 9A01 . C7 . ol . ts 

Start 10022 

GI none 

Exons 10022. .10273, 10032 .. 10262 , 
10301. .10381, 10328. .10381, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990501 26.9A01.C7 



18767 

TBLASTX : Soybean 
10417 
168 

10079. .10276, 10236. .10379, 
10385. .10417, 10385. .10417 



Seq. No. . 7553 Seq. ID 

Gene No. 15955 Strand 

Start 6876 End 

Name OJ990501_26 . 9A01 . C7 . o4 . tm Method 

Start 10328 End 

GI none Score 

Exons 10328. .10771, 10337.. 10699 



OJ990501_26.9A01.C7 
18767 

TBLASTX: Maize 
10771 - ■ 

125 



Seq. No. 7553 

Gene No. 15955 

Start 6876 

Name OJ990501_26 . 9A01 . C7 . o4 . tw 

Start 10358 

GI none 

Exons 10358. .10840, 10400 .. 10729, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_26. 9A01.C7 
18767 

TBLASTX: Wheat 

10844 

209 



10554. .10844 



Seq. No. 7553 Seq. ID 

Gene No. 15955 Strand 

Start 6876 End 

Name OJ990501_26 . 9A01 . C7 . o4 . ts Method 

Start 10490 End 

GI none Score 

Exons 10490. .10804 



OJ990501_26. 9A01.C7 
18767 

TBLASTX : Soybean 

10804 

194 



Seq. No. 7553 Seq. ID 

Gene No. 15955 Strand 

Start 6876 End 

Name OJ990501_26 . 9A01 . C7 . 08 . tw Method 

Start 10979 End 

GI none Score 

Exons 10979. .11326 



OJ990501_26.9A01.C7 
18767 

TBLASTX: Wheat 

11326 

235 



Seq. No. 7553 Seq. ID 

Gene No. 15955 Strand 

Start 6876 < End 

Name OJ990501_26 . 9A01 . C7 . 08 . tm Method 

Start 11060 End 



OJ990501_26.9A01.C7 
18767 

TBLASTX: Maize 
11380 



7880 




GI 


none 




Score 


188 






Exons 


11060. .11380 












Seq. No. 


7553 




Seq. ID 


OJ990501 


_26.9A01 


.C7 


Gene No. 


loyoo 




Strand 








Start 


6876 




End 


18767 






Name 


OJ990501 26.9A01.C7 


. o7. tw 


Method 


TBLASTX: 


Wheat 




Start 


11681 




End 


12026 






GI 


none 




Score 


36 






Exons , 


11681. .12025, 11830 


. .11865, 


11895. .12026 






Seq. No. 


7553 




Seq. ID 


OJ990501 


_26.9A01 


.CI 


Gene No. 


1 CQCC 




Strand 








Start 


6876 




End 


18767 






Name 


OJ990501 26.9A01.C7 


. 06. tm 


Method 


TBLASTX : 


Maize 




Start 


11726 




End 


12025 






GI 


none 




Score 


47 






Exons 


11726. .12025, 11727 


. .11807, 


11878. .11907, 11895 


. .11999 




Seq. No. 


7553 




Seq. ID 


O J? 90501 


_2 6.9A01 


.C7 


Gene No . 


1 CQCC 




Strand 








Start 


6876 




End 


18767 






Name j 


OJ990501 26.9A01.C7, 


.o9.tw 


Method 


TBLASTX: 


Wheat 




Start 


12077 




' End 


12278 






GI . 


none 




Score 


146 






Exons 


12077. .12277, 12078. 


. .12278 










Seq. No. 


7553 




Seq. ID 


OJ990501 


_26.9AQ1 


.C7 


Gene No . 


1 CQCC 

loyoo 




Strand 








Start 


6876 




End 


18767 






Name 


OJ990501 26.9A01.C7. 


. o4 .gs 


Method 


GEN SCAN 






Start 


12730 




End 


16469 






GI 


none 




Score 


.78 






Exons 


12730. .13494, 14813. 


, .14901, 


15900. .16111, 16372 


. .16469 




Seq. No. 


7553 




Seq. ID 


OJ990501 


_26.9A01 


.C7 


Gene No. 


15955 




Strand 










6876 




End 


- t 18767 






Name 


OJ990501 26.9A01.C7, 


, o3.np 


Method 


AAT/NAP 






Start 


12733 




End 


13494 






GI 


4512229 




Score 


1228 






Exons 


12733. .13494 












GI Descrip. 


(AB014740) ORF0 protein [Oryza sativa] 








Seq. No. 


7553 




Seq. ID 


OJ990501 


_26.9A01 


.C7 


Gene No. 


15955 




Strand 








Start 


6876 




End 


18767 






Name 


OJ990501 26.9A01.C7. 


o5 .np 


Method 


AAT/NAP 






Start 


14728 




End 


18767 






GI 


6063554 




Score 


232 






Exons 


14728. .14901, 15873. 


.16127, 


16210. .16504, 18695 


. .18767 





GI Descrip. (AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 7554 Seq. ID OJ990501__26 . 9A01 . C8 

Gene No. 15956 Strand + 



7881 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



11244 * 
AAT/GAP 
2891 
5026 



OJ990501_26 . 9A01 . C8 . ol . gp 
1 

342_1.R1084 
1..2891 

' 4574406/gb | AAD24042 .1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



7554 
15956 
1 

OJ990501_26 . 9A01 . C8 . ol . np 
1 

6742729 
1..1769 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990501_26.9A01.C8 

Strand + 

End 11244 

Method AAT/NAP 

End 1769 

Score 2779 



7554 

15956 

1 

OJ990501_26 . 9A01 . C8 . o3 . tw 
22 

none 



Seq. ID OJ990501_26.9A01.C8 



Strand 
End 

Method 

End 

Score 



+ 

11244 

TBLASTX: Wheat 

386 

72 



22. .72, 23. .76, 90. .170, 90. .176, 91. .177, 157. .381, 177... 386, 
178. .381, 180. .386 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7554 

15956 

1 

OJ990501_26 . 9A01 . C8 . o3 . tm 
26 

none 

26. .97, 91. .216, 226. .420 

7554 
15956 

1. : " 

OJ9905bl_26.9A01.C8.ol.gs 

127 

none 



Seq. ID OJ990501_26.9A01.C8 

Strand + 

End 11244 

Method TBLASTX : Mai ze 

End 420 

Score 77 



Seq. ID OJ990501_26._9A01.C8 



Strand 
End 

Method 

End 

Score 



+ 

11244 
GENSCAN 
11072 
.5 



127. .2183, 3034. .3132, 3702. .3873, 3911. .4114, 4168. .4270, 
5560. .5648, 6633. .7429, 7912. .8040, 8065. .9923, 10355 .. 104 97, 



10786. .10897, 10989. .11072 

7554 Seq. ID 

15956 Strand 

1 End 

OJ990501_26 . 9A01 . C8 . ol . ts Method 

250 End 

none Score 
250. .492 



OJ990501_26.9A01.C8 
+ 

11244 

TBLASTX: Soybean 

492 

216 



Seq.. No. 7554 Seq. ID 

Gene No. 15956 Strand 

Start 1 End 

Name OJ990501_26 . 9A01 . C8 . o4 . tw Method 

Start 526 End 



OJ990501_26.9A01.C8 
+ 

11244 

TBLASTX: Wheat 
935 



7882 






GI 


none 


Score 


84 




Exons 


526. .588, 528. .575, 594. .776, 


598. .816, 


844. .933, 849. .935 






850.. 933 








Seq. No. 


7554 


Seq. ID 


OJ990501_26.9A01.C8 




Gene No. 


15956 


Strand 


+ 




Start 


1 


End 


11244 




Name 


OJ990501 26.9A01.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


936 


End 


2253 




GI 


none 


Score 


348 . 




Exons 


936. .1661, 936. .1838, 937. .1854, 1849.. 


1893, 1853. .1888, 






1896.. 1991, 1900.. 1959, 1938. 


.2078, 1939.. 2079, 2092.. 2172 






2161. .2253 








Seq. No. 


7554- 


Seq. ID 


OJ990501_26. 9A01.C8 




Gene No. 


15956 


Strand 


+ 




Start 


1 


End 


11244 




Name 


OJ990501 26.9A01.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


979 


End 


1293 




GI 


none 


Score 


313 




Exons 


979. .1293, 990. .1265, 1063. .1293 






Seq. No. 


7554 


Seq. ID 


OJ990501_26.9A01.C8 


Q 


Gene No. . ' 


15956 


Strand 


+ 




Start 


1. 


End 


11244 




Name 


OJ990501 26.9A01.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


1220 


End 


1671 


rii 


GI 


none 


Score 


190 




Exons 


1220. .1402, 1224. .1661, 1224. 


.1667, 1228. .1671, 1522. .1671 




Seq. No. 


7554 


Seq. ID 


OJ990501_26.9A01.C8 


Q 


Gene No. 


15956 


Strand 


+ 


m 


Start 


1 


End 


11244 




Name 


OJ990501 26.9A01.C8.o3.np 


Method 


AAT/NAP 


: 3 ; 
:s? 


Start 


6633 


End 


7430 




GI 


4512231 


Score 


1329 


ss'g 


Exons 


6633. .7430 








GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 




: si 


Seq. No. 


7554 


Seq. ID 


OJ990501_26.9A01.C8 




Gene No. 


15956 


Strand 


+ 




Start 


1 


End 


11244 




Name 


OJ990501 26.9A01.C8.o4.np 


Method 


AAT/NAP 




Start 


7103 


End 


11244 




GI 


4680179 


Score 


1893 




Exons 


7103.. 7191, 7729.. 8704, 8732. 


.9672, 11216.. 11244 




GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


7554 


Seq. ID 


OJ990501_26.9A01.C8 




Gene No. 


15956 


Strand 


+ 




Start 


1 


End 


11244 




Name 


OJ990501 26.9A01.C8.o7.tw 


Method 


TBLASTX: Wheat 




Start 


7855 


End 


8053 




GI 


none 


Score 


213 




Exons 


7855. ..8052, 7856.. 8053 







Seq. No. 7554 Seq. ID OJ990501_26 . 9A01 . C8 



7883 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



15956 
1 

OJ990501_26. 

8102 

none 

8102. .8299, 

7554 

15956 

1 

OJ990501_26, 

8105 

none 

8105. .8410 

7554 

15956 

1 

OJ990501_26, 

8789 

none 

8789. .9142, 

7554 

15956 

1 

OJ990501_26. 

9274 

none 

9274. .9645, 

7554 

15956 

1 

OJ990501_26. 

9284 

none 

9284'. .9574, 

7554 

15956 

1 

OJ990501_26. 

9311 

none 

9311. .9625 

7554 

15956 

1 

OJ990501_26. 

9635 

none 

9635. .9880, 

7554 
15956 



9A01.C8.o5.tw 
8105. .8455 

9A01.C8.o4.tm 



9A01.C8.o6.tw 
8789. .9067 

9A01.C8.o2.tw 
9275. .9646, 9384, 

9A01.C8.o2. tin 
9286. .9576 

9A01.C8.o2.ts 



Strand + 

End 11244 

Method TBLASTX : Wheat 

End 8455 

Score 316 



Seq. ID OJ990501_26.9A01.C8 

Strand + 

End 11244 

Method TBLASTX: Maize 

End 8410 

Score 240 



Seq. ID OJ990501_26.9A01.C8 

Strand + 

End 11244 

Method TBLASTX : Wheat 

End 9142 

Score 258 



Seq. ID OJ990501_26.9A01.C8 

Strand +.. 

End 11244 

Method TBLASTX : Wheat 

End 9671 

Score 435 
.9671 

Seq. ID OJ990501_26.9A01.C8 

Strand + 

End 11244 

Method TBLASTX: Maize 

End 9576 

Score 311 



Seq. ID OJ990501_26.9A01.C8 

Strand + 

End 11244 

Method TBLASTX : Soybean 

End 9625 

Score 195 



9A01.C8.o5.tm 



9652. .9699, 9810. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.9872 

Seq. ID 
Strand 



OJ990501_26.9A01.C8 
+ 

11244 

TBLASTX: Maize 

9880 

238 



OJ990501_26.9A01.C8' 
+ 



7884, 



Start 
Name 
Start 
GI 

Exons 



OJ990501_26. 9A01.C8.o8.tw 

9674 

none 

9674. .9892 



End 

Method 

End 

Score 



11244 

TBLASTX: Wheat 

9892 

209 



Seq. No. 


7555 Seq. ID 


OJ990501_26.9A01 


.C9 


Gene No. 


15957 Strand 


+ 




Start 


1126 End 


1747 




Name 


OJ990501 26.9A01.C9.ol.np Method 


AAT/NAP 




Start 


1126 End 


1747 




GI 


4680204 Score 


237 




Exons 


1126. .1747 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


7556 Seq. ID 


OJ990501_26.9A01 


.C10 


Gene No. 


15958 Strand 


+ 




Start 


1 End 


11180 




Name 


OJ990501 26.9A01.C10.ol.np Method 


AAT/NAP 




Start 


1 End 


3017 




GI 


4680204 Score 


744 




Exons 


1..756, 831. .1930, 2040. .2213, 2310. .2529, 2880. .3017 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq'. No. 


7556 Seq. ID 


OJ990501_26. 9A01 


.C10 


Gene No. 


15958 Strand 


+ 




Start 


1 End 


11180. 




Name 


OJ990501 26.9A01.C10.o2.np Method 


. AAT/NAP 




Start 


1 End 


11171 




GI 


1707012 Score 


239 




Exons 


1..55, 931. .972, 1064. .1294, 10928. .11171 




GI Descrip. 


(U78721) putative tyrosyl-tRNA synthetase [Arabidopsis 


thaliana 


Seq. No. 


7556 Seq. ID 


OJ990501_26.9A01 


.C10 


Gene No. 


15958 Strand 


+ 




Start 


1 , End 


11180 




Name 


OJ990501 26.9A01.C10.ol.gs Method, 


GENS CAN 




Start 


16 End 


3062 




GI 


none Score 


.77 




Exons 


16. .756, 831. .1930, 2040. .2213, 2310.. 


2420, 2505.. 2577, 






2850.. 3062 






Seq. No. 


7556 Seq. ID 


OJ990501_26. 9A01 


.C10 


Gene No. 


15958 Strand 


+ 




Start 


1 End 


11180 




Name 


OJ990501 26. 9A01.C10.o2.gs Method 


GENSCAN 




Start 


3577 End 


7709 




GI 


none Score 


.62 




Exons 


3577. .3606, 5359. .5442, 5693. .5833, 61 


82. . 6357, 6455. .7206, 




7609.. 7709 






Seq. No. 


7556 Seq. ID 


OJ990501_26. 9A01 


.C10 


Gene No. 


15958 Strand 


+ 




Start 


1 End 


11180 




Name . 


OJ99050L 26. 9A01 . C10 . o3 . gp Method 


AAT/GAP 




Start 


574 4 End 


6353 




GI 


none Score 


648 





7885 




Exons 


5744. .5875, 5989. 


.6032, 6182.. 6353 






Seq. No. 


7556 




Seq. ID 


OJ990501_26.9A01 


.C10 


bene No. 






Oil GlilU. 


X 




Start 


1 




£jI1U. 


11180 




Name 


OJ990501 26.9A01. 




Ma *t~ /~\ /H 

irictnou 


AAT/GAP 




Start 


6508 




EjIIQ. 


6932 




GI 


none 




Score 


810, 




Exons 


6508. .6932 










Seq. No. 


7556 




Seq. ID 


OJ990501_26. 9A01 


.C10 


Gene No. 






Strand 


j_ 

T 




Start 


1 




End 


11180 




Name 


OJ990501 26.9A01. 


C10.o3.gs 


Method 


GEN SCAN 




Start 


9269 




End 


11180 




GI 


none 




Score 


.66 




Exons 


9269.-9299, 10500 


i. .10556, 10786. .11180 






Seq. No. 


7556 




Seq. ID 


OJ990501_26. 9A01 


.C10 


Gene No. 


15958 




Strand 


+ 




Start 


1 




End 


11180 




Name 


OJ990501 26.9A01. 


C10.o5.gp 


Method 


AAT/GAP 




Start 


10803 • 




End 


11136 




GI 


76082 1.R1084 




Score 


630 




Exons 


10803. .11136 










GI Descrip. 


'2842486/emb|CAA16883.1| 1. 


0e-27 (AL021749) putative protein 




[Arabidqpsis thaliana] 1 








Seq. No. 


7556 




Seq. ID 


OJ990501_26.9A01 


.C10 


Gene No. 


15959 




Strand 






Start 


3403 




End 


3546 




Name 


OJ990501 26.9A01. 


C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


69 




End 


408 




GI 


none 




Score 


145 




Exons 


69. .218, 70. .231, 


235. .372, 


295. .369, 


376. .408 




Seq. No. 


7556 ■ 




Seq. ID 


OJ990501_26. 9A01 


.C10 


Gene No . 


15959 




Strand 






Start 


3403 




End 


3546 




Name 


OJ990501 26.9A01. 


C10.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1857 




End 


2379 




GI 


none 




Score 


60 




Exons 


1857.. 1937, 2026. 


.2208, 207 


6.. 2201, 2308.. 2379 




Seq. No. 


7556 




Seq. ID 


OJ990501_26. 9A01 


.C10 


Gene No. 


15959 




Strand 






Start 


3403 




End 


3546 




Name 


OJ990501 26.9A01. 


C10.o2.gp 


Method 


AAT/GAP 




Start 


3403 




End 


3546 




GI 


21474 1.R1084 




Score 


228 




Exons 


3403. .3546 










GI Descrip. 


'3894159 2.0e-10 


(AC005312) 


hypothetical protein [Arabidopsi: 




thaliana] ' 










Seq. No. 


7556 




Seq. ID 


OJ990501_26.9A01 


.C10 


Gene No. 


15960 




Strand 






Start 


6179 




End 


6710 





7886 




Name 


OJ990501 26.9A01.C10.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


6179 




End 


6653 


GI 


none 




Score 


123 


Exons 


6179. .6208, 6220. .6345, 


6230 


..6373, 6235.-6357, 6486.-6545, 




6582. .6653 








Seq. No. 


7556 




Seq. ID 


OJ990501_26. 9A01.C10 


Gene No . 


loy bu 




Strand 




Start 


6179 




End 


6710 


Name 


OJ990501 26.9A01.C10.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


6179 




End 


6710 


GI 


none 




Score 


237 


Exons 


6179.. 6400, 6190.. 6357, 


6486 


..6710, 6513. .6572, 6554. .6706 


Seq. No. 


7556 




. Seq. ID 


OJ990501_26. 9A01.C10 


Gene No. 


15960 




Strand 




b car u 


Ol / J 




End 


6710 


Name 


OJ990501 26.9A01.C10.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


6185 




End 


6626 


GI 


none 




Score 


49 


Exons 


6185.. 6214, 6188.. 6217, 


6226 


..6369, 6229. .6357, 6230. .6394, 




6486.. 6626, 6554.. 6625 








Seq. No. 


7556 




Seq. ID 


OJ990501_26. 9A01.C10 


Gene No. 


ijybi 




Strand 




Start 


6789 




End 


7211 


Name 


OJ990501 26.9A01.C10.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


6789 




End 


7211 


GI 


none 




Score 


320 


Exons 


6789.. 7211, 6950.. 7210 








Seq. No. 


7556 




Seq. ID 


OJ990501_26. 9A01.C10 


bene no. 


15962 




Strand 




Start 


10880 




End 


11144 • 


Name 


OJ990501 26.9A01.C10.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


10880 




End 


11144 


GI 


none 




Score 


•152- 


Exons 


10880. .10984, 10881. .11009, 


11072. .11140, 11073.. 11144 


Seq. No. 


7556 




Seq. ID 


OJ990501_26.9A01.C10 


Gene No. 


15962 




Strand 




Of a v-+- 

o car r 


10880 




End 


11144 


Name 


OJ990501 26. 9A01.C10.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


10886 




End 


11144 


GI 


none 




Score 


151 


Exons 


10886. .10987, 10890 .. 11006, 


10938. .11018, 11072- .11140, 




11073. .11144, 11079. .11141 






Seq. No. 


7557 




Seq. ID 


OJ990501_26.9A01.C11 


Gene No. 


15963 




Strand 


+ 


Start 


2526 




End 


2710 


Name 


OJ990501 26.9A01.Cll.ol 


• gp 


Method 


AAT/GAP 


Start 


2526 




End ' 


2659 


GI 


76082 1.R1084 




Score 


201 


Exons 


2526. .2659 








GI Descrip. 


, 28424 86/emb|CAA16883. 1 


I 1.0e-27 (AL021749) putative protei: 



[Arabidopsis thaliana]' 



7887 



Seq. No. 7557 Seq. ID 

Gene No. 15963 Strand 

Start 2526 End 

Name OJ990501_26 . 9A01 . Cll . o2 . np Method 

Start 2526 End 

GI 4056457 Score 

Exons 2526.. 2710 

GI Descrip.. (AC005990) ESTs gb 1234051 and gb|F13722 come from this gene. 
[Arabidopsis thaliana] 



OJ990501_26.9A01.C11 
+ 

2710 
AAT/NAP 
2710 
223 



Seq. No. 


7557 




Seq. ID 


OJ990501_26. 


.9A01.C11 


Gene No. 


15964 




Strand 


+ 




Start 


5823 




End 


6095 




Name 


OJ990501 26. 


9A01.Cll.o2.gp 


Method 


AAT/GAP 




Start 


5823 




End 


6095 




GI 


none 




Score 


488 




Exons 


5823. .6095 










Seq. No. 


7557 




Seq. ID 


OJ990501_26. 


, 9A01.C11 


Gene No. 


15965 




Strand 


+ 




Start 


6486 




End 


6554 




Name 


OJ990501 26. 


9A01.Cll.o3.gp 


Method 


AAT/GAP 




Start 


6486 




End 


6554- 




GI 


none 




Score 


125 




Exons 


6486. .6554 










Seq. No. 


7557 




Seq. ID 


OJ990501_26. 


. 9A01.C11 


Gene No. 


15966 




Strand 






Start 


1916 




End 


2213 




Name 


OJ990501 26. 


9A01.Cll.ol.np 


Method 


AAT/NAP 




Start 


1916 




End 


2213 




GI 


82515 




Score 


249 




Exons 


1916. .2213 










GI Descrip. 


hypothetical 


12. 5K (psbl-psbD 


intergenic region) - 


rice 




chloroplast 


gil 11963 |emb|CAA34012 | (X15901) ORF100 


[Oryza 



sativa] gi | 226681 | prf | | 1603356F ORF 100 [Oryza sativa] 



Seq. No. 


7557 








Seq. ID 


OJ990501_26. 9A01 


.Cll 


Gene No. 


15967 








Strand 






Start 


2515 








End 


2728 




Name 


OJ990501 26 


.9A01. 


Cll.ol. 


,ts 


Method 


TBLASTX : Soybean 




Start 


2515 








End 


2710 




GI 


none 








Score 


258 




Exons 


2515. .2709, 


2525. 


.2710 










Seq. No. 


7557 








Seq. ID 


OJ990501_26.9A01 


.Cll 


Gene No. 


15967 








Strand 






Start 


2515 








End 


2728 




Name 


OJ990501 26 


.9A01. 


Cll.ol. 


,tc 


Method 


TBLASTX: Cress 




Start 


2524 








End 


2704 




GI 


none 








Score 


244 




Exons 


2524. .2703, 


. 2525. 


.2704, 


2576. 


.2704 . 






Seq. No. 


7557 








Seq. ID 


OJ990501_26.9A01 


.Cll 


Gene No. 


15967 








Strand 






Start 


2515 








End 


2728 





7888 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990501_26 . 9A01.Cll.ol. tm 

2524 

none 

2524.. 2718, 2525.. 2728 

7558 

15968 

83 

OJ990501_26. 9A01.C12.ol.gs 
83 

none 

83. .259, 271. .295, 587. .684, 
3374. .3726, 3876. .4063 

7558 

15968 

83 

OJ990501_26-9A01-C12.ol.np 

2314 

477043 

2314.. 2486, 2661.. 2835, 3384 
glucan 1, 3-beta-glucosidase 
albicans ) 

7558 
15969 
'95 

OJ990501_26 . 9A01 . C12 . ol . gp 
95 

none 
95. .160 



Method TBLASTX: Maize 
End 2728 
Score 268 



Seq. ID OJ990501_26.9A01.C12 

Strand + 

End 5010 

Method GENSCAN 

End 4063 - 

Score .87 
1188. .1352, 2317. .2486, 2661. .2816, 



Seq. ID OJ990501_26.9A01.C12 

Strand '-"*'+ 

End 5010 

Method AAT/NAP 

End 5010 

Score 179 
..3618, 4979. .5010 
(EC 3.2.1.58) - yeast (Candida 



Seq. ID OJ990501_26.9A01.C12 

Strand 

End 160 

Method AAT/GAP 

End 160 



Score 



100 



Seq. No. 7558 Seq. ID 

Gene No. 15970 Strand 

Start 98 End 

Name OJ990501_26 . 9A01 . C12 . o2 . tm Method 

Start 98 End 

GI none Score 
Exons 



OJ990501__26.9A01.C12 
4066 

TBLASTX: Maize 

3530 

75 



98. .154, 98. .139, 205.,. 300, 206. .301, 1224. .1283, 1287. .1367, 
1289. .1354, 2314. .2487, 2321. .2497, 2322. .2489, 2661. .2816, 
2662. .2817, 2663. .2818, 2669. .2818, 3369. .3530, 3371. .3529, 
3372.. 3530 



Seq. No. 7558 

Gene No. 15970 

Start 98 

Name OJ990501_26 . 9A01 . C12 . ol . ts 

Start 2391 

GI none 

Exons 2391.. 2489, 2392.. 2487, 2659. 

3372.. 3731, 3861.. 3998, 3874. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990501 26.9A01.C12 



4066 

TBLASTX : Soybean 
4048 
149 

2817, 2661. .2816, 3371. .3727, 
4047, 3875. .4048 



Seq. No. 7558 Seq. ID 

Gene No. 15970 Strand 

Start 98 End 

Name OJ990501_26 . 9A01 . C12 . o2 . tw Method 

Start 2661 End 



OJ990501_26.9A01.C12 
4066 

TBLASTX: Wheat 
3443 



7889 




GI 


none 




Score 


238 




Exons 


2661. .2816, 2662. .2817, 


2663 


..2818, 3369.-3443, 


3371. .3430 


Seq. No. 


7558 




Seq. ID 


OJ990501 


_26.9A01.C12 


Gene No. 


15970 




Strand 






Start 


98 




End 


4066 




Name 


OJ990501 26.9A01.C12.ol 


.tw 


Method 


TBLASTX: 1 


Wheat 


Start 


3471 




End' 


4015 




GI 


none 




Score 


317 




Exons 


3471.. 3731, 3473.. 3727, 


3474 


..3728, 3484.-3732, 


3874. .4014, 




3875. .4015 










Seq. No. 


7558 




Seq. ID 


OJ990501 


_26.9A01.C12 


Gene No. 


15970 




Strand 






Start 


98 




End 


4066 




Name 


OJ990501 26.9A01.C12.ol 


.tm 


Method 


TBLASTX:; 


Maize 


Start 


3614 




End 


4066 




GI 


none 




Score 


142 




Exons 


3614.. 3727, 3615.. 3731, 


3874 


..4056, 3875. .4051, 


3875. .4066 


Seq. No. 


7559 




Seq. ID 


OJ990501 


_26.9A01.C13 


Gene No. 


15971 




Strand 


+ 




Start 


681 




End 


3144 




Name 


OJ990501 26.9A01.C13.ol 


. gs 


Method 


GENSCAN 




Start 


681 




End 


3144 




GI 


none 




Score 


. 6 




Exons 


681. .701, 2917. .3144 










Seq. No. 


7559 




Seq. ID 


OJ990501 


_26.9A01.C13 


Gene No. 


15972 




Strand 


+ 




Start 


3275 




End 


3606 




Name 


OJ990501 26.9A01.C13.ol 


.gp 


Method 


AAT/GAP 




Start 


3275 




End 


3606 




GI 


4715611 




Score 


636 




Exons 


3275. .3606 










Seq. No. 


7559 




Seq. ID 


.OJ990501 


_26.9A01.C13 


Gene No. 


15973 




Strand 


+ 




Start 


10217 




End 


12044 




Name 


OJ990501 26.9A01.C13.o3 


.gs 


Method 


GENSCAN 




Start 


10217 




End 


12044 




GI 


none 




Score 


.88 




Exons 


10217. .10276, 10872. .10975, 


11478. .11674, 11766 


. .11912, 




- 12031. .12044 










Seq. No. 


7559 




Seq. ID 


OJ990501 


_26.9A01.C13 


Gene No. 


15974 




Strand 


+ 




Start 


19932 




End 


29378 




Name 


OJ990501 26.9A01.C13.o5 


.gs 


Method 


GENSCAN 




Start 


19932 




End 


29378 




GI 


none 




Score 


.48 




Exons 


19932. .20069, 20327 .. 20521, 


20916. .21000, 21075 


. .21466, 




21648. .21770, 23818 .. 24583, 


24622. .24650, 25064 


. .28164, 




28223.-29378 










Seq. No. 


7559 




Seq. ID 


OJ990501 


_26.9A01.C13 


Gene No. 


15974 




Strand 


+ 





7890 



Start 


19932 


End 


29378 


Name 


OJ990501 26.9A01.C13.o4.gp 


Method 




Start 


22553 


End 


22937 


GI 


uC-osflcyp033a04bl 


Score 


616 


Exons 


22553. .22937 






GI Descrip. 


, 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


7 RRQ 


Seq. ID 


OJ990501_26.9A01.C13 


Gene No. 


ID? / ft 


Strand 


+ 


otart 




End 


. 29378 


Name 


OJ990501 26.9A01.C13.o2.np 


Method 


AAT/NAP 


Start 


24876 


End 


29375 


GI 


L fiflOl 7 Q 

SDOUi / j 


Score 


5423 


Exons 


OCQTQ O^Ql'k OQ^l^ 






GI Descrip. 


ill / Uj) poj-yprouein [uryza 


sativa subsp. indica] 


Seq. No. 


*7CCQ 

/ do y 


Seq. ID 


OJ990501_26.9A01.C13 


Gene No. 


1 / J 


Strand 




Start 




End 


9118 


Name 


OJ990501 26.9A01.C13.o2.gs 


Method 


GENSCAN 


Start 


3304 


End 


9118 


GI 


none 


Score 


.75 


Exons 


3304. .3374, 3389. .3580, 4197. 


.4237, 6798. .6887, 6980. .7059, 




9092.. 9118 






Seq. No. 


7559 


Seq. ID 


OJ990501_26.9A01.C13 


Gene No. 


15975' 


Strand 




Start 


3304 


End 


9118 


Name 


OJ990501 26.9A01.C13.o2.gp 


Method 


AAT/GAP 


otart 


4849 


End 


5057 


GI 


1631463 


Score 


308 


Exons 


4849. .5057 






GI Descrip. 


4680178/gb|AF111709.1|AF111709 5.0e-81 


Oryza sativa subsp. 




indica Retrosat 1 retrotransposon . and Ty3-Gypsy type Retrosat 




retrotransposon, complete sequences; and unknown genes 


Seq. No. 


7559 


Seq. ID 


OJ990501_2 6. 9A01.C13 


Gene No. 


15976 


Strand 




Start 


12839 


End 


14352 


Name 


OJ990501 26.9A01.C13.ol.np. 


Method 


AAT/NAP 


Start 


12839 


End 


14352 


GI 


6721562 


Score 


316 


Exons" 


12839. .13676, 13945.. 14352 







GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
- hypothetical protein. (AF031569) [Oryza sativa] 

gil 6815087 |dbj I BAA90373. 1 1 (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 7559 Seq. ID 

Gene No. 15977 Strand 

Start 25035 End 

Name OJ990501_26 . 9A01 . C13 . o9 . tw Method 

Start 25035 End 

GI none Score 
Exons 



OJ990501_26.9A01.C13 
25299 

TBLASTX: Wheat 

25299 

43 



25035. .25061, 25100 .. 25297 , 25102.. 25299 



7891 




Seq. No. 






Seq. ID 


ojyyuoui zo.yAUi 


. CI 5 


Gene No. 


15978 




Strand 






Start 


25333 




End 


25684 




Name 


OJ990501 26.9A01.C13 


,o7 . tw 


Method 


TBLASTX: Wheat 




Start 


25333 




End 


25684 




GI 


none 




Score 


293 




Exons 


25333. .25527, 25334. 


.25684 








Seq. No. 


/ ooy 




Seq. ID 


OJ99uoU1_zd . 9AU1 


. C13 


Gene No. 


15978 - 




Strand 






Start 


25333 




End 


25684 




Name 


OJ990501 26.9A01.C13 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


25334 




End 


25639 




GI 


none 




Score 


232 




Exons 


25334. .25639, 25348. 


.25464 








Seq. No. 


/ooy 




Seq. ID 


ojyyuoui zb.yAUi 


. Clo 


Gene No. 


15979 




Strand 






Start 


25964 




End 


26422 




Name 


OJ990501 26.9A01.C13 


. o7. tm 


Method 


TBLASTX: Maize 




Start 


25964 




End 


26317 




GI 


none 




Score 


189 




Exons 


25964.. 26317 










Seq. No. 


7559 




Seq. ID 


OJ990501_26.9A01 


. C13 


Gene No. 


15979 




Strand 






Start 


25964 




End 


26422, . 




Name 


■ OJ990501 26.9A01.C13 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


26000 




End 


26422 




GI 


none 




Score 


166 




Exons 


26000. .26209, 26056. 


.26208, 


26254. .26367, 26255.. 26422 




beq. no. 


/ooy 




Seq. ID 


OJ990501_26.9A01 


r> -1 0 

. CI J 


Gene No. 


15980 




Strand 






Start 


26533 




End 


27406 




Name 


OJ990501 26.9A01.C13 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


26533 




End 


27019 




GI 


none 




Score 


51 




Exons 


26533. .26976, 26537. 


.26587, 


26642. .27019 




beq. No. 






Seq. ID 


OJ990501_26.9A01 


. CI 3 


Gene No. 


15980 




Strand 






Start 


26533 




End 


27406 




Name 


OJ990501 26.9A01.C13 


. o5 . tm 


Method 


TBLASTX: Maize * 




Start 


26548 




End 


26838 




GI 


none 




Score 


277 




Exons 


26548. .26838, 26549. 


.26836 








Seq. No. 


7559 




Seq. ID 


OJ990501_26.9A01 


■ C13 


Gene No. 


15980 




Strand 






Start 


26533 




End 


27406 




Name 


OJ990501 26.9A01.C13. 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


26906 




End 


27406 




GI 


none 




Score 


167 




Exons 


26906. .27085, 26914., 


.27060, 


27092. .27406, 27232 .. 27285, 





27313. .27363 



7892 




Seq. No. 


7559 




Seq. ID 


OJ990501_26. 9A01 


.C13 


Gene No . 


±oyou 




Strand 






Start 


26533 




End 


27406 




Name 


OJ990501 26.9A01.C13 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


26960 




End 


27355 




GI 


none 




Score 


57 




Exons 


26960. .26992, 26962. 


.26991, 


26996. .27355, 26998 27036, 






27064. .27354 










beq. no. 


/ do y 




Seq.' ID 


OJ990501_26. 9A01 




Gene No. 


15980 




Strand 






Start 


26533 




End 


27406 




Name 


OJ990501 26.9A01.C13 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


27068 




End 


27370 




GI 


none 




Score 


382 




Exons 


27068. .27370, 27069. 


.27149, 


27070. .27354 




oeq • no . 


7 R R Q 
/ D O y 




Seq. ID 


OJ990501_26. 9A01 




Gene No. 


15981 




Strand 






Start 


27371 




End 


27874 




Name 


OJ990501 26.9A01.C13 


,o2.tw 


Method 


TBLASTX : Wheat 




Start 


27371 




End 


27874 




GI 


none 




Score 


630 




Exons 


27371. .27874, 27403. 


.27792 




i 




Seq. No. 


/ooy 




Seq. ID 


OJ990501_26.9A01 




Gene No. 


15981 




Strand 






Start 


27371 




End 


27874 




Name 


OJ990501 26.9A01.C13 


.o3 . ts 


Method 


TBLASTX : Soybean 




Start 


27377 




End 


27622 




GI 


none 




Score 


207 




Exons 


27377. .27622, 27394. 


.27522 








beq. no. 


TCCQ 

/ ooy 




Seq. ID 


OJ990501_26.9A01 




Gene No. 


15981 




Strand 






Start 


27371 * 




End . 


27874 




Name 


OJ990501 26.9A01.C13 


.o2.tm 


.Method 


TBLASTX: Maize 




Start 


27442 




End 


27805 




GI 


none 




Score 


482 




Exons 


27442. .27792, 27443. 


.27796, 


27443. .27805 




oeq. no. 


/ oo y 




Seq. ID 


OJ990501_26.9A01 




Gene No. 


15982 




Strand 






Start 


27874 




. End 


29330 




Name 


OJ990501 26.9A01.C13 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


27874 




End 


28335 




GI 


none 




Score 


571 




Exons 


27874. .28326, 27875. 


.28330, 


28081. .28335 




Seq. No. 


7559 




Seq. ID 


OJ990501_26. 9A01 


-C13 


Gene No. 


15982 




Strand 






Start 


27874 




End 


29330 




Name 


OJ990501 26.9A01.C13 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


28151 




End 


28412 




GI 


none 




Score 


184 




Exons 


28151. .28339, 28154. 


.28312, 


28156. .28317, 28326 .. 284 12, 





7893 






28340. .28411 










Seq. No. 


7559 




• Seq. ID 


OJ990501_26.9A01 


.C13 


Gene No. 


15982 




Strand 






Start 


27874 




End 


29330 




Name 


OJ990501 26.9A01.C13, 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


28210 




End 


28502 




GI 


none 




Score 


168 




Exons 


28210. .28335, 28211., 


.28339, 


28329. .28502, 28340.. 28498 




Seq. No. 


7559 




Seq. ID 


OJ990501_26.9A01 


.C13 


Gene No. 


-i c n o o 




Strand 






Start 


27874 




End 


29330 




Name 


OJ990501 26.9A01.C13, 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


28371 




End 


28997 




GI 


none 




Score 


703 




Exons 


28371. .28997, 28427., 


.28885, 


28872. .28994 




Seq. No. 


7559 




Seq. ID 


OJ990501_26.9A01 


.C13 


Gene No. 


15982 




Strand 






Start 


27874 




End 


29330 




Name 


OJ990501 26.9A01.C13, 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


28551 




End 


29150 




GI 


none 




Score 


231 




Exons 


28551. .28712,. 28559. , 


.28705, 


28709. .29134, 28710 .. 29150, 





28872.. 29135 





Seq. No. 


7559 


Seq. ID 


OJ990501_26.9A01.C13 




Gene No. 


15982 


Strand 




zkl 


Start 


27874 


End 


29330 




Name 


OJ990501 26. 9A01.C13.o6.tw 


Method 


TBLASTX: Wheat 




Start 


28997 


End 


29330 




GI 


none 


Score 


325 




Exons 


28997. .29266, 28998 .. 29330, 29001 29309 


'"4 


Seq. No. 


7560 


Seq. ID 


OJ990501_26.9A01.C14 




Gene No. 


15983 


Strand 


+ . . 




Start 


1 


End 


5385 


- : 

=; 


Name 


OJ990501 26.9A01.C14.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


5385 


J 


GI 


4544372 


Score 


1162 




Exons 


1..34, 2223.-3254, 3320. .3719 


, 3825.. 


5385 




GI Descrip. 


(AC006920) putative retroelement pol ; 


polyprotein [Arabidopsis 






thaliana] 








Seq. No. 


7560 


Seq. ID 


OJ990501_26.9A01.C14 




Gene No. 


15984 


Strand 






Start 


5944 


End 


10907 




Name 


OJ990501 26.9A01.C14.o5.ts 


Method 


TBLASTX: Soybean 




Start 


2339 


End 


2704 




GI 


none 


Score 


148 




Exons 


2339..2S63, 2350.. 2562, 2570. 


.2704 






Seq. No. 


7560 


Seq. ID 


OJ990501_26 . 9A01 .C14 




Gene No. 


15984 


Strand 






Start 


5944 


End 


10907 




Name 


OJ990501 26.9A01.C14.o2.tw 


Method 


TBLASTX: Wheat 



7894 




Start 


- 2501 








End 


2890 




GI 


none 








Score 


76 




Exons 


2501. .2557, 


2552 


. .2884, 


2560. 


.2874, 2561. .2890, 2791. .2889 


Seq. No. 


7560 








beq. ID 






Gene No . 


15984 








Strand 






Start 


5944 










iuyu / 




Name 


OJ990501 26, 


.9A01 


.C14 .o3 


. tm 


Method 


TOT 7\CTV • M-i -I n a 

i dJjAo ia; Maize 




Start 


2555 








bna 


/. 1 f J 




GI 


none 








Score 


262 




Exons 


2555. .2773, 


2560 


. .2772 










Seq. No. 


7560 








beq. iu 


r\TQoni;ni oc q a m 

ujyyuoux ^o.y/\u± 


^1 A 


Gene No. 


15984 








Strand 






Start 


5944 








■ hna 


iu yu / 




Name 


OJ990501 26, 


■ 9A01 


.C14.o2 


. tm 


Method 


TOT SCTV.Mai 7Q 




Start 


2774 














GI 


none 








Score 


414 




Exons 


2774. .3157, 


2776 


. .3192, 


3160. 


.3234 






Seq. No. 


7560 








Seq. ID 


OJ990501_26.9A01 


r> i / 

. 


Gene No. 


15984 








Strand 






Start 


5944 








End 


- 10907 




Name 


OJ990501 26. 


.9A01 


.C14.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


2899 








End 


3303 




GI 


none 








Score 


170 




Exons 


2899. .3129, 


2900 


. .3157, 


3202. 


.3303, 3222.. 3299 




Seq. No. 


7560 








Seq. ID 


OJ990501_26.9A01 


. C14 


Gene No. 


15984 








Strand 






Start 


5944 








End 


10907 




Name 


OJ990501 26. 


.9A01 


.C14 .o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


2921 








End 


3309 




GI 


none 








Score 


201 




Exons 


2921. .3157, 


2959 


. .3159, 


3202. 


.3309, 3225.. 3308 




Seq. No. 


7560 








Seq. .ID 


OJ990501_26.9A01 


C\ A 


Gene No. 


15984 








Strand 






Start 


5944 








End 


10907 




Name 


OJ990501 26. 


.9A01 


.C14.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3540 








End 


3952 




GI 


none 








Score 


122 




Exons 


3540. .3677, 


3542 


. .3673, 


3698. 


.3952, 3699.. 3950 




Seq. No. 


7560 








Seq. ID 


OJ990501_26.9A01 




Gene No. 


15984 








Strand 






Start 


5944 








End 


10907 




Name 


OJ990501 26. 


.9A01 


.C14.o6 


. tw 


Method 


TBLASTX: Wheat 




Start 


3714 








End 


4076 




GI 


none 








Score 


185 




Exons 


3714. .4076, 


3725 


. .3793, 


3824 . 


.3928 






Seq. No. 


7560 








Seq. ID 


OJ990501_26.9A01 


.C14 


Gene No. 


15984 








Strand 






Start 


5944 








End 


10907 




Name 


OJ990501 26. 


■ 9A01 


.C14.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


4239 








End 


4556 





7895 




GI 


none 






Score 


208 






Exons 


' 4239. .4556 














Seq. No. 


7560 






Seq. ID 


OJ990501 


_26.9A01 


-C14 


Gene No. 


t C O O A 

15984 






Strand 








Start 


5944 






End 


■ 10907 






Name 


OJ990501 26. 


9A01. 


C14.o4.ts 


Method 


TBLASTX: 


Soybean 




Start 


4404 






End 


4802 






GI 


none 






Score 


229 






Exons 


4404. .4802, 


4463. 


.4624 










Seq. No. 


7560 ' 






Seq. ID 


OJ990501 


_26.9A01 


.C14 


Gene No . 


159o4 






Strand 








Start 


5944 






End 


10907 






Name 


OJ990501 26. 


9A01. 


C14 ,o3.tw 


Method 


TBLASTX: 


Wheat 




Start 


4680 






End 


10846 






GI 


none 






Score 


90 






Exons 


4680. .4829, 


1061E 


t. .10845, 10622. .10846 








.Seq. No. 


7560 






Seq. ID 


OJ990501 


_26.9A01 


.C14 


Gene No. 


1 C A O A 

15984 






Strand 








Start 


5944 






End 


10907 






Name 


OJ990501 26. 


9A01. 


C14 . 04 . tw 


Method 


TBLASTX: 


Wheat 




Start 


4963 






End 


5370 






GI 


none 






Score 


216 






Exons 


4963. .5370, 


5112. 


C *D C O 










Seq. No. 


7560 






Seq. ID 


OJ990501 


_2 6.9A01 


-C14 


Gene No. 


15984 






Strand 








Start 


5944 






End 


10907 






Name 


OJ990501 26. 


9A01. 


C14.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


5146 






End 


5391 






GI 


none 






Score 


239 






Exons 


5146. .5391, 


5146. 


.5277, 5148. 


.5387 








Seq. No. 


7560 






Seq. ID 


OJ990501 


_26.9A01 


-C14 


Gene No. 


15984 






Strand 








Start 


c n A A 

5944 






End 


10907 






Name 


OJ990501 26. 


9A01. 


C14.o2.gs 


Method 


GEN SCAN 






Start 


5944 






End 


10797 






GI 


none 






Score 


.63 






Exons 


5944. .6345, 


6432. 


.6533, 6728. 


.7025, 9017. .9102, 


9195. .9275, 




9732. .9785, 


10282 


I. .10797 










Seq. No. 


7560 






Seq. ID 


OJ990501 


_26.9A01 


• C14 


Gene No. 


15984 






Strand 








Start 


5944 






End 


10907 






Name 


OJ990501 26. 


9A01. 


C14.ol.gp 


Method 


AAT/GAP 






Start 


7125 






End 


7338 






GI 


1631463 






Score 


312 






Exons 


7125. .7338 















GI Descrip. 4680178/gb | AF111709 . 1 | AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 

Seq. No. 7560 Seq. ID OJ990501_26.9A01.C14 

Gene No. 15984 Strand 



7896 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5944 End 10907 

OJ990501_26 . 9A01 . C14 . o3 . np Method AAT/NAP 
10147 End 10907 

4680179 Score 1175 

10147. .10907 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



7560 Seq. ID 

15984 Strand 

5944 End 

OJ990501_26 . 9A01 . C14 . ol . tw Method 

10157 End 

none Score 



OJ990501_26.9A01.C14 
10907 

TBLASTX: Wheat 

10614 

36 



10157. .10210, 10192... 10614, 10316 .. 10432 , 10417 104 97, 
10472. .10594 



Seq. No. 7560 Seq. ID 

Gene No. 15984 Strand 

Start 5944 End 

Name OJ990501_26. 9A01 . CI 4 . o5 . tm Method .. 

Start 10171 End 

GI none Score 

Exons 10171.. 10368 



OJ990501_26.9A01.C14 
10907 

TBLASTX: Maize 

10368 

197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI : ^y- 

Exons 



7560 Seq. ID 

15984 Strand 

5944 End 

OJ990501_26 . 9A01.C14.ol. tm Method 

10372 End 

none Score 



OJ990501_26.9A01.C14 
10907 

TBLASTX: Maize 

10846 

265 



10372. .10812, 10385. .10810, 10810 .. 10845 , 10817.. 10846 



7561 Seq. ID 

15985 Strand 

169 End 
OJ990501_26 . 9A01 . C16 . ol . gs Method 

169 End 

none Score 
169. .432 



OJ990501_26.9A01.C16 
432 

GENSCAN 
432 - 
.57 



Seq. No. 7562 Seq. ID 

Gene No. 15986 Strand 

Start 86 End 

Name OJ990501_26 . 9A01 . C19 . ol . gs Method 

Start 8 6 End 

GI none Score 

Exons 86. . 88 



OJ990501_26.9A01.C19 
+ 

88 

GENSCAN 

88 

.88 



Seq. No. 7563 Seq. ID 

Gene No. 15987 Strand 

Start 75 End 

Name OJ990501_26. 9A01 .C23 . ol . gs Method 

Start 75 End. 

GI none Score 

Exons 75... 431 



OJ990501_26.9A01.C23 
+ 

482 

GENSCAN 

431 

.85 



Seq. No. 



7563 



Seq. ID OJ990501_26.9A01.C23 



7897 



l H.l 



Gene No. 15987 Strand + 

Start 75 End 482 

Name OJ990501_26 . 9A01 . C23 . ol . np Method AAT/NAP 

Start 273 End 482 

GI ' 5441880 Score 139 

Exons 273.. 482 

GI Descrip. (AP000367) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 





7564 


-Sea ID 


OJ990501 26 . 9A01 


. C24 


Gene No. 


15988 


Strand 






Start 


1 


End 


702 




Name 


OJ990501 26.9A01.C24.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


702 




GI 


4680203 


Score 


863 




Exons 


1. .702 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


7564 


Seq. ID 


OJ990501_26.9A01 


.C24 


Gene No. 


15988 * • 


Strand 






Start 


1 


End 


702 




Name 


OJ990501 26.9A01.C24.ol.tm 


Method 


TBLASTX: Maize 




Start 


8 


End 


' 375 




GI 


none 


Score. 


75 




Exons 


8. .142, 152. .277, 277. .375 








Seq. No. 


7564 


Seq. ID 


OJ990501_26.9A01 


.C24 


Gene No. 


15988 


Strand 






Start 


1 


End 


702 




Name 


OJ990501 26.9A01.C24.ol.tw 


Method 


TBLASTX: Wheat 




Start 


110 


End 


450 




GI 


none 


Score 


99 




Exons 


110. .277, 177. .278, 180. .278, 


271. .450, 277. .450 




Seq. No. 


7565 


Seq. ID 


OJ990501_26.9A01 


.C25 


Gene No. 


15989 


Strand 






Start 


1 


End 


507 




Name 


OJ990501 26.9A01.C25.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


507 




GI 


5441880 


Score 


354 




Exons 


1..341, 450. .507 









GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


7565 


Seq. ID 


OJ990501 


Gene No. 


15989 


Strand 




Start 


1 


End 


507 


Name 


OJ990501 26.9A01.C25.ol.gs 


Method 


GENSCAN 


Start 


8 


End 


374 


GI 


none 


Score 


.88 


Exons 


8. .196, 220. .374 






Seq. No. 


7566 


Seq. ID 


OJ990501 


Gene No. 


15990 


Strand 


+ 


Start 


1 


End 


546 



7898 



Name OJ990501_26. 9A01 . C26. ol .np Method AAT/NAP 

Start 1 End 54 6 

GI 54.41880 Score 98 

Exons 1..81, 526.. 546 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


7566 


Seq. ID 


OJ990501_26. 9A01 


.C26 


Gene No . 


15990 


Strand 


+ 




Start 


1 


End 


546 




Name 


OJ990501 26. 9A01.C26.ol. tw 


Method 


TBLASTX: Wheat 




Start 


6 


End 


308 




GI 


none 


Score 


111 




Exons 


6. .101, 6. .80, 8. .85, 134.. 


,202, 135. .308, 142. .297 




Seq. . No. 


7566 


Seq. ID 


OJ990501 26 9A01 


.C26 


Gene No. 


15990 


Strand 






Start 


1 


End 


546 




Name 


OJ990501 26.9A01.C26.ol.gs 


Method 


GENSCAN 




Start 


120 


End 






GI 


none 


Score 


• U -J 




Exons 


120. .437 








Seq. No. 


7567 


Seq. ID 


OJ990 501 2 6 9A01 


.C27 


Gene No. 


15991 


Strand 






rt" 


1 


End 


166 




Name 


OJ990501 26.9A01.C27.ol.np 


Method 


AAT/NAP 




Start 


1 


End 






GI 


4416302 


Score 


i J J 




Exons 


1. .166 








GI Descrip. 


(AE105716) copia-type pol polyprotein 






Seq. No. 


7567 - ... 


Seq. ID 


OJ990501 26 9A01 


.C27 


Gene No . 


15991 


Strand 


4- ~~ 




Start 


. 1 . 


End 


166 




Name ■v- 


? - OJ990501 26.9A01.C27.ol.tm 


Method 


TBLASTX: Maize 




Start - 


■ 1 . ' 


End 


162 




GI 


none 


Score 


' 173 




Exons 


1..162, 3. .44, 81. .155 








Seq. No. 


7568 


Seq. ID 


OJ990501_26. 9A01 


.C29 


Gene No. 


15992 


Strand 






Start 


47 


End 


237 




Name 


OJ990501 26.9A01.C29.ol.gs 


Method 


GENSCAN 




Start 


47 


End 


237 




GI 


none 


Score 


.47 




Exons 


47. .237 








Seq. No. 


7569 


Seq. ID 


OJ990501_26.9A01 


.C30 


Gene No. 


15993 


Strand 






Start 


335 


End 


1293 




Name 


OJ-990501 26.9A01.C30.ol.gs 


Method 


GENSCAN 




Start 


335 


End 


1293 




GI 


none - 


Score 


.56 




Exons 


335. .505, 582. .762, .987. .1293 







7899 




Seq. No. 


7570 






Seq. ID 


OJ990501 26.9A01.C31 


Gene No. 


15994 






Strand 


+ 


Start 


1 






End 


464 


Naitie 


OJ9,90501 26. 


9A01.C31.ol 


. np 


Method 


AAT /NAP 


Start 


1 






End 


464 


GI 


2465925 






Score 


173 


Exons 


1..300, 401. 


.464 








GI Descrip. 


(AF024649) receptor-like serine/threonine kinase [Arabidops 




thaliana] 










Seq. No. 


7570 






Seq. ID 


OJ990501_26.9A01.C31 


Gene No . 


loy y4 






Strand 


X 


Start 


1 






End 


464 


Name 


OJ990501 26. 


9A01.C31.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


68 






End 


286 


GI 


none 






Score 


232 


Exons 


68. .286, 68. 


.238 








Seq. No. 


7570 






Seq. ID 


OJ990501_26.9A01.C31 


bene no. 


15994 






Strand 


+ 


Start 


1 






End 


464 


Name 


OJ990501 26. 


9A01.C31.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


86 






End 


464 


GI 


none 






Score 


186 


Exons 


86. .298, 193 


..300, 405. 


.464 






Seq. No. 


7570 






Seq. ID 


OJ990501_26.9A01.C31 


Gene No. 


15994 






Strand 


+ 


Start 


1 






End 


464 


Name 


OJ990501 26. 


9A01.C31.ol 


,ts 


Method 


TBLASTX : Soybean 


Start 


86 






End 


464 


GI 


none 






Score 


175 


Exons 


86. .298, 172 


..294, 405. 


.464 






Seq. No. 


7571 






Seq. ID 


OJ990501_26.9A01.C32 


Gene No . 


15995 






Strand 


+ 


Start 


80 






End ■ 


280 


Name 


OJ990501 26. 


9A01.C32.ol 


. gs 


Method 


GEN SCAN 


Start 


80 






End 


280 


GI 


none 






Score 


.82 


Exons 


80. .280 










Seq. No. 


7572 






Seq. ID 


OJ990501_26.9A01.C33 


Gene No. 


15996 






Strand 


+ 


Start 


212 






End 


297 


Name 


OJ990501 26. 


9A01.C33.ol 


.gs 


Method ■ 


GENS CAN 


Start 


212 






End 


297 


GI 


none 






Score 


.66 


Exons 


212.. 297 










Seq. No. 


7573 






Seq. ID 


OJ990501_26.9A01.C34 


Gene No. 


15997 






Strand 




Start 


319 






End 


679 


Name 


OJ990501 26. 


9A01.C34.ol 


.np 


Method 


AAT /NAP 


Start 


319 






End 


679 


GI 


3645899 






Score 


322 


Exons 


319. .679 











7900 




GI Descrip. 


(U68408) 5' end not 


determined experimentally [Zea 


mays 


] 


Seq. No. 


7573 




Seq. ID 


OJ990501_26. 


9A01 


.C34 


Gene No. 


ioy y / 




o Tirana 








Start 


319 




IjUU 


679 






Name 


OJ990501 26.9A01.C34 


. oi . cm 


Method 


TBLASTX: Maize 




Start 


337 




17 -n W 


678 






GI 


none 




Score 


159 






Exons 


337. .678, 347. .673 












Seq. No. 


7574 




Seq. ID 


OJ990501_26. 


9A01 


.C37 


Gene No. 


15998 




Strand 










i 
i 




End 


100 






Name 


OJ990501 26.9A01.C37 


. o 1 . np 


Method 


AAT/NAP 






Start 


1 




End 


100 






GI 


5777617 




Score ' 


76 






Exons 


1. .100 












GI Descrip. 


(AJ245900) CAA30375. 


1 protein 


[Oryza sativa] 






Seq. No. 


7574 




Seq. ID 


OJ990501_26. 


9A01 


.C37 


Gene No . 


i o y y y 




btrana 








Start 


393 






585 






Name 


OJ990501 26.9A01.C37 


. ol . gs 


Method 


GENSCAN 






Start 


393 




hna 


585 






GI 


none * 




Score 


.49 






Exons 


393. .585 












Seq. No. 


7575 




Seq. ID 


OJ990501_26. 


9A01 


.C38 


Gene No. 


16000 




Strand 










i 




End 


694 






Name 


OJ990501 26.9A01.C38 


. o 1 . np 


Metnoa 


AAT/NAP 






Start 


1 




hna 


694 






GI 


4680203 




Score 


258 






Exons 


1. .694 












GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 






Seq. No. 


7575 




Seq. ID 


OJ990501_26. 


9A01 


.C38 


Gene No . 


1 OUUU 




Strand 








Start 


1 




End 


694 






Name 


OJ990501 26.9A01.C38 


. 01 . ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


174 






GI 


none 




Score 


134 






Exons 


1..171, 2. .172, 19.. 


IT/1 
1/4 










Seq. No. 


7575 




Seq. ID 


OJ990501_26. 


9A01 


.C38 


Gene No . 


1 OUUU 




Strand 








Start 


1 




End 


694 






Name 


OJ990501 26.9A01.C38 


. ol . gs 


Method 


GENSCAN 






Start 


28 




End 


649 






GI 


none 




Score 


.55 






Exons 


28. .278, 368. .649 












Seq. No. 


7576 




Seq. ID 


OJ990501_26. 


9A01 


.C43 


Gene No. 


16001 




Strand 


+ 






Start 


15 




End 


118 






Name 


OJ990501 26.9A01.C43 


.ol.gs 


Method 


GENSCAN 






Start 


15 


End 


118 







790.1 



GI 


none 


Score 


• v97 


Exons 


15. .118 






Seq. No. 


7577 


Seq. ID 


OJ990501_26.9A01 


Gene No. 


16002 


Strand 




Start 


356 


End 


444 


Name 


OJ990501 26.9A01.C45.ol.gs 


Method 


GEN SCAN 


Start 


356 


End 


444 


GI 


none 


Score 


.8 


Exons 


356. .444 






Seq. No. 


7578 


Seq. ID 


OJ990501_26.9A01 


Gene No. 


16003 


Strand 




Start 


1 


End 


313 


Name 


OJ990501 26.9A01.C47.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


313 


GI 


3645899 


Score 


147 


Exons 


1..313 






GI Descrip. 


(U68408) 5 1 end not determined experimentally [Zea mays 


Seq. No. 


7579 


Seq. ID 


OJ990501_26.9A01 


Gene No. 


16004 


Strand 




Start 


71 


End 


217 


Name 


OJ990501_26. 9A01 .C50.ol.gs 


Method 


GENS CAN 


Start 


71 


End 


217 


GI 


none 


Score 


.61 


Exons 


71 . . 217 






Seq. No. 


7580 


Seq. ID 


OJ990501_26.9A01 


Gene No. 


16005 


Strand 




Start 


1 


End 


2060 


Name 


OJ990501 26.9A01.C51.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2060 


GI 


5852180 


Score 


81 


Exons 


1..120, 2034. .2060 






GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


7580 


Seq. ID 


OJ990501_26.9A01 


Gene No. 


16005 


Strand 




otart 


1 


End 


2060 


Name 


OJ990501 26.9A01.C51.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


1851 


GI 


4680179 


Score 


1558 


Exons 


1..67, 710. .1851 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


7580 


Seq. ID 


OJ990501_26.9A01 


Gene No. 


16005 


Strand 




Start 


1 


End 


2060 


Name 


OJ990501 26.9A01.C51.ol.gp 


Method 


AAT/GAP 


Start 


402 


End 


626 


GI 


uC-osroM202024h08al 


Score 


338 


Exons 


402. .626 






GI Descrip. 


, 5852170/emb|AL117265.1 IOST17 


804 5.0e- 


84 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :tl780< 


Seq. No. 


7580 


Seq. ID 


OJ990501_26.9A01 



7902 






Gene No. 


16005 




btrana 






Start 


1 




End 


2060 




Name 


OJ990501 26.9A01.C51.ol 


.gs 


Method 


GENSCAN 




Start 


625 




End 


1845 




GI 


none 




Score 


.47 




Exons 


625. .647, 733. .1327, 1411.. 


1845 






Seq. No. 


1 fi 
/ jOU 




Seq. ID 


OJ990501_26.9A01.C51 




Gene No. 


X OUU D 




otrana 






Start 


1 




. End 


2060 




Name 


OJ990501_26.9A01.C51.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


71 "3 




End 


946 




GI 


none 




Score 


49 




Exons 


71 Q QAC 1 1 A- 1£A 
/XO.*7ftO, /J.fi.. / Oft 










Seq. No. 


i n 

/ Do U 




Seq. ID 


OJ990501_26.9A01.C51 




Gene No. 


1 OUU 0 




Strand 






Start 


1 




End 


2060 




Name 


OJ990501 26.9A01.C51.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


974 




End 


1327 




GI 


none 




Score 


193 




Exons 


974.. 1327, 981.. 1322- 










Seq. No. 


7580 




Seq. ID - 


OJ990501_26.9A01.C51 




Gene No . 


16005 




Strand 






Start 


1 




• End 


2060 


i I 


Name 


OJ990501 26.9A01.C51.ol 


.tw 


Method 


TBLASTX: Wheat 


\ 'J 


Start 


974 




End 


1393 


rl 


GI 


none 




Score 


206 


: . i 
. si 


Exons 


974. .1282, 974. .1393, 981.. 


,1364 




i s • ; 


Seq. No. 


7580 




Seq. ID 


OJ990501_26.9A01.C51 




Gene No . 


16005 




otrana 






Start 


1 




End 


2060 




Name 


OJ990501 26.9A01.C51.o2 


.ts 


Method 


TBLASTX : Soybean 


'ii 


Start 


1145 




End 


1387 




GI 


none 




Score 


203 


a; 

i, E 


Exons . .. 


1145. .1387 








r "| 


Seq. No. 


7580 




Seq. ID 


OJ990501_26.9A01.C51 




Gene No . 


16005 




Strand 






Start 


1 




End 


2060 




Name 


OJ990501 26.9A01.C51.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1395 




End 


1704 




GI 


none 




Score 


236 




Exons 


1395. .1469, 1444. .1665, 


1445.. 1663, 1447.. 1704, 1611.. 1685 




Seq. No. 


7580 




Seq. ID 


OJ990501_26.9A01.C51 




Gene No. 


16005 




Strand 






Start 


1 




End 


2060 




Name 


OJ990501 26.9A01.C51.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1422 




End 


1812 




GI 


none 




Score 


181 




Exons 


1422. .1550, 1444. .1668, 


1445. .1660, 14 47. .1758, 1632. .1766, 






1723. .1776, 1733. .1774, 


1779. .1805, 17* 


30. .1812, 1781. .1810 




Seq. No. 


7580 




Seq. ID 


OJ990501_26.9A01.C51 



7903 




Gene No . 


i ^nrm 

1 DUUj 


Strand 




Start 


1 


End 


2060 


Name 


OJ990501 26.9A01.C51.o2.tm 


Method 


TBLASTX: Maize 


Start 


1444 


End 


1852 


GI 


none 


Score 


100 


Exons 


1444. .1668, 1487. .1615, 1729. 


.1848, 1733.. 1852 


Seq. No. 


7580 


Sea ID 


OJ990501 26 9A01 C5 


Gene No. 


1 DUUj 


St~ rand 




Start 


1 


End 


2060 


Name 


OJ990501 26.9A01.C51.o3.tw 


Method 


TBLASTX: Wheat 


Start 


1705 


End 


1852 


GI 


none 


Score 


149 


Exons 


1705.. 1851, 1706.. 1852 






Seq. No. 


7581 


Seq. ID 


OJ990501_26.9A01.C5i 


Gene No. 


16006 


Strand 


+ 


Start 


284 


End 


1165 


Name 


OJ990S01 26 9A01 C52 ol no 


Method 


AAT/NAP 


Start 


284 


End 


1165 


GI 


5295955 


Score 


216 


Exons 


284. .398, 1079. .1165 






GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V01: 




[Oryza sativa] 






Seq. No. 


7582 


Seq. ID. 


OJ990421_22. 9A01.C1 


Gene No. 


16007 


Strand 






1 


End 


2328 


Name 


OJ990421 22.9A01.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2328 


GI 


3367596 


Score 


153 


Exons 


1..172, 590. .891, 1635. .1745, 


1915.. 2097, 2183.. 2328 


GI Descrip. 


(AL031135) putative protein [Arabidopsis thaliana] 


Seq. No. 


7582 


Seq. ID 


OJ990421_22.9A01.C1 


Gene No . 


16007 


Strand 




Start 


1 


End 


2328 


Name 


OJ990421 22.9A01.C1.6l.gs 


Method 


GEN SCAN 


Start 


99 ' 


End 


2277 


GI 


none 


Score 


.4 


Exons 


99. .196, 690. .800, 903. .969, 


1586. .1687, 1921.. 2100, 2186. 


Seq. No. 


7582 


Seq. ID 


OJ990421_22.9A01.C1 


^ene no . 


16007 


Strand 




Start 


1 


End 


2328 


Name 


OJ990421 22.9A01.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


682 


End 


960 


GI 


none 


Score 


121 


Exons 


682. .804, 687. .803, 687. .857, 


689. .826, 


898. .960, 902. .949 


Seq. No. 


7582 


Seq. ID 


OJ990421_22.9A01.C1 


Gene No. 


16007 


Strand 




Start 


1 


End 


2328 


Name 


OJ990421 22.9A01.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


1989 


End 


2328 


GI 


none 


Score 


92 


Exons 


1989.. 2102, 1995.. 2075, 2002. 


.2151, 2191.. 2328, 2194.. 2328 



7904 




O /~\ /T 

oeq. NO. 


/JO J 








oeq. ±u 


vju y y u *± z ± 


99 Qam P9 


Gene No. 


16008 








Strand 


+ 




Start 


449 








End 


877 




Name 


OJ990421 22 


.9A01. 


C2.ol. 


gs 


Method 


GENSCAN 




Start 


449 








End 


877 




GI 


none 








Score 


.48 




Exons 


449. .877 














Seq. No. 


7584 








. Seq. ID 


OJ990421 


_22.9A01.C3 


bene inu • 


X D U \J -7 








Strand 


+ 




Start 


1990 








End 


3295 




Name 


OJ990421 22 


.9A01. 


C3.ol. 


np 


Method 


AAT/NAP 




Start 


1990 








End 


3295 




GI 


6815099 








Score 


97 




Exons 


1990. .'2123, 


3166. 


.3295 










GI Descrip. 


(AP001081) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


7584 








Seq. ID 


OJ990421 


__22. 9A01.C3 


Gene No. 


16010 








Strand 






Of a >~4- 


A A R ^ 








End 


5436 




Name 


OJ990421 22 


.9A01. 


C3.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4289 








End 


4626 




GI 


none 








Score 


38 




Exons 


4289. .4333, 


A O O C 


AAA*) 

. 44 4<c , 


A "3 "3 1 
4 jjl . 


.4423, 4332. .4424, 


4423. .4461, 




4446. .4502, 


A A A *7 

4 4 4 /. 


. 4oUo, 


4 4 f \) . 


.4508, 4509. .4610, 


4519. .4626, 




4523. .4600, 




A C 1 Q 










beq. jno . 


/ 3o4 








Seq. ID 


OJ990421 


99 Qam c\ 


Gene No. 


16010 








Strand 






Start 


4455 








End 


5436 




Name 


OJ990421 22 


Q7\ni 


. Ol . 


gp 


Method 


AAT/GAP 




Start 


4455 








End 


4672 




GI 


2796570 








Score 


390 




Exons 


4455. .4672 














Seq. No. 


7584 








Seq. ID 


OJ990421 


_22.9A01.C3 


Gene No . 


i £m n 








Strand 






Start 


4455 








End 


5436 




Name 


OJ990421 22 


.9A01. 


C3.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4514 








End 


4698 




GI 


none 








Score 


124 




Exons 


4514. .4600, 


4518. 


.4613, 


4519. 


.4617, -4519. .4635, 


4612. .4698, 




4627. .4698 














Seq. No. 


7584 








Seq. ID 


OJ990421 


_22.9A01.C3 


Gene No . 


1 OUXU 








Strand 






Start 


4455 








End 


5436 




Name 


OJ990421 22 


.9A01. 


C3.ol. 


tc 


Method 


TBLASTX : 


Cress 


Start 


4519 








End 


4908 




GI 


none 








Score 


78 




Exons : 


4519. .4605, 


4523. 


.4594, 


4636. 


.4656, 4636.-4695, 


4780. .4908, 




4781. .4894 














Seq. No. 


7584 








Seq. ID 


OJ990421 


_22. 9A01.C3 


Gene No. 


16010 








Strand 






Start 


4455 








End 


5436 





7905 



Name 

Start 

GI 

Exons 



OJ990421_22 . 9A01 .C3 . ol . ts 

4519 

none 

4519. .4632, 4603. .4719, 4780. 
4873. .5004, 4876. .5004, 4997. 
5186. .5323, 5187. .5324 



Method TBLASTX : Soybean 
End 5324 
Score 72 

.4869, 4781. .4867, 4781. .4870, 
.5092, 5031. .5087, 5093. .5191, 



Seq. No. 


7584 


Seq. ID 


OJ990421_22.9A01.C3 


Gene No. 


16010 


Strand 




Start 


4455 


End 


5436 


Name 


■ OJ990421 22.9A01.C3.o2.np 


Method 


AAT/NAP 


Start 


4522 


End 


5436 


GI 


2829924 


Score 


643 


Exons 


4522. .4724, 4779. .5436 






GI Descrip. 


(AC002291) Unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


7584 


Seq. ID 


OJ990421_22.9A01.C3 


Gene No. 


16010 


Strand 




Start 


4455 


End 


5436 


Name 


OJ990421 22.9A01.C3.o2.gp 


Method 


AAT/GAP 


Start 


4906 


End 


5256 


GI 


LIB3433-016-Q6-K6-H11 


Score 


555 


Exons 


4906. .5256 






GI Descrip. 


'2829924 7.0e-19 (AC002291) 


Unknown protein [Arabidopsis 




thaliana] ' 







Seq. No. 


7584 




Seq. ID 


OJ990421 


_22.9A01 


.C3 


Gene No. 


16010 




Strand 








Start 


4455 




End 


5436 






Name 


OJ990421 22.9A01.C3.o2. 


tc 


Method 


TBLASTX: 


Cress 




Start 


4909 




End 


5167 






GI 


none 




Score 


68 






Exons 


4909.. 5004, 5012.. 5098, 


5034. 


,.5090, 5096. .5167 






Seq. No. 


7585 




Seq. ID 


OJ990421 


_22.9A01 


-C4 


Gene No. 


16011 




Strand 


+ 






Start 


4584 




End 


5268 






Name 


' OJ990421 22.9A01.C4.ol. 


gp 


Method 


AAT/GAP 






Start 


4584 




End 


4965 






GI 


15915 1.R1084 




Score 


701 






Exons 


4584. .4965 












GI Descrip. 


'128405/sp|P16313|NO21 


SOYBN 


1.0e-24 ] 


MODULIN 21 


(N-21) 





>gi_99942_pir S08632 nodulin-21 - soybean 

>gi_18694_emb_CAA34506_ (X16488) nodulin-21 (AA 1-201) 
max] ' 



[Glycine 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



7585 Seq. ID 

16011 . Strand 

4584 End 

OJ990421_22 . 9A01 . C4 . ol . np Method 

4 660 End 

6143895 Score 
4660.. 5268 

(AC010718) nodulin-like protein [Arabidopsis thaliana 



OJ990421_22.9A01.C4 
+ 

5268 
AAT/NAP 
5268 
545 



7585 
16012 



Seq. ID OJ990421_22. 9A01.C4 
Strand + 



7906 




Start 


18318 


End 20491 • 




Name 


OJ990421 22.9A01.C4.o5.gs 


Method GENSCAN 




Start 


18318 


End 20345 




GI 


none 


Score .55 




Exons 


18318. .18511, 18981. .19114, 


19159. .19206, 20116 


..20345 


Seq. No. 


7585 


Seq. ID OJ990421_ 


_22.9A01.C4- 


Gene No. 


16012 


Strand + 




Start 


18318 


End 20491 




Name 


OJ990421 22.9A01.C4.o3.np 


Method AAT/NAP 




Start 


18626 


End 20491 




GI 


6721519 


Score 200 




Exons 


18626. .18732, 18954 .. 19275, 


20400. .20491 




GI Descrip. 


(AP001072) EST AU082116 (E4026) corresponds to a 


region of the 





predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


7585 




Seq. ID 


OJ990421_22.9A01 


,C4 


Gene No. 


16013 




Strand 






Start 


870 




End 


2041 




Name 


OJ990421 22.9A01 


. C4 . o2 .gs 


Method 


GENSCAN 




Start 


870 




End 


2041 




GI 


none 




Score 


.44 




Exons 


870.. 1037, 1886. 


.2041 








Seq. No. 


7585 




Seq. ID 


OJ990421_22.9A01 


.C4 


Gene No. 


16014 




Strand 






Start 


12531 




End 


17682 




Name 


OJ990421 22.9A01 


-C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


4708 




End ■ 


5097 




GI 


none 




Score 


349 




Exons 


4708. .4953, 4708 


-.4758, 4773. 


.4925, 5055.. 5075, 5056. .5097 


Seq. No. 


7585 




Seq. ID 


OJ990421_22.9A01 


.C4 


Gene No. 


16014 




Strand 






Start 


12531 




End 


17682 




Name 


OJ990421 22.9A01 


,C4 .o2.ts 


Method 


TBLASTX : Soybean 




Start 


4723 




End 


5249 




GI 


none 




Score 


287 




Exons 


4723.. 4950, 4/773 


-.4928, 5052. 


.5249 






Seq. No. 


7585 




Seq. ID 


OJ990421_22.9A01 


.C4 


Gene No. 


16014 




Strand 






Start 


12531 




End 


17682 




Name 


OJ990421 22.9A01 


.C4.o2.tc 


Method 


TBLASTX: Cress 




Start 


4732 




End 


4938 




GI 


none 




Score 


257 




Exons 


4732.-4938, 4773 


. .4925 








Seq. No. 


7585 




Seq. ID 


OJ990421_22.9A01 


.C4 


Gene No. 


16014 




Strand 






Start 


12531 




End 


17682 




Name 


OJ990421 22-9A01 


. C4 .o4 .gs 


Method 


GENSCAN 




Start 


12531 




End 


17682 




GI 


none 




Score 


.76 




Exons 


12531. .12625, 12941 13014, 14262 .. 14 34 3, 14 4 95 .. 14564 , 





14 671. .14736, 14 965. .15072, 15317. .15382, 164 4 0 . . 164 68 , 
16555. .16685, 17612.. 17682 



7907 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



7585 Seq. ID ■ OJ990421_22 . 9A01 . C4 

16014 Strand 

12531 End 17682 

OJ990421_22 . 9A01 . C4 . o2 . gp Method AAT/GAP 

13755 End 17233 

14603JL.R1084 Score 1905 

13755. .14129, 14262 .. 14343, 14 44 4 .. 14564 , 14 671 14736, 

14965. .15072, 15317 .. 15382 , 16440 .. 16468, 16555 .. 16685, - 

17160. .17233 

, 4033424/sp|O48556|IPYR_MAIZE 1.0e-115 SOLUBLE INORGANIC 
PYROPHOSPHATASE ( PYROPHOSPHATE PHOSPHO-HYDROLASE) {PPASE) 
>gi_2668746 (AF034947) inorganic pyrophosphatase [Zea mays] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7585 
16014 
12531 
OJ99042 
13912 
none 
13912. . 
14067. . 
14441. . 
14669. . 
14963. . 
15251. . 
16545. . 



1 22.9A01.C4.ol.tm 



13932, 14048. 

14129, 14258. 

14566, 14441. 

14737, 14670. 

15073, 14963. 

15382, 15315. 

16649, 16553. 



.14128, 
.14320, 
.14566, 
.14738, 
.15061, 
.15383, 
.16687, 



Seq. ID OJ990421_22.9A01.C4 
Strand 

End 17682 

Method TBLASTX : Mai ze 

End 16687 

Score 35 
14066. .14128, 14067. .14132, 
14261. .14341, 14263. .14340, 
14445. .14570, 14445 .. 14570, 
14671. .14739, 14 672 .. 14743, 
14965. .15078, 14 965 15075, 
16425. .16469, 16429 16473, 
16646. .16684 



Seq. No. 7585 
Gene No. 16014 
Start 12531 

Name OJ990421_22 . 9A01 . C4 . ol . tw 

Start 14087 
GI none 

Exons 14087. .14128, 14088 14 132, 

14266. .14343, 144 44 .. 14569, 
14446. .14613, 14669 14737 , 
14671. .14739, 14671 .. 14739, 
14965. .15045, 14965.. 15045 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14261 

14445 



OJ990421 22.9A01.C4 



17682 

TBLASTX: Wheat 
15045 
85 

14341, 14262. .14306, 
14570, 14445.-..14570, 



14670. .14738, 14 670 14738 , 
14675. .14743, 14 940 .. 1504 1, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7585 Seq. ID 

16014 Strand 

12531 End 

OJ990421_22 . 9A01 . C4 . o2 . np Method 

14090 End 

4033424 Score 
14090. .14129, 
14965. .15072, 



OJ990421_22.9A01.-C4 

17682 
AAT/NAP 
16681 
835 



14262. 
15317. 



.14343, 
.15382, 



14444. .14564, 14671 .. 14736, 
16440. .16468, 16555. .16681 
SOLUBLE INORGANIC PYROPHOSPHATASE (PYROPHOSPHATE 
PHOSPHO-HYDROLASE) (PPASE) gi 1266874 6 (AF034 947) inorganic 
pyrophosphatase [Zea mays] 



Seq. No. 7585 * Seq. ID 

Gene No. 16014 Strand 

Start 12531 . . End 

Name • OJ990421_22 . 9A01 .C4 . ol . tc Method 

Start"' 14261 End 



OJ990421_22.9A01.C4 
17682 

TBLASTX: Cress 
16672 



7908 



GI 

Exons 



none Score 4 6 

14261'. .14341, 14263. .14340, 14441 14569, 14445 .. 14570, 

14446. .14571, 14 671 .. 14715, 14671 14739, 14 675 .. 14 743, 

14942. .15073, 14963. . 15073, 14965 15075, 15251 .. 15382, 

15315. .15383, 15337 .. 15384 , 16429 .. 16473, 16517 .. 16627, 

16545. .16646, 16547. .16672 



Seq. No. 7585 
Gene No. 16014 
Start 12531 

Name OJ990421_22 . 9A01 .C4 .ol. ts 

Start 14261 
GI none 
Exons 14261. 

14446. 

14963. 

14965. 



.14341, 14284. 

,14571, 14671. 

,15070, 14963. 

,15075, 15251. 

16437. .16469, 16553. 



,14343, 
,14739, 
,15070, 
,15382, 
,16633, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 22.9A01.C4 



17682 

TBLASTX: Soybean 
16634 
45 

14445. .14570, 14 445. .14570, 
14671. .14739, 14675 .. 14761, 
14964. .15074, 14 965 .. 15099, 
15318. .15383, 1642 9 .. 164 73, 
16554. .16634 



Seq. No. 7586 

Gene No. 16015 

Start 189 

Name OJ990421_22 . 9A01 . C5 . ol . gs 

Start 189 

GI none 

Exons 189.. 417 



Seq. ID OJ990421_22.9A01.C5 

Strand + 

End 417 

Method GENSCAN 

End. 417 

Score . 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7586 Seq. ID OJ990421_22 . 9A01 . C5 

16016 Strand 

1074 End 4610 

OJ990421_22.9A01.C5.ol.gp Method AAT/GAP 

1074 End 1713 

3761581 Score 768 

1074. .1465, 1638. .1713 

5777612/emb|AJ245900.1|OSA245900 0,0e+00 Oryza sativa chromosome 

4 BAC q3037-207Fl complete genome 



Seq. No. 7586 

Gene No. 16016 

Start 1074 

Name O J9 9042 1_2 2 . 9A0 1 . C5 . o2 . gs 

Start 1391 

GI none 

Exons 1391.. 1465, 1526.. 1574, 1812. 
3034.. 3108, 3831.. 3853 



Seq. ID OJ990421_22.9A01.C5 
Strand 

End 4 610 

Method GENSCAN 

End 3853 

Score .79 

.2121, 2150.. 2177, 2678.-2798, 



Seq. No. 7586 

Gene No. 16016 

Start 1074 

Name O J9 90 4 2 1_22 . 9 AO 1 . C5 . ol . np 

Start 1394 

GI 5777634 

Exons 1394.. 1465, 1526.. 1574, 1812 

3429. .3543, 4520. .4610 

GI Descrip. (AJ245900) CAA303722.1 protein [Oryza sativa] 

Seq. No. 



7586 



Seq. ID OJ990421_22. 9A01.C5 
Strand 

End 4 610 

Method AAT/NAP 

End 4610 

Score 1248 

2121, 2678.-2862, 3034.. 3108, 



Seq. ID OJ990421_22.9A01.C5 



7909 




Gene No. 


16016 








Strand 






Start 


1074 








End 


4610 




Name 


f\ 1QQC\A 91 99 




to . Ol . 


4-rrt 
LIU 


Method 


TBLASTX : I 




Start 


1418 








End 


2134 




GI 


none 








Score 


94 




Exons 


1418. .1471, 


1611. 


.1694, 


1618. 


.1692, 1811.. 1888, 


1812. .1886, 




1812. .1898, 


1813. 


.1899, 


1813. 


.1899, 1953.. 2078, 


1955. .2134, 




1997. .2119 














Seq. No. 


7587 








Seq. ID 


OJ990421 


_22.9A01.C6 


bene no . 


i fin 1 7 








Strand 


+ 




Start 


2610 








End 


4046 




Name 


OJ990421 22 


.9A01. 


C6.o2. 


gs 


Method 


GENSCAN 




Start 


2610 








End 


4046 




GI 


none 








Score 


.54 




Exons 


2610. .2631, 


3952. 


.4046 










Seq. No. 


7587 








Seq. ID 


OJ990421 


_22.9A01.C6 


Gene No. 


16018 








Strand 


+ 




otart 


DO UO 








End 


12783 




Name 


OJ990421 22 


. 9A01. 


C6.o4 . 


gs 


Method 


GENSCAN 




Start 


6808 








End 


12783 




GI 


none 








Score 


.5 




Exons 


6808. .7210, 


7261. 


.7536, 


7671. 


.7842, 7957. .7990, 


8013. .9249, 




9702. .10077 


, 1031 


.4. .12783 








Seq. No. 


7587 








Seq. ID 


OJ990421 


_22. 9A01. C6 


Gene No. 


16019 








Strand 








± 








End 


137 




Name - 


OJ990421 22 


.9A01- 


C6.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


137 




GI 


5777634 








Score 


173 




Exons 


1. .137 














GI Descrip. 


(AJ245900) 


CAA303722.1 


protein [Oryza 


sativa] 




Seq. No. 


7587 








Seq. ID 


OJ99„0421 


_22.9A01.C6 


bene no . 










Strand 






Start 


1 








End 


137 




Name 


OJ990421 22 


.9A01. 


C6.ol. 


gs 


Method 


GENSCAN 




Start 


20 








End 


137 




GI 


none 








Score 


.69 




Exons 


20. .137 














Seq. No. 


7587 








Seq. ID 


OJ990421 


__22.9A01.C6 


Gene No. 


16020 








Strand 






Start 


5111 








End 


5770 




Name 


OJ990421 22 


.9A01. 


C6.o3. 


gs 


Method 


GENSCAN 




Start 


5111 








End 


5770 




GI 


none 








Score 


.48 




Exons 


5111. .5497, 


5717. 


.5770 











Seq. No. 7587 Seq. ID 

Gene No. 16021 Strand 

Start 12887 End 

Name OJ9904 21_22 . 9A01 . C6 . o3 . ts Method 

Start 10564 End 

GI none Score 



OJ990421_22.9A01..C6 
15549 

TBLASTX: Soybean 

10929 

143 



7910 



Exons 



10564. .10788, 10575 10754 , 10795. .10929 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7587 

16021 

12887 

OJ990421_22. 9A01. C6 

10725 

none 

10725. .10772, 10726 
10789. .11127, 10793 

7587 

16021 

12887 

OJ990421_22.9A01.C6 

10780 

none 

10780. .10998, 10780 



Seq. ID OJ990421_22.9A01.C6 
Strand 

End 15549 

.ol.tw Method TBLASTX: Wheat 

End 11130 

Score 80 
..10782, 10777. .11130, 10785 .. 11087, 
. .11128 

Seq. ID OJ990421_22. 9A01.C6 
Strand 

End 15549 

o2.tm Method TBLASTX : Maize 

End 10998 

Score 285 
.10956, 10785.. 10997 



Seq. No. 7587 

Gene No. 16021 

Start 12887 

Name OJ990421_22 . 9A01 . C6 , 

Start 10999 

GI none 

Exons 10999. .11460-, 10999, 



Seq. ID OJ990421_22.9A01.C6 
Strand 

End 15549 

ol.tm Method TBLASTX : Maize 

End 11460 

Score 564 
.11388, 11334. .11459 



ril 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



%l Seq. No. 
y. Gene No. 
flj Start 

Name 
j «l Start 
□ GI 

Exons 



7587 

16021 

12887 

OJ990421_22.9A01.C6, 

11131 

none 

11131. .11466, 11148, 

7587 

16021 

12887 

OJ990421_22.9A01.C6. 

11146 

none 

11146. .11427, 11184. 



Seq. ID OJ990421_22. 9A01.C6 
Strand 

End 15549 

o2.tw Method TBLASTX: Wheat 

End 11529 

Score 199 
.11258, 11446. .11529 

Seq. . ID OJ990421_22. 9A01.C6 
Strand 

End 15549 - 

ol.ts Method TBLASTX : Soybean 

End 11616 

Score 222 
.11258, 11428. .11616, 11472.. 11603 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



7587 

16021 

12887 

OJ990421_22.9A01.C6, 

11766 

none 

11766. .11918, 11767, 
12041. .12076, 12057, 



Seq. ID OJ990421_22.9A01.C6 
Strand 

End 1554 9 

o2.ts Method TBLASTX : Soybean 

End 12179 

Score 143 
.11904, 11925. .12008, 11926 .. 12177 , 
.12179 



7587 

16021 

12887 

OJ990421_22 . 9A01 . C6 . o3 . tw 
11812 



Seq. ID OJ990421_22.9A01.C6 
Strand 

End 15549 

Method TBLASTX : Wheat 

End 12210 



7911 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



70 



11812. .11895, 11941. .12210, 11952.. 12092 



7587 

16021 

12887 

OJ990421_22 . 9A01 . C6 . o3 . tm 

12496 

none 

12496. .12774 



Seq. ID OJ990421_22.9A01.C6 
Strand 

End 15549 

Method TBLASTX: Maize 

End 12774 

Score 186 



Seq. No. 7587 

Gene No. 16021 

Start 12887 

Name OJ990421_22 . 9A01 . C6 . o5 . gs 

Start 12887 

GI none 
Exons 



Seq. ID OJ990421_22.9A01.C6 
Strand 

End 15549 

Method GENSCAN 

End 15549 

Score .69 



12887. .12901, 12932. .13354, 13436. . 14864, 14 983 .. 15122, 
15449.. 15549 



Seq. No. 

Gene No. 

Start 
Q ' Name 
'~'\ Start 
If I GI 
I! , Exons 

GI Descrip. 

s !{ Seq. No. 
, s * Gene No. 
*"\ Start 
' ? Name 
Start 

;:j gi 

U Exons 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990421_22.9A01.C8 

Strand + 

End 2005 

Method AAT/NAP 

End 2005 

Score 236 



7588 
16022 
1 

OJ990421_22 . 9A01 . C8 . ol . np 
1 

4467134 

1..94, 188. .261, 1765. .2005 

(AL035540) protein kinase like protein [Arabidopsis thaliana] 



7588 

16022 

1 

OJ990421_22 . 9A01 .C8 . ol . tw 
2 

none 



Seq. ID OJ990421_22.9A01.C8 

Strand + 

End 2005 

Method TBLASTX : Wheat 

End 1910 

Score 126 



2. .91, 3. .95, 7. .117, 9. .92, 185. .259, 186. .260, 187. .267, 
196. .267, 1696. .1728, 1750. .1908, 1763. .1909/ 1764. .1910, 
1764. .1910 



7588 
16022 
1 

.0 J9904 2 1_22 . 9A01 . C8 . o2 . tm 
2 

none 



Seq. ID OJ990421_22.9A01.C8 

Strand + 

End 2005 

Method TBLASTX : Mai ze 

End . 2 66 

Score 64 

2. .85, 5. .94, 6. .95, 6. .95, 177. .260, 188. .259, 189. .266, 
190. .261 



7588 

16022 

1 

OJ990421_22 . 9A01 .C8 . ol . gs 

180 

none 

180. .261, 309. .373 



Seq. ID OJ990421_22.9A01.C8 

Strand + 

End 2005 

Method GENSCAN 

End 373 

Score .83 



Seq. No. 



7588 



Seq. ID OJ990421_22.9A01.C8 



7912 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



16022 Strand 

1 End 

OJ990421_22 . 9A01 . C8 . ol . tc Method 

186 End 

none Score 



+ 

2005 

TBLASTX: Cress 

1943 

75 



186. .260, 1763. .1927, 1764. .1943, 1770. .1928 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7588 

16022 

1 

OJ990421_22 . 9A01 . C8 . ol . tm 

1748 

none 



Seq. ID OJ990421_22.9A01.C8 

Strand + 

End 2005 

Method TBLASTX: Maize 

End 1942 

Score 157 



1748. .1924, 1750. .1938, 1763. .1942, 1764. .1934 



Seq. No. 7588 

Gene No. 16022 

Start 1 

Name OJ990421_22.9A01.C8.ol.ts 

Start 1778 

GI none 

Exons 1778.. 1927, 1779.. 1943 



Seq. ID OJ990421_22.9A01.C8 

Strand + 

End 2005 ■ 

Method TBLASTX : Soybean 

End 1943 

Score 201 



Seq. No. 
;/i Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



m 

£3 



•j?f 

Q 

O 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7589 
16023 
1 

OJ990421_22 . 9A01 . C9 . ol . np 
1 

6598802 
1..147, 257. .310, 440. .589 

(AF024504) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ990421_22.9A01.C9 
Strand + 

11375 
AAT/NAP 
589 
226 



End 

Method 

End 

Score 



7589 

16023 

1 

OJ990421_22.9A01.C9.o2.tw 
16 

none 



Seq. ID OJ990421_22. 9A01.C9 

Strand + 

End 11375 

Method TBLASTX : Wheat 

End 538 

Score 117 



16,. 141, 21. .146, 64. .150, 66. ,149, 253. .306, 257. .307, 
273. .311, 274. .318, 439. .537, 440. .538 



7589 

16023 

1 

OJ990421_22. 9A01 . C9 . o3 . tm 
16 

none 



Seq. ID OJ990421_22.9A01.C9 

Strand + 

End 11375 

Method TBLASTX: Maize 

End 577 

Score 136 



16. .141, 64. .150, 78. .149, 257. .307, 259. .306, 260. .307, 
274. .318, 439. .567, 440. .577 



Seq. No. - 7589 

Gene No. 16023 

Start 1 

Name OJ990421_22 . 9A01 . C9 . ol . gs 

Start 67 

GI none 
Exons 



Seq. ID OJ990421_22.9A01.C9 

Strand + 

End 11375 

Method GENSCAN 

End 11375 

Score .45 



67. .147, 257. .307, 440. .580, 1589. .1789, 1866. .1942, 2430. .2468, 



7913 



2595.-2688, 2773. .2853, 2976. .3044, 3719. .5740, 5811.. 5893, 
6057. .6078, 6430. .6697, 6781. .6868, 8564. .8714, 10569 10611 , 
11308.. 11375 



Seq. No. 7589 

Gene No. 16023 

Start 1 

Name OJ990421_22 . 9A01 . C9 . o2 . tm 

Start 1577 

GI none 
Exons 



Seq. ID OJ990421_22.9A01.C9 

Strand + 

End 11375 

Method TBLASTX : Mai ze 

End 2295 

Score 79 



1577. .1687, 1584. .1685, 1613. .1801, 1621. .1788, 1863. .1919, 
1865. .1921, 1865. .1921, 1922. .1984, 1924. .1983, 2239.-2295, 
2241. .2294 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7589 

16023 

1 

OJ990421_22. 9A01 . C9 . o3 . tc 

1922 

none 



Seq. ID OJ990421_22.9A01.C9 

Strand + 

End 11375 

Method TBLASTX : Cress 

End 2832 

Score 77 



1922. .1984, 2239. .2301, 2398. .2469, 2587. .2682, 2770. .2832 



7589 

16023 

1 

OJ990421_22 . 9A01 .C9, o2 . np 

2288 

6358764 



Seq. ID OJ990421_22.9A01.C9 

Strand + 

End 11375 

Method AAT/NAP 

End 5820 

Score 929 



2288. .2332, 3787. .4044, 4252. .5820 

(AC011665) hypothetical protein [Arabidopsis thaliana] 



7589 
16023 

1 * 

OJ990421_22 . 9A01 . C9 . o4 . tm 

2799 

none 



Seq. ID OJ990421_22.9A01.C9 

Strand + 

End 11375 

Method TBLASTX: Maize 

End 3183 

Score 80 



2799. .2849, 2800. .2856, 2924. .3043, 2929. .3042, 3099. .3182, 
3121.. 3183 



Seq. No. 7589 
Gene No. 16023 
Start 1 

Name OJ990421_22 . 9A01 . C9 . ol . tc 

Start 3770 
GI none 

Exons 3770.. 4039, 3779.. 4039, 3802. 

3932. .4069, 4100. .4444, 4109. 
4463. .4960, 4469. .4645, 4721. 
4943. .5062 



Seq. ID OJ990421_22.9A01.C9 

Strand + 

End 11375 

Method TBLASTX : Cress 

End 5062 

Score 156 

.3990, 3850.. 4038, 3911.. 4093, 
.4348, 4121. .4435, 4141. .4311, 
.4966, 4771. .4941, 4847. .5020, 



Seq. No. 7589 

Gene No. 16023 

Start 1 

Name OJ990421_22 . 9A01 . C9 . ol . tw 

Start 3770 

GI none 



Seq. ID OJ990421_22.9A01.C9 

Strand + 

End 11375 

Method TBLASTX : Wheat 

End ' 5095 

Score 175 



7914 




Exons 


3770. .4096, 


4010. 


.4096, 


4100. 


.4363, 4358.. 4438, 


4478. .4738, 




4619. .5095, 


4687. 


.5094 










Seq. No. 


7589 








Seq. ID 


OJ990421 


_22 . 9A01.C9 


Gene No. 


16023 








Strand 


+ 




Start 


1 








End 


11375 




Name 


OJ990421 22. 


9A01. 


C9.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


3770 








End 


5410 




GI 


none 








Score 


181 




Exons 


"3770 4096 


^77Q 


407? 


J / OO i 


.4039, 3883. .4059, 


7Q02 4015 




4100. .4198, 


4100. 


.4456, 


4115. 


.4336, 4138. .4314, 


4138. .4299, 




4154. .4303, 


4191. 


.4238, 


4220. 


.4339, 4253.. 4342, 


4358. .4444, 




4391. .4435, 


4478 . 


.4741, 


4489. 


.4644, 4490. .4642, 


4490. .4660, 




4701. .4742, 


4731. 


.4826, 


4790. 


.5410, 4798. .4941, 


4870. .4914, 




. 5008. .5220 














Seq. No. 


7589 








Seq. ID 


OJ990421 


_22. 9A01.C9 


Gene No. 


16023 








Strand 


+ 














End 


11375 




Name 


OJ990421 22. 


9A01. 


C9.o2. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


3779 








End 


4954 




GI 


none 








Score 


197 




Exons 


3779. .4087, 


3877. 


.4086, 


4016. 


.4096, 4115.. 4342, 


4174. .4311, 




4355. .4438, 


4472. 


.4696, 


4658. 


.4954, 4687. .4941 




Seq. No. 


7589- 








Seq. ID 


OJ990421 


_22.9A01.C9 


., ; . uene ino ■ 










Strand 


+ 




[.! Start 


1 








End 


11375 




Q Name 


OJ990421 "22. 


9A01. 


C9.ol. 


ts 


Method 


TBLASTX: 


Soybean 


LlI Start 


4955 








End 


5440 






none 








Score 


344 




;!r5 Exons 


4955. .5440 














- Seq. No. 


7589 








Seq. ID 


OJ990421 


_22.9A01.C9 


Q Gene No. 


16023 








Strand 


+ 




' i OL.di.t_ 
"t 


i 

X 








End 


11375 




u, Name 


OJ990421" 22. 


9A01. 


C9.p2. 


tc 


Method 


TBLASTX: 


Cress 


r « Start 


5261 








End 


5823 






none 








Score 


126 




W Exons 


5261. .5431, 


5516. 


.5626, 


5666. 


.5734, 5666. .5713, 


5764. .5823, 


Q 


5764. .5823 














Seq. No. 


7589 








Seq. ID 


OJ990421 


_22.9A01.C9 












Strand 


+ 




Start 


1 








End 


11375 




Name 


OJ990421 22. 


9A01. 


C9.o5. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5519 








End 


5823 




GI 


none 








Score 


80 




Exons 


5519. .5626, 


5672. 


.5734, 


5674. 


.5709, 5761.. 5823, 


5764. .5823 


Seq. No. 


7589 








Seq. ID 


OJ990421 


_22.9A01.C9 


Gene No. 


16023 








Strand 


+ 




Start 


1 








End 


11375 




Name 


OJ990421 22. 


9A01. 


C9.ol. 


gp 


Method 


AAT/GAP 




Start 


6502 








End 


8400 




GI 


LIB3434-008- 


Pl-Kl 


-E6 




Score 


794 




Exons 


6502. .6697, 


6781. 


.6868, 


8147. 


.8400 







7915 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



f 3880399/emb I CAA95853.il 9.0e-ll (Z71267) predicted using 
Genefinder; cDNA EST yk275h2.3 comes from this gene; cDNA EST 
yk309gll.3 comes from this gene; cDNA EST yk309gll.5 comes from 
this gene; cDNA EST yk275h2.5 comes from this gene 
[Caenorhabditis elegans] 1 



7589 Seq. ID 

16023 Strand 

1 End 

OJ990421_22 . 9A01 . C9. 06, tm Method 

.6639 End 

none ^' Score 



OJ990421_22.9A01.C9 
+ 

11375 

TBLASTX: Maize 

8284 

79 



6639. .6695, 6640. .6696, 6645. .6698, 6779. .6832, 6780. .6833, 
6821. .6871, 6833. .6856, 8145. .8222, 8146. .8283, 8147. .8284, 
8147. .8284 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7589 
16023 
1 

OJ99042 1_22 . 9A01 . C9 . o3 . np 
8818 
5852093 
8818.. 8943, 10656.. 10683 
(AL117264) zwhl6.1 [Oryza sativa] 



Seq. ID OJ990421_22.9A01.C9 

Strand + 

End 11375 

Method AAT/NAP 

End 10683 

Score 64 



7590 

16024 

4571 

OJ990421_22.9A01.C10.o2.gs 

4571 

none 



Seq. ID OJ990421_22.9A01.C10 



Strand 
End 

Method 

End 

Score 



+ 

12835 
GENSCAN 
12046 
.87 



4571. .4645, 6987. .7073, 7534. .7620, 7709. .7834, 8535. .10508, 
10586. .10732, 11293. . 11810, 11929.. 12046 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7590 
16024 
4571 

OJ990421_22.9A01.C10.ol.np 
6917 
2829910 



Seq. ID 
Strand 
End 

Method 
End 
Score 



'OJ990421_22. 9A01.C10 
+ 



12835 
AAT/NA'P 
12835 
2552 

6917. .7073, 7374. .7463, 7534. .7620, 7709. .7859, 
11293. .11365, 11396. .11810, 11929 12047 , 12804, 
(AC002291) Unknown protein, contains regulator of chromosome 
condensation motifs [Arabidopsis thaliana] 



8543. .10732, 
. .12835 



7590 Seq. ID 

16025 Strand 

15382 End 
OJ990421_22 . 9A01 . C10 . o4 . gs Method 

15382 End 

none Score 
15382.. 15651 



OJ990421_22.9A01.C10 
+ 

15651 
GENSCAN 
15651 
.8 



Seq. No. 7590 Seq. ID 

Gene No. 16026 Strand 

Start 24 673 End 

Name OJ990421_22 . 9A01 . C10 . o2 . np Method 



OJ990421_22. 9A01.C10 

39388 
AAT/NAP 



7916 



Start 24673 

GI 1707642 

Exons 24673.-24823, 36198 .. 38401, 

GI Descrip. (Y07748) TMK [Oryza sativa] 

Seq. No. 7590 

Gene No. 16026 

Start 24673 

Name OJ990421_22. 9A01 . CIO . 06 . gs 

Start 27533 

GI none 

Exons 27533. .27540, 308 67 31029, 
36143. .38401, 38871.. 39388 



End 39385 
Score 2089 
38871. .39385 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_ 
+ 

39388 
GENSCAN 
39388 
.71 



22. 9A01.C10 



32920. .32988, 34 654 34 693, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7590' Seq. ID OJ990421_22 . 9A01 . C10 

16026 Strand + 

24673 End 39388 

OJ990421_22.9A01.C10.o3.gp Method AAT/GAP 

35954 End 36346 

uC-osflcypl57bllbl Score 705 
35954. .36346 

, 5262765/emb|CAB45913.1| 8.0e-13 (AL080283) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

GI Descrip. 



7590 Seq. ID 

16026 Strand 
24673 End 
OJ990421_22 . 9A01 . C10 . o4 . gp Method 
36738 End 
43640_1.R1084 Score 
36738. .37314 

r 1174718/sp|P43298|TMKl_ARATH 3.0e-38 PUTATIVE RECEPTOR PROTEIN 

KINASE TMK1 PRECURSOR >gi_322579_pir JQ1674 receptor protein 

kinase TMK1 (EC 2.7.1.-) precursor - Arabidopsis thaliana 
>gi_166888 (L00670) protein kinase [Arabidopsis thaliana] 1 



OJ990421_22. 9A01.C10. 
+ 

39388 
AAT/GAP 
37314 
1150 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7590 Seq. ID 

16027 Strand 

41320 End 
OJ990421_22. 9A01 . C10 . 06. gp Method 

41320 End 

none Score 
41320. .41728 



OJ990421_22 . 9A01 . C10 
+ 

41728 
AAT/GAP 
41728 
814 



Seq. No. 7590 
Gene No. 16028 
Start 46531 

Name OJ990421_22 . 9A01 . C10 . 08 . gs 

Start 46531 
GI none 

Exons 46531. .46782, "47014 .. 47125, 

48348. .48423, 48732 .. 48971, 
51657. .51894, 52034 .. 52129, 
53372. .53422, 53892 54007 , 
55482. .55682, 55784 .. 55883, 
57157. .57265 



Seq. ID 
Strand 
End 

Method 
End 
Score 

47130 

49585 

52900 

54076 

56006 



OJ990421_22-.9A01.C10 
+ 



57549 
GENSCAN 
57265 
.69 

47281, 47437. 
49675, 50133. 
53020, 53187. 
54288, 55000. 
56115, 56215. 



,47822, 
50217, 
,53345, 
,55118, 
56361, 



7917 



Seq. No. 


7590 




Seq. ID 


OJ990421_ 


22.9A01 


.C10 


Gene No. 


loUzo 




Strand 


+ 






Start 


46531 




End 


57549 






Name 


OJ990421 22.9A01.C10 


. o9.gp 


Method 


AAT/GAP 






Start 


47025 




End 


47362 






GI 


none 




Score 


654 






Exons 


47025.. 47362 












Seq. No. 


7590 




Seq. ID 


OJ990421_ 


22.9A01 


.C10 


Gene No. 


. 16028 




Strand 


+ 






Start 


46531 




End 


57549 






Name 


OJ990421 22.9A01.C10 


.olO.gp 


Method 


AAT/GAP 






Start 


47472 




End 


47942 






GI 


3762480 




Score 


815 






Exons 


47472. .47942 












Seq. No. 


7590 




Seq. ID 


OJ990421_ 


22.9A01 


.C10 


Gene No. 


16028 




Strand 


+ 






Start 


46531 




End 


57549 






Name 


OJ990421 22.9A01.C10 


. o4 .np 


Method 


AAT/NAP 






Start 


51160 




End 


57283 






GI 


6730754 




Score 


526 






Exons 


51160. .51181, 53362. 


.53422, 


53869. .54007, 54076. 


.54288, 






54913. .55152, 55470. 


.55682, 


55781. .55883, 56006. 


.56048, 






56076. .56115, 56215. 


.56361, 


57157. .57283^ 







GI Descrip. (AC016529) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7590 Seq. ID 

16028 Strand 

46531 End 

OJ990421_22 . 9A01 .C10 . oil . gp Method 

54247 End 

18293 1.R1084 Score 



OJ990421_22 . 9A01 . C10 
+ 

57549 
AAT/GAP 
55861 
986 



54247. .54288, .54913. .55118, 55482 .. 55682, 55784.. 55861 
• 100226/pirJ IS21495 8.0e-25 hypothetical protein - tomato 
>gi_19275_emb_CAA78112_ (Z12127) protein of unknown function 

[Lycopersicon esculentum] >gi_4 45619_prf 1909366A Leu zipper 

protein [Lycopersicon esculentum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7590 Seq. ID 

16028 Strand 
46531 ' End 

OJ990421_22 . 9A01 . C10 . ol2 . gp Method 
56238 End 
17603_1.R1084 Score 
56238. .56361, 57157. .57549 

, 4587550/gb|AAD25781.1|AC006577_17 5.0e-12 (AC006577) EST 
gb_R64848 comes from this gene. [Arabidopsis thaliana] 1 



OJ990421_22.9A01.C10 
+ 

57549 
AAT/GAP 
57549 
956 



7590 Seq. ID 

16029 Strand 

58866 End 

OJ990421_22 . 9A01 . C10 . o9 . gs Method 

58866 End 

none Score 



OJ990421_22.9A01.C10 
+ 

63060 
GENSCAN 
63060 
.6 



58866. .59036, 59118 .. 59213, 60155 .. 60363, 60463 .. 60579, 
60793. .60931, 61383 .. 61588 , 61695 .. 61895, 61965 .. 62064 , 



7918 



62125. .62273, 62372 .. 62518 , 62913.. 63060 



Seq. No. 


7590 


Seq. ID 


OJ990421_ 


_22.9A01.C10 


Gene No. 


160.29 


Strand 


+ 




Start 


58866 


End 


63060 




Name 


OJ990421 22.9A01.C10.o7.np 


Method 


AAT/NAP 




Start 


60790 


End 


62749 




GI 


4587550 


Score 


284 




Exons 


60790. .60931, 61013 .. 61225, 


61383. .61588, 61649 


. .61899, 




61966. .62064, 62153 .. 62232, 


62370. .62518, 62626 


. .62749 


GI Descrip. 


(AC006577) EST gb|R64848 comes from this gene. 


[Arabidopsis 




thaliana] 








Seq. No. 


7590 


Seq. ID 


OJ990421 


_22.9A01.C10 


Gene No . 


16029 


Strand 


+ 




Start . 


58866 


End 


63060 




Name 


OJ990421 22.9A01.C10.o6.np 


Method 


AAT/NAP 




Start 


60795 


End 


62752 




GI 


6730754 


Score 


291 




Exons 


60795. .60931, 61013 .. 61225, 


61383. .61588, 61649 


. .61899, 




61966. .62064, 62153 .. 62232, 


62370. .6251 


8, 62626 


. . 62752 


GI Descrip. 


(AC016529) unknown protein 


[Arabidopsis 


thaliana] 


Seq. No. 


7590 


Seq. ID : 


OJ990421 


_22.9A01.C10 


Gene No . 


16029 


Strand 


+ 




Start 


58866 


End 


63060 




Name 


OJ990421 22.9A01.C10.ol3.gp 


Method 


AAT/GAP 




Start 


62372 


End 


62540 




GI 


286510 


Score 


262 




Exons 


62372.. 62540 








GI Descrip. 


5262765/emb|CAB45913.1| 8.0e-13 (AL0802 


!83) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


7590 


Seq. ID 


OJ990421 


_22.9A01.C10 


Gene No. 


16030 


Strand 






Start 


511 


End 


1442 




Name 


OJ990421 22.9A01.C10.ol.gs 


Method 


GEN SCAN 




Start ■ 


511 


End 


1442 




GI 


none 


Score 


.65 




Exons 


511. .645, 1218. .1442 








Seq. No. 


7590 


Seq. ID 


OJ990421 


_22.9A01.C10 


Gene No. 


16031 


Strand 






Start 


13022 


End 


13429 




Name 


OJ990421 22.9A01.C10.o3.gs 


Method 


GENSCAN 




Start 


13022 


End 


13429 




GI 


none 


Score 


.59 




Exons 


13022. .13429 








Seq. No. 


7590 


Seq. ID 


OJ990421 


_22.9A01.C10 


Gene No. 


16032 


a Strand 






Start 


39282 


'End 


39734 




Name 


OJ990421 22.9A01.C10.o5.gp 


Method 


AAT/GAP 




Start 


39282 


End 


39734 




GI 


none 


Score 


882 




Exons 


39282. .39734 









7919 




Seq. No. 


7590 






Gene No. 


16033 






Start 


40507 






Name 


r\ TQ QClA 0 1 OO 


nan i 


uiu . oy . 


Start 


7014 






GI 


none 






Exons 


7014. .7073, 


7016. 


.7075, 




7537. .7623, 


7708. 


.7773, 




8687. .8734, 


8687. 


.8755, 


Seq. ♦ No. 


7590 






Gene No. 


16033 








*± UDU / 






Name 


OJ990421 22. 


9A01. 


C10. 014 


Start 


8587 






GI 


none 






Exons 


8587. .8694, 


8588. 


.8695, 




8690. .8740, 


8691. 


.8756 


Seq. No. 


7590 






Gene No. 


• 16033 






Start 


40507 






Name 






LIU . oz . 


Start 


8841 






GI 


■ none 






Exons 


,8841. .9434, 


8847. 


.9341, 




9450. .9647, 


9450. 


.9584, 




9770.. 9913 






Seq. No. 


7590 






Gene No. 


16033 






Start 


40507 






Name 


OJ990421_22. 


9A01. 


C10.o2. 


Cf -} -v -f- 
OLdlt 


Q Q £ C 






GI 


none 






Exons 


8865. .9002, 


8904. 


.9005, 




9234. .9266, 


9255. 


.9422, 




9449. .9691, 


9450. 


.9662, 




9732. .9821, 


9753. 


.9917 


Seq. No. 


7590 






Gene No. 


16033 






Start 


40507 






Name 


nTQQfi/lOl OO 
UJ y yU4*£l ZZ . 


Qnn i 
y/iU i . 


LIU. oz . 


Start 


8904 






GI 


none 






Exons 


8904. .9101, 


8913. 


.9002, 




9276. .9428, 


9450. 


.9584, 




9640. .9954, 


9758. 


.9955, 


Seq. No. 


7590 






Gene No. 


16033 






Start 


40507 






Name 


OJ990421 22. 


9A01. 


C10.O12 


Start 


9924 






GI 


none 






Exons 


9924. .10082, 


9926 


.10081 




Seq. ID OJ990421_22.9A01.C10 
Strand 

End 45775 
.ts Method TBLASTX : Soybean 
End 8903 
Score 96 
7373. .7462, 7375. .7461, 7536. .7619, 
7709.. 7783, 7709.. 7777, 8661.. 8702, 
8750. .8803, 8751. .8804, 8820. .8903 

Seq. ID OJ990421_22.9A01.C10 
Strand 

End 45775 

4.tm Method TBLASTX : Maize 

End .8756 

Score 134 
8589.-8693, 8590. .8694, 8689.-8745, 



Seq. ID OJ990421_22.9A01.C10 
Strand - . 
End 45775 
.tm Method TBLASTX : Maize 
End 9923 
Score. 747 
9062.. 9433, 9236.. 9427, 9449.-9484, 
9732.. 9917, 9732.. 9797, 9738.-9923, 



Seq. ID OJ990421_22.9A01.C10 
Strand 

End 45775 
,tc Method TBLASTX: Cress 
End 9917 
Score 61 
8958. .9143, 9060. .9143, 9186. .9326, 
9378. .9464, 9407. .9433, 9444. .9686, 
9450.. 9509, 9453.. 9821, 9727.. 9810, 



Seq. ID OJ990421_22.9A01.C10 
Strand 

End 45775 

.ts Method TBLASTX : Soybean 

End 9956 

Score 146 
8958. .9131, 9057. .9143, 9186. .9422, 
9458. .9691, 9459. .9956, 9468. .9899, 
9770. .9910 

Seq. ID OJ990421_22.9A01.C10 
Strand 

End 45775 

.tm Method . TBLASTX : Maize 

End 10082 

Score 253 



7920 




Con KJ/-N 


7590 






Seq. ID 


OJ9 904 21 22 9 AO 1 


. C10 


Gene No. 


16033 






Strand 






Start 


40507 






End 


45775 




Name 


OJ990421 22. 


9A01.C10 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


9957 






End . 


10195 




GI 


none 






Score 


334 




Exons 


9957. .10193, 


9959. .10195, 9970. .10194 








7 590 
/ *j j \j 






Seq. ID 


OJ990421 22 9A01 


. C10 


Gene No. 


16033 






Strand 






Start 


40507 






End 


45775 




Name 


OJ990421 22. 


9A01 C10 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


10082 






End 


10360 




GI 


none 






Score 


356 




Exons 


10082. .10360 


10083 


10355 

. X V J -J -J 










7590 






Seq. ID 


OJ990421_22.9A01 


.C10 


Gene No. 


16033 






Strand 






Start 


40507 






End 


45775 




Name 


OJ990421 22. 


QAm no 




Method 


TBLASTX: Maize 




Start 


11695 






End 


12031 




GI 


none 






Score 


176 




Exons 


11695. .11823 


1 1 fiQ7 


• X X O X VJ , 


11915. .12031, 11926.. 12030 




oeq. in o • 








Seq. ID 


' OJ990421_22.9A01 


PI 0 


Gene No. 


16033 






Strand ' 






Start 


40507 






End 


45775 




Name 


OJ990421 22. 


qadi n n 

^rtU X . \jr X U 




Method 


TBLASTX : Soybean 




Start 


11703 






End 


12022 




GI 


none 






Score 


161 




Exons 


11703. .11822 


# 11704 . 


. 11823, 


11915. .12022, 11926. .12018 




o tr ^ . vi \j ■ 


1 SQD 

/ J 






Seq. ID 


OJ990421_22.9A01 


. C10 


Gene No. 


16033 






Strand 






Start 


40507 






End 


45775 




Name 


OJ990421 22. 


9A01.C10 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


23678 






End 


23954 • 




GI 


none 






Score 


137 




Exons 


23678. .23779 


, 23679. 


. 23780, 


23795.-23929, 23799.. 23954 




Seq. No. 


7590 






Seq. ID 


OJ990421_22.9A01 


.C10 


Gene No. 


16033 






Strand 






Cfarf 


40^07 

4 vJU ' 






• End 


45775 




Name 


OJ990421 22. 


9A01.C10 


.o4.ts 


Method 


TBLASTX: Soybean 




Start 


23678 






End 


24872 




GI 


none 






Score 


146 




Exons 


23678. .23779 


, 23679. 


.23786,- 


23688. .23783, 23792.-23929, 






23793. .23951 


, 24126. 


.24197, 


24201. .24449, 24 507 .. 24758, 






24593. .24754 


, 24825. 


.24872 








Seq. No. 


7590 






Seq. ID 


OJ990421_22.9A01 


.C10 


Gene No. 


16033 






Strand 






Start 


40507 






End 


45775 




Name 


OJ990421 22. 


9A01.C10 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


23679 






End 


23891 




GI 


none 






Score 


153 





7921- 



Exons 


23679. 


.23780, 


23685. 


.23780, 


23793. .23813, 23825 


. .23890, 






23826. 


.23891 














Seq. No. 


7590 








Seq. ID 


OJ990421 


_22.9A01 


.C10 


Gene No. 


16033 








Strand 








Start 


40507 








End 


45775 






Name 


OJ990421 22.9A01.C10 


.ol.tc • 


Method 


TBLASTX : < 


Cress 




Start 


36115 








End 


39393 






GI 


none 








Score 


41 






Exons 


36115. 


.36198, 


36202. 


.36237, 


36259.-36336, 36396 


. .36545, 






36409. 


.36534, 


36556. 




36571. .36711, 36586 


^67 6? 






36601. 


.36711, 


36664. 


.36759, 


36772. .36864, 36772 


. .36933, 






36880. 


.37017, 


36880. 


.37011, 


37068. .37430, 37072 


. .37431, 






37201. 


.37320, 


37264. 


.37437, 


37633. .37737, 37768 


. .38424, 






37803. 


.38219, 


38029. 


.38397, 


38250. .38432, 38866 


. .38943, 






38867. 


.39280, 


39049. 


.39234, 


39284. .'39388, 39334 


. .39393 




Seq. No. 


7590 








Seq. ID 


OJ990421 


_22.9A01 


.C10 


Gene No. 


16033 








Strand 








OLdlL 


40507 








End 


45775 






Name 


OJ990421 22.9A01.C10 


. ol3.tm 


Method 


TBLASTX : 1 


Maize 




Start 


36117 








End 


36522 






GI 


none 








Score 


63 






Exons 


36117. 


.36134, 


36154: 


.36216, 


36256. .36339, 36264 


. .36338, 






36396. 


.364 97, 


36409. 


.36477, 


36478. .36522 






Seq. No. 


7590 








Seq. ID 


OJ990421 


_22.9A01 


.C10 


Gene No . 


16033 








Strand 








Start 


40507 








End 


45775 






Name 


OJ990421 22.9A01.C10 


.o7.ts 


Method 


TBLASTX: 


Soybean 




Start 


36522 








End 


36846 






GI 


none 








Score 


238 






Exons 


36522. 


.36791, 


36523. 


.36765, 


36772. .36846 






Seq. No. 


7590 








Seq. ID 


OJ990421 


_22.9A01 


.C10 


Gene No. 


16033 








Strand 








O Lai C 


40507 








End 


45775 






Name 


OJ990421 22.9A01.C10 


. ol . tm 


Method 


TBLASTX:; 


Maize 




Start 


36559 








• End 


37392 






GI 


none 








Score 


82 






Exons 


36559. 


.36696, 


36562. 


.36714, 


36765.-37376, 36772 


. .37377, 






37249. 


.37392, 


37282. 


.37392 










Seq. No. 


7590 








Seq. ID 


OJ990421 


__22.9A01 


.C10 


Gene No. 


16033 








Strand 








Start 


40507 








End 


45775 






Name 


OJ990421 22.9A01.C10 


.ol.ts 


Method 


TBLASTX: 


Soybean 




o tar z 


36847 








End 


39400 






GI 


none 








Score 


96 






Exons 


36847. 


.37014, 


37231. 


.37494, 


37581. .37613, 37633 


. .38340, 






37777. 


.37974, 


37803. 


.38339, 


38340. .38399, 38347 


. .38400, 






38866. 


.38949, 


38867. 


.38974, 


38972. .39280, 38972 


. .39277, 






38989. 


.39279, 


39278. 


.39400, 


39311. .39388, 39334 


. .39393 




Seq. No. 


7590 








Seq. ID 


OJ990421 


_22.9A01 


.C10 


Gene No. 


16033 








Strand 








Start 


40507 








End 


45775 







7922 



Name 


OJ990421 22.9A01.C10 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


37693 




End 


38271 




GI 


none 




Score 


649 




Exons 


37693. .38271, 37738. 


.37980, 


37812. .38270 




Seq. No. 


7590 




Seq. ID 


OJ990421 22 9A01 


.C10 


Gene No. 


16033 




9f rand 






Of a y~+- 






LillU 


4 S775 




Name 


OJ990421 22.9A01.C10 


.o2.tw 




TBLASTX • Wheat 




Start 


38106 




End 


38965 




GI 


none 




Score 


285 




Exons 


38106. .38399, 38107. 


.38400, 


38109. .38: 


399, 38866. .38964, 






38867. .38965, 38870. 


.38965 








Seq. No. 


7590 




Seq. ID 


OJ990421_22.9A01 


.C10 


Gene No. 


16033 




Strand 






Start 


40507 




End 


45775 




Name 


O.TQQ0491 00 QA01 PI fl 


■ \J \J . L.1LI 


Method 


TBLASTX: Maize 




Start 


38857 




End 


39250 




GI 


none 




Score 


105 




Exons 


38857. .38952, 38867. 


.38974, 


38867. .38974, 38972 .. 39067, 






39063. .39161, 39067. 


.39162, 


39068. .39163, 39081 .. 39164 , 






39148. .39237, 39164. 


.39250, 


39176.. 39250 




Seq. No. 


7590 , 




Seq. ID 


OJ990421_22.9A01 


.eio 


uene ino . 


J. DUJ j 




Strand 






Start 


T 40507 ' 




End 


45775 




Name 


OJ990421 22.9A01.C10 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


38975 




End 


39340 




GI 


none 




Score 


503 




Exons 


38975. .39313, 38975. 


.39313, 


39305. .39340 




Seq. No. 


7590 




Seq. ID 


OJ990421_22.9A01 


.C10 


Gene No. 


16033 




Strand 






Of- -v-4- 


*i KJ -J \J 1 




End 


45775 




Name , 


OJ990421 22.9A01.C10 


.o7.gs 


Method 


GENSCAN 




Start 


40507 




End 


44771 




GI 


none 




Score . 


.76 




Exons 


40507. .40595, 41029. 


.41179, 


42246. .42360, 42744 .. 42778, 






44215. .44307, 44389. 


.44439, 


44733. .44771 




Seq. No. 


7590 




Seq. ID 


OJ990421_22.9A01 


.C10 








Strand 






Start 


40507 




End 


45775 




Name 


OJ990421 22.9A01.C10 


.o7.gp 


Method 


AAT/GAP 




Start 


41881 




End 


42105 




GI 


3762689 




Score 


395 




Exons 


41881. .42105 










Seq. No. 


7590 




Seq. ID 


OJ990421_22.9A01 


.C10 


Gene No. 


16033 




Strand 






Start 


40507 




End 


45775 




Name 


OJ990421 22.9A01.C10 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


42091 




End 


44628 




GI 


none 




Score 


116 




Exons 


42091. .42171, 42095. 


.42178, 


42096. .42179, 42219 .. 42359, 






• 42245. .42361, 42246. 


;42362, 


42247. .42366, 4 3932 .. 43973, 





7923 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43939. .43974, 4394 1 43979, 43974 44042, 43974 .. 44036, 
43975. .44052, 43975 44040, 44202 .. 44309, 44203 44310, 



44203. .4 4313, 4 4216 .. 4434 1, 
44390. .44440, 44529 .. 44609, 

7590 

16033 

40507 

OJ990421_22. 9A01 . C10 . o5 . tc 
42102 
none 
42102. 
42330. 
44203. 
44553. 



44387. .44440, 4438 9.. 44442, 
44542. .44628 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 22. 9A01.C10 



.42179, 42113. .42178, 

.42359, 43926. .43970, 

.44313, 44216. .44335, 

.44609, 44554. .44607 



7590 
16033 
40507 

OJ990421_22 . 9A01 . C10 . o3 . np 
42110 
1888557 

42110. .42165, 42242. .42360, 
44389. .44441, 4454 6. . 44649, 



45775 

TBLASTX: Cress 
44609 
59 

42219. .42338, 4 2250 42330, 
43977. .44039, 44200 44310, 
44389. .44448, 44390 .. 44443, . 



OJ990421 22.9A01.C10 



Seq. ID 
Strand 

End 45775 
Method AAT/NAP 
End 45775 
Score 456 
43942. .44039, 44215 .. 44307, 
45689.. 45775 

(U89841) diadenosine 5 1 , 5 ' 1 1 -PI, P4-tetraphosphate hydrolase 
[Lupinus angustifolius] 



7590 Seq. ID 

16033 Strand 

40507 End 

OJ990421_22 . 9A01 . C10 . 08 . gp Method 

42126 End 

9700 1.R1084 Score 



OJ990421_22.9A01.C10 

45775 
AAT/GAP 
44798 
1065 



42126. .42169, 4224 6 .. 42360, 43942 .. 44039, 44215 .. 44307, 
44389. .44439; 44541.. 44798 

, 2564253/emb|CAB17083| 2.0e-50 (Z99996) diadenosine 

5> ' ,5 f » « ' • '-PI, P4-tetraphosphate hydrolase [Hordeum vulgare] 1 



7590 

16033 

40507 

OJ990421_22. 9A01 . C10 . 08 . ts 

43947 

none 

43947. .43973, 43974. .44039, 
44203. .44313, 44213 .. 44338 , 
44389. . 4 44 42, 4 4562. .4 4609, 

7590 

16033 

40507 

OJ990421_22 . 9A01 . C10 . o3 . tw 

43967 

none 

43967. .44041, 43974 .. 44054 , 
43975. .44040, 44203 .. 44313, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 22.9A01.C10 



45775 

TBLASTX : Soybean 
44616 
66 

44202. .44309, 44203 .. 44310, 
44388. .44441, 44389 .. 44442 , 
44563. .44616 



Seq. ID 
Strand 
End 

Method 

End 

Score 
43974. .44036, 43975 
44216. .44341, 44373 



O J 9 9 0 4 2 1_2 2 . 9 AO 1 . C 1 0 
45775 

TBLASTX: Wheat 
44768 
72 

44067, 
44441, 



44382. .44444, 44383 .. 44445, 44529. . 44609, 4 4542 . . 4 4 64 3 r 



7924 



44748. .44768 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7590 Seq. ID 

16034 Strand 

46740 End 

OJ990421_22.9A01.C10.oll.tm Method 

46740 End 

none Score 



OJ990421_22.9A01.C10 
62719 

TBLASTX: Maize 

60358 

65 



46740. .46856, 51768 .. 51896, 51769 .. 51897 , 52031 52129, 
52031. .52129, 52033 52131, 52033 .. 52134 , 5284 9 53103, 
52897. .53103, 52898 53104 ,. 60182.. 60358 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7590 

16034 

46740 

OJ990421_22 . 9A01 . C10 . 08 . tm 

47189 

none 

47189. .47248, 47197 .. 47301 , 
47276. .47410, 47521 .. 47556, 
47760. .47837, 47761 .. 47838 , 
47893. .47946, 47918 . '. 47947 



Seq. ID 
Strand 
End 

Method 

End 

Score 
47245. .47406, 
47614. .47688, 
47837. .47890, 



OJ990421 22.9A01.C10 



62719 

TBLASTX: Maize 
47947 
90 

47246. .47410, 
47704 . .47733, 
47837. .47875, 



7590 Seq. ID 

16034 " Strand 

46740 End 
OJ990421_22 . 9A01 . C10 . o4 . tc Method 
.51769 End 
none Score 

51769. .51897, 51774 .. 51890, 52031 

52897. .53088, 53154 .. 53249, 53161 



OJ990421 22.9A01.C10 



62719 

TBLASTX: Cress 
60352 
158 

52129, 52897. .53094, 
53310, 60131.. 60352 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7590 
16034 
46740 
OJ99042 
53184 
none 
53184. . 
53284. . 
53376. . 
53866. . 
54060. . 
54913. . 
55522. . 
60788. . 
61383. . 



1 22.9A01.C10.o5.tm 



53279, 
53373, 
53420, 
54021, 
54230, 
55119, 
55587, 
60955, 
61589, 



53184. 
53284. 
53378. 
53871. 
54076. 
55473. 
60599. 
61012. 
61385. 



.53279, 
.53376, 
.53422, 
.54002, 
.54306, 
.55568, 
.60652, 
.61218, 
.61588 



7590 

16034 

46740 

OJ990421_22. 9A01 . C10 . o3 . ts 

53845 

none 



Seq. ID OJ990421_22.9A01.C10 
Strand 

62719 

TBLASTX: Maize 
6158.9 
' 82 

53185. .53307, 53283 .. 53375, 
53288. .53374, 53371 .. 53418, 
53380. .53427, 538 61 .. 54007 , 
53872. .54009, 53912 .. 54016, 
54076. .54303, 54 912 .. 55118 , 
55483. .55527, 55521. 

.60694, 60788. 



End 

Method 

End 

Score 



60656. 
61013. .61228, 61019. 



.55589, 
.60943, 
.61228, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_22.9A01.C10 
62719 

TBLASTX : Soybean 

61234 

85 



53845. .54012, '53864. .54007, 53866 .. 54012 , 53912 .. 54016, 
54060. .54230, 54076 .. 54303, 5407 6 .. 54288 , 60785 .. 60943, 
60787. .60939, 61012 .. 61197 , 61013 .. 61231 , 61022. .61234 



7925 



# 



Seq. No. 


7590 




Seq. ID 


OJ990421 


_22.9A01 


-C10 


Gene No. 


16034 




Strand 








Start 


46740 




End 


62719 






Name 


OJ990421 22.9A01.C10. 


o4 . tm 


Method 


TBLASTX : 1 


Maize 




Start 


55590 




End 


62719 






GI' 


none 




Score 


156 






Exons 


55590. .55682, 55591. . 


55683, 


55599. .55691, 55781 


. .55849, 






55782 .. 55841, 55840.. 


55884 , 


55842. .5588 


16, 56004 


. . d buy y , 






56004. .56096, 56005.. 


56118, . 


56212. .56361, 56213 


. .56362, 






56213. .56362, 56214.. 


56372, 


57152. .57265, 57157 


. .57267, 






57157. .57264, 61803. . 


61907, 


61804. .61899, 61957 


. .62022, 






61959. .62021, 62022.. 


62066, 


62023. .62067, 62150 


. .62197, 






62152. .62196, 62369.. 


62518, 


62370. .62519, 62626 


. .62718, 






62627. .62719 












Seq. No. 


7591 




Seq. ID 


OJ990421 




.til 


Gene No. 


16035 




Strand 


+ 






Start 


88 




End 


264 






Name 


OJ990421 22.9A01.C11. 


ol .gs 


Method 


GEN SCAN 






Start 


- 88 


End 


264 






GI 


none 




Score 


.61 






Exons 


88. .264 












Seq. No. 


7592 




Seq. ID 


OJ990421 


2 2 . 9A0 1 


. Cli 


Gene No. 


16036 




Strand 


- 






Start 


301 




End 


540 






Name 


OJ990421 22.9A01.C13. 


ol . gs 


Method 


GEN SCAN 






Start 


301 




End 


540 V ■ 






GI 


none 




Score 


. 91 






Exons 


301. .540 












Seq. No. 


7593 




Seq. ID 


OJ990421 


2. Z . yAU 1 


. CI D 


Gene No. 


16037 




Strand 


- 






Start 


66 




End 


341 






Name 


OJ990421 22.9A01.C16. 


ol . gs 


Method 


GENS CAN 






Start 


66 




End 


341 






GI 


none 




Score 


'.71 






Exons 


66. .109, 293. .341 












Seq. No. 


7594 




Seq. ID 


OJ990421 


22 . yAOl 


. Clo 


Gene No. 


16038 - 




Strand 








Start 


61 




End 


509 






Name 


OJ990421 22.9A01.C18. 


ol.gs 


Method 


GENS CAN 






Start 


61 




End 


509 






GI 


none 




Score 


.59 






Exons 


61.. 509 - 












Seq. No. 


7595 




Seq. ID 


OJ990421 


_22.9A01 


.C19 


Gene No. 


16039 




Strand 








Start 


1 




End 


707 






Name 


OJ990421 22.9A01.C19. 


ol .np 


Method 


AAT/NAP 






Start 


1 




End 


707 






GI 


6815072 




Score 


934 






Exons 


1..51, 92. .707 












GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




T13P21; hypothetical 


protein (AC006067) 


[Oryza 


sativa] 





7926 



Qorr Kin 
OfcJLJ • LNU ■ 


/ J J J 






OJ990421 22 9A01 


Gene No. 


16039 




Strand 




Start 


1 




End 


707 


Name 


OJ990421 22. 9A01.C19.ol 


.gs 


Method 


GENS CAN 


Start 


92 




End 


410 


GI 


none 




Score' 


.65 


Exons 


92. .410 








oeq . IN (J . 


/ J Z7 J 






OJ9904 21 22 9A01 


Gene No. 


16039 




Strand 




Start 


1 




End 


707 


Name 


OJ990421 22.9A01.C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


102 




End 


437 


GI 


none 




Score 


88- 


Exons 


102.. 203, 216.. 437, 253 


. .417 






Q /-n /-f Tsl^i 
OcC|. IN U . 








OJ990421 22 9A01 


Gene No. 


16039 




Strand 




Start 


1 




End 


707 


Name 


OJ990421 22.9A01.C19.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


123 




End 


509 


GI 


none 




Score 


53 


Exons 


123.. 203, 126.. 188, 216 


. .452, 


232. .399 


, 444. .509 


O C q • IN O ■ 








W O y Z/ \J ^ ±- <L. • Z> ±\\J X 


Gene No. 


16040 




Strand 


+ _ 


Start 


154 




End 


439 


Name 


OJ990421 22.9A01.C21.ol 


.gs 


Method 


GEN SCAN 


Start 


.154 




End 


439 


GI 


none 




Score 


.48 


Exons 


154. .439 








Con KSr\ 
Octj. IN \J . 


* 7 SQ7 






OJ990421 22 9A01 


Gene No. 


16041 




Strand 


+ _ 


Start 


73 




End 


248 


Name 


OJ990421 22.9A01.C22.ol 


.gs 


Method 


GENSCAN 


Start 


73 




End 


248 


GI 


none 




Score 


.68 


Exons 


73. .248 








Seq. No. 


7598 




Seq. ID 


OJ990421_22. 9A01 


Gene No... . 


16042 




Strand 




Start 


1 




End 


569 


Name 


OJ990421 22.9A01.C26.ol 


,np 


Method 


AAT/NAP 


Start 


1 




End 


269 


GI 


128620 




Score 


. 119 


Exons 


1..37, 94. .269 








GI Descrip. 


NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 1, CHLOROPLAST 



gi I 66139 Ipir M DERZN1 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 1 - rice chloroplast gi | 669087 | emb | CAA33910 | 
(X15901) NADH dehydrogenase ND1 [Oryza sativa] 

gi| 226676|prf | | 1603356DD NADH dehydrogenase ND1 [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



7598 

16042 

1 



Seq. ID 

Strand 

End 



OJ990421 22.9A01.C26 



569 



7927 




Name 


OJ990421 


22. 9A01.C26.ol. 


ts 


Method - 


T BLAST X : Soybean 




Start 


131 






End 


569 




GI ■ 


none 






Score 


38 




Exons 


131. .178, 


141. .176, 142. 


.183, 


161. .214, 


167. .214, 177.. 


224, 




210. .383, 


212. .349, 304. 


.363, 


443. .478, 


479. .514, 531.. 


569 


Seq. No. 


7599 






Seq. ID 


OJ990421_22. 9A01 


.C29 


o cue L> v • 


16043 






Strand 






Start 


7 






End 


259 




Name 


OJ990421 


22. 9A01.C29.ol. 


gs 


Method 


GENSCAN 




Start 


7 






End 


259 




GI 


none 






Score 


.55 




Exons 


7. .259 












Seq. No. • 


7600 






Seq. ID 


OJ990421_22.9A01 


.C30 




16044 






Strand 


+ 




Start 


217 






End 


594 




Name 


OJ990421 


22.9A01.C30.ol. 


gs 


Method 


GENSCAN 




Start 


217 






End 


594 




GI 


none 






Score 


.53 




Exons 


217. .594 












Seq. No. 


7601 






Seq. ID 


OJ990421_22.9A01 


.C32 


Gene No. 


16045 






Strand 


+ 




start 


255 






End 


733 




^ Name 


OJ990421 


22.9A01.C32.ol. 


np 


Method 


AAT/NAP 




Start 


255 






End 


733 




I'll GI 


4557062 






Score 


232 




Q Exons 


255. .733 












U\ GI Descrip. 


(AC007045) hypothetical 


protein [Arabidopsis thaliana] 




i = = 

: s l Seq. No. 


7601 






Seq. ID 


OJ990421_22. 9A01 


.C32 


! Gene No 


16045 






Strand 


+ 




» Start 


255 






End 


733 




lj Name 


OJ990421 


22.9A01.C32.ol. 


gp 


Method 


AAT/GAP 




■\\ Start 


428 






End 


733 






1631462 






Score 


535 




*~. ' Exons 


428. .733 












7*1 Seq. No. 


7601 






Seq. ID 


OJ990421_22.9A01 


.C32 


zs i Gene No 


16046 






Strand 






Start 


340 






End 


682 




Name 


OJ990421 


22.9A01.C32.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


329 




GI 


none 






Score 


78 




Exons 


1..51, 1. 


.45, 124.. 189, 


129. . 


188, 260.. 


328, 261.. 329 




Seq. No. 


7601 






Seq. ID 


OJ990421_22.9A01 


.C32 




16046 






Strand 






Start 


340 






End 


682 




Name 


OJ990421 


22.9A01.C32.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


255 






End 


616 




GI 


none 






Score 


75 




Exons 


255. .326, 


255. .302, 347. 


.436, 


445. .615, 


446. . 616 




Seq. No. 


7601 






Seq. ID 


OJ990421_22.9A01 


.C32 


Gene No. 


16046 






Strand 







7928 




Start 


340 








End • 


682 


Name 


OJ990421 22 


.9A01. 


C32.ol 


.gs 


Method 


GENS CAN 


Start 


340 








End 


682 


GI 


none 








Score 


.51 


Exons 


340. .682 












Seq. No. 


7602 








Seq. ID 


OJ990421_22.9A01.C35 


Gene No . 


16047 








Strand 


T 


Start 


245 








End 


790 


Name . 


OJ990421 22 


.9A01. 


C35.ol 


.gs 


Method 


GENSCAN 


Start 


245 








End 


790 


GI 


none 








Score 


.42 


Exons 


245. .410, 620. .790 








Seq. No. 


7603 








Seq. ID 


OJ990421_22 . 9A01 . C39 


Gene No. 


X DU *i O 








Strand 


+ 


Start 


X 








End 


4579 


Name 


ri TCkOdA oi oo 
uu yyu4zi zz 


.9A01. 


C39.ol 


.np 


Method 


AAT/NAP 


Of -s vf 


i 








End 


4319 


GI 


o o cn no 
JJD/ do o 








Score 


. 1276 


Exons 


i ^ q i n c.o 
X . .jo, IUjZ 


. .1140 


i, 1361 


..1529, 1638..: 


1799, 1894.. 2035, 




2147. .2371, 


2502. 


.2564, 


2648. 


.2722, 4062.. 4319 


GI Descrip. 


(AJ000331) : 


monogalactosyldiacylglycerol synthase [Arabidopsis 




rnaxiana j 












Seq. No. 


/OUj 








Seq. ID 


OJ990421_22.9A01.C39 


Gene No. 










Strand 


+ 


Start 


JL 








End 


4579 


Name 


uj yyu^z x zz 


.9A01. 


C39.ol 


.gs 


Method 


GENSCAN 


Start 


poo 








End 


4579 


GI 


none 








Score 


.82 


Exons 


O Z 0 . . X UU 


1058. . 


1140, 


1370. . 


1799, 1894.. 2035, 2147.. 2371, 




2502. .2564, 


2648. 


.2722, 


4062. 


.4271, 4316. .4384, 4565. .4579 


Seq. No. 


/DUO 








Seq. ID 


OJ990421_22.9A01.C39 


Gene No . 


1 £C\A ft 
X OU*t O 








Strand 


+ 


Start 


X 








End. 


4579 


Name 


OJ990421 22 


.9A01. 


C39.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1037 








End 


1794 


GI 


none 








Score 


136 


Exons 


1037. .1192, 


1354. 


.1521, 


1357. 


.1491, 1588. .1794, 1611. .1793 


Seq. No. 


7603 








Seq. ID 


OJ990421_22.9A01.C39 


Gene No. 


16048 








Strand 


+ 


Start 


1 








End 


4579 


Name 


OJ990421 22 


. 9A01. 


C39.ol 


.tc 


Method 


TBLASTX: Cress 


otart 


1056 








End 


4346 


GI 


none 








Score 


72 


Exons 


1056. .1139, 


1356. 


.1478, 


1357. 


.1491, 1357. .1491, 1635. .1796, 




1639. .1800, 


1657. 


.1800, 


1865. 


.2005, 1895. .2035, 1903. .2043, 




2126. .2374, 


2144. 


.2329, 


2284. 


.2373, 2499. .2570, 2507. .2569, 




2645. .2722, 


2647. 


.2724, 


4050. 


.4346, 4058. .4303 


Seq. No. 


7603 








Seq. ID 


OJ990421_22.9A01.C39 


Gene No. 


16048 








Strand 


+ 


Start 


1 








End 


4579 


Name 


OJ990421 22 


.9A01. 


C39.ol 


.ts 


Method 


TBLASTX : Soybean 



7929 




Start 1738 End 2233 

GI none Score 93 

Exons 1738.. 1800, 1749.. 1796, 1895.. 2035, 1906.. 2073, 2123.. 2233, 

2124 . .2192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7603 

16048 

1 

OJ990421_22. 

1886 

none 

1886. .2035, 
2287. .2379 



9A01.C39.ol.tm 



1894. .2037, 1895. 



Seq. ID OJ990421_22.9A01.C39 

Strand + 

End 4579 

Method TBLASTX: Maize 

End 2380 

Score 238 

.2035, 2144. .2380, 2144. .2374, 



Seq. No. 7603 

Gene No. 16048 

Start 1 

Name OJ990421_22 . 9A01 . C39 . o4 

Start 2499 

GI none 

Exons 2499.. 2570, 2504.. 2569, 

Seq. No. 7603 

Gene No. 16048 

Start 1 

Name OJ990421_22 . 9A01 . C39 . o3 

Start 4059 

GI none 

Exons 4059.. 4172, 4059.. 4154, 
4155. .4214, 4158. .4211, 
4248. .4286, 4250. .4288, 



Seq. ID OJ990421_22.9A01.C39 

Strand- + 

End 4579 

.tm Method TBLASTX: Maize 

End 2724 

Score 119 
2645. .2722, 2647. .2724, 2647. .2724 

Seq. ID OJ990421_22.9A01.C39 

Strand + 

End 4579 
.tm Method TBLASTX: Maize 

End 4324 

Score 154 
4060. .4197, 4063. .4164, 4064. .4171, 
4169. .4213, 4211. .4249, 4212. .4250, 
4250. .4285, 4289. .4324 



Seq. No. 7604 Seq. ID 

Gene No. 1604 9 Strand 

Start 60 End 

Name OJ9904 21_22 . 9A01 . C4 0 . ol . gs Method 

Start 60 End 

GI none Score 

Exons 60.. 388 



OJ990421_22.9A01.C40 
+ 

388 

GENSCAN 

388 

1 



Seq. No. 7604 Seq. ID 

Gene No. 16050 Strand 

Start 4 99 End 

Name OJ990421_22 . 9A01 . C40 . o2 . gs Method 

Start 4 99 End 

GI none Score 

Exons 499.. 1078, 1829.. 1903, 2163.. 2227 



OJ990421_22.9A01.C40 
+ 

2227 
GENSCAN 
2227 
.87 



Seq. No. 7605 Seq. ID 

Gene No. 16051 Strand 

Start 516 End 

Name OJ990421_22 . 9A01 . C4 1 . ol . gp Method 

Start 516 End 

GI none Score 

Exons 516.. 1003 



OJ990421_22. 9A01 .C41 
+ 

1003 
AAT/GAP 
1003 
968 



Seq. No. 



7605 



Seq. ID OJ990421_22.9A01.C41 



7930 






Gene No. 


1 buoZ 


Strand 






Start 


2310 


End 


2415 




Name 


OJ990421 22.9A01.C41.o2.gs 


Method 


GENSCAN 




Start 


2310 


End 


2415 




GI 


none 


Score 


. 64 




Exons 


2310. .2415 








Seq. No. 


7606 


Seq. ID 


OJ990421_22 . 9A01 -C43 




Gene No. 


16053 


Strand 


+ 




Start 


1 


End 


563 




Name 


OJ990421 22.9A01.C43.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


563 




GI 


6815072 


Score 


963 




Exons 


1..563 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 






T13P21; hypothetical protein 


(AC006067) 


[Oryza sativa] 




Seq. No. 


7606 


Seq. ID' 


OJ990421_22.9A01.C43 




Gene No. 


16053 


Strand 


+ 




Start 


1 


End 


563 




Name 


OJ990421 22.9A01.C43.ol.gs 


Method 


GENSCAN 




Start 


159 


End 


334 




GI 


none 


Score 


.51 


□ 


Exons 


159. .3.34 








Seq. No. 


7607 


Seq. ID 


OJ990421_22 .9A01.C4 4 


'e' * 


Gene No. 


16054 


Strand 


+ 


Li 


Start 


1 


End 


317 


i 


Name 


OJ990421 22.9A01.C44.ol.np 


Method 


AAT/NAP 




Start 


1 


End" 


317 


: =! 


GI 


6815072 


Score 


495 


SSf 


Exons 


1. .317 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 


• 




T13P21; hypothetical protein 


(AC006067) 


[Oryza sativa] 




Seq. No. 


7607 


Seq. ID 


OJ990421_22.9A01.C44 




Gene No . 


16055 


Strand 


+ 


sat 


Start 


317 


End 


637 




Name 


OJ990421 22.9A01.C44.ol.ts 


Method 


TBLASTX: Soybean 


:n 


Start 


42 


End 


224 


ill 


GI 


none 


Score 


203 




Exons 


42. .224, 44. .223 








Seq. No. 


7607 


Seq. ID 


OJ990421_22.9A01.C44 




Gene No . 


16055 


Strand 


+ 




Start 


317 


End 


637 




Name 


OJ990421 22.9A01.C44.ol.gs 


Method 


GENSCAN 




Start 


317 


End 


637 




GI 


none 


Score 


.73 




Exons 


317. .326, 494. .637 








Seq. No. 


7608 


Seq. ID 


OJ990421_22.9A01.C45 




Gene No; 


16056 


Strand 


+ 




Start 


396 


End 


574 




Name * 


OJ990421 22.9A01.C45.ol.gs 


Method 


GENSCAN 




Start 


396 


End 


574 




GI 


none 


Score 


.81 



7931 



Exons 



396. .574 



oeq. NO. 


7609 


Seq. ID 




Gene No. 


16057 


Strand 




Start 


1 


End 


1205 


Name 


OJ990421 22.9A01.C47.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1205 


GI 


6907086 


Score 


862 


Exons 


1..382, 440. .1205 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. " 


7609 


Seq. ID 


OJ990421 


Gene No. 


16057 


Strand 


- 


Start 


1 


End 


1205 


Name 


OJ990421 22.9A01.C47.ol.gs 


Method 


GENSCAN 


Start 


468 


End 


914 


GI 


none 


Score 


.93 


Exons 


468. .914 






Seq. No. 


7610 


Seq. ID 


OJ990331 


Gene No. 


16058 


Strand 


+ 


Start 


1 


End 


2959 


Name 


OJ990331 10.9A01.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2956 


GI 


6498441 


Score 


3959 


Exons 


1..193, 289.. 1012, 1184.. 2581 


, 2675.-2956 



GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq. No. 7610 Seq. ID 

Gene No. 16058 Strand 

Start 1 End 

Name OJ990331JL0 . 9A01 . C5 . pi . gs Method 

Start 260 End 

GI none Score 

Exons 260.. 1663, 1742.. 295? 



OJ990331_10. 9A01.C5 
+ 

2959 
GENSCAN 
2959 
.67 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. • 

Start 

Name 

Start 

GI 

Exons 



7610 Seq. ID OJ990331 

16059 Strand + 

16829 End 17208 

OJ990331_10 .9A01.C5.o6. np Method AAT/NAP 

16121 End 17208 

6815053 Score 688 

16121. .16267, 16748. .16922, 16972.. 17208 
(AP001080) hypothetical protein [Oryza sativa] 



10. 9A01.C5 



7610 Seq. ID 

16059 Strand 

16829 End 

OJ990331_10 . 9A01 . C5 . 06 . gs Method 

16829 End 

none Score 
16829. .17155 



OJ990331_10. 9A01.C5 
+ 

17208 
GENSCAN 
17155 
.58 



Seq. No. 
Gene No. 



7610 
16060 



Seq. ID OJ990331_10.9A01.C5 
Strand + 



7932 




Start 


19897 




End 


22828 






OJ990331 10.9A01.C5. 


o2.gp 


Method 


AAT/GAP 




Start 


18884 


End 


18948 




GI 


2312838 




Score 


67 




Exons 


18884. .18948 










GI Descrip. 


1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene 


, intron 1, 


partial sequence 




Seq. No. 


7 61 fl 




Seq. ID 


OJ990331_10.9A01 


.C5 


Gene No. 






Strand 


+ 




Start 


1 Qfi Q7 
x .7 o y / 




End 


22828 




Name 


uU _7 _7 U J -J X X VJ • jrWJ ± . \^*J . 


f\7 rr o 
\j i * y o 


Method 


GEN SCAN 




Start 


1 Qfi Q7 _ 




End 


22828 




GI 


none 




Score 


.93 




Exons 


19897. .19931, 20052. 


.20167, 


20277. .204 


35, 20514. .20827, 






21070 21204 21383 


.21457, 


21966. .22243, 22319 .. 22454, 






99S44 996^S 997^7 


.22828 








Seq. No. 






Seq. ID 


OJ990331_10.9A01 


.C5 


Gene No. 


X OVJ 0 U 




Strand 


+ 




Start 


1 QOQ7 




End 


22828 




Name 


OJ990331 10.9A01.C5. 


o7 . np 


Method 


AAT/NAP 




Start 


20125 




End 


22828 




GI 






Score 


1117 




Exons 


9019^ 9PI1 67 90977 


.20435, 


20514 . ;20689, 21966 .. 22243, 






9 9^1 Q 99 4^4 9 9 S A A 


.22655, 


22737. .22828 




GI Descrip. 


^aronm 04 ^ ui qpi q i ^ 


i [Arabidopsis thaliana] 




Seq. No. 


7 610 




Seq. ID 


OJ990331_10.9A01 


.C5 




16061 




Strand 


+ 




Start 


23301 




End 


23571 




Name 


nTQQn^^i in Qani 


o3 .gp 


Method 


AAT/GAP 




Start 


9^?m ~~ 




End 


23571 




GI 


471 S474 




Score 


499 




Exons 


9??01 9^S71 










Seq. No. 


7 6i n 




Seq. ID 


OJ990331 10.9A01 


.C5 




1 6062 




Strand 


+ 




Start 


29839 




End 


34461 




Name 


OJ990331 10.9A01.C5. 


olO.gs 


Method 


GENSCAN 




Start 


29839 




End 


32576 




GI 


none 




Score 


.75 




Exons 


29839. .30245, 30328. 


.30455, 


32083.. 32576 




Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01 


.C5 


Gene No. 


16062 




Strand 


+ 




Start 


29839 




End 


34461 




Name 


OJ990331 10.9A01.C5. 


o9.np 


Method 


AAT/NAP 




Start 


29986 




End 


34461 




GI 


5931643 




Score 


239 




Exons 


29986. .30245, 30328. 


.30432, 


34393. .34461 




GI Descrip. 


(AJ011623) squamosa promoter binding protein-homologue 


5 




[Antirrhinum majus] 










Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01 


.C5 


Gene No. 


16062 




Strand 


+ 




Start 


29839 




End 


34461 





7933 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990331_10 . 9A01 . C5 . olO . np Method 

32032 End 

5852084 Score 
32032. .32072, 33373.. 33457 

(AL117264) zwh0007.1 [Oryza sativa] 

7610 Seq. ID 

16063 - Strand 

52997 End 

OJ990331_10 . 9A0 1 . C5 . ol3 . gs Method 

52997 End 

none Score 

52997. .53069, 53204 .. 53268 , 53664 .. 53753, 53842 .. 53928 , 

54027. .54086, 54 196 .. 5424 6, 54327 .. 54 422 , 54707 .. 54772, 

55205. .55422, 55651 .. 55747 , 56163 .. 56249, 56450 .. 56584 , 

56679. .56783, 57275 .. 57403, 57483.-57586, 58156 .. 5824 6, 
58332.. 58415 



AAT/NAP 

33457 

80 



OJ990331_10.9A01.C5 
+ 

58449 
GEN SCAN 
58415 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7610 Seq. ID OJ990331_10 . 9A01 . C5 

16063 Strand + 

52997 End 58449 

OJ990331_10 . 9A01 .C5 .ol3.np Method AAT/NAP 

52997 End 58412 

135535 Score 1914 

52997. .53069, 53204 .. 53268 , 53664 .. 53753, 53842 .. 53928 , 

54027. .54086, 54196 .. 5424 6, 54327 .. 54 422 , 54707 .. 54772 , 

55205. .55422, 55651 .. 55747 , 56163 .. 5624 9, 56450 .. 56584 , 

56679. .56783, 57275 .. 57403, 57483 .. 57586, 58156 .. 5824 6, 

58332.. 58412 

T-COMPLEX PROTEIN 1, ALPHA SUBUNIT (TCP-1-ALPHA) (CCT-ALPHA) 
gi|322602|pir| IJN0448 t-complex polypeptide Tcp-1 - Arabidopsis 
thaliana gi | 217871 | dbj | BAA01955 | (D11351) t-complex polypeptide 
1 homologue [Arabidopsis thaliana] gi | 2326265 | dbj | BAA21772 | 
(D11352) CCT alpha/TCP-1 [Arabidopsis thaliana] 



7610 Seq. ID 

16063 ' Strand 
52997 End 
OJ990331_10 . 9A01 . C5 . o5 . gp Method 
55642 End 
532_1.R1084 Score 

55642. .55747, 56163 .. 5624 9, 56450 

57275. .57403, 57483.-5758 6, 58156 



OJ990331_10.9A01.C5 
+ 

58449 
AAT/GAP 
58449 
1424 

56584, 56679. .56783, 
58246, 58332.. 58449 



287938/emb 1X54204 | CVPRSET5C 6.0e-47 Cloning vector pRSETSc 
(pBluescript KS plus derivative) 1 

7610 Seq. ID OJ990331_10 . 9A01 . C5 

16064 Strand + 

58408 End 58686 

OJ990331_10 . 9A01 . C5 . 06 . gp Method AAT/GAP 

58408* End . 58686 

6067_1.R1084 Score 521 

58408. .58686 

' 287938/emb | X54204 | CVPRSET5C 6.0e-47 Cloning vector pRSETSc 
(pBluescript KS plus derivative) ' 



Seq. No. 



7610 



Seq. ID OJ990331_10.9A01.C5 



7934 




Gene No . 


1 DU DO 




Strand 


+ 




Start 


58897 




End 


59687 




Name 


OJ990331 10.9A01.C5 


. ol4 . gs 


Method 


GENSCAN 




Start 


58897 




End 


59687 




GI 


none 




Score 


.61 




Exons 


58897. .59016, 59266 


. .59582, 


59600. .59687 




Seq. No. 


7610 




Seq. ID 


OJ990331_ 


_10.9A01.C5 


Gene No. 


16066 




Strand 


+ 




Start 


60539 




End 


71641 




Name 


OJ990331 10.9A01.C5 


,ol4 .np 


Method 


AAT/NAP 




Start 


60513 




" End 


71641 




GI 


6686395 




Score 


1082 




Exons 


60513. .60701, 60795 


. .60907, 


61253. .61446, 61699. 


.61991, 




70832. .70944, 71021 


. .71216, 


71252. .71641 




GI Descrip. 


(AC007234) F1E22.6 


[Arabidopsis thaliana] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

y Seq.- No. 
0 Gene No. 
fjj Start 

Name 
!"! Start 

Exons 
FL! GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7610 

16066 

60539 

OJ990331_10 . 9A01 . C5 . ol5 . gs 

60539 

none 



Seq. ID OJ990331_10.9A01.C5 



Strand 
End 

Method 

End 

Score 



+ 

71641 
GENSCAN 
62023 
.98 



60539. .60701, 60795 .. 60907 , 61253 614 4 6, 61699.. 62023 



7610 
16066 
60539 

OJ990331_10.9A01.C5.o7.gp 
70504 
428816 

70504. .70731, 70832 .. 70944 , 71021.. 71100 

2190552 1.0e-21 (AC001229) Similar to Holcus major pollen 
allergen (gb_Z27084). [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990331_ 
+ 

71641 
AAT/GAP 
71100 
741 



10.9A01.C5 



Seq. ID 

Strand 

End 

Method. 

End 

Score 



7610 
16067 
76751 

OJ990331_10 . 9A01 . C5 . ol5 . np 
76751 
4895243 
76751. .77430 

(AC007659) putative PREGl-like negative regulator [Arabidopsis 
thaliana] 



OJ990331_10.9A01. 
+ 

77430 
AAT/NAP 
77430 
446 



C5 



7610 Seq. ID 

16068 Strand 

81136 End 
OJ990331_10 . 9A01.C5.ol9. gs Method 

81136 End 

none Score 
81136.. 82812 



OJ990331_10 . 9A01 • C5 
+ 

82812 
GENSCAN 
82812 
.99 



Seq. No. 
Gene No. 
Start 
Name 



7610 
16068 
81136 
OJ990331 



_10.9A01.C5.ol6.np 



Seq.. ID OJ990331_10.9A01.C5 

Strand + 

End 82812 

Method AAT/NAP 



7935 




Start 


81154 




End 


82797 








GI 


1786142 




Score 


591 








Exons 


81154. .81352, 81407 .. 82128 , 


82267. .82797 








GI Descrip. 


(AB000455) PEThy;ZPT4-l 


[Petunia^ x hybrida] 








Seq. No. 


7610 




Seq. ID 


uj y y u j j i 


10. 


9A01 


.C5 


Gene No. 


16069 




Strand 










Start 


1445 




End 


"7 A *3 Q 








Name 


OJ990331 10.9A01.C5.o2. 


np 


Method 


7\ 7\ T /MAD 








Start 


1445 




End 










GI 


6907089 




Score 


2298 








Exons 


1445.. 1624, 3598.. 3849, 


3950 


..5210 










GI Descrip. 


(APOOllzy) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


7610 




Seq. ID 


OJ990331_ 


10. 


9A01 


.C5 


Gene No. 


16069 




Strand 










Start 


1445 




End 


7039 








Name 


OJ990331 10.9A01.C5.o2. 


gs 


Method 


GEN SCAN 








Start 


3581 




End 


5210 








GI 


none 




Score 


.92 








Exons 


3581. .3849, 3950. .4058, 


4107 


..5014, 5081. .5210 








Seq. No. 


7610 




Seq. ID 


OJ990331_ 


_10. 


9A01 


.C5 


Gene No. 


16069 




Strand 










Start 


1445 




Endv- 


7039 








Name 


OJ990331 10.9A01.C5.o3. 


np 


Method 


AAT/NAP 








Start 


4294 




End 


7039 








GI 


5922623 




Score 


122 








Exons 


4294. .4319, 6284. .6438, 


6955 


. .7039 










GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 









gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 


7610 


Seq. ID 


OJ990331_10 


. 9A01. 


C5 


Gene No. 


16070 


Strand 








Start 


7077 


End 


11008 






Name 


OJ990331 10.9A01.C5.o3.gs 


Method 


GENSCAN 






Start 


7077 


.End 


10943 






GI 


none 


Score 


.59 






Exons 


7077.. 8601, 8794.. 8986, 9700. 


.9796, 10037. .10349, 


10463. 


.H 




10817. .10943 










Seq. No. 


7610 


Seq. ID 


OJ990331_10 


. 9A01. 


C5 


Gene No. 


16070 


Strand 








Start 


7077 


End 


11008 






Name 


OJ990331 10.9A01.C5.o4.np 


Method 


AAT/NAP 






Start 


10016 


End 


10943 






GI 


3264596 


Score 


1100 






Exons 


10016. .10381,. • 104 63. .10712, 10817. .1094 3 






GI Descrip. 


(AF057183) putative tonoplast 


aquaporin [Zea mays] 






Seq. No. 


7610 


Seq. ID 


OJ990331_10 


. 9A01. 


C5 


Gene No. 


16070 


Strand 








Start 


7077 


End 


11008 






Name 


OJ990331 10.9A01.C5.ol.gp 


Method 


AAT/GAP 






Start 


10344 


End 


11008 ' 






GI 


LIB3434-057-P1-K1-A5 


Score 


879 







7936 






Exons 


10344. .10381, 10463. 


.10712, 


10817. .11008 








GI Descrip. 


, 4895251/gb|AAD32836 


.1|AC007659_18 7.0e-33 (AC007659) 








hypothetical protein 


[Arabidopsis thaliana] 1 








Seq. No. 


7610 




Seq. ID 


OJ990331_ 


10. 9A01 


.C5 




Lrene no . 






Strand 










Start 


11662 




End 


13913 








Name 


OJ990331 10.9A01.C5. 


o4 . gs 


Method 


GENSCAN 








Start 


11662 




End 


13913 








GI 


none 




Score 


.6 








Exons 


11662. .11835, 12260. 


.12367, 


13863. .13913 








Seq. No. 


7610 




Seq. ID 


OJ990331_ 


10. 9A01 


.C5 




bene lno . 


i anno 




Strand 










Start 


14257 




End 


15215 








Name 


OJ990331 10.9A01.C5. 


oJd . gs 


Method 


GENSCAN 








Start 


14257 




End 


15215 








GI 


none 




Score 


.61 








Exons 


14257. .14353, 14402. 




14882. .14983, 15042. 


.15215 






Seq. No. 


7610 




Seq. ID 


OJ990331_ 


10.9A01 


.C5 




Gene No. 


16073 




Strand 










Start 


19537 




End 


27150 






Q 


Name 


OJ990331 10.9A01.C5. 


08 .np 


Methqd 


AAT/NAP 








o lai U 


19537 




End 


26876 






«i3 


GI 


2245020 




Score 


1359 






rff 


Exons 


19537. .19579, 20507. 


.20599, 


23840. .24041, 24257. 


.24585, 




HI 




24823. .24925, 25050. 


.25231, 


25695. .25884, 26130. 


.26218, 




□ 




26296.-26372, 26840. 


.26876 










! : £ 
! :tf 


GI Descrip. 


(Z97341) growth regulator like protein 


[Arabidopsis thaliana] 


W 


Seq. No. 


7610 




Seq. ID 


OJ990331_ 


10.9A01 


.C5 




Gene No. 


16073 




Strand 










Start 


19537 




End 


27150 






C3 


Name 


OJ990331 10.9A01.C5. 


08 .gs 


Method 


GENSCAN 








Start 


23359 




End 


27150 






-! 


GI 


none 




Score 


.75 - ' 






Is SI 
. 


Exons 


23359. .23481, 23939. 


.24041, 


24257. .24349, 24482. 


.24585, 






24823. .24925; 25050. 


.25231, 


25695. .25884, 26130. 


.26218, 




'"I 
•:;( 




26296. .26372, 26558. 


.26597, 


26956. .27150 






Q 


Seq. No. 


7610 




Seq. ID 


OJ990331_ 


10.9A01 


.C5 




Gene No. 


16073 




Strand 










Start 


19537 




End 


27150 








Name 


OJ990331 10.9A01.C5. 


o4 . gp 


Method 


AAT/GAP 








o uai i_ 


25060 




End 


26575 








GI 


4715473 




Score 


1089 








Exons 


25060. .25231, 25695. 


.25884, 


26130. .26218, 26296. 


.26372, 








26470. .26575 














GI Descrip. 


2245020/emb|CAB10440 


.11 l.Oe 


s-40 (Z97341) growth 


regulator lik 






protein [Arabidopsis 


thaliana] 










Seq. No. 


7610 




Seq. ID 


OJ990331_ 


10.9A01 


.C5 




Gene No. 


16074 




Strand 










Start 


29082 




End 


29483 








Name 


OJ990331 10.9A01.C5. 


o9 . gs 


Method 


GENSCAN 








Start 


29082 




End 


29483 







7937 




'GI 


none . 




Score 


.73 




Exons 


29082. .29483 










Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01 


.C5 


Gene No. 


loU Id 




Strand 






Start 


33169 




End 


43012 




Name 


OJ990331 10.9A01.C5 


.oil .gs 


Method 


GENSCAN 




Start 


33169 




End 


43012 




GI 


none 




Score 


.4 




Exons 


33169. .33188, 34090 


. .34152", 


42493. .42764, 42915. .43012 




Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01 


.C5 


Gene No. 


16075 




Strand 






Start 


33169 




End 


43012 




Name 


OJ990331 10.9A01.C5 


.oil . np. 


Method 


AAT/NAP 




Start 


33445 




End 


36018 




GI 


4680204 




Score 


80 




Exons 


33445. .33511, 35672 


. .36018 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01 


.C5 


Gene No. 


16076 




Strand 






Start 


51119 




End 


52704 




Name 


OJ990331 10.9A01.C5 


,ol2 .np 


Method 


AAT/NAP 




Start 


51119 




End 


52704 




GI 


3193328 




Score 


476 




Exons 


51119. .51224, 52025 


. .52090, 


52233.. 52704 




GI Descrip. 


(AF069299) No definition line found [Arabidopsis thaliana] 


Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01 


.C5 


Gene No. 


-16077 




Strand 






Start 


63259 




End 


65400 




Name 


OJ990331 10.9A01.C5 


.ol6.gs 


Method 


GENSCAN 




Start 


63259 




End 


65400 




GI 


none 




Score 


.74 




Exons 


63259. .63532, 64065 


. .64184, 


64805. .64940, 65328. .65400 




Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01 


.C5 


Gene No . 


16078 




Strand 






Start 


77931 




End 


79122 




Name 


OJ990331 10.9A01.C5 


. ol8 . gs 


Method 


GENSCAN 




Start 


77931 




End 


79122 




GI 


none 




Score 


.56 




Exons 


77931. .78084, 78256 


. .78438, 


78959. .79122 




Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01 


.C5 


Gene No. 


16079 




Strand 






Start 


87397 




End 


87772 




Name 


OJ990331 10.9A01.C5 


. o5. tw 


Method 


TBLASTX: Wheat 




Start 


147 




End 


421 




GI 


none 




Score 


110 




Exons 


147. .233, 149. .232, 


215. .42 


1, 241. .396 






Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01 


.C5 


Gene No. 


16079 




Strand 






Start 


87397 




End 


87772 




Name 


OJ990331 10.9A01.C5 


.o9. tm 


Method 


TBLASTX: Maize 





7938 




Start 


150 








End 


505 




GI 


none 








Score 


72 




Exons 


150. .230, 221. .403, 238. .396, 


422. .505 






Seq. No. 


7610 








Seq. ID 


OJ990331_10. 9A01. 


C5 


Gene No. 


16079 








Strand 






Start 


87397 








End 


87772 




Name 


OJ990331 10 


. 9A01 


.C5.o4.tw 




Method 


TBLASTX: Wheat 




Start 


857 ~~ 








End 


1318 




GI 


none 








Score 


231 




Exons 


857 . . 1108, : 


884 . . 


1135, 949. 


.1134, 1113. 


.1145, 1178. .1318, 






1180. .1317 














Seq. No. 


7610 








Seq. ID 


OJ990331_10.9A01. 


C5 


Gene No. 


16079 








Strand 






Start 


87397 








End 


87772 




Name 


OJ990331 10 


.9A01 


.C5.o8.ts 




Method 


TBLASTX: Soybean 




Start 


1007 








End 


1573 




GI 


5666795 








Score 


63 




Exons 


1007. .1105, 


1181 


..1318, 1373. 


.1573 






GI Descrip. 


4206306 2-0e-10 


(AF049110) 


prpol [Zea 


mays] 




Seq. No. 


7 fii n 










OJ990331JL0.9A01. 


C5 


flp-np Mr) 

VJ C 1 1 C LIU i 


1 607Q 
x u \j f y 














Start 


O / J J / 








■ End 


87772 




Name 


OJ990331 10 


.9A01 


.C5.o9.tw 




Method 


TBLASTX: Wheat 




Start 


1321 








End 


1633 




GI 


nunc 








Score 


191 




Exons 


1321 1497 


1373 


. .1633 










Seq. No. 


7610 








Seq. ID 


OJ990331_10.9A01. 


C5 




16079 








Strand 






Start 


87397 








End 


87772 




Name 


OJ990331 10 


. 9A01 


.C5 . o5 . tm 




Method 


TBLASTX: Maize 




Start 


1826 








End 


2149 




GI 


none 








Score 


368 




Exons 


1826. .2149, 


1855 


. .2136 










Seq. No. 


7610 








Seq. ID 


OJ990331_10.9A01. 


C5 


Reno Mrj 


16079 








Strand 






Start 


87397 








End 


87772 




Name 


OJ990331 10 


. 9A01 


.C5.o3.tw 




Method 


TBLASTX: Wheat 




Start 


1963 








End 


2364 




GI 


none 








Score 


384 




Exons 


1963. .2364, 


1964 


. .2344 










Seq. No. 


7610 








Seq. ID 


OJ990331_10.9A01. 


C5 




16079 








Strand 






Start 


87397 








End 


87772 




Name 


OJ990331 10 


. 9A01 


.C5.o8.tw 




Method 


TBLASTX: Wheat 




Start 


2369 








End 


2947 




GI 


none 








Score 


239 




Exons 


2369. .2647, 


2371 


..2628, 2393. 


.2761, 2821. .2943, 2822. .2947 


Seq. No. 


7610 








Seq. ID 


OJ990331_10.9A01. 


C5 


Gene No. 


16079 








Strand 






Start 


87397 








End 


87772 





7939 





Name 


OJ990331 10.9A01.C5 


,o7 .tm 


Method 


TBLASTX: Maize 






Start 


4559 




End 


30394 






GI 


none 




Score 


70 






Exons 


4559. .4672, 30061.. 


30246, 30108. .30248, 


30326. .30394 






Seq. No. 


7610 




Seq. ID 


OJ990331_10. 9A01 


.C5 




Gene No. 


16079 




Strand 








Start 


87397 




End 


87772 






name 


OJ990331 10 9A01 C5 


.o2.ts 


Method 


TBLASTX: Soybean 






Start 


9945 




End 


10944 






GI 


none 




Score 


97 






Exons 


9945.-9995, 10022.. 


10357, 10034. .10270, 


10101. .10358, 








10478. .10708, 10486 


. .10710, 


10486. .10710, 10809. .10925, 








10810. .10944 












Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01 


.C5 




Gene No. 


16079 




Strand 








Start 


87397 




End 


87772 






Name 


OJ990331 10 9A01 C5 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


10007 




End 


10950 






GI 


none 




Score 


100 






Exons 


10007. .10360, 10008 


. .10061, 


10013. .10270, 10101. .10361, 








10358. .10396, 10484 


. .10714, 


10486. .10713, 10809. .10928, 




n 

■ss? 




10810. .10944, 10855 


. .10950, 


10856.. 10945 




, 


Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01 


.C5 




Gene No. 


16079 




Strand 






ri \ 

t sr 


Start 


87397 




End 


87772 




;- _ j 


Name 


OJ990331 10.9A01.C5 


. ol . tc 


Method 


TBLASTX: Cress 




j ;| 


Start 


10034 




End 


10965 






GI 


none 




Score 


129 






Exons 


10034. .10360, 10055 


. .10270, 


10101. .10361, 10358. .10381, 




\U 




10481. .10708, 10486 


. .10710, 


10809. .10928, 10810.. 10965 






Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01 


.C5 




Gene No. 


16079 




Strand 








Start 


87397 




End 


87772 




i. j. 


Name 


OJ990331 10.9A01.C5 


.ol.tw 


Method 


TBLASTX: Wheat 






Start 


10061 




End 


76202 






GI 


none 




Score 


151 




L »} 


Exons 


10061. .10270, 10067 


. .10381, 


10101. .10382, 10486. .10686, 








10486. .10710, 10499 


. .10699, 


10812. .10928, 10818. .10928, 








10819. .10932, 16221 


. .16325, 


16374. .16418, 16411 16449, 








76077. .76202 












Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01 


.C5 






16079 




Strand 








Start 


87397 




End 


87772 






Name 


OJ990331 10.9A01.C5 


.ol0. tm 


Method 


TBLASTX: Maize 






Start 


12097 




End 


12625 






GI 


none 




Score 


198 






Exons 


12097 .. 12435, 12132 


. .12416, 


12491. .12625 






Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01 


.C5 




Gene No. 


16079 




Strand 








Start 


87397 




End 


87772 






Name 


OJ990331 10.9A01.C5 


.ol.ts 


Method 


TBLASTX: Soybean 





7940 





O L.CLX. L» 


20131 








End 


22825 








GI 


none 








Score 


54 








Exons 


20131. 


.20169, 


20251. 


.20436, 


20273. .20437, 20512 


. .20586, 








20513. 


.20587, 


20587. 


.20703, 


20588. .20692, 21956 


. .22237, 








21963. 


.22244, 


22320. 


.22454, 


22349. .22450, 22540 


. .22668, 








22541. 


.22657, 


22736. 


.22825 












Seq. No. 


7610 








Seq. ID 


OJ990331 


_10.9A01 


.C5 




Gene No. 


16079 








Strand 










Start " 


87397 








End 


87772 








Name 


OJ990331 10.9A01.C5. 


o2.tc 


Method 


TBLASTX: 


Cress 






OLal L 


20131 








End ' 


22827 








GI 


none 








Score 


56 








Exons 


20131. 


.20169, 


20251. 


.20436, 


20271. .20417, 20273 


. .20437, 








20382. 


.20438, 


20510. 


.20692, 


20512. .20703, 20513 


. .20692, 








21956. 


.22243, 


21963. 


.22244, 


22329.-22454, 22349 


. .22450, 








22541. 


.22657, 


22543. 


.22668, 


22735. .22827, 22736 


. .22825 






Seq. No. 


7610 








Seq. ID 


OJ990331 


_10.9A01 


.C5 




Gene No. 


16079 








Strand 










Start 


87397 








End 


87772 










OJ990331 10.9A01.C5. 


o2 . tm 


Method 


TBLASTX: 


toi ze 






Start 


20131 








End 


22825 






□ 


GI 


none 








Score 


53 








Exons 


20131. 


.20169, 


20251. 


.20436, 


20273. .20437, 20512 


. .20703, 








20513'. 


.20692, 


21956. 


.22243, 


21963. .22244, 22320 


. .22454, 




i t 




22349. 


.22450, 


22541. 


.22657, 


22543. .22692, 22736 


. .22825 




; L? 


Seq. No. 


7610 








Seq. ID 


OJ990331 


J.0.9A01 


.C5 


ui 


Gene No. 


16079 








Strand 








:. 


Start 


87397 








End 


87772 






:i : t 


Name 


OJ990331 10.9A01.C5. 


o2.tw 


Method 


TBLASTX: Wheat 




i i : 
! fc? 


OLOi L 


20131 








End 


22825 








GI 


none 








Score 


53 






i J= ? 


Exons 


20131. 


.20169, 


20251. 


.20436, 


20273. .20437, 20512 


. .20703, 








20513. 


.20692, 


21952. 


.22047, 


21953. .22051, 21956 


. .22243, 




| j 




21963. 


.22244, 


22320. 


.22454, 


22349. .22450, 22541 


. .22657, 








22543. 


.22692, 


22736. 


.22825 












Seq. No. 


7610 








Seq. ID 


OJ990331 


_10.9A01 


.C5 


□ 


Gene No. 


16079 








Strand 










Start - 


87397 








End 


87772 








Name 


OJ990331 10.9A01.C5. 


o5. ts 


Method 


TBLASTX: Soybean 






Start 


23843 








End 


26343 








GI 


none 








Score 


78 








Exons 


23843. 


.24043, 


23955. 


.24047, 


23990. .24 


049, 24245 


. .24373, 








24255. 


.24374, 


24256. 


.24381, 


24257. .24382, 24335 


. .24589, 








24383. 


.24556, 


24388. 


.24564, 


24826. .24930, 25046 


. .25261, 








25698. 


.25772, 


25806. 


.25886, 


25807. .25887, 26130 


. .26219, 








26135. 


.26218, 


26288. 


.26341, 


26293. .26343 








Seq. No. 


7610 








Seq. ID 


OJ990331 


_10.9A01 


.C5 




Gene No. 


16079 








Strand 










Start 


87397 








End 


87772 








Name 


OJ990331 10.9A01.C5. 


o7. tc 


Method 


TBLASTX: 


Cress 






Start 


23843 








End 


24043 








GI 


none 








Score 


210 







7941 




Exons 23843. .24043 



Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01. 


C5 


/"* rt »1 rt XI rt 

uene no . 


1 bU / y 




Strand 






Start 


87397 




End 


87772 




Name 


OJ990331 10.9A01.C5. 


06. tm 


Method 


TBLASTX: Maize 




Start 


23897 




End 


24564 




GI 


none 




Score 


77 




Exons 


23897. .24043, 23906. 


.24046, 


23928. .24059, 24218 .. 24361, 






24248.-24382, 24252. 


.24368, 


24253. .24423, 24253 .. 24381, 






24379. .24564, 24395. 


.24562 








Seq. No. 


/ olU 




Seq. ID 


OJ990331JL0.9A01. 




Gene No. 


16079 




Strand 






Start 


87397 




End 


87772 




Name 


OJ990331 10.9A01.C5. 


06. tc 


Method 


TBLASTX: Cress 




Start 


24256 




End 


25156 




GI 


none 




Score 


91 




Exons 


24256. .24357, 24379. 


.24585, 


24443. .24583, 24841 24930, 






25070. .25156 










Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01. 


C5 


Gene No. 


16079 




Strand 






Start 


87397 




End 


87772 




N.^me " 


OJ990331 10.9A01.C5. 


o8.tm 


Method 


TBLASTX r'Maize - 




Start 


26945 




End 


27105 




GI 


none 




Score 


199 




Exons 


26945. .27076, 26950. 


.27105 








Seq. No. 


7610 




Seq. ID 


OJ990331_10. 9A01. 


C5 


Gene No. 


16079 




Strand 






Start 


87397 




End 


87772 




Name 


OJ990331 10.9A01.C5. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


30106 




End 


30412 




GI 


none 




Score 


174 




Exons 


30106. .30246, 30144. 


.30242, 


30325. .30369, 30326.. 30412 




Seq. No. 


7610 




-Seq. ID 


OJ990331_10.9A01. 


C5 


Gene No. 


16079 




Strand 






Start 


87397 




End 


87772 




Name 


OJ990331 10.9A01.C5. 


06 . ts 


Method 


TBLASTX : Soybean 




Start 


30106 




End 


30415 




GI 


none ♦ 




Score 


171 




Exons 


30106. .30246, 30159. 


.30242, 


30326. .30^ 


U5 




Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01. 


C5 


Gene No. 


16079 




Strand 






Start 


87397 




End 


87772 . 




Name 


OJ990331 10.9A01.C5. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


52232 




End 


52594 




GI 


none 




Score 


159 




Exons 


52232. .52477, 52233. 


.52457, 


52454.. 52594 




Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01. 


C5 


Gene No. 


16079 




Strand 






Start 


87397 




End 


87772 




Name 


OJ990331 10.9A01.C5. 


o7.ts 


Method 


TBLASTX : Soybean 





7942 






Start 


52305 








End 


52594 






GI 


none 








Score 150 






Exons 


52305. 


.52493, 


52307. 


.52492, 


52454 . 


.52594 








Seq. No. 


7610 








Seq. 


ID OJ990331_ 


JL0.9A01 




Gene No. 


16079 








Strand 








Start 


87397 








End 


87772 






Name 


OJ990331 10.9A01.C5. 


o4 . tm 


Method TBLASTX : Mai ze 




Start 


52952 








End 


58421 






GI 


none 








Score 113 






Exons 


52952. 


.53068, 


53002. 


.53073, 


53202. 


.53267, 


53203 


. .53271, 






53203. 


.53271, 


53654. 


.53755, 


53656. 


.53754, 


53670 


. .53759, 






53839. 


.53916, 


53840. 


.53890, 


53842. 


.53928, 


54024 


. .54092, 






54024. 


.54086, 


54029. 


.54088, 


54147. 


.54248, 


54174 


. .54248, 






54181. 


.54255, 


54190. 


.54249, 


54324 . 


.54425, 


54324 


. .54422, 






54326. 


.54424, 


54707. 


.54802, 


54731. 


.54772, 


55199 


. .55423, 






55202. 


.55420, 


55204. 


.55422, 


55641. 


.55745, - 


55648 


. .55746, 






55649. 


.55747, 


56150. 




56151. 


.56252, 


56153 


. .56254, 






56357. 


.56581, 


56449. 


.56592, 


56450. 


.56623, 


56672 


. .56785, 






56679. 


.56786, 


57275. 


.57403, 


57276. 


.57407, 


57307 


. .57414, 






57308. 


.57415, 


57480. 


.57584, 


57482. 


.57586, 


57489 


. .57536, 






57535. 


.57585, 


58147. 


.58245, 


58150. 


.58257, 


58154 


. .58285, 






58158. 


.58286, 


58326. 


.58412, 


58328. 


.58420, 


58329 


. .58421 


: i 
•t 


Seq. No. 


7610 








Seq. 


ID OJ990331_ 


JL0. 9A01 


Q 


Gene No. 


16079 








Strand 








Start 


87397 








End 


87772 




rn 


Name 


OJ990331 10.9A01.C5. 


o3 . tc 


Method TBLASTX: Cress 


'3 S» 


Start 


53002 








End 


58508 




i .! 


GI 


none 








Score 93 








Exons 


53002. 


.53073, 


53003. 


.53068, 


53203. 


.53271, 


53654 


. .53755, 


y 




53656. 


.53739, 


53670. 


.53759, 


53836. 


.53922, 


53842 


. .53928, 






54024. 


.54092, 


54035. 


.54088, 


54190. 


.54255, 


54195 


. .54248, 


is 




54324. 


.54425, 


54326. 


.54424, 


55197. 


.55421, 


55199 


. .55423, 


□ 




55202. 


.55420, 


55207. 




55648. 


.55743, 


55649 


Z.55747, 






56151. 


.56252, 


56152. 


.56328, 


56157. 


.56231, 


56162 


. .56251, 






56446. 


.56571, 


56449. 


.56586, 


56450. 


.56623, 


56672 


. .56785, 


\'""- 




56679. 


.56786, 


56694. 


.56798, 


57273. 


.57404, 


57275 


. .57406, 


W 




57308. 


.57406, 


57480. 


.57584, 


57482. 


.57586, 


58126 


. .58257, 






58154. 


.58285, 


58326. 


.58508, 


58331. 


.58468 






•a s, 


Seq. No. 


7610 








Seq. 


ID OJ990331 


_10.9A01 




Gene No. 


16079 








Strand 








Start 


87397 








End 


87772 






Name 


OJ990331 10.9A01.C5. 


o4 . ts 


Method TBLASTX: 


Soybean 




Start 


53003 








End 


58415 






GI 


none 








Score 100 






Exons 


53003. 


.53068, 


53014. 


.53067, 


53202. 


.53267, 


53203 


. .53271, 






. 53654. 


.53755, 


53670. 


.53759, 


53839. 


.53910, 


53842 


. .53928, 






54024. 


.54092, 


54035. 


.54088, 


54175. 


.54246, 


54190 


. .54255, 






54195. 


.54248, 


54324. 


.54425, 


54325. 


.54423, 


54326 


. .54424, 






54697. 


.54735, 


54731. 


.54772, 


55199. 


.55423, 


55207 


. .55422, 






55648. 


.55737, 


55649. 


.55747, 


56151. 


.56252, 


56157 


. .56243, 






56161. 


.56250, 


56162. 


.56254, 


56162. 


.56251, 


56449 


. .56586, 






56450. 


.56587, 


56672. 


.56785, 


56679. 


.56786, 


56694 


. .56810, 






56696. 


.56803, 


57281. 


.57406, 


57307. 


.57405, 


57307 


. .57414, 






57308. 


.57415, 


57480. 


.57584, 


57482. 


.57586, 


58126 


. .58257, 



7943 



58150. .58245, 58154 58285, 58326 584 15, 58331.. 58411 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7610 Seq. ID 

16079 Strand 
87397 End 
OJ990331_10 . 9A01 . C5 . o7 . tw Method 

56507 • End 
none , Score 



OJ990331_10.9A01.C5 

87772 

TBLASTX: Wheat 

57586 

58 



56507. .56557, 56557 56592, 56558 .. 56587, 56672 .. 56785 , 

56679. .56786, 56685 .. 5,6786, 57273 57404 , 57278 .. 57406, 

57307. .57408, 57308 57406, 57480 .. 57584 , 57480 .. 57533, 

57482. .57586, 57482. .57586 



7610 

16079 

87397 

OJ990331_10 . 9A01 . C5 . 08 . tc 

60551 

none 

60551. .60703, 60610. .60702, 
61208. .61324, 61331 .. 61375, 
70831. .70947, 71018 71092, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
60793. .60909, 
70677. .70733, 



OJ990331 10.9A01.C5 



87772 

TBLASTX: Cress 
71092 
88 

60794. .60901, 
70827. .70946, 



71026. .71091 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7610 

16079 

87397 

OJ990331_10 . 9A01 . C5 . o3 . tm 
60618 
none 
60618. 
60793. 
61268. 
61856. 



60650, 
60909, 
61456, 
61900, 
61918. .62016, 
70831. .70947, 
71333. .71434, 



60646. 
60794. 
61380, 
61889. 
70673. 
'71018, 
71335. 



,60702, 
,60901, 
,61460, 
,61933, 
,70711, 
,71221, 
.71451, 



7610 
16079 
87397 

OJ990331_10.9A01.C5. 
60640 
none 

60640. .60702, 60641. 
61247. . 61324, 61252. 
61696. .61932, 61700, 
70677. .70733, 70827. 
71026. .71091, 71117. 
71341. .71493, 71513. 

7610 

16079 

87397 

OJ990331_10. 9A01.C5.o6.tw 

61348 

none 



o3.ts 



.60703, 
.61323, 
.61966, 
.70946, 
.71215, 
.71554, 



Seq.. ID 
Strand 
End 

Method 
End 
Score 

60647. 

61250. 



OJ990331 10.9A01.C5 



87772 

TBLASTX: Maize 
71641 
75 

60703, 60788. . 60868, 
,61447, 61255. . 61443, 
61696. .61839, 61700 .. 61840, 
61907. .62020, 61915 .. 62028 , 
70674. .70733, 70827 .. 7094 9, 
71041. .71220, 71333. .71452, 
71446. .71637, 71447. .71641 



Seq. ID 
Strand 
End 

Method 
End 
Score 

60793 

61349 



OJ990331 10.9A01.C5 



87772 

TBLASTX : Soybean 
71647 
78 

60909, 60794 
61447, 61351 



61930. . 62019, 61931. 

70831. .70947, 71018. 

71215. .71271, 71336. 

71527. .71646, 71549. 



60901, 
61422, 
62020, 
71092, 
71512, 
71647 



Seq. ID OJ990331_10. 9A01.C5 



Strand 
End 

Method 

End 

Score 



87772 

TBLASTX: Wheat 

71641 

105 



61348. .61437, 6134 9 .. 61447, 6134 9 61447 , 61696 .. 61818 , 



7944 






61700. .61843, 61823. 


.62020, 


61847. . 62026, 71117 .. 71221, 






71119. .71226, 71333. 


.71452, 


71345. .71431, 71435 .. 71509, 






71452. .71508, 71522. 


.71641, 


71530. -.71592 




Seq. No. 


7610 




Seq. ID 


OJ990331_10.9A01 


.C5 


Gene No. 


16079 




Strand 






Start 


87397 




End 


87772 




Name 


OJ990331 10.9A01.C5. 


o9. tc 


Method 


TBLASTX: Cress 




Start 


76812 




End 


77312 




GI 


none 




Score 


56 




Exons 


76812. .76895, 76974. 


.77054, 


77094 . .77312 




Seq. No. 


7610 




Q an T n 

oeq . ± u 


OTQQn^^l in Qz\m 

Uu jjUjjI .LU.ZPriUl. 


.C5 


Gene No. 


lou / y 




b trana 






Start 


87397 




bna 


0 / / / Z 




Name 


OJ990331 10.9A01.C5. 


o20.gs 








Start 


87397 






0 / / / £ 




GI 


none 




Score 


.96 




Exons 


87397. .87552, 87695. 


. 87772 








Seq. No. 


7611 




beq. id 




.C8 


Gene No. 


loUoU 




otrana 






Start 


306 




hna 


DDI 




Name 


OJ990331 10.9A01.C8. 


ol . gs 


FuT s*s 4~ /"\ /"J 

ixie tnoa 


oblNb^rilN . 




Start 


306 




bna 


001 




GI 


none 




Score 


.81 




Exons 


306. .551 










Seq. No. 


7612 




beq. id 


rNTQQnQ^I 1 C Q7\00 

ujyyuooi lo.yAz^ 


.CI 


Gene No. 


1 f AOI 




otrana 






Start 


92 






4 <c y 




Name 


OJ990831 15.9A22.C1. 


ol . gs 


Method 


(ablNbwilN 




Start 


92 




bna 


A O Q 

4 z y 




GI 


none 




Score 


. y / 




Exons 


92. .429 










Seq. No. 


7613 




beq. id 


yjyyuoji id . 


,C3 


bene no. 


IbUoz 




C 4- > i r-i ^ 

otrana 


+ 




Start 


262 




bna 


jU 4 




Name 


OJ990831 15.9A22.C3. 


ol .gs 


Method 


f C M O A YI 




Start 


262 




End 


304 




GI 


none 




Score 


. 7 




Exons 


262. .304 










Seq. No. 


7614 




Seq. ID 


OJ990831_15.9A22 


.C5 


Gene No. 


16083 




Strand 








1 




End 


822 




Name 


OJ990831 15.9A22.C5. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


822 




GI 


6468008 




Score 


222 




Exons 


1..24, 487. .587, 664 


. .822 








GI Descfip. 


(AF200972) sulfite oxidase 


[Arabidopsis 


; thaliana] 




Seq. No. 


7614 




Seq. ID 


OJ990831_15.9A22 


.C5 


Gene No. 


16083 




. Strand 






Start 


1 




End 


822 




Name 


OJ990831 15.9A22.C5. 


ol.tm 


Method 


TBLASTX: Maize 





7945 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



484 End . 738 

none Score 92 

484. .555, 484. .555, 485. .562, 554. .583, 555. .587, 556. .588, 

657. .737, 664. .738, 664. .738 



Seq. ID OJ990831_15.9A22.C5 
Strand 

End 822 

Method AAT/GAP 

End 783 

Score 356 



7614 
16083 
1 

OJ990831_15.9A22.C5.ol.gp 
487 

31922_1.R1084 
487. .587, 664. .783 

'6091746/gb| AAF03458.il AC010797_34 1.0e-179 (AC010797) putative 
sulfite oxidase [Arabidopsis thaliana] 1 



Seq. No. 


7614 


Seq. ID 


OJ990831_15.9A22.C5 


Gene No. 


16083 


Strand 




Start 


1 


End 


822 


Name 


OJ990831 15. 9A22.C5.ol.ts 


Method 


TBLASTX : Soybean 


otart 


487 


End 


784 


GI 


none 


Score 


62 


Exons 


487. .555, 488.-562, 555. .587 


, 556. .588, 664. .783, 701. .784 


Seq. No. 


7615 


Seq. ID 


OJ990831_15. 9A22.C6 


Gene No. 


16084 


Strand 


+ 


Start 


237 


End 


872 


Name 


OJ990831 15.9A22.C6.ol.gs 


Method 


GEN SCAN 


Start 


237 


End 


872 


GI 


none 


Score 


.97 


Exons 


237. .338, 804. .872 






Seq. No. 


7615 


Seq. ID 


OJ990831_15.9A22.C6 


Gene No. 


16085 


Strand 




Start 


1 


End 


1013 


Name 


OJ990831 15.9A22.C6.ol.gp 


Method 


AAT/GAP 


Start 


. 1 


End 


511 


GI 


31922 1.R1084 


Score 


443 


Exons 


1..46, 136.. 172, 250.. 312, 396. .511 




GI Descrip. 


, 6091746/gb|AAF03458.1|AC010797 34 1. 


Oe-179 (AC010797) putative 




sulfite oxidase [Arabidopsis 


thaliana] 1 


Seq. No. 


7615 


Seq. ID 


OJ990831_15.9A22.C6 


Gene No. 


16085- 


Strand 




Start 


1 


End 


1013 


Name 


OJ990831 15. 9A22.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1013 


GI 


6091746 


Score 


222 


Exons 


1..46, 136. .172, 250. .312, 396. .515, 


942. .1013 


GI Descrip. 


(AC010797) putative sulfite 


oxidase [Arabidopsis thaliana] 




gil 6513940 |gb IAAF14844.il AC011664 26 


(AC011664) sulfite oxidase 




(SOX) [Arabidopsis thaliana] 






Seq. No. 


7615 


Seq. ID 


OJ990831_15.9A22.C6 


Gene No. 


16086 


Strand 




Start 


1080 


End 


1283 


Name 


OJ990831 15.9A22.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


2 


End 


514 



7946 




GI none 

Exons 2.. 67, 3.. 47, 136.. 174, 14 
427. .513 

Seq. No. 7615 

Gene No. 16086 

Start 1080 

Name OJ990831_15 . 9A22 -C6.ol.ts 

Start 2 

GI none 

Exons 2.. 67, 3.. 47, 137.. 172, 14 

Seq. No. 7615 

Gene No. 16086 

Start 1080 

Name OJ990831_15 . 9A22 . C6 . ol . tm 

Start 2 

GI none 

Exons 2.. 73, 2.. 67, 136.. 171, 13 
252... 320, 393.. 467, 395.. 

Seq. No. 7615 

Gene No. 16086 

Start 1080 

Name ■ OJ990831_15 . 9A22 . C6 . o2 . gs 

Start 1080 

GI none 

Exons 1080.. 1283 




Score 62 
3. .169, 249. .326, 389. .514, 402. ..512, 



Seq. ID OJ990831_15.9A22.C6 
Strand 

End 1283 

Method TBLASTX : Soybean 

End 514 

Score 47 
0..172, 252. .320, 389. .514, 408. .512 

Seq. ID OJ990831_15.9A22.C6 
Strand 

End 1283 

Method TBLASTX : Mai ze 

End 518 

Score 87 
7. .169, 241. .315, 242. .319, 249. ..314, 
14, 396. .518 

Seq. ID OJ990831_15. 9A22.C6 
Strand 

End 1283 
Method ' GENSCAN 

End 1283 

Score .88 



Seq. No. 7616 Seq. ID 

Gene No. 16087 Strand 

Start 135 » End 

Name OJ990831_15 . 9A22 . C7 . ol . gs Method 

Start 135 End 

GI none Score 

Exons 135.. 242 



OJ990831_15. 9A22.C7 
+ 

242 

GENSCAN 

242 

.71 



Seq. No. 


7617 




Seq. ID 


OJ990831 


Gene No. 


. 16088 




Strand 


+ 


Start 


4528 




End 


5736 


Name 


OJ990831 15.9A22 


.C9.o2.gs 


Method 


GENSCAN 


Start 


4528 




End 


5736 


GI . 


none 




Score 


1 


Exons , 


4528..5736 








Seq. No. 


7617 




Seq. ID 


OJ990831 


Gene No. 


16088 




Strand 


+ 


Start 


4528 




End 


5736 


Name 


OJ990831 15.9A22 


.C9.o2.np 


Method 


AAT/NAP 


Start 


4528 




End 


5733 


GI 


. 1196998 




Score 


2114 


Exons 


4528. .5733 








GI Descrip. 


(J01829) unknown 


protein 


[Transposon 1 


TnlO] 



15.9A22.C9 



gi I 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO 
[Plasmid R100] gi I 5706382 | dbj | BAA83097 . 1 1 (AB026428) transposase 
[Methylomonas aminof aciens] gi | 5738092 | gb I AAD50250 . 1 1 AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 



7947 




gi I 6721110 |gb|AAF26764.1|AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 



Seq. No. 


7617 








Seq. ID 


OJ990831_15.9A22 


-C9 


Gene No. 


16089 








Strand 






Start 


1533 








End 


4252 




Name * 


OJ990831 15 


. 9A22 


.C9.ol 


.np 


Method 


AAT/NAP 




Start 


479 








End 


3121 




GI 


4406788 








Score 


625 




Exons 


479. .547, 1539.. 


2021, 


2766. . 


3121 






GI Descrip. 


(AC006532) i 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


7617 








Seq. ID 


u j yyuoJi id. y az z 


.C9 


Gene No. 


16089 








Strand 






Start 


1533 








End 


A O C O 

4zoz 




Name 


OJ990831 15 


r\ 7\ o o 

. 9A22 


. C9 . ol 


.gs 


Method 


GENSCAN 




Start 


1533 








End 


42o2 




GI 


none 








Score 


.6 




Exons 


1533. .2021, 


2766 


. .3137 


, 4106 


. .4252 






Seq. No. 


7617 








Seq. ID 


OJ990831_15. 9A22 


-C9 


Gene No. 


16090 








Strand 






Start 


6733 








End 


13974 




Name 


OJ990831 15 


. 9A22 


. C9 . o4 


. tm 


Method 


TBLASTX : Maize 




Start 


1579 








End 


1991 




GI 


none 








Score 


113 




Exons 


1579. .1755, 


1605 


. .1760 


, 1857 


. .1991 






Seq. No. 


7617 








Seq. ID 


OJ990831 15.9A22 


.C9 


Gene No. 


16090 








Strand 






Start 


6733 








End 


13974 




Name 


OJ990831 15 


. 9A22 


. C9 . o2 


. tw 


Method 


TBLASTX : Wheat 




Start 


2904 








End 


■3100 




GI 


none 








Score 


98 




Exons 


2904. .3023, 


2904 


. .3119 


, 2905 


. .3132 






Seq. No. 


7617 








Seq. ID 


ojyyuooi lo.yAzz 


.C9 


Gene No. 


16090 








Strand 






Start 


6733 








End 


1 *!> m A 

13974 




Name 


OJ990831 15 


. 9A22 


,C9 . o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


2928 








End 


3119 




GI 


none 








Score 


185 




Exons 


2928. .3119 














Seq. No. 


7617 








Seq. ID 


OJ990831_15. 9A22 


.C9 


Gene No. 


16090 








Strand 






Start 


6733 








End 


13974 




Name 


OJ990831 15 


. 9A22 


.C9.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


2949 








End 


3120 




GI 


none 








Score 


65 




Exons 


2949. .3020, 


2949 


. .3110 


, 2950 


. .3120 






Seq. No. 


7617 








Seq. ID 


OJ990831_15.9A22 


.C9 


Gene No. 


16090 








Strand 






Start 


6733 








End 


13974 




Name 


OJ990831 15 


. 9A22 


.C9.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


4420 








End 


4568 





7948 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



..3 Seq. No. 

Gene No. 

!:,! Start 

Name 

□ Start 

U! gi 

i'j Exons 

J = ? Seq. No. 

E J 8 Gene No. 

Q Start 

\| Name 

Lj, Start 

]'i GI 

'I:? Exons 



GI Descrip. 

Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



none Score 
4420. .4566, 4421. .4567, 4422. .4568 



224 



7617 

16090 

6733 

OJ990831_15 . 9A22 . C9 . o3 . gs 

6733 

none 



Seq. ID OJ990831_15.9A22.C9 
Strand 

End 13974 

Method GENSCAN 

End 13779 

Score .78 



6733. .6761, 6949. .6984, 7180. .7511, 8741. .8849, 9154. .9256, 
9460.. 9645, 9737.. 9830, 10262 .. 10322, 11210 .. 11270, 
11383. .11466, 11550. .11744, 11870 1194 9, 12054 .. 12150, 
12717. .12835, 12939 .. 13008 , 13732.. 13779 



7617 
16090 
6733 

OJ990831_15 . 9A22 . C9 . o2 . gp 
8779 

17201JL.R1084 
8779.. 9286, 9377.. 9459, 9573.. 9626 

~»4704662/gb|AAD28199.1|AF116860_l 1.0e-36 (AF116860) 
phosphoribosyltransferase 1 [Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990831 15.9A22.C9 



13974 
AAT/GAP 
9626 
1206 



uracil 



7617 

16090 

6733 

OJ990831_15 . 9A22 . C9 . o3 . tm 

9107 

none 



Seq. ID OJ990831_15.9A22.C9 



Strand 
End 

Method 

End 

Score 



13974 

TBLASTX: Maize 

9597 

118 



9107. .9184, 9167. .9286, 9168. .9287, 9377. .9463, 9568. .9597 



7617 Seq. ID 

16090 Strand 
6733 End 
OJ990831JL5 . 9A22 . C9 . o3 . np Method 
9140 End 
3953458 Score 
9140.. 9286, 9377.. 9459, 9573.. 9830, 
11383. .11466, 11550. .11744, 11870 .. 12150, 
12939. .13008, 13732 13830, 13910.. 13974 
(AC002328) F20N2.3 [Arabidopsis thaliana] 



OJ990831 15.9A22.C9 



13974 
AAT/NAP 
13974 
1378 
10262. .10322, 



11210. .11270, 



12717. .12835, 



7617 

16090 

6733 

OJ990831 15.9A22.C9.ol.tc 



OJ990831 15.9A22.C9 



Seq. ID 
Strand 
End 

_ Method 
914 6 End 
none Score 
9146.. 9286, 9147.. 9287, 9377.. 9463, 9380.. 9463, 9568 
9572.. 9634, 9734.. 9832, 9735.. 9833, 9738.. 9833 



13974 

TBLASTX: Cress 

9833 

148 



,9648, 



7617 Seq. ID 

16090 Strand 

6733 End 

OJ990831_15 . 9A22 . C9 . o2 . ts Method 

9146 End 



OJ990831_15.9A22.C9 
13974 

TBLASTX: Soybean 
9418 



7949 



GI 


none 




Exons 


9146. .9286, 


9147.. 9287, 9377 


Seq. No. 


7617 




Gene No . 


16090 




Start 


6733 




Name 


OJ990831 15. 


9A22.C9.ol. tw 


Start 


9219 




GI 


none 




Exons 


9219. .9287, 


9220.. 9288, 9221 




9568. .9648, 


9569.. 9646, 9571 




9739. .9792, 


9789.. 9830, 9790 


Seq. No. 


7617 




Gene No. 


16090 




Start 


6733 




Name 


OJ990831 15. 


9A22.C9.ol. tm 


Start 


9600 




GI 


none 




Exons 


9600. . 9632, 


9759. . 9833, 9760 




10262. .10324 


, 10264. .10323, 




11209. .11271 


, 11363. .11467, 




11529. .11744 


, 11530. .11820, 




11871. . 11951 


, 11872. . 11952, 




• 12058. .12141 




Seq. No. 


7617 




Gene No . 


16090 




Start 


6733 




Name 


OJ990831 15. 


9A22.C9.ol.ts 


Start 


9604 




GI 


none 




Exons 


9604. .9648, 


9729..9836, 9734 




10264. .10323, 1118 4 11270, 




11380. .11511 


, 11529. .11744, 




11870. .11911, 11871. .11939, 


12697. .12849, 12714 .. 12851, 




13732. .13797 




Seq. No. 


7617 




Gene No. 


16090 




Start- 


6733 




Name 


OJ990831 15. 


9A22.C9.o3.gp 


Start 


11361 




GI 


uC-osrocyp002c!06bl 


Exons 


11361. .11466, 11550. .11744, 


GI Descrip. 


'3953458 4.0e-42 (AC002328) 


Seq. No. 


7617 




Gene No. 


16090 




Start 


6733 




Name 


OJ990831 15. 


9A22.C9.o2. tc 


Start 


11437 




GI 


none 




Exons 


11437. .11511 


, 11438. .11467, 




11546. .11746, 11554. .11751, 



Score 



Seq. ID. 

Strand 

End 

Method 

End 

Score 



146 



OJ990831_15.9A22.C9 
13974 

TBLASTX: Wheat 

9831 

98 



Seq. ID OJ990831JL5. 9A22.C9 
Strand 

End 13974 

Method TBLASTX : Mai ze 

End 12141 

Score 107 



Seq. ID OJ990831_15.9A22.C9 
Strand 

End 13974 

Method TBLASTX : Soybean 

End 13797 

Score 83 

.9832, 9739.. 9837, 10262.. 103: 
1209. .11271, 11363. .11467, 
1539.. 11838, 11570. .11764, 
2055. .12159, 12055. .12159, 
2929,. 13009, 12934 .. 13041, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990831 15.9A22.C9 



13974 
AAT/GAP 
12150 
792 

11870. . 11949, 12054.. 12150 
F20N2.3 [Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11529 

11870 



OJ990831 15.9A22.C9 



13974 

TBLASTX: Cress 
11951 
51 

11744, 11546. .11659, 
11911, 11874. .11951 



7950 



Seq. No. .7617 

Gene No. 16090 

Start 6733 

Name OJ990831_15 . 9A22 . C9 . o2 . tm 

Start 12697 

GI none 

Exons 12697. .12849, 
13724. .13798, 



12714. .12851, 
13732. .13797, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12929. .13009, 
13772. .13813, 



OJ990831 15.9A22.C9 



13974 

TBLASTX: Maize 
13936 
171 

12934. .13041, 
13913. .13936 



Seq. No. 


7617 


Seq. ID 


OJ990831_15. 9A22.C9 


Gene No. 


16090 


Strand 




Start 


6733 


End 


13974 


Name 


OJ990831 15.9A22.C9.o4.gp 


Method 


AAT/GAP 


Start 


12919 


End 


13974 


GI 


uC-osrocyp006f 12bl 


Score 


381 


Exons 


12919. .13008, 13732. .13823, 


13915. .13974 


GI Descrip. 


'3953458 8.0e-22 (AC002328) 


F20N2.3 [Arabidopsis thaliana] 1 


Seq. No. 


7618 


Seq. ID 


OJ990831_15. 9A22.C10 


Gene No. 


16091 


Strand 


+ 


Start 


4186 


End 


12175 


Name 


OJ990831 15.9A22.C10.o2.np 


Method 


AAT/NAP 


Start 


4186 


End 


10066 


GI 


4585908 


Score 


399 


Exons 


4186. .4281, 5494. .5541, 5649 


..5774, 8: 


308. .8448, 8694. .8804, 




8924. .9037, 9523. .9618, 9726 


. .10066 




GI Descrip. 


(AC006298) putative lysosomal acid lipase [Arabidopsis thaliana 


Seq. No. 


7618 


Seq. ID 


OJ990831_15.9A22.C10 


Gene No. 


16091 


Strand 


+ 


Start 


4186 


End 


12175 


Name 


OJ990831 15.9A22.C10.o2.gs 


Method 


GENSCAN 


Start . 


5350 


End 


12175 


GI 


none 


Score 


.52 


Exons 


5350.. 5586, 5649.. 5774, 8308 


..8448, 8694. .8804, 8924. .9067, 




9193.. 9326, 9351.. 9430, 9523 


..9618, 9726. .10024, 10564 10663, 




10701. .10803, 10980. .11152, 


12027.. 12175 


Seq. No. 


7618 


Seq. ID 


OJ990831_15. 9A22.C10 


Gene No. 


16092 


Strand 




Start 


3858 


End 


3959 


Name 


OJ990831 15.9A22.C10.ol.np 


Method 


" AAT/NAP 


Start 


3858 


End 


3959 


GI 


133404 


Score 


103 


Exons 


3858..39S9 







GI Descrip. DNA- DIRECTED RNA POLYMERASE ALPHA CHAIN gi | 66963 Ipir | | RNRZA 
DNA-directed RNA polymerase (EC 2.7.7.6) alpha chain - rice 
chloroplast gi | 12018 | emb | CAA33979 | (X15901) RNA polymerase alpha 
subunit [Oryza sativa] gi | 226639 | prf || 1603356BN RNA polymerase 
alpha [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



7618 

16093 

5518 

OJ990831 

5518 

none 



15.9A22.C10.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990831_15. 9A22.C10 
8747 

TBLASTX : Soybean 

8747 

45 



7951 



Exons 5518. .5544, 5646. .5684, 5742. .5786, 8307. .8444, 8308.. 8448, 

8685.-8747 



Seq. No. 7619 Seq. ID 

Gene No. 16094 Strand 

Start 265 End 

Name OJ 99083 1_15. 9A2 2.Cll.ol.gs Method 

Start 265 End 

GI none Score 

Exons 265 . . 567 



OJ990831_15.9A22.C11 
+ 

567 

GEN SCAN 

567 

.44 



Seq. No. 


7620 




Seq. ID 


OJ990831_15. 


9A22.C12 


Gene No. 


16095 




Strand 


+ 




Start 


3981 




End 


4140 




Name 


OJ990831 15.9A22.C12. 


o3.np 


Method 


AAT/NAP 




Start 


3981 




End 


4140 




GI 


5852172 




Score 


78 




Exons 


3981. .4140 










GI Descrip. 


(AL117265) zhb0002.1 


[Oryza 


sativa] 






Seq. No. 


7620 




Seq. ID 


OJ990831_15. 


9A22.C12 


Gene No. 


16096 




Strand 






Start 


536 




End 


6375 




Name 


OJ990831 15.9A22.C12. 


ol . gs 


Method 


GENSCAN 




Start 


536 




End 


6370 




GI 


none 




Score 


.51 




Exons 


536. .592, 2441. .2642, 


2653. 


.3254, 3370, 


..3499, 4051. 


.4091, 



4112. .4188, 5350. .5427, 5915. .6323, 6347. .6370 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7620 Seq. ID OJ990831_15.9A22.C12 

16096 Strand 

536 End 6375 

OJ990831_15 . 9A22 . C12 . ol . np Method AAT/NAP 

898 End 3249 

5295968 Score 267 

898. .1016, 1284. .1311, 1449. .1574, 2057. .2137, 2223. .2307, 
2441. .2621, 3138. .3249 

(AB026295) ESTs C19441 (E10423) , C99201 (E10423) correspond to 
region of the predicted gene.; hypothetical protein [Oryza ' 
sativa] 



Seq. No. 7620 

Gene. No. 16096 

Start 536 

Name OJ 99083 1_ 15. 9 A2 2 . C 1 2 . o 2 . np 

Start 2336 

GI 5032119 

Exons 2336.-2497, 2554 
GI Descrip. 



OJ990831 15.9A22.C12 



Seq. ID 
Strand 

End 6375 
Methbd AAT/NAP 
End 6221 
Score 106 
6221 

Ser/Arg-related nuclear matrix protein (plenty of prolines 
101-like) gi | 3005587 (AF048977) Ser/Arg-related nuclear matrix 
protein [Homo sapiens] 



,3227, 5958, 



Seq. No. 7620 Seq. ID 

Gene No. 16096 Strand 

Start 536 End 

Name OJ990831_15 . 9A22 .C12 . o4 . np Method 

Start 5766 End 



OJ990831_15.9A22.C12 

6375 

AAT/NAP 

6375 



7952 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6721559 Score 201 

5766.-6375 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815084 | dbj | BAA90370.il (AP001081) hypothetical protein 

[Oryza sativa] 



7621 

16097 

1 

OJ990831_15 . 9A22 . C13 . ol . np 
1 

81286 



Seq. ID OJ990831_15.9A22.C13 

Strand + 

End 3266 

Method AAT/NAP 

End 3266 

Score 181 
3266 



1..115, 2346. .2450, 2613. .2677, 2813 
extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



7621 Seq. ID 

16098 Strand 

55 End 
OJ990831_15 . 9A22 . C13 . ol . gs Method 

55 End 

none Score 
55. .158 



OJ990831_15.9A22.C13 
158 

GENSCAN 

158 

.97 



Seq. No. 7622 Seq. ID 

Gene No. 16099 Strand 

Start 63 End 

Name OJ990831_15 . 9A22 . C14 . ol . gp Method 

Start 63 End 

GI 2311471 Score 

Exons 63.. 281 



OJ990831_15 . 9A22 . C14 
281 

AAT/GAP 

281 

373 



Seq. No. 7622 Seq. ID 

Gene No. 16099 Strand 

Start 63 End 

Name OJ990831_15 . 9A22 . C14 . ol . gs Method 

Start 63 End 

GI none Score 

Exons 63.. 271 



OJ990831_15.9A22.C14 
281 

GENSCAN 

271 

.5 



Seq. No. 7623 Seq. ID 

Gene No. 16100 Strand 

Start 289 End 

Name OJ990831_15 . 9A22 . C15 . ol . gs Method 

Start 28 9 End 

GI none Score 

Exons 289.. 393, 544.. 657 

Seq. No. 7624 Seq. ID 

Gene No. 16101 Strand 

Start 42 End 

Name OJ9908 31_15 . 9A22 . C16 . ol . gs Method 

Start 42 End 

GI none Score 

Exons 42.. 146, 1509.. 1738 



OJ990831_15.9A22.C15 
657 

GENSCAN 

657 

.52 



OJ990831_15.9A22.C16 
+ 

1738 
GENSCAN 
1738 
.74 



Seq. No. 



7625 



Seq. ID OJ990831_15.9A22.C17 



7953 



Gene No. 16102 Strand + 

Start 1 End 1109 

Name OJ990831_15 . 9A22 . C17 . ol . np Method AAT/NAP 

Start 1 End 1109 

GI 100226 Score 563 

Exons 1..1109 

GI Descrip. hypothetical protein - tomato gi | 19275 | emb | CAA78 112 | (Z12127) 

protein of unknown function [Lycopersicon esculentum] 

gi I 445619 Iprf || 1909366A Leu zipper protein [Lycopersicon 
esculentum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7625 

16102 

1 

OJ990831_15 . 9A22 .C17 . ol . tm 
1 

none 



Seq. ID OJ990831_15.9A22.C17 



Strand 
End 

Method 

End 

Score 



+ 

1109 

TBLASTX: Maize 

769 

295 



1..423, 2. .421, 497. .634, 653. .769 



7625 

16102 

1 

OJ990831_15.9A22.C17.ol.ts 
50 

none 



Seq. ID OJ990831_15.9A22.C17 

Strand + 

End 1109 

Method TBLASTX : Soybean 

End 610 

Score 112 



50. .211, 52. .186, 218. .421, 232. .366, 497. .610 



7625 

16102 

1 

OJ990831_15 . 9A22 . C17 . ol . gs 

162 

none 

162. .1098 



Seq. ID OJ990831_15.9A22.C17 

Strand + 

End 1109 

Method GENSCAN 

End 1098 

Score .54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



7625 

16102 

1 

OJ990831_15 . 9A22 . C17 . ol . tc 

182 

none 



Seq. ID OJ990831_15.9A22.C17 

Strand + 

End " 1109 

Method TBLASTX : Cress 

End 955 

Score 98 



182. .421, 497. .625, 653. .775, 824. .955, 824. .925 



7625 

16102 

1 

OJ990831_15. 9A22.C17.ol.tw 

515 

none 

515. .634, 653.-769, 812. .913 

7625 

16102 

1 

OJ990831_15 . 9A22 . C17 . o2 . ts 

833 

none 



Seq. ID OJ990831_15.9A22.C17 

Strand + 

End 1109 

Method TBLASTX : Wheat 

End 913 

Score 99 



Seq. ID OJ990831_15.9A22.C17 

Strand + 

End 1109 

Method TBLASTX : Soybean 

End 1081 

Score 169 



7954 






Exons 


833.. 982, 833..9S5, 868 


. .957, 


1022. .1081 




Seq. No. 


7626 




Seq. ID 


OJ990831_15 . 9A22 . C18 




Gene No. 


16103 




Strand 


+ 




Start 


118 




End 


ICQ 
1 DO 




Name 


OJ990831 15.9A22.C18.ol 


.gs 


Method 






Start 


118 




End 


ICQ 

loo 




GI 


none 




Score 


. O O 




Exons 


118. .168 










Seq. No. 


7627 




Seq. ID 


OJ990831_15.9A22.C19 




Gene No. 


16104 




btrana 


+ 




Start 


1676 




hna 


Z i 4 D 




Name 


OJ990831 15.9A22.C19.ol 


.gs 


Metnoa 






Start 


1676 




hna 


^ 1 4 1 




GI 


none 




Score 






Exons 


1676. .1879, 1971. .2141 










Seq. No. 


7627 




Seq. ID 


OJ990831_15.9A22.C19 




Gene No. 


16104 




Strand 


+ 




Start 


1676 




End 


2145 




Name 


OJ990831 15.9A22.C19.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1711 




End 


2145 


Q 


GI 


none 




Score 


251 


Q 


Exons 


1711. .1782, 1712. .1882, 


1739. 


.1792, 1963.. 2031, 1971.. 2090, 


ffi 

! a S ! 




1973.. 2143, 2016.. 2141, 


2122. 


.2145 




: j 

! U 


Seq. No. 


7627 




Seq. ID 


OJ990831 15.9A22.C19 


r "j 


Gene No. 


16104 




Strand 


+ 




Start 


* 1676 




End 


2145 


:. ^ 


Name 


OJ990831 15.9A22.C19.ol 


.ts 


Method 


TBLASTX : Soybean 


: : 

! hi 


Start 


1727 




End 


1882 




GI 


none 




Score 


190 


is 


Exons 


. 1727. .1882 










Seq. No.. , 


7628 




Seq. ID 


OJ990831_15.9A22.C20 


t : 

13 3; 


Gene No. 


16105 




Strand 


+ 




Start - 


210 




End 


768 




Name 


OJ990831 15.9A22.C20.ol 


.gs 


Method 


GENSCAN 


y 


Start 


210 




End 


-450 


□ 


GI 


none 




Score 


.96 




Exons 


210. .329, 409. .450 










Seq. No. 


7628 




Seq. ID 


OJ990831_15.9A22.C20 




Gene No. 


16105 




Strand 


+ 




Start 


210 




End 


768 




Name 


OJ990831 15.9A22.C20.ol 


.gp 


Method 


AAT/GAP 




Start 


224 




End 


768 




GI 


4716063 




Score 


864 




Exons 


224. .329, 409. .768 










Seq. No. 


7628 




Seq. ID 


OJ990831_15.9A22.C20 




Gene No. 


16106 




Strand 






Start 


1053 




End 


1353 




Name 


OJ990831 15.9A22.C20.o2 


• gp 


Method 


AAT/GAP 




Start 


790 




End 


1353 




GI 


31922 1.R1084 




Score 


821 



7955 



Exons 790. .1181, 1283.. 1353 

GI Descrip! ' 6091746/gb | AAF03458 . 1 | AC010797_34 1.0e-179 (AC010797) putative 
sulfite oxidase [Arabidopsis thaliana] 1 



Seq. No. 


7628 




Seq. ID 


OJ990831_15.9A22.C20 


Gene No. 


16106 




Strand 




Start 


1053 




End 


1353 


Name 


OJ990831 15.9A22.C20.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1050 




End 


1352 


GI 


none 




Score 


140 


Exons 


1050.. 1190, 1065.. 1181, 


1280 


..1351, 1281. .1352 


Seq. No. 


7628 




Seq. ID 


OJ990831_15.9A22.C20 


Gene No. 


16106 




Strand 




Start 


1053 ■:■ ' 




End 


1353 


Name 


OJ990831 15.9A22.C20.o2 


.gs 


Method 


GENSCAN 


Start 


1053 




End 


1181 


GI 


none 




Score 


.98 


Exons 


1053. .1181 








Seq. No. 


7628 




Seq. ID 


OJ990831_15.9A22.C20 


Gene No. 


16106 




Strand 




Start 


1053 




End 


1353 


Name 


OJ990831 15.9A22.C20.ol 


.np 


Method 


AAT/NAP 


Start 


1056 




End 


1353 


GI 


6091746 




Score 


181 


Exons 


1056. .1181, 1283. .1353 








GI Descrip. 


(AC010797) putative sulfite 


oxidase [Arabidopsis thaliana] 




gi| 6513940 |gb| AAF1484 4. 


1IAC011664 26 


(AC011664) sulfite oxi< 




(SOX) [Arabidopsis thaliana] 






Seq. No. 


7628 




Seq. ID 


OJ990831_15.9A22.C20 


Gene No. 


16106 




Strand 




Start 


1053 




End 


1353 


Name 


OJ990831 15.9A22.C20.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1080 




End 


1351 


GI 


none 




Score 


77 


Exons 


1080. .1187, 1086. .1187, 


1087 


..1191, 1280. .1348, 1280. .1351 


Seq. No. 


7629 




Seq. ID 


OJ990831_15.9A22.C22 


Gene No. 


16107 




Strand 


+ 


Start 


302 




End 


620 


Name 


OJ990831 15.9A22.C22.ol 


.gs 


Method 


GENSCAN 


Start 


302 




End 


620 


GI 


none 




Score 


.45 


Exons 


302. .376, 540. . 620 








Seq. No. 


7630 




Seq. ID 


OJ990831_15.9A22.C23 


Gene No. 


16108 




Strand 


+ 


Start 


5944 




End 


10993 


Name. 


OJ990831 15.9A22.C23.o2 


.gs 


Method 


GENSCAN 


Start 


5944 




End 


10993 


GI 


none 




Score 


.69 


Exons 


5944. .6103, 6648.. 6889, 


8199 


..8304, 8394. .8490, 8582. .8853, 



9364. .9491, 10424 10495, 10928. .10993 
Seq. No. 7630 Seq. ID OJ990831_15.9A22.C23 

7956 




Gene no. 


1 blU y 


btrana 




Start 


584 


End 


3661 


Name 


OJ990831 15.9A22.C23.ol.gp 


Method 


AAT/GAP 


Start 


416 


End 


997 


GI 


3107271 


Score 


554 


Exons 


416. .661, 943. .997 






Seq. No. 


7630 


Seq. ID 


0 J9908 31_15 . 9A22 . C23 


Gene No. 


16109 


Strand 




Start 


CO/ 

DO 4 


fcjnQ 


JUDl 


Name 


OJ990831 15.9A22.C23.ol.gs 


Method 


GENSCAN 


Start 


584 


End 


3661 


GI 


none 


Score 


.6 


Exons 


584. .661, 1588. .1657, 2028.. 


2191, 2270 


..2392, 3216. .3337, 




3367. .3661 






Seq. No. 


7630 


Seq. ID 


OJ990831_15.9A22.C23 


Gene No. 


16109 


Strand 


- 


Start 


584 


End 


3661 


Name 


OJ990831 15.9A22.C23.ol.np 


Method 


AAT/NAP 


Start 


587 


End 


3661 


GI 


6091731 


Score 


602 


Exons 


587. .661, 943. .1040, 1588. .1657, 2028. 


.2191, 2270. .2392, 




2619. .2697, 3216. .3333, 3457 


. .3661 




GI Descrip. 


(AC010797) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


7630 


Seq. ID 


OJ990831_15.9A22.C23 


Gene No. 


16109 


Strand 




Start 


584 


End 


3661 


Name 


OJ990831 15.9A22.C23.ol.tm 


Method 


TBLASTX: Maize 


Start 


2063 


End 


3553 


GI 


none 


Score 


173 


Exons 


2063.. 2200, 2064.. 2189, 2077 


..2199, 2270.. 2395, 2271.. 2393, 




2523.. 2555, 2643.. 2696, 2646 


..2702, 3209.. 3322, 3216.. 3338, 




3280. .3339, 3455. .3553, 3456 


. .3545 




Seq. No. 


7630 


Seq. ID 


OJ990831_15.9A22.C23 


Gene No. 


16110 


Strand 




otart 


5917 


End 


6715 


Name 


OJ990831 15.9A22.C23.o2.tm 


Method 


TBLASTX : Maize 


Start 


5917 


End 


6715 


GI 


none 


Score 


280 


Exons 


5917. .6024, 5945. .6106, 6627 


..6713, 6634. .6714, 6640. .6714, 




6641. .6715 






Seq. No. 


7630 


Seq. *ID 


OJ990831_15. 9A22.C23 


bene no . 


16111 


Strand 




Start 


11103 


End 


11210 


Name 


OJ990831 15.9A22.C23.o3.tm 


Method 


TBLASTX: Maize 


Start 


11103 


End 


11210 


GI 


none 


Score , 


112 


Exons 


11103. .11207, 11103. .11210, 


11104 . . 11208 


Seq. No. 


7631 


Seq. ID 


OJ990831_15.9A22.C24 


Gene No. 


16112 


Strand 




Start 


997 


End 


1466 


Name 


OJ990831 15.9A22.C24.ol.tm 


Method 


TBLASTX: Maize 



7957 




Start 


923 




End 


14 66 




GI 


none 




Score 


35 




Exons 


923.. 940, 987.. 1037, 986 


I..1032, 1035. 


.1316, 1036.. 1317, 






1042. .1317, 1044. .1322, 


i 4nn 


1456, 1401. .1466 




Seq. No. 


7631 




C^rr TD 

• J. u 


OJ990831 15 9A22 


.C24 


bene no . 






ULi CtllU 






Start 


997 






JL 1 \J \J 




Name 


OJ990831 15.9A22.C24.ol. 


gs 


Mot" hr^rl 


Hi IN O V_/f1LN 




Start 


997 




End 


1457 




GI 


none 




Score 


.55 




Exons 


997.. 1317, 1398.. 1457 










Seq. No. 


7632 




Seq. ID 


OJ990831_15.9A22 


.C25 


Gene No. 


16113 




Strand 






OLdlt 


7 9^ 




End 


1133 




Name 


OJ990831 15.9A22.C25.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


661 




End 


1073 




GI 


none 




Score 


84 




Exons 


661. .690, 810. .914, 811. 


.903, 


964. .1035, 971. .1036, 971 


- .10' 




1011. .1073 










Seq. No. 


7632 




Seq. ID 


OJ990831_15.9A22 


.C25 


Gene No. 


16113 




Strand 








725 




End 


1133 




Name 


OJ990831 15.9A22.C25.ol. 


np 


Method 


AAT/NAP 




Start 


725 




End 


1133 




GI 


4455199 




Score 


217 




Exons 


725. .896, 971. .1133 










GI Descrip. 


(AL035440) putative protein [Arabidopsis thaliana] 




Seq. No. 


7632 




Seq. ID 


OJ990831_15.9A22 


.C25 




16113 




Strand 






Start 


725 




End 


1133 




Name 


OJ990831 15.9A22.C25.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


. 792 




End 


1126 




GI 


none . 




Score 


,50 




Exons 


792.. 914, 805. .924, 961. 


.1026, 


971. .1096, 971. .1126 




Seq. No. 


7632 




Seq. ID 


OJ990831_15.9A22 


.C25 


C** f-\ VT /-i 

uene lno. 


16113 




Strand 






Start 


725 




End 


1133 




Name 


OJ990831 15. 9A22.C25.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


792 




End 


1133 




GI 


none 




Score 


66 




Exons 


792.. 914, 811.. 897, 971. 


.1123, 


1014. 


L133 




Seq. No. 


7632 




Seq. ID 


OJ990831_15.9A22 


.C25 




16113 




Strand 






Start 


725 




End 


1133 




Name 


OJ990831 15. 9A22.C25.ol. 


gs 


Method 


GEN SCAN 




Start 


809 




End 


1090 




GI 


none 




Score 


.77 




Exons 


809. .896, 971. .1090 










Seq. No. 


-7633 




Seq. ID 


OJ990831_15.9A22 


.C26 


Gene No. 


16114 




Strand 


+ 





7958 




Start 


4668 


End 


5270 


Name 


OJ990831 15.9A22.C26.ol.gp 


Method 


AAT/GAP 


Start 


4668 


End 


5270 


GI 


4588 1.R1084 


Score 


1123 


Exons 


4668. .5270 






GI Descrip. 


, 4455232/emb| CAB36731.il 4.0e-32 (AL035523) putative proteir 




[Arabidopsis thaliana] ' 






Seq. No. 


7633 


Seq. ID 


OJ990831_15.9A22.C26 


Gene No. 


16115 . 


Strand 




o tar l 


1 


End 


1912 


Name 


OJ990831 15.9A22.C26.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1566 


GI 


4455199 


Score 


456 


Exoris 


1..221, 559. .777, 874. .1124, 


1178. .1406, 1495. .1566 


GI Descrip, 


(AL035440) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


7633 


.Seq. ID 


OJ990831_15 . 9A22 . C26 


Gene No . 


16115 


Strand 




Start 


1 


End 


1912 


Name 


OJ990831 15.9A22.C26.ol.gs 


Method 


GENSCAN 


Start 


559 


End 


1912 


GI 


none 


Score 


.68 


Exons 


559.-777, 874. .1119, 1495. .1605, 1766. 


.1912 


Seq. No. 




Seq. ID 


OJ990831_15.9A22.C26 


Gene No. 


loll O 


Strand 




Start 


4967 


End 


10523 


Name 


OJ990831 15.9A22.C26.ol.tc 


Method 


TBLASTX: Cress 


Start 


856 


End 


1404 


GI 


none 


Score 


46 


Exons 


856. .1098, 1055. .1120, 1060. 


.1119, 1206.. 1328, 1207.. 1326, 




1309. .1404, 1313. .1399 






Seq. No. 


7633 


Seq. ID 


OJ990831_15.9A22.C26 


Gene No . 


i6116 


Strand 




Start 


4967 


End 


10523 


Name 


OJ990831 15.9A22.C26.o2.tm 


Method 


TBLASTX: Maize 


Start 


973 


End 


1427 


GI 


none 


Score 


61 


Exons 


973. .1119, 974. .1120, 1206.. 


1328, 1386 


. .1427 


Seq. No. 


7633 


Seq. ID 


OJ990831_15.9A22.C26 


Gene No. 


16116 


Strand 




o car u 


4967 


End 


10523 


Name 


OJ990831 15.9A22.C26.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1009 


End 


1580 


GI 


none 


Score 


97 


Exons 


1009.. 1125, 1013.. 1120, 1203 


..1328, 1205. .1345, 1209..1328, 




1386. .1418, 1389. .1412, 1494 


. .1580 




Seq. No. 


7633 


Seq. ID 


OJ990831_15.9A22.C26 


Gene No. 


16116 


Strand 




Start 


4967 


End 


10523 


Name 


OJ990831 15.9A22.C26.ol.tm 


Method 


TBLASTX: Maize 


Start 


4956 .;■ 


End 


10363 


GI 


none 


Score 


190 



7959 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4956. .5168, 4958. .5176, 4958. .5611, 4974.-5582, 6112. .6243, 

6113. .6244, 6337. .6543, 6342. .6545, 6727.-6888, 6761. .6889, 

7265. .7351, 7267. .7350, 7835. .7873, 7835.-7879, 7918. .8082, 

7919. .8065, 8209. .8358, 8209. .8361, 8243.-8362, 8471. .8503, 

8712. .8804, 8714. .8806, 8714. .8806, 10252 .. 1034 4 , 10256. .10363 



7633 

16116 

4967 

OJ990831_15 . 9A22 . C2 6 . ol . tw 

4959 

none 

4959. .5135, 4967. .5140, 4967, 

7633 

16116 

4967 

OJ990831_15. 9A22.C26.ol.ts 

4961 

none 

4961. .5596, 5036. .5155, 5040. 
6337. .6543, 6339. .6545, 6727. 
7273. .7350, 7837. .7872, 7927, 
8246.-8332, 8712. .8804, 8714, 



Seq. ID OJ990831_15.9A22.C26 
Strand 

End 10523 

Method TBLASTX : Wheat 

End 5150 

Score 88 
.5140, 4974. .5150 

Seq. ID OJ990831_15.9A22.C26 
Strand 

End 10523 

Method TBLASTX : Soybean 

End 10344 

Score 70 

.5582, 6112. .6243, 6113. .6244, 
.6897, 6728.. 6907, 7265/.7351, 
.8082, 7928. .8056, 8218. .8331, 
.8806, 10258. .10344 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



7633 , Seq. ID OJ990831_15.9A22.C26 

16116 Strand 

4967 End 10523 

OJ990831_15 . 9A22 . C2 6 . o2 . gs Method GEN SCAN 

4967 End 10410 

none Score .81 

4967.-5666, 6116. .6241, 6337. .6542, 6757.-6889, 7268. .7349, 

7851. .8082, 8236. .8355, 8471. .8510, 9862. .10019, 10252. .10410 

7633 Seq. ID OJ990831_15.9A22.C26 

16116 Strand 

4967 . End 10523 

OJ990831_15.9A22.C26.o2.np . Method AAT/NAP 

4970 End 8358 

4455232 Score 1664 

4970. .5582, 6116. .6241, 6337.-6542, 6757.-6889, 7856. .8082, 
8236. .8358 

(AL035523) putative protein [Arabidopsis thaliana] 

7633 Seq. ID OJ990831_15.9A22.C26 

16116 Strand 

4967 End 10523 

OJ990831_15 . 9A22 . C2 6 . o2 . gp Method AAT/GAP 

5509 End 6483 

LIB3433-032-P1-K1-F7 Score 593 

5509.. 5582, 6116.. 6241, 6337.. 6483 

, 4455232/emb|CAB36731.1| 2.0e-48 (AL035523) putative protein 
[Arabidopsis thaliana] 1 



7633 

16116 

4967 



Seq. ID OJ990831_15.9A22.C26 
Strand 

End 10523 



7960 



Name 


OJ990831 15 


.9A22 


.C26.o3 


.gp 


Method 


AAT/GAP 






Start 


8274 








End 


10523 






GI 


none 








Score 


922 






Exons 


8274 . .8355, 


8471 


. .8537, 


8712. 


.8803, 10252. .10523 






Seq. No. 


7634 








o t pt 

beq. xu 


ujyyuo ji xo . 


9A22 


.C27 


Gene No. 


loll / 








Strand 


x 

T 






Start 


918 










i a q n 
x ft o u 






Name 


OJ990831 15 


.9A22 


-C27.ol 


. gs 




oZ-jLNOL-rilN 






Start 


918 








End 


1480 






GI 


none 








Score 


.59 






Exons 


918. .1108, 


1230. 


.1480 












Seq. No. 


7634 








beq. iu 


O TQQHR ^ 1 1 R 


9A22 


.C27 


Gene No . 


i CI 1 Q 








bcrana 


_L 
T 






Start 


5753 










D X ft X 






Name 


OJ990831 15 


.9A22 


,C27.o2 


.gp 










Start 


5753 








End 


6141 






GI 


2442212 








Score 


617 






Exons 


5753. . 6141 
















Seq. No. 


7634 








Ortrt T Pi 

beq. iu 


ujyyuo j x io. 


9A22 


.C27 


Gene No. 


1 CI 1 Q 








btrana 








Start 


2482 








bna 


/ 1 -jo 

4 X / 






Name 


■• OJ990831 15 


.9A22 


.C27.o2 


.gs 


Method 








Start 


2482 








End 


4064 






GI 


none 








Score 


.99 






Exons 


2482. .2667, 


3897 


. .4064 












Seq. No. 


7634 








o _ t Pt 

beq. iu 


pi tq q fi Q *3 1 1 c; 

uj y y u o oi i j . 


9A22 


.C27 


Gene No. 


loi iy 








btrana 








Start 


2482 








hna 


/no 
4 X / Z 






Name 


OJ990831 15 


.9A22 


.C27.ol 


.gp 


Method 


7\ 7\ T / f 7\ D 






Start 


3889 








End 


4172 






GI 


none 








Score 


405 






Exons 


3889. .4172 
















Seq. No. 


7634 








beq. iu 


ujyyuoox xo. 


9A22 


-C27 


Gene No . 


i ci on 
xox^U 








b Tirana 








Start 


4972 








tna 


£C\A "3 
OU4 O 






Name 


OJ990831 15 


.9A22 


.C27.o3 


.gs 


Method 


UtjiNbUAlN 






Start 


4972 








End 


6043 






GI 


none 








Score 


.96 






Exons 


4972. .5124, 


5405 


. .5465, 


5736. 


£C\A "3 
. OU4 J 








Seq. No. 


7635 








0«« T Pi 

beq. iu 


uj y y u o o x xo . 


9A22 


.C28 


Gene No . 


lolzl 








Of r^nrl 


+ 






Start 


129 








End 


211 






Name 


OJ990831 15 


.9A22 


.C28.ol 


. gs 


Method 


GENSCAN 






Start 


129 








End 


211 






GI 


none 








Score 


.97 






Exons 


129. .211 
















Seq. No. 


7636 








Seq. ID 


OJ990831_15. 


9A22 


.C29 


Gene No. 


16122 








Strand 


+ 






Start 


1 








End 


1547 






Name 


OJ990831 15 


.9A22 


.C29.ol 


.np 


Method 


AAT/NAP 







7961 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 1227 

3914685 Score 556 

1..27, 329.-559, 657. .759, 830. .897, 1198. .1227 

60S RIBOSOMAL PROTEIN L17 gi 12668748 (AF034948) ribosomal 

protein L17 [Zea mays] 



7636 

16122 

1 

OJ990831_15.9A22.C29.ol.tw 

323 

none 



Seq. ' ID OJ990831_15.9A22.C29 



Strand 
End 

Method 

End 

Score 



+ 

1547 

TBLASTX: Wheat 

1349 

361 



323.-559, 326. .562, 328. .561, 656.-757, 660. .758, 677. .760, 
830. .898, 832. .918, 1299. .1349 . 



Seq. No. 7636 Seq. ID 

Gene No. 16122 Strand 

Start 1 End 

Name OJ990831_15 . 9A22 . C29 . ol . tc Method 

Start 326 End 

GI none Score 

Exons 326.-562, 328.. 561, 655.. 744, 656.. 757, 

832. .870, 832. .897 



OJ990831_15.9A22.C29 
+ 

1547 

TBLASTX: Cress 

897 

351 

660. .758, 830. .880, 



' Seq. No. 7636 

I Gene No. 16122 

\ Start 1 

j Name OJ990831_15 . 9A22 . C29 . ol . tm 

I Start 326 

! GI none 

* Exons 326.-562, 328.. 570, 328 

i 661.. 759, 677.. 760, 828 



Seq. ID, OJ990831_15.9A22;C29 
Strand + 
End 1547 
Method TBLASTX : Mai ze 
- End 94 0 

Score 375 
561, 656. .757, 660. .758, 661. .759, 
851, 832. .897, 833. .940 



Seq. No. 7636 

Gene No. 16122 

Start 1 

Name OJ990831_15 . 9A22 . C29 . ol . ts 

Start 326 

GI none 

Exons 326.-562, 328.. 561, 656.. 757, 
832.. 870, 832.. 870 



Seq. ID OJ990831_15.9A22.C29 

Strand + 

End 1547 

Method TBLASTX : Soybean 

.End 870 

Score 372 

660. .758, 660. .758, 831. .869, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7636 Seq. ID OJ990831_15.9A22.C29 

16122 - Strand .+ 

1 End 1547 

OJ990831_15 . 9A22 . C2 9 . ol . gp Method AAT/GAP 

327 End 1422 

17719_1.R1084 Score 1144 

327. .559, 657..759, 830. .897, 1198. .1422 

, 3914685/sp|048557|RL17_MAIZE 9.0e-86 60S RIBOSOMAL PROTEIN L17 
>gi_2668748 (AF034948) ribosomal protein L17 [Zea mays]' 



Seq. No. 7636 Seq. ID 

Gene No. 16122 Strand 

Start 1 - End 

Name 0 J9 90 8 3 1_1 5 . 9A2 2 . C2 9 . ol . gs Method 

Start 329 End 



OJ990831_15.9A22.C29 
+ 

1547 
GEN SCAN 
1547 



7962 




GI 


none 


Score 


.82 




Exons 


329..5S9, 657.. 759, 1456.. 1547 






Seq. No. 


/ DO / 


c^rr t n 


OJ990831J.5.9A22 


.C31 


oene ino . 




rand 


X, 




Start 


6ft 

DO 


FnH 


193 




Name 


O.TQQDfi^l 1 ^ 9A22 C^l nl n«? 


t" hnrl 


GEN SCAN 




Start 


6ft ~~ 
O 0 




193 




GI 


none 




.57 




Exons 


68. .193 








Seq. No. 


7 6?7 


Seq. ID 


OJ990831_15.9A22 


.C31 


Vaene ino • 


16194 


o i l aiiu 






Start 


1 
J. 


End 


84 




Name 


O.TQQDft^l 1 S QA99 P^l nl an 


L1C L.11UU 


AAT/GAP 




Start 


1 ~~ 
J. 


Fnri 


84 




GI 


9^1 1471 

Jill ' X 


Score 


160 




Exons 


1 ft 4 

X . . O 4 








Seq. No. 


7638 


Seq. ID 


OJ990601_08.9A22 


.C4 


Gene No. 


1 61 9^ 


Strand 






O Lai U 


1 

X 


End 


474 




Name 


rnQQH^m Oft QA99 Pd n1 nn 


Method 


AAT/NAP 




Start 


1 ~~ 
X 


End 


474 




GI 


D Z7 ft £ X 4 :7 


Score 


105 




Exons 


1 HA "39 Q d74 
X . • / ft , JZ.7..*±/f± 








GI Descrip. 


(AF218808) ReMembR-H2 protein 


JR702 [Arabidopsis thaliana] 


Seq. No. 


7 6*3 Q 
/ D J j 


Seq. ID 


OJ990601JD8.9A22 


.C5 


Gene No . 


1 61 96 


Strand 


+ 




Start 


JO" 


End 


452 




Name 


n.TQQn6m Oft QA99 PR ol n<=z 


Method 


GEN SCAN 




Start 


*3ft Q _ 

JO J 


End 


452 




GI 


none 


Score 


.42 




Exons 


389. .452 








Seq. No. 


7 64 n 

/ V *i u 


Seq. ID 


OJ990601_08.9A22 


.C6 




1 61 97 

X OX / 


Strand 






Start 


1 77 

X f f 


End 


537 




Name 


n.TQQ06ni Oft QA99 P6 nl f q 


Method 


TBLASTX : Soybean 




Start 


1 ^7 ~~ 

X J / 


End 


537 




GI 


none 


Score 


283 




Exons 


137. .535, 176. .535, 178. .537, 


178. .537 






Seq. No. 


764D 


Seq. ID 


OJ990601_08.9A22 


.C6 




16197 

X D X c. 1 


Strand 






Start 


1 77 
X / / 


End 


537 




Name 


n.TQQ06m fift QZ199 P6 nl -hm 


Method 


TBLASTX: Maize 




Start 


17 6 _ 
X / D 


End 


537 




GI 


none 


Score 


413 




Exons 


176.. 532, 176.. 328, 178.. 537, 


178. .537 






Seq. No. 


7640 


Seq. ID 


OJ990601_08.9A22 


.C6 


Gene No. 


16127 


Strand 






Start 


177 


End 


537 




Name 


OJ990601 08.9A22.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


176 


End 


377 





7963 





GI 


none 






Score 


212 






Exons 


176. .361, 178. .345, 


309. .377 










Seq. No. 


7640 






Seq. ID 


OJ990601_08.9A22 


.C6 




Gene No. 


16127 






Strand 








otart 


177 






End 


537 






Name 


OJ990601 08.9A22.C6. 


ol .np 




Method 


AAT/NAP 






Start 


177 






End 


537 






GI 


6942149 






Score 


408 






Exons 


177. .537 














GI Descrip. 


(AF218808) ReMembR-H2 protein 


JR702 [Arabidopsis thaliana] 




Seq. No. 


/ 0 3 u 








OTQQn^m nfi qhoo 






Gene No . 


±OlZ / 






Strand 








Start 


1 T7 






CjTLO. 


jj / 






Name 


ujyyubui uo.y/izz.uo. 


Ol . LC 




fuf /~\ 1* - * /"\ 


i dj_i.ao i a : uress 






Start 


"3 £ O 

JoZ 






Ejna 


jj / 






GI 


none 






Score 


iOU 






Exons 


362. .526, 379. .537 














Seq. No. 


7641 






Seq. ID 


OJ990601_08. 9A22 


.C9 




Gene No . 


16128 






Strand 


+ 






Start 


1 






End 


123 






Name 


OJ990601 08.9A22.C9. 


ol.gp 




Method 


AAT/GAP 




3 


Start 


1 






End 


123 






GI 


none 






Score 


230 




fl 

: : 


Exons 


1. .123 












: : 

y 


Seq. No. 


7641 






Seq. ID 


OJ990601JD8. 9A22 


.C9 




Gene No. 


16129 






Strand 


+ 




L \ 


o rar t 


459 






End 


4238 






Name 


OJ990601 08.9A22.C9. 


ol .np 




Method 


AAT/NAP 






Start 


459 






End 


3272 




hi 


GI 


6942149 






Score 


933 






Exons 


459. .567, 962. .1186, 


1538. 


.1942, 2511. 


.3008, 3210.. 3272 




"t 


GI Descrip. 


(AF218808) ReMembR-H2 protein 


JR702 [Arabidopsis thaliana] 


SI 


Seq. No. *-\ v . 


7641 






Seq. ID 


OJ990601_08.9A22 


.C9 


II 


bene jno. 


16129 






Strand 


+ 






Start 


459 






End 


4238 




»: 


Name 


OJ990601 08.9A22.C9. 


ol . gs 




Method 


GEN SCAN 




s! 


Start 


475 






End 


4238 






GI 


none 






Score 


.71 






Exons 


475. .567, 962. .1186, 


4150. 


.4238 








Seq. No. 


7641 






Seq. ID 


'OJ990601_08.9A22 


-C9 




Gene No . 


16129 






Strand 


+ 






Start 


459 






End 


4238 






Name 


OJ990601 08.9A22.C9. 


o2.gp 




Method 


AAT/GAP 






Start 


2785 






End 


3395 






GI 


none 






Score 


1144 






Exons 


2785. .3395 














Seq. No. 


7641 






Seq. ID 


OJ990601_08.9A22 


.C9 




Gene No. * 


16130 






Strand 


+ 






Start 


6704 






End 


7188 






Name 


OJ990601 08.9A22.C9. 


o3 . gs 




Method 


GENSCAN 





7964 




Start 


6704 




End 


7188 




GI 


none 




Score 


.83 




Exons 


6704.. 6732, 6927.. 7188 










Seq. No. 


7641 




Seq. ID 


OJ990601_08.9A22. 


C9 


Gene No. 


16131 




Strand 


+ 




Of -a >-+- 


9303 




End 


11006 




Name 


OJ990601 08.9A22.C9.o3.np 




Method 


AAT/NAP 




Start 


9303 




End 


11006 




GI 


6907086 




Score 


1131 




Exons 


9303.. 10089, 10149. .10335, 


10556. .11006 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sat i va ] 




Seq. No. 


/ 04 1 




beq. ID 


OJ990601_08.9A22. 


C9 


Gene No . 


1 C 1 *3 O 

loloz 




btrano 


- 




Start 






bna 


5922. 




Name 


ATflnncoi no qaoo o 

ojyyubui utf . yAzz . c^y . 0 0 . gp 




Method 


AAT/GAP 




Start 






fcjno. 


5922 




GI 


none 




Score 


1104 




Exons 


5343. .5922 










Seq. No. 


7641 




Seq. ID 


OJ990601_08.9A22. 


C9 


bene no . 


16132 




Strand 






Start 


5524 




End 


5922 




Name 


OJ990601 08.9A22.C9.o2.gs 




Method 


GEN SCAN 




Start 


5524 




End 


5814 




GI 


none 




Score 


.92 




Exons 


5524. .5814 










Seq. No. 


7641 




Seq. ID 


OJ990601_08.9A22. 


C9 


Gene No. 


16132 




Strand 






b tar u 


5524 




End 


5922 




Name 


OJ990601 08.9A22.C9.o2.np 




Method 


AAT/NAP 




Start 


5531 




End 


5814 




GI 


4836405 




Score 


115 




Exons 


5531. .5814 










GI Descrip. 


(AF117724) seed maturation protein PM28 [Glycine max] 




Seq. No. 


7641 




Seq. ID 


OJ990601_08.9A22. 


C9 


Gene No. 


16133 




Strand 






o tar t 


7702 




End 


9840 




Name 


OJ990601 08.9A22.C9.ol.tc 




Method 


TBLASTX: Cress 




Start 


459 




End 


1757 




GI 


none 




Score 


76 




Exons 


459.-569, 961. .1044, 1036. 


.11 


85, 1062.. 


1172, 1528.. 1740, 






1539. .1757 










Seq. No. 


7641 




Seq. ID 


OJ990601_08.9A22. 


C9 


Gene No. 


16133 




Strand 






b tart 


7702 




End 


9840 




Name 


OJ990601 08.9A22.C9.ol.ts 




Method 


TBLASTX : Soybean 




Start 


459 




End 


1982 




GI 


none 




Score 


82 




Exons 


459. .569, 500. .565, 960. .1058 


, 961. .1059, 1057. .1182, 






1062.. 1187, 1063.. 1185, 1528. 


.1941, 1530.. 1943, 1575.. 1982 


Seq. No. 


7641 




Seq. ID 


OJ990601_08.9A22. 


C9 



7965 




Gene No. 


16133 








Strand 




Start 


7702 








End 


9840 


Name 


OJ990601 08 


. 9A22 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


961 








End 


1943 


GI 


none 








Score 


273 


Exons 


961. .1176, 


963. . 


1202, 1529.. 


1684, 1533 


. .1757, 1537. .1941, 




1537. .1941, 


1539 


. .1943, 


1791 


. .1943 




Seq. No. 


7641 








Seq. ID 


OJ990601_08.9A22.C9 


Gene No. 


16133 








Strand 




Start 


7702 








End 


98'40 


Name 


OJ990601 08 


.9A22 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1742 








End 


2772 


GI 


none 








Score 


266 


Exons 


1742. .1810, 


1758 


. .1943, 


1774 


..1941, 2502.. 2624, 2509.. 2772 




2512. .2766 












Seq. No. 


7641 








Seq. ID 


OJ990601_08.9A22.C9 


Gene No. 


16133 








Strand 




Start 


7702 








End 


9840 


Name 


OJ990601 08 


.9A22 


,C9.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1830 








End 


2923 


GI 


none 








Score 


137 


Exons 


1830. .1943, 


1831 


i el/1 1 
. . 1941, 


i o a c 


..1943, 2510. .2689, 2510. .2587 




2512. .2637, 


2606 


. .2923 








Seq. No. 


7641 








Seq. ID 


OJ990601_08.9A22.C9 


Gene No. 


16133 








Strand 




Start 


7702 








End 


9840 


Name 


OJ990601 08 


. 9A22 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2498 








End 


3124 


GI 


none 








Score 


257 


Exons 


2498. .2728, 


2510 


. .2770, 


2512 


..2763, 2816. .2944, 2825. .2941 




2950. .2985, 


2951 


. .2983, 


3012 


..3032, 3013. .3033, 3040. .3123 




3047. .3124 












Seq. No. 


7641 








Seq. ID 


OJ990601_08.9A22.C9 


Gene No. 


16133 








Strand 




Start 


7702 








End 


9840 


Name 


OJ990601 08 


.9A22 




ts 


Method 


TBLASTX : Soybean 


Start 


2510 








End 


2677 


GI 


none 








Score 


194 


Exons 


2510. .2677, 


2512 


. .2637 








Seq. No. 


7641 








Seq. ID 


OJ990601_08.9A22.C9 


Gene No. 


16133 








Strand 




Start 


7702 








End 


9840 


Name 


OJ990601 08 


. 9A22 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5563 








End 


5841 


GI 


none 








Score 


43 


Exons 


5563. .5613, 


5563 


. .5616, 


5564 


..5614, 5653. .5841, 5654. .5815 


Seq. No. 


7641 








Seq. ID 


OJ990601_08.9A22.C9 


Gene No. 


16133 








Strand 




Start 


7702 








End 


9840 


Name 


OJ990601 08 


. 9A22 


.C9.o4. 


gs 


Method 


GENSCAN 


Start 


7702 








End 


9840 



7966 




GI 


none 








Score 


.41 




Exons 


7702. .7775, 


8498 


.8595, 


9638. 


.9840 






Seq. No. 


7642 








Seq. ID 


OJ990601_08.9A22 


.C10 


Gene No. 


16134 








Strand 






Start 


1658 








End 


2143 




Name 


OJ990601 08. 


9A22 


ClO.ol 


.gp 


Method 


AAT/GAP 




Start 


1323 








End 


2143 




GI 


511 1.R1084 








Score 


1609 




Exons 


1323. .2143 














GI Descrip. 


'871931/dbj |BAA06436| 3 


.Oe-53 


(D30763) 


ferredoxin [Oryza 




sativa] 1 














Seq. No. 


7642 








Seq. ID 


OJ990601_08.9A22 


.CIO 


Gene No. 


16134 








Strand 






Start 


1658 








End 


2143 




Name 


OJ990601 08. 


9A22 


ClO.ol 


. gs 


Method 


GENSCAN 




Start 


1658 








End 


2077 




GI 


none 








Score 


1 




Exons 


1658. .2077 














Seq. No. 


7642 








Seq. ID 


OJ990601_08.9A22 


.C10 


Gene No. 


16134 








Strand 






Start 


1658 








End 


2143 




Name 


OJ990601 08. 


9A22 


ClO.ol 


.np 


Method 


AAT/NAP 




Start 


1661 








End 


2077 




GI 


871931 








Score 


710 




Exons 


1661. .2077 














GI Descrip. 


(D30763) ferredoxin [Oryza sativa] 






Seq. No. 


7642 








Seq. ID 


OJ990601_08.9A22 


.C10 


Gene No. 


16135 








Strand 






Start 


2887 








End 


4343 




Name 


OJ990601 08. 


9A22 


ClO.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1652 








End 


1969 




GI 


none 








Score 


134 




Exons 


1652. .1969, 


1653 


.1796, 


1842. 


.1949 






Seq. No. 


7642 








Seq. ID 


OJ990601_08.9A22 


.C10 


Gene No. 


16135 








Strand 






Start 


2887 








■' End 


4343 




Name 


OJ990601 08. 


9A22 


ClO.ol 


.tc 


Method 


TBLASTX : Cress 




Start 


1655 








End 


2041 




GI 


none 








Score 


152 




Exons 


1655. .2041, 


1668 


.1802, 


1842. 


.1949 






Seq. No. 


7642 








Seq. ID 


OJ990601_08.9A22 


.C10 


Gene No. 


16135 








Strand 






Start 


2887 








End 


4343 




Name 


OJ990601 08. 


9A22 


ClO.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1664 








End 


2023 




GI 


none 








Score 


182 




Exons 


1664. .2023, 


1668 


.1802, 


1844 . 


.1963 






Seq. No. 


7642 








Seq. ID 


OJ990601JD8. 9A22 


.C10 


Gene No. 


16135 








Strand 






Start 


2887 








End 


4343 





7967 




Name 


OJ990601 08 


.9A22.C10.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1838 




End 


2017 


GI 


none 




Score 


125 


Exons 


1838. .2017, 


1842. .1991 






Seq. No. 


7642 




Seq. ID 


OJ990601_08. 9A22.C10 


Gene No. 


16135 




Strand 




Start 


2887 




End 


4343 


Name 


OJ990601 08 


.9A22.C10.o2.gs 


Method 


GENSCAN 


Start 


2887 




End 


4343 


GI 


none 




Score 


.98 


Exons 


2887. .2947, 


4240. .4343 






Seq. No. 


7643 




Seq. ID 


OJ990601_08.9A22.C11 


Gene No. 


16136 




Strand 


- 


Start 


2429 




End 


2976 " 


Name 


OJ990601 08 


.9A22.Cll.ol.np 


Method 


AAT/NAP 


Start 


2429 




End 


2976 : 


GI 


5922628 




Score 


295 


Exons 


2429. .2707, 


2903. .2976 






GI Descrip. 


(AP000492) 


hypothetical protein [Oryza 


sativa] 




gi | 6016861 | 


dbj IBAA85204.il 


(AP000570) 


hypothetical protein 



[Oryza sativa] 



Cat 

Seq. No. 


7644 


Seq. ID 


OJ990601J38. 


9A22.C12 


ill Gene No. 


16137 


Strand 






.!?! Start 


1 


End 


617 




; i| Name 


OJ990601 08.9A22.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


617 




== ! . GI 


4220527 


Score 


135 




'^-i Exons 


1..58, 431. .617 








^ 11 GI Descrip. 


(AL035356) putative protein 


[Arabidopsis thaliana] 




ru 

.. Seq. No. 


7 645 


. Seq. ID 


OJ990601_08 


9A22.C13 


'z.zi Gene No. 


16138 


Strand 


+ 




I; 5 ; Start 


378 


End 


1576 




H * Name 


OJ990601 08.9A22.C13.ol.gp 


Method . 


AAT/GAP 




M ! Start 


378 


End 


635 




i. 3 ! GI 


571598 


Score 


471 




Exons 


378. .635 








U Seq. No. 


7645 


Seq. ID 


OJ990601_08 


9A22.C13 


Gene No. 


16138 


Strand 


+ 




Start 


378 


End 


1576 




Name 


OJ990601 08.9A22.C13.ol.gs 


Method 


GENSCAN 




Start 


450 


End ' 


864 




GI 


none 


Score 


.77 




Exons 


450. .638, 727. .864 








Seq. No. 


7645 


Seq. ID 


OJ990601_08 


9A22.C13 


Gene No. 


16138 


Strand 


+ 




Start 


378 


End 


1576 




Name 


OJ990601 08.9A22.C13.ol.np 


Method 


AAT/NAP 




Start 


513 


End 


1576 




GI 


4006878 


Score 


180 




Exons 


513. .642, 731. .864, 1473. .1576 






GI Descrip. 


(Z99707) MAP3K-like protein 


kinase [Arabidopsis thaliana] 



7968 



Seq. No. 


7645 




Seq. ID 


oj y yu dui 


_Uo . . CI J 


Gene No. 


16138 




Strand 


+ 




Start 


378 




End 


1576 




Name 


OJ990601 08.9A22.C13.ol 


. tc 


Method 


TBLASTX : < 


Cress 


Start 


522. 




End 


864 




GI 


none 




Score 


102 




Exons 


522. .641, 718. .864, 735 


. .779 








Seq. No. 


7646 




Seq. ID 


OJ990601 


_08.9A22.C14 


Gene No. 


16139 




Strand 


+ 




Start 


1385 




End 


7986 




Name 


OJ990601 08.9A22.C14.ol 


.np 


Method 


AAT/NAP 




Start 


1385 




End 


2861 




GI 


4006878 




Score 


742 




Exons 


1385.. 1516, 1624.. 1924, 


2008 


..2231, 2326.. 2412, 


2812. .2861 


GI Descrip. 


(Z99707) MAP3K-like protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


7646 




Seq. ID 


OJ990601 


_08.9A22.C14 


Gene No. 


16139 




Strand 


+ 




Start 


1385 




End 


7986 




Name 


OJ990601 08.9A22.C14.ol 


.gs 


Method ' 


GENSCAN 




Start 


1412 




End 


7986 




GI 


none 




Score 


.86 




Exons 


1412. .1516, 1624. .1924, 


2008 


..2231, 232 


>6. .2412, 


2875. .2991, 




4625. .4777, 5544. .5729, 


6652 


..6819, 6945. .7178, 


7501. .7986 


Seq. No. 


7646 




Seq.- ID 


OJ990601 


_08.9A22.C14 


Gene No. 


16139 




Strand 


+ 




Start 


1385 




End 


7986 




Name 


OJ990601 08.9A22.C14.ol 


.gp 


Method 


AAT/GAP 




Start 


1424 




End 


3286 




GI 


16403 1.R1084 




Score 


2247 




Exons 


1424. .1516, 1624. .1924, 


2008 


..2231, 2326.. 2412, 


2812. .3286 


GI Descrip. 


f 4006878/emb|CAB167 96.1 


| 4.0e-95 (Z99707) MAP3K 


-like proteii 




kinase [Arabidopsis thaliana 


] ' 






Seq. No. 


7646 




Seq. ID 


OJ990601 


_08.9A22.C14 


Gene No. 


16139 




Strand 


+ 




Start 


1385 




End 


7986 




Name 


OJ990601 08.9A22.C14.o2 


.np 


Method 


AAT/NAP 




Start 


4739 




End 


7769 




GI 


4220527 




Score 


829 




Exons 


4739.-4777, 5544. .5729, 


6538 


..6819, 6945. .7182, 


7601. .7769 


GI Descrip. 


(AL035356) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


7646 




Seq. ID 


OJ990601 


_08.9A22.C14 


Gene No. 


16140 




Strand 






Start 


7328 




End 


8039 




Name 


OJ990601 08.9A22.C14.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1402 




End 


2370 




GI 


none 




Score 


174 




Exons 


1402. .1512, 1406. .1516, 


1409 


. .1516, 1612. .1719, 


1626. .1709, 




1710. .1925, 1711. .1923, 


1731 


..1925, 2009. .2221, 


2010. .2228, 




2116.. 2223, 2323.. 2370 










Seq. No. 


7646 




Seq. ID 


OJ990601 


_08.9A22.C14 



7969 



Gene No. 


16140 








Strand 




Start 


7328 








End 


8039 


Name 


OJ990601 08 


.9A22 


.C14.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1412 








End 


1925 


GI 


none 








Score 


187 


Exons 


1412. .1516, 


1417 


. .1515, 


1612. 


.1923, 1626.. 1925 


Seq. No. 


7646 








Seq. ID 


OJ990601_08.9A22.C14 


Gene No. 


16140 








Strand 




Start 


7328 








End 


8039 


Name 


OJ990601 08 


.9A22 


.C14.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


1448 








End 


1929 


GI 


none 








Score 


115 


Exons 


1448. .1516, 


1450 


. .1515, 


1624. 


.1710, 1726. .1923, 1734. .1919, 




1762. .1929 












Seq. No. 


7646 








Seq. ID 


OJ990601_08.9A22.C14 


Gene No. 


lol4 0 








Strand 


- 


Start 


7328 








End 


8039 


Name 


OJ990601 08 


.9A22 


.C14.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1663 








End 


1929 


GI 


none 








Score 


62 


Exons 


1663. .1710, 


1726 


. .1929, 


1737. 


.1928 




Seq. No. 


7646 








Seq. ID 


OJ990601_08.9A22.C14 


Gene No. 


16140 








Strand 




Start 


7328 








End 


8039 


Name 


OJ990601 08 


.9A22 


.C14 .o5 


. tm 


Method 


TBLASTX: Maize 


Start 


2009 








End 


2177 


GI 


none 








Score 


200 


Exons 


2009. .2176, 


2010 


. .2177 








Seq. No. 


7646 








Seq. ID 


OJ990601_08 . 9A22 .C14 


Gene No. 


16140 








Strand 




Start 


7328 








End 


8039 


Name 


. OJ990601 08 


.9A22 


.C14.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


2036 








End 


2412 


GI 


none 








Score 


178 


Exons 


2036. .2230, 


2037 


. .2228, 


2323. 


.2412, 2325. .2411 


Seq. No. 


7646 








Seq. ID 


OJ990601_08.9A22.C14 


Gene No. 


16140 








Strand 




Start 


/ 3£o 








End 


8039 


Name 


OJ990601 08 


.9A22 


.C14.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


2180 








End 


2890 


GI 


none 








Score 


93 


Exons 


2180. .2230, 


2181 


. .2231, 


2190. 


.2231, 2192. .2245, 2325. .2411, 




2326... 2421, 


2811 


. .2867, 


2855. 


.2890 




Seq. No. 


7646 








Seq. ID 


OJ990601_08.9A22.C14 


Gene No. 


16140 








Strand 




Start 


7328 








End ' 


8039 


Name 


OJ990601 08 


.9A22 


.C14.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


5549 








End 


7028 


GI 


none 








Score 


132 


Exons 


5549. .5677, 


5559 


. .5675, 


6541. 


.6606, 6546. .6614, 6625. .6816, 




6636. .6815, 


6663 


. .6842, 


6945. 


.7028 





7970 



Seq. No. 


7646 








Seq. ID 


OJ990601 


_08 . 9A22 . C14 


Gene No. 


16140 








Strand 






Start 


7328 








End 


8039 




Name 


OJ990601 08 


. 9A22, 


,C14.ol. 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


6541 








End . 


6828 




GI 


none 








Score 


96 




Exons 


6541. .6615, 


6646. 


. .6828, 


6654. 


.6818, 6658..6828 




.Seq. No. 


7646 








Seq. ID 


OJ990601 


_08.9A22.C14 


Gene No. 


16140 








Strand 






Start 


7328 








End 


8039 




Name 


OJ990601 08 


. 9A22. 


X14.o2. 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


6556 








End 


7797 




GI 


none 








Score 


92 




Exons 


6556. .6633, 


6558. 


. .6632, 


6563. 


.6634, 6642. .6815, 


6643. . 6816, 




6643. .6843, 


6678. 


. .6836, 


6945. 


.7184, 6950. .7174, 


7498. .7665, 




7500. .7769, 


7705. 


. .7797 













Seq. No. 


7646 








Seq. ID 


OJ990601_08.9A22.C14 




Gene No . 


16140 








Strand 






Start 


7328 








End 


8039 




Name 


OJ990601 08 


. 9A22. 


C14.ol 


.tc 


Method 


TBLASTX: Cress 




Start • 


6583 








End 


7052 


0 


GI 


none 








Score 


46 




Exons 


6583. .6615, 


6646. 


.6828, 


6651 


..6815, 6945.. 7052 


i=ri 

ru 


Seq. No. 


7646 








Seq. ID 


OJ990601_08.9A22.C14 


I" ■* I 


Gene No. 


16140 








Strand 




i.-i 


Start 


7328 








End 


8039 


til 


Name 


OJ990601 08 


. 9A22 . 


C14.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


7046 








End 


7986 


rii 


GI 


none 








Score 


133 




Exons 


7046. .7174, 


7049. 


.7213, 


7050 


..7184, 7497. .7757, 7498. .7797, 


; s =k 




7500. .7757, 


7558. 


.7797, 


7799 


..7828, 7807. .7836, 7840. .7962, 


Uf 

•i i 




7847. .7915, 


7917. 


.7985, 


7918 


. .7986 




H s 


Seq. No. 


7646 • 








Seq. ID 


OJ990601_08.9A22.C14 


'.3 


Gene No. 


16140 








Strand 






Start 


7328 








End 


8039 


a 


Name 


OJ990601 08 


.9A22. 


C14.o2 


■ gp 


Method 


AAT/GAP 




Start 


7328 








End 


8039 




GI 


5003104 








Score 


1332 




Exons 


7328. .8039 














Seq. No. 


- 7647 








Seq. ID 


OJ990601_08 . 9A22 . C15 




Gene No. 


16141 








Strand 






Start 


1 








End 


1356 




Name 


OJ990601 08 


.9A22. 


C15.ol 


. np 


Method 


AAT/NAP 




Start 


1 








End 


1356 




GI 


5777631 








Score 


667 




Exons 


1..157, 257 


. .389, 


551. . 


638, 


1125. .1356 






GI Descrip. 


(AJ245900) i 


CAA303719.1 


protein [Oryza 


sativa] 




Seq. No. 


7647 








Seq. ID 


OJ990601_08. 9A22.C15 




Gene No. 


16141 








Strand 






Start 


1 








End 


1356 



7971 



Name 

Start 

GI 

Exons" 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990601_08.9A22.C15.ol.gp Method AAT/GAP 
55 End 18 6 

LIB3433-017-Q6-K1-H9 Score 152 

55. .186 

•5777631/embl CAB53492.il 9.0e-39 (AJ245900) CAA303719.1 protein 
[Oryza sativa] 1 



7647 

16141 

1 

0 J990 601_08 . 9A22 . C15 . ol . tm 
55 

none 



Seq. ID OJ990601_08.9A22.C15 
Strand 

End 1356 

Method TBLASTX : Mai ze 

End 1319 

Score 55 



55. .156, 110. .160, 257. .379, 259. .387, 548.-637, 555. .638, 
556. .615, 622. .642, 1125. .1319, 1126. .1317 



7647 

16141 

1 

OJ990601_08 . 9A22.C15.o2.tw 
55 

none 



Seq. ID OJ990601_08.9A22.C15 
Strand 

End 1356 

Method TBLASTX: Wheat 

End ' 339 

Score 82 



55. .159, 56. .160, 101. .160, 102. .164, 256.-339, 257. .307 



;| Seq. No. 

J Gene No. 

fi Start 

ij Name 

n Start 

■! GI 

Exons 

of 

if Seq. No. 

Gene No. 
a; Start 
Name 
Start 
«' GI 
l\ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



7647 
16141 
1 

OJ990601_08 . 9A22.C15.o2.tc 
79 

none 

79,. 159, 104. .166, 256. .390, 257. .391 

7647 
16141 
1 

OJ990601_08. 9A22.C15.ol.ts 
91 

none 

91. .159, 110. .160, 113. .16C 
552. .641, 553.-642, 1125. .1319, 1126. .1317 



Seq. ID 


OJ990601_08.9A22.C15 


Strand 




End 


1356 


Method 


TBLASTX: Cress 


End 


391 


Score 


66 


257. .391 




Seq. ID 


*OJ990601_08 . 9A22 . C15 


Strand 




End 


1356 


Method 


TBLASTX: Soybean 


End 


1319 


Score 


75 


254. .376, 


256. .390, 257. .391, 



7647 

16141 

1 

OJ990601_08. 9A22.C15.o2.gp 
254 

3107841 



Seq. ID OJ990601_08.9A22.C15 
Strand 

End 1356 

Method AAT/GAP 

End 1210 

Score 558 



254.. 389, 551.. 638, 1125. .1210 

5777631/emb|CAB53492.1| 9.0e-39 (AJ245900) CAA303719.1 protein 
[Oryza sativa] 



7647 

16141 

1 

OJ990 601_08 . 9A22 .C15.ol.gs 

257 

none 



Seq. ID OJ990601_08.9A22.C15 
Strand 

End 1356 

Method GENSCAN 

End 1280. 

Score .79 



7972 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

=i Exons 

J 

ft Seq. No. 
!j Gene No. 
=| Start 

Name 
^' Start 
I! GI 
U Exons 

GI Descrip. 

5 J Seq. No. 
b l Gene No. 
=< Start 
'j Name 
»i Start 
GI 

s? Exons 

GI Descrip. 



257.. 353, 551.. 638, 1125.. 1280 

7647 
16141 
1 

OJ990601_08 . 9A22 . C15 . ol . tc 
1120 
none 

1120. .1284, 1125. .1319, 1126. .1308 



Seq. ID OJ990601_08.9A22.C15 
Strand 

1356 

TBLASTX: Cress 
1319 
200 



End 

Method 
End 
Score 



7647 

16141 

1 

OJ990601_08 . 9A22 . C15 . ol . tw 

1144 

none 



Seq. ID OJ990601_08.9A22.C15 
Strand 

End 1356 

Method TBLASTX : Wheat 

End 1316 

Score 163 



1144. .1308, 1144. .1284, 1146. .1316 



7648 

16142 

278 

OJ990601_08 . 9A22 . CI 6 . ol . gs 

278 

none 



Seq. ID OJ990601_08.9A22.C16 

Strand + 

End 1843 

Method GENSCAN 

End 1843 

Score .85 



278..34S, 493. .634, 1312. .1386, 1476. .1843 



7648 
16143 
1 

OJ990601_08 . 9A22 . CI 6 . ol . np 
1 

5777631 
1. .496 

(AJ245900) CAA303719.1 protein [Oryza sativa] 



Seq. ID OJ990601_08.9A22.C16 
Strand 

End 4 96 

Method AAT/NAP 

End 4 96 

Score 4 61 



Seq. ID OJ990601_08.9A22.C16 
Strand 

End 4 96 

Method AAT/GAP 

End ' 216 

Score 153 



7648 
16143 
1 

OJ990601_08 . 9A22 . CI 6 . ol . gp 
131 

3107841 
131. .216 

5777631/emb|CAB53492.1| 9.0e-39 (AJ245900) CAA303719.1 protein 
[Oryza sativa] 



Seq. No. 


7648 






Seq. ID 


OJ990601JD8.9A22 


.C16 


Gene No. 


16144 






Strand 






Start 


2092 






End 


2238 




Name 


OJ990601 


08.9A22.C16.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


131 






End 


497 




GI 


none 






Score 


162 




Exons 


131. .343, 


135. .314, 166. 


.330, 


359. .496, 


423. .497 




Seq. No. 


7648 






Seq. ID 


OJ990601_08.9A22 


.C16 


Gene No. 


16144 






Strand 






Start 


2092 






End 


2238 




Name 


OJ990601 


08.9A22.C16.ol. 


ts 


Method 


TBLASTX : Soybean 





7973 




Start 


131 




End 


527 


GI 


none 




Score 


194 


Exons 


131. .403, 132. .314, 146 


. .403, 


412. .516, 


413. .517, 414. .527 


Seq. No. 


7648 




Seq. ID 


OJ990601_08.9A22.C16 


Gene No. 


16144 




Strand 




Start 


2092 




End 


2238 


Name 


OJ990601 08.9A22.C16.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


131 




End 


516 


GI 


none 




Score 


224 


Exons 


131. .496, 131. .496, 133 


. .516 






Seq. No. 


7648 




Seq. ID 


OJ990601_08.9A22.C16 


Gene No. 


16144 




Strand 




Start 


2092 




End 


2238 


Name 


OJ990601 08.9A22.Cl6.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


150 




End 


497 


GI 


none 




Score 


163 


Exons 


150.. 314, 150.. 290, 152 


. .400, 


152. .397, 


413. .496, 414. .497 


Seq. No.- 


7648 




Seq. ID 


OJ990601_08 . 9A22 . C16 


Gene No. 


16144 * 




Strand 




Start 


2092 




End 


2238 


Name 


OJ990601 08.9A22.C16.o2 


. gs 


Method 


GENSCAN 


Start 


2092 




End 


2238 ■ 


GI 


none 




Score 


.47 


Exons 


2092. .2111, 2166. .2238 








Seq. No. 


7649 




Seq. ID- 


OJ990601_08.9A22.C17 


Gene No. 


16145 




Strand 


+ 


Start 


1 




End 


2765 


Name 


OJ990601 08.9A22.C17.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


2765 


GI 


6598802 




Score 


103 


Exons 


1..25, 697. .770, 951. .1061, 2683. .2765 




GI Descrip. 


(AF024504) putative protein kinase [Arabidopsis thaliana] 


Seq. No. 


7649 




Seq. ID 


OJ990601_08 . 9A22 .C17 


Gene No. 


16146 




Strand 




Start 


951 




End 


2674 


Name 


OJ990601 08.9A22.C17.ol 


.gs 


Method 


GENSCAN 


Start 


951 




End 


2674 


GI 


none 




Score 


.7 


Exons 


951. .1073, 2032. .2129, 


2253. . 


2391, 2549. .2674 


Seq. No. 


7650 




Seq. ID 


OJ990601_08 . 9A22 . CI 8 


Gene No. 


16147 




Strand 


+ 


Start 


2106 




End 


9164 


Name 


OJ990601 08.9A22.C18.pl 


.gs 


Method 


GENSCAN 


Start 


2106 




End 


9152 


GI 


none 




Score 


.47 


Exons 


2106.. 2203, 2296.. 2422, 


2478. 


.2762, 2904. .3058, 5104. .5173, 




5777. .5922, 6223. .6334, 


7532. 


.7627, 8486.-8566, 8671. .8721, 




9012. .9152 








Seq. No. 


7650 




Seq. ID 


OJ990601_08.9A22.C18 


Gene No. 


16147 




Strand 


+ 



7974 




Start 


2106 








End 


9164 




Name 


OJ990601 08 


.9A22 


.C18.ol 


.np ' 


Method 


AAT/NAP 




Start 


2416 








End 


9164 




GI 


3367596 








Score 


756 




Exons 


2416. .2490, 


2691 


. .3043, 


3348 


..3427, 5095.. 5173, 


5270. .5466, 




5837. .5922, 


6223 


. .6334, 


6409 


..6478, 687-4.. 7049, 


7532. .7627, 




8486. .8566, 


8671 


. .8724, 


9012 


..9164 






GI Descrip. 


(AL031135) putative protein 


[Arabidops 


is thaliana] 


Seq. No. 


7650 








Seq. ID 


OJ990601 


08 . 9A22 . C18 


Gene No. 


16147 








Strand 


+ 




Start 


2106 








End 


9164 




Name 


OJ990601_08 


.9A22 


.C18.ol 


.gp 


Method 


AAT/GAP 




Start 


2469 








End 


2787 




GI 


569646 








Score 


610 




Exons 


2469. .2787 














Seq. No. 


7650 








Seq. ID 


OJ990601 


08 . 9A22 . C18 


Gene No. 


16147 - 








Strand 


+ 




Start 


2106 








End 


9164 




Name 


OJ990601_08 


.9A22 


.C18.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


5111 








End 


8714 




GI 


none 








Score 


60 




Exons 


5111. .5167, 


5128 


. .5166, 


5261 


..5371, 5269. .5385, 


5288 . . 5386, 




6388. .6477, 


6867 


. .7052, 


6872 


..7036, 7532. .7630, 


8474 . . 8569, 




8482. .8583, 


8664 


. .8714 










Seq. No. 


7650 








Seq. ID 


OJ990601 


_08 . 9A22 .C18 


Gene No. 


16147 








Strand 


+ 




Start 


2106 








End 


9164 




Name 


OJ990601 08 


. 9A22 


.C18 .o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5123 








End 


5385 




GI 


none 








Score 


71 




Exons 


5123. .5176, 


5125 


. .5166, 


5279 


..5380, 5284. .5385, 


5288 . . 5383 


Seq. No. 


7650 








Seq. ID 


OJ990601 


_08 . 9A22 . C18 


Gene No. 


16147 








Strand 


+ 




Start 


2106 








End 


9164 




Name 


OJ990601 08 


. 9A22 


.C18 .ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


5822 








End 


7020 




GI 


none 








Score 


96 




Exons 


5822. .5923, 


5827 


. . 5925, 


6212 


. .6337, 6224. .6337, 


6382 . . 6477 , 




6392. .6484, 


6402 


. . 6485, 


6860 


..7018, 6861. .7019, 


6877 . . 7020 


Seq. No. 


7650 








Seq. ID 


OJ990601 


_08.9A22.C18 


Gene No. 


16147 








Strand 


+ 




Start 


2106 








End 


9164 




Name 


OJ990601 08 


. 9A22 


.C18.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6269 








End 


9152 




GI 


none 








Score 


78 




Exons 


6269.-6337, 


6280 


. .6336, 


6382 


..6477, 6391. .6477, 


6407. .6484, 




6408. .6491, 


6867 


. .7052, 


6872 


..7039, 6873.. 7049, 


7528. .7626, 




7530. .7628, 


7532 


. .7630, 


8474 


..8569, 84 


83. .8560, 


8485. .8568, 




8670. .8720, 


8671 


. .8721, 


8674 


..8721, 9011. .9142, 


9012. . 9152 


Seq. No. 


7650 








Seq. ID 


OJ990601 


_08.9A22.C18 


Gene No. 


16147 








Strand 


+ 





7975 



Start 


2106 






End 


9164 








Name 


OJ990.601 08 


.9A22.C18.ol 


.ts 


Method 


TBLASTX : 


Soybean 




Start 


6887 






End 


9137 








GI 


none 






Score 


208 








Exons 


6887. .7030, 


6888. .7052, 


7531 


..7641, 7532.. 7630, 


8474. .8560, 




8674. .8721, 


9012. .9137 














Seq. No. 


7650 






Seq. ID 


OJ990601 


_08, 


9A22. 


C18 


Gene No. 


16147 






Strand 


+ 








Start 


2106 






End 


9164 








Name 


OJ990601 08 


.9A22.C18.o2 


.gp 


Method 


AAT/GAP 








Start 


7519 






End 


9164 








GI 


LIB3431-038 


-P1-K1-A11 




Score 


657 








Exons 


7519. .7627, 


8486. .8566, 


8671 


..8721, 9012. .9164 








GI Descrip. 


'3367596/emb|CAA20048 | 


3.0e- 


38 (AL031135) putative 


protein 




[Arabidopsis thaliana] 1 














Seq. No. 


7651 






Seq. ID 


OJ990601 


_08 


9A22. 


C19 


Gene No. 


16148 






Strand 


- 








Start 


293 






End 


433 








Name 


OJ990601JD8 


. 9A22.C19.ol 


.gs 


Method 


GENSCAN 








Start 


293 






End 


433 








GI 


none 






Score 


.71 








Exons 


293. .433 
















Seq. No. 


7652 






Seq. ID 


OJ990601 


_08 


>9A22. 


C20 


Gene No. 


16149 






Strand 


- 








Start 


422 






End 


503 








Name 


OJ990601JD8 


.9A22.C20.ol 


.gs 


Method 


GENSCAN 








Start 


422 






End 


503 








GI 


none 






Score 


.6 








Exons 


422. .503 - 
















Seq. No. 


7653 






Seq. ID 


OJ990601 


_08 


.9A22. 


C21 


Gene No. 


1 OlOU 






Strand 


+ 








Start 


371 






End 


435 








Name 


OJ990601 08 


.9A22.C21.o2 


.gp 


Method 


AAT/GAP 








Start 


371 






End 


435 








GI 


none 






Score 


106 








Exons 


371. .435 
















Seq. No. 


7653 






Seq. ID 


OJ990601 


_08 


.9A22. 


C21 


Gene No. 


16151 






Strand 










Start 


269 






End 


361 








Name 


OJ990601 08 


. 9A22.C21.ol 


.gs 


Method 


GENSCAN 








Start 


269 






End 


361 








GI 


none 






Score 


.81 








Exons 


269. .361 
















Seq. No. 


7654 






Seq. ID 


OJ990601 


_08 


. 9A22. 


C22 


Gene No. 


16152 






Strand 


-f 








Start 


1 






End 


678 








Name 


OJ990601 08 


.9A22.C22.ol 


.np 


Method 


AAT/NAP 








Start 


1 






End 


678 








GI 


6598802 






Score 


64 








Exons 


1..40, 135. 


.244, 319. .388, 645. .678 










GI Descrip. 


(AF024504) 


putative protein 


kinase [Arabidopsis 


thaliana] 



7976 



a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



tw 



tm 



gs 



7654 

16152 

1 

OJ990601_08 . 9A22 . C22 . ol . 

122 

none 

122. .247, 134. .247, 292. 

7654 

16152 

1 

OJ990601_08 . 9A22 . C22 . ol . 

128 

none 

128. .247, 134. .247, 292, 

7654 

16152 

1 

OJ990601_08 . 9A22 . C22 . ol . 

133 

none 

133. .256 



7655 

16153 

168 

OJ990601_08 . 9A22 . C23 . ol . gs 

168 

none 

168. .345, 440. .571 

7656 

16154 

172 

OJ990601_08 . 9A22 . C27 . ol . gs 

172 

none 

172. .225 

7657 

16155 

382 

OJ990601_08. 9A22.C28 .ol.gs 

382 

none 

382. .418 



Seq. ID OJ990601_08.9A22.C22 

Strand + 

End 678 

Method * TBLASTX: Wheat 

End 395 

Score 126 
387, 301. .384, 302. .394, 312. .395 

Seq. ID OJ990601_08.9A22.C22 

Strand + 

End 678 

Method TBLASTX : Mai ze 

End 421 

Score 131 
387, 294. .389, 314. .370, 317;. 421 



Seq. ID OJ990601_08.9A22.C22 

Strand + ' 

End 678 

Method GENSCAN 

End 256 

Score .74 



Seq. ID OJ990601_08.9A22.C23 

Strand + 

End 571 

Method GENSCAN 

End 571 

Score .76 



Seq. ID OJ990601_08.9A22.C27 

Strand + 

End 225 

Method* GENSCAN 

End 225 

Score .92 



Seq. ID OJ990601_08.9A22.C28 

Strand + 

End 418 

Method GENSCAN 

End 418 

Score .69 



Seq. No. 7658 Seq. ID 

Gene No. 16156 Strand 

Start 1081 End 

Name OJ990601_08 . 9A22 . C29 . ol . gs Method 

Start 1081 End 

GI none Score 

Exons * 1081. .1132 



OJ990601_08 . 9A22 .C29 

1132 
GENSCAN 
1132 
.92 



7977 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7659 Seq. ID 

16157 Strand 

1 End 
OJ990 601_08 . 9A22 . C31 . ol . np Method 

1 End 

6907088 'Score 
1. .443 

(AP001129) hypothetical protein [Oryza sativa] 



OJ990601_08 . 9A22 . C31 
+ 

443 

AAT/NAP 
443 
373 



7660 

16158 

219 

OJ990601_08 . 9A22 . C33 . ol . gs 

219 

none 

219. .331 

7661 

16159 

1 

OJ990601_08 . 9A22 . C34 . ol .np 
1 

4220527 

1..118., 312.. 540 

(AL0353S6) putative protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990601_08 . 9A22 .C33 
331 

GENSCAN 

331 

.41 



OJ990601_08 . 9A22 . C34 
540 

AAT/NAP 

540 

151 



[Arabidopsis thaliana] 



OJ990601_08 . 9A22 .C38 
+ 

624 

AAT/GAP 
624 
936 



7662 Seq. ID 

16160 Strand 
.'138 End 
OJ990601_08 . 9A22 . C38 . ol . gp Method 
138 End 
16990_1.R1084 Score 
138.. 624 

»5263330/gb|AAD41432.1|AC007727_21 9.0e-26 (AC007727) Contains 
similarity to gb_AJ000644 SPOP (speckle-type POZ protein) from 
Homo sapiens and contains a PF_00651 BTB/POZ domain. ESTs 
gb_T75841, gb_R89974, gb_R30221, gb_N96386, gb_T76457, 
gb_AI100013 and gb f 



Seq. No. 


7662 








Seq. ID 


OJ990601_08.9A22 


.C38 


Gene No. 


16161 








Strand 






Start 


421 








End 


939 




Name 


OJ990601 


08.9A22.C38 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


413 








End 


939 




GI 


none 








Score 


136 




Exons 


413. .916, 


414. .617, 


416. 


.934, 


421. .939', 


421. .939 




Seq. No. 


7662 








Seq. ID ' 


OJ990601_08.9A22 


.C38 


Gene No. 


16161 








Strand 






Start 


421 








End 


939 




Name 


OJ990601 


08.9A22.C38 


.ol. 


gs 


Method 


GENSCAN 




Start 


421 








End 


882 




GI 


none 








Score 


.49 




Exons 


421. .882 














Seq. No. 


7662 








Seq. ID 


OJ990601J38.9A22 


.C38 


Gene No. 


16161 








Strand 







7978 



Start 


421 






End 


939 


Name 


OJ990601 


08 . 9A22.C38 


. ol . tc 


Method 


TBLASTX: Cress 


Start 


421 






End 


939 


GI 


none 






Score 


184 


Exons 


421. .708, 


428. .691, 


433. .738, 


706. . 939, 


710. .919 


Seq. No. 


7662 






Seq. ID 


OJ990601J38 . 9A22 . C38 


Gene No. 


16161 . 






Strand 




Start 


421 






End 


939 


Name 


OJ990601 


_08.9A22.C38 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


421 






End 


913 


GI 


none 






Score 


257 


Exons 


421. .888, 


422. .913 








Seq. No. 


7662 






Seq. ID 


OJ990601_08.9A22.C38 


Gene No. 


16161 






Strand 




Start 


421 






End 


939 


Name 


OJ990601 


08.9A22.C38 


.ol .np 


Method 


AAT/NAP 


Start 


424 






End 


939 


GI 


5263330 






Score 


646 


Exons 


424. .939 










GI Descrip. 


(AC007727 


) Contains 


similarity to gb | AJ000644- SPOP (speckle 



POZ protein) from Homo sapiens and contains a PF 100651 BTB/POZ 
domain. ESTs gb-|T75841, gb|R89974, gb|R30221, gb|N96386, 
gb|T76457, gb|AI100013 and gb... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7663 . Seq. ID 

16162 Strand 
1 End 
OJ990601_08 . 9A22 . C39 . ol . np Method 
1 End 
5263330 Score 
1. .76, 171. .316, 600. .656 

(AC007727) Contains similarity to gb|AJ000644 SPOP (speckle-type 
POZ protein) from Homo sapiens and contains a PF 100651 BTB/POZ 
domain. ESTs gb|T75841, gb|R89974, gb|R30221, gb|N96386, 
gb|T76457, gb|AI100013 and gb... 



OJ990601_08.9A22.C39 
+ 

656 

AAT/NAP 

656 

189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



7663 
16162 
1 

OJ990601_08.9A22.C39. ol.ts 
2 

none 

2. .85, 3. .80, 172. .315 
7663 

16162 Strand 
1 . End 

OJ990601_08 . 9A22 . C39 . ol . tc Method 
3 End 
none Score 
3. .77, 5. .76, 172. .315, 174. .314 



Seq. ID OJ990601_08.9A22.C39 

Strand + 

End 656 

Method TBLASTX : Soybean 

End 315 

Score 109 



Seq. ID OJ990601_08.9A22.C39 
+ 

656 

TBLASTX: Cress 
315 
111 



7663 

16162 

1 



Seq. ID OJ990601_08.9A22.C39 
Strand + 
End 656 



7979 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990601_08 . 9A22 . C39 . ol . tm Method 

3 End 

none Score 
3. .80, 5. .76, 169. .315, 172. .315 

7663 Seq. ID 

16162 Strand 

1 End 

OJ990601_08 . 9A22 . C39 . ol . gs Method 

60. End 

none - Score 

60. .170 



TBLASTX: Maize 

315 

132 



OJ990601_08.9A22.C39 
+ 

656- 

GENSCAN 

170 

.71 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990601_ 
+ 

656 

AAT/GAP 

322 

477 



08.9A22.C39 



7663 
16162 
1 

OJ990 601_08 . 9A22 . C39 . ol . gp 
68 

63152_1.R1084 
68.. 322 

, 5263330/gb|AAD41432.1|AC007727_21 4.0e-20 (AC007727) Contains 
similarity to gb_AJ000644 SPOP (speckle-type POZ protein) from 
Homo sapiens and contains a PF_00651 BTB/POZ domain. ESTs 
gb_T75841, gb_R89974, gb_R30221, gb_N96386, gb_T76457, 
gb_AI100013 and gb' 



7664 

16163 

236 

OJ990601 
236 
none 
236. .535 



08.9A22.C40.ol.gp 



Seq. ID OJ990601_08.9A22.C40 

Strand + 

End 535 

Method AAT/GAP 

End 535 

Score 575 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



7665 Seq. ID OJ990601_08.9A22.C41 

16164 Strand + 

1 End 306 

OJ990601_08.9A22.C41.ol.gp Method AAT/GAP ■ 

1 End 306 

16990_1.R1084 Score 604 

1. .306 

f .5263330/gb|AAD41432.1|AC007727_21 9.0e-26 (AC007727) Contains 
similarity to gb_AJ000644 SPOP (speckle-type POZ protein), from 
Homo sapiens and contains a PF_00651 BTB/POZ domain. ESTs 
gb_T75841, gb_R89974, gb_R30221, gb_N96386, gb_T76457, 
gb AI100013 and gb 1 



7665 

16165 

103 

OJ990601_08 . 9A22 . C4 1 . ol . tm 
95 

none 



Seq. ID OJ990601_08.9A22.C41 



Strand 
End 

Method 

End 

Score 



1154 

TBLASTX: Maize 

687 

136 



95. .637, 96. .299, 98. .643, 103. .687, 103. .639 



7665 
16165 



Seq. ID 
Strand 



OJ990601 08.9A22.C41 



7980. 




Start 


103 








End 


1154 




Name 


OJ990601 


08.9A22.C41 


.ol 




Method 


GENS CAN 




Start 


103 








End 


1084 




GI 


none 








Score 


.91 




Exons 


103. .714, 


966. .1084 












Seq. No. 


7665 








Seq. ID 


OJ990601_08.9A22 


-C41 


Gene No. 


16165 








Strand 






Start 


103 








End 


1154 




Name 


OJ990601 


08.9A22.C41 


.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


103 








End 


1085 




GI 


none 








Score 


264 




Exons 


103. .570, 


104. .655, 


574 


.702, 


981. .1085 


, 982. .1059 




Seq. No. 


7665 








Seq. ID 


OJ990601_08.9A22 


.C41 


Gene No. 


. 16165 








Strand 






Start 


103 








End 


lie/ 

llo4 




Name 


OJ990601 


08.9A22.C41 


.ol 


tc 


Method 


TBLASTX: Cress 




Start 


103 








End 


1086 




GI 


none 








Score 


184 




Exons 


103. .390, 


110. .373, 


115 


.420, 


388. .669, 


392. .667, 442.. 


669, 




981. .1085 


, 982. .1086 












Seq. No. 


7665 








Seq. ID 


OJ990601_08.9A22 


.C41 


Gene No. 


16165 * 








Strand 






Start 


103 








End 


1154 




Name 


OJ990601 


08.9A22.C41 


.ol 


np 


Method 


AAT/NAP 




Start 


106 








End 


1154 




GI 


5263330 








Score 


768 




Exons 


106. .714, 


972. .1154 













GI Descrip. (AC007727) Contains similarity to gb|AJ000644 SPOP (speckle-type 
POZ protein) from Homo sapiens and contains a PF 100651 BTB/POZ 
domain. ESTs gb|T75841, gb|R89974, gb|R30221, gb|N96386, 
gb|T76457, gb|AI100013 and gb. . . 



Seq. No. 7665 Seq. ID OJ990601_08.9A22.C41 

Gene No. 16165 Strand 

Start 103 End 1154 

Name OJ990601_08 . 9A22 . C41 . o2 . gp Method AAT/GAP 

Start 953 End 1084 

GI 63152_1.R1084 Score 196 

Exons 953. .1084 

GI Descrip. ' 5263330/gb | AAD41432 . 1 1 AC007727_21 4.0e-20 (AC007727) Contains - 
similarity to gb_AJ000644 SPOP {speckle-type POZ protein) from 
Homo sapiens and contains a PF_00651 BTB/POZ domain. ESTs 
gb_T75841, gb_R89974, gb_R30221, gb_N96386, gb_T76457, 
gb_AI100013 and gb 1 

Seq. No." 7666 Seq. ID OJ990601_08.9A22.C42 

Gene No. 16166 Strand 

Start 1 End 1425 

Name OJ990601_08 . 9A22 . C42 . ol . np Method AAT/NAP 

Start 1 End 1422 

GI 5263330 Score 334 

Exons 1. .313,- 1070. .1215, 1310. .1422 

GI Descrip. (AC007727) Contains similarity to gb|AJ000644 SPOP (speckle-type 
POZ protein) from Homo sapiens and contains a PF | 00651 BTB/POZ 



7981 



domain. ESTs gb|T75841, gb|R89974 / gb|R30221, gb|N96386, 
gb|T76457, gb|AI100013 and gb... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990601_08.9A22.C42 
Strand 

End 1425 

Method AAT/GAP 

End 1318 . 

Score 705 



7666 
16166 
1 

OJ990601_08 . 9A22 . C42 . ol . gp 
181 

63152_1.R1084 
181. .313, 1070. .1318 

, 5263330/gb|AAD41432.1|AC007727_21 4 . Oe-20 , (AC007727 ) Contains 
similarity to gb_AJ000644 SPOP (speckle-type POZ protein) from 
Homo sapiens and contains a PF_00651 BTB/POZ domain. ESTs 
gb_T75841, .gb_R89974, gb_R30221, gb_N96386, gb_T76457, 
gb_AI 100013 and gb' 



7666 

16166 

1 

OJ990601_08.9A22-.C42.ol.gs 

194 

none 

194. .313, 1182. .1425 

7666 

16166 

1 

OJ990601_08 . 9A22 . C42 . ol . ts 

198 

none 



Seq. ID OJ990601_08.9A22.C42 
Strand 

End 1425 

Method GENSCAN 

End 14 25 

Score .67 



Seq. ID OJ990601_08.9A22.C42 
Strand 

End 1425 

Method TBLASTX : Soybean 

End 1413 

Score 83 



198. .314, 211. .288, 1071. .1214, 1301. .1408, 1306. .1413 



7666 

16166 

1 

OJ990601_08 . 9A22 . C42 . ol . tc 

198 

none 



Seq. ID OJ990601_08.9A22.C42 
Strand 

End 1425 

Method TBLASTX : Cress 

End 1416 

Score 76 



198. .314, 211. .315, 1071. .1214, 1072. .1212, 1309. .1416, 
1310. .1408 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7666 

16166 

1 

OJ990601_08 . 9A22 . C42 . ol . tm 

1071 

none 



Seq. ID OJ990601_08.9A22.C42 
Strand 

End 1425 

Method TBLASTX : Mai ze 

End 1416 

Score 144 



1071. .1217, 1071. .1214, 1306. .1416, 1309. .1401, 1310. .1411 



7667 

16167 

7503 

OJ990601_08. 9A22.C43.o3.gs 

7503 

none 

7503. .7570, 8191. .8281 



Seq. ID OJ990601_08.9A22.C43 

Strand + 

End 8281 

Method GENSCAN 

End 8281 

Score . 63 



7982 



Seq. No. 


7 667 




Seq. ID 


OJ990601_08 . 9A22 . C43 


Gene No. 


16168 




Strand 




Start 


2571 




End 


3782 


Name 


OJ990601 08.9A22.C43.o2. 


gs 


Method 


GENS CAN 


Start 


2571 




End 


3782 


GI 


none 




Score 


.68 


Exons 


2571.. 3044, 3228.. 3412, 


3602 


. .3782 




Seq. No. 


7667 




Seq. ID 


OJ990601_08.9A22.C43 


Gene No. 


16168 




Strand 




Start 


2571 




End 


3782 


Name 


OJyyUoUl Uo . yAzz . C4 J . oi . 


np 


Method 


AAT/NAP 


Start 


3013 




End 


3767 


GI 


4406812 




Score 


558 


Exons 


3013. .3077, 3191. .3477, 


3602 


. .3767 




GI Descrip. 


(AC006201) putative NAM 


(no 


apical meristem) -like protein 




[Arabidopsis thaliana] 








Seq. No. 


7667 




Seq. ID 


OJ990601_08.9A22.C43 


Gene No. 


16169 




Strand 




Start 


9047 




End 


9463 


Name 


OJ990601 08 . 9A22 . C43 . ol . 


gp 


Method 


AAT/GAP 


Start 


9047 




End 


9463 


GI 


2338 1.R1084. 




Score 


179 


Exons 


9047.. 9118, 9381. .9463 








GI Descrip. 


'5803242/dbj |AP000399.1| 


AP000399 2.0e- 


4 0 Oryza sativa genomic 




DNA, chromosome 6, clone 


i:P0535G04 ' 




Seq. No. 


7667 




Seq. ID 


OJ990601_08 . 9A22 . C43 


Gene No. 


16170 




Strand 




Start 


9824 




End 


14917 


Name 


OJ990601 08.9A22.C43.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3042 




End 


3455 


GI 


none 




Score 


100 


Exons 


3042.. 3077, 3201.. 3302, 


3203 


..3307, 3219.. 3302, 3329.-3454, . 




3333. .3455 








Seq. No. 


7667 




Seq. ID 


OJ990601_08.9A22.C43 


Gene No. 


16170 




Strand 




Start 


9824 




End 


14917 


Name 


OJ990601 08.9A22.C43.ol. 


tw 


Method 


TBLASTX : Wheat 


Start 


3042 




End 


3440 


GI 


none 




Score 


95 


Exons 


3042. .3068, 3197. .3310, 


3198 


..3311, 3201. .3347, 3314. .3436, 



3327. .3440 



Seq. No. 


7667 








Seq. ID 


OJ990601_08.9A22.C43 


Gene No. 


16170 








Strand 




Start 


9824 








End 


14917 


Name 


" OJ990601 08 


.9A22 


.C43.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


3042 








End 


3454 


GI 


none 








Score 


104 


Exons 


3042. .3083, 


3206 


. .3316, 


3219. 


.3311, 3305. .3454, 3336. .3437 


Seq. No. 


7667 . 








Seq. ID 


OJ990601_08.9A22.C43 


Gene No. 


16170 








Strand 




Start 


9824 








End 


14917 



7983 




Name 


OJ990601 08 


9A22 C4 3 ol tc 


Method 


TBLASTX: Cress 




Start 


3215 ~~ 




End 


3442 




GI 


none 




Score 


181 




Exons 


3215 . . 3442, 


3219. . 3437 








Seq. No. 


7667 




Seq. ID 


OJ990601_08. 9A22 


.C43 


Gene No. 


16170 




Strand 






Start 


9824 




End 


14917 




Name 


OJ990601 08. 


9A22 .C43.o2. tc 


Method 


TBLASTX: Cress 




Qf art 
J Lai L 


3595 ~~ 




End 


3744 




GI 


none 




Score 


96 






3595 .3738, 


3603 . . 3743, 3607 


. .3744 






Seq. No. * 


7667 




Seq. ID 


OJ990601_08.9A22 


.C43 


Gene No. 


16170 




Strand 






Start 


9824 




End 


14917 




Name 


OJ990601 08. 


9A22 .C43.o2.ts 


Method 


TBLASTX : Soybean 




Start 


3603 ~* 




End 


3744 




GI 


none 




Score 


100 




Exons 


. 3603. .3743, 


3607 . .3744 








Seq. No. 


7667 




Seq. ID 


OJ990601_08.9A22 


.C43 


Gene No. 


16170 




Strand 






Start 


9824 




End 


14917. 




Name 


OJ990601 08 


9A22 C4 3 o3 tm 


Met hod 


TBLASTX: Maize 




Start 


3618 ~~ 




End 


3747 






none 




Score 


113 




Fix on s 


3618 3746. 


3664 3747 








Seq. No. 


7667 




Seq. ID 


OJ990601 08.9A22 


. C4 3 


Gene No. 


16170 




Strand 






Start 


9824 




End 


14917 




Name 


OJ990601 08. 


9A22.C43.o4.gs 


Method 


GENSCAN 




Start 


9824 ~ 




End 


14787 




GI 


none 




Score 


. 85 




RYon s 


9824 9927. 


10445. .10495, 13098.. 13157 


, 14627 . . 14659, 






14744 . . 14787 










Seq. No. 


7667 




Seq. ID 


OJ990601_08.9A22 


.C43 


Gene No. 


16170 




Strand 






Start 


9824 




End 


14917 




Name 


OJ990601 08. 


9A22.C43.o2.gp 


Method 


AAT /GAP 




Start 


14150 




End 


14917 




GI 


none 




Score 


1235 




Exons 


14150. .14659, 14744.. 14917 








Sea No 


7667 




Seq. ID 


OJ990601_08.9A22 


.C4 3 


Gene No. 


16170 




Strand 






Start 


9824 




End 


14917 




Name 


OJ990601 08. 


9A22.C43.o2.tm 


Method 


TBLASTX: Maize ' 




Start 


14561 




End 


14896 




GI 


none 




Score 


133 




Exons 


14561. .14629 


, 14562. .14660, 


14562. .14660, 14709 .. 14891, 






14738. .14890 


, 14739. .14891, 


14741. .14896 




Seq. No. 


7668 




Seq. ID 


OJ990601_08.9A22 


.C44 


Gene No. 


16171 




Strand 







7984 




Start 


72 








End 


3881 




Name 


OJ990601 08 


.9A22. 


C44.ol 


.gs 


Method 


GENSCAN 




Start 


72 








End 


3852 




GI 


none 








Score 


. 9 




Exons 


72. .131, 1600. .1632, 2500. .2605, 3661. 


. 3852 




Seq. No. 


7668 








Seq. ID 


OJ990601 


_08.9A22.C44 


Gene No. 


16171 








Strand 






Start 


72 








End 


3881 




Name 


OJ990601 08 


.9A22. 


C44.ol 


.gp 


Method- 


AAT/GAP 




Start 


1123 








End 


3881 




GI 


none 








Score 


1835 




Exons 


1123. .1632, 


1717. 


.1865, 


2500. 


.2605, 3661. .3881 




Sea No. 


7668 








Seq. ID 


OJ990601 


08 . 9A22 .C44 


Gene No . 


16171 








Strand 






Start 


72 








End 


3881 




Name 


OJ990601 08 


.9A22. 


C44 .ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1534 








End 


3837 ' 




GI 


none 








Score 


133 




Exons 


1534 . . 1602, 


1535. 


. 1633, 


1682. 


.1864, 1711. .1863, 


1714 . . 1869, 




1728. .1865, 


2499. 


.2606, 


2499. 


.2606, 2501. .2608, 


2501. .2608, 




3659. .3814, 


3661. 


.3837 










Sea No 


7668 








Seq. ID 


OJ990601 


_08. 9A22..C44 


Gene No. 


16171 








Strand 






Start 


72 








End 


3881 




Name 


OJ990601 08 


.9A22. 


C44.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1781 








End 


3843 




GI 


none 








Score 


128 




Exons 


1781. .1864, 


1783. 


.1869, 


1783. 


.1863, 2457. .2606, 


2501. .2608, 




2501. .2608, 


3659. 


.3814, 


3661. 


.3843 






Seq. No. 


7669 








Seq. ID 


OJ990601 


_08.9A22.C45 


Gene No. 


16172 








Strand 


+ 




Start 


590 








End 


1107 




Name 


OJ990601 08 


.9A22. 


C45'.ol 




Method 


AAT/GAP 




Start 


590 








End 


1107 




GI 


none 








Score 


672 




Exons 


590. .788, 935. .1107 










Seq. No. 


7669 








Seq. ID 


OJ990601 


_08.9A22.C4 5 


Gene No. 


16173 








Strand 






Start 


635 








End 


892 




Name 


OJ990601 08 


.9A22. 


C45.ol 


.gs 


Method 


GENSCAN 




Start 


635 








End 


892 




GI 


none 








Score 


.89 




Exons 


635. .892 














Seq. No. 


7670 








Seq. ID 


OJ990601 


_08.9A22.C47 


Gene No. 


16174 








Strand 






Start 


1 








End 


886 




Name 


OJ990601 08 


.9A22. 


C47.ol 


. np 


Method 


AAT/NAP 




Start 


1 








End 


886 




GI 


4220527 








Score 


460 




Exons 


1..278, 404 


. .685, 


728. . 


886 









GI Descrip. (AL035356) putative protein [Arabidopsis thaliana] 



7985 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start- 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7670 




Seq. ID 


OJ990601JD8 . 9A22 .C47 


16174 




Strand 


- 


1 




End 


886 


nTQQOfim OR 9A22 C47.ol. 


ts 


Method 


TBLASTX : Soybean 


i pn ~~ 

lOU 




End 


667 


none 




Score 


82 


1 an ?7R 184 273. 380. 


.580, 


387. .545, 


407. .580, 408. .581, 


SR9 660 590.. 667, 591. 


.'665 






7670 




Seq. ID 


OJ990601_08 . 9A22 . C47 


16174 




Strand 




i 




End 


886 


O.1QQ0601 08 9A22.C47.ol. 


tc 


Method 


TBLASTX -.Cress 


1 

loo 




End 


640 


none 




Score 


142 


183 278 395.. 577, 408. 


.572, 


608. .640 




7670 




Seq. ID 


OJ990601_08 . 9A22 .C47 


16174 




Strand 




i 

X 




End 


886 


OTQQ0601 08 9A22 C47.ol. 


tm 


Method 


TBLASTX: Maize 


l y j 




End 


682 


none 




Score 


203 


i qc; o-iq 381 560, 407. 


.598, 


408. .'587 


, 609. .677, 617. .682 


7670 




Seq. ID 


OJ990601JD8 . 9A22 .C47 


16174 




Strand 








End 


886 


n.TQQD6m D8 9A22 C47.ol 


. as 


Method 


GENSCAN 


Oil 
/ill 




End 


651 


none 




Score 


.47 


211 278, 527 . . 651 








7670 




Seq. ID 


OJ990601_08 . 9A22 . C47 


16174 




Strand 




i 
± 




End 


886 


n.TQQOfiOl 08 9A22 C47.ol 


. tw 


Method 


TBLASTX: Wheat 


J!7J 




End 


682 


none 




Score 


89 


39S 565 395 .577, 405 


. .569, 


608. .682 




7671 




Seq. ID 


OJ990601_08 . 9A22 . C50 


16175 




Strand 




± ±D 




End 


459 


O.TQ90601 08 9A22.C50.ol 


. as 


Method 


GENSCAN 


1 1 R ~~ 




End 


407 


none 




Score 


.87 


115 407 








7671 




Seq. ID 


OJ990601_08 . 9A22 . C50 


16175 




Strand 




115 




End 


459 


OJ990601 08.9A22.C50.ol 


. np 


Method 


AAT/NAP 


115 




End - * 


459 


6598802 




Score 


69 



115. .459 



7986 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

"Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. (AF024504) putative protein kinase [Arabidopsis thaliana] 



7672 
16176 
1 

OJ990601_08 . 9A22 . C51 . ol . np 
1 

5777631 
1. .375 

(AJ245900) CAA303719.1 protein [Oryza sativa] 



Seq. ID OJ990601_08.9A22.C51 

Strand + 

End 404 

Method AAT/NAP 

End 375 

Score 440 



7672 

16176 

1 

OJ990601_08 . 9A22 .C51.ol.tc 
12 

none 



Seq. ID OJ990601_08.9A22.C51 

Strand + 

End 404 

Method TBLASTX : Cress 

End 378 

Score 198 



12. .158, 13. .144, 43. .174, 223. .309, 241.. 378,, 249. .377 



7672 

16176 

1 

OJ990601_08. 9A22.C51.ol.tm 
15 

none 



Seq. ID OJ990601_08.9A22.C51 

Strand + 

End 404 

Method TBLASTX : Mai ze 

End '378 

Score 76 



15. .161, 29. .106, 34. .144, 40. .174, 233. .367, 244. .378, 252. .377 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



7672 

16176 

1 

OJ990601_08. 9A22.C51.ol.ts 
18 

none 



Seq. ID OJ990601_08.9A22.C51 

Strand + 

End 404 

Method TBLASTX : Soybean 

End 404 

Score 193 



18. .158, 28. .144, 39. .158, 241. .387, 241. .381, 249. .386, 
261. .404, 263. .400 



7672 

16176 

1 

OJ990601_08. 9A22.C51.ol.tw 
29 

none 



Seq. ID OJ990601_08.9A22.C51 

Strand + 

End 404 

Method TBLASTX : Wheat 

End 17 9 

Score 82 



29. .121, 33. .179, 34. .144, 39. .152 



7672 

16176 

1 

OJ990601_08 . 9A22 . C51 . o2 . tw 

220 

none 



Seq. ID OJ990601_08.9A22.C51 

Strand + 

End 404 

Method TBLASTX : Wheat 

End 378 

Score 126 



220. .375, 233. .367, 244. .378, 252. .377 



7673 

16177 

66 

OJ990601_03 . 9A2 6 . CI . ol . gs 
66 



Seq. ID OJ990601_03.9A26.C1 
Strand + 
End 128 
Method ' GENSCAN 
End 128 



7987 



GI 

Exons 



none 
66. .128 



Score 



,97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



I Seq. No. 

I Gene No. 

\ Start 

j Name 

' Start 

GI 

\ Exons 

I 

! 

. Seq. No. 
I Gene No. 
: Start 
■ Name 
! Start 
GI 

Exons 

GI Descrip. 



7673 
16178 
1 

0 J990601_03 . 9A2 6 . CI . ol . np 
1 

6331695 
1..99, 193. .288 

(AB024986) . cyclin [Oryza sativa] 



Seq. ID OJ990601_03.9A26.C1 
Strand 

End 2 99 

Method AAT/NAP 

End 288 

Score 173 



7673 
16178 
1 

OJ990601_03 . 9A2 6 . CI . ol . gp 
57 

97JL.R1084 
57. .99, 193. .299 

'1399510 0.0e+00 (U50064) type A-like cyclin [Zea mays] 1 



Seq. ID OJ990601_03.9A26.C1 
Strand 

End 299 

Method AAT/GAP 

End 299 

Score 207 



7673 

16178 

1 

OJ990601_03 . 9A2 6 . CI . ol . tm 
57 

none 



Seq. ID OJ990601_03. 9A26.C1 
Strand 

End 299 

Method TBLASTX : Maize 

End 288 

Score 56 



57. .98, 58. .105, 59. .121, 133. .279, 187. .288, 191. .286 



7673 

16178 

1 

OJ990601_03 . 9A2 6 . CI . ol . ts 
58 

none 



Seq. ID OJ990601_03. 9A26.C1 
Strand 

End 299 

Method TBLASTX : Soybean 

End 288 

Score 61 



58. .105, 59. .112, 187. .264, 187. .288, 191. .280 



Seq. ID OJ990601_03. 9A26.C3 

Strand + 

End 377 

Method AAT/GAP 

End 377 

Score 163 



7674 
16179 
279 

OJ990 601J33 .9A26.C3.ol. gp 
279 

LIB3477-003-P1-K1-E9 
279. .377 

'24 98586/sp|Q4 0638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi__1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


7675 




Seq. ID 


OJ990601_ 


_03. 


9A2 6 


C4 


Gene No. 


16180 




Strand 










Start 


198 




End 


511 








Name 


OJ990601 


03. 9A26.C4 .ol.gs 


Method 


GEN SCAN 








Start 


198 




End 


496 








GI 


none 




Score 


.5 








Exons 


198. .318, 


435. .496 












Seq. No. 


7675 




Seq. ID 


OJ990601_ 


_03. 


9A26 


C4 



7988 



Gene No. 


16180 


Strand 






Start 


198 


End 


511 




Name 


OJ990601 03.9A26.C4.ol.gp 


Method 


AAT/GAP 




Start 


201 


End 


511 




GI 


none 


Score 


342 




Exons 


201. .318, 435. .511 








Seq. No. 


7676 


Seq. ID 


OJ990601JD3.9A26 


.C5 


Gene No. 


16181 


Strand 






Start 


98 


End 


178 




Name 


OJ990601 03 . 9A26 . C5 . ol . gp 


Method 


AAT/GAP 




Start 


98 


End 


178 




GI 


38012 1.R1084 


Score 


105 




Exons 


98. .178 








GI Descrip. 


f 4097947/gb|U72255|OSU72255 


2.0e-23 Oryza sativa 






beta-1, 3-glucanase precursor 


(Gns9) gene, complete cds' 




Seq. No. 


7677 


Seq. ID 


OJ990601_03.9A26 


.C6 


Gene No. 


16182 


Strand 






Start 


1 


End 


693 




Name 


OJ990601 03 . 9A2 6 . C6 . ol . gp 


Method 


AAT/GAP 




Start 


1 


End 


693 




GI 


90811 1.R1084 


Score 


450 




Exons 


1..118, 294. .351, 434. .461, 


618. .693 






G%r - Descrip . 


1 238899.9/emb|CAB11732 | 8.0e- 


10 (Z98981) hypothetical protein 




[Schizosaccharomyces pombe] 1 








Seq. No. 


7678 


Seq. ID 


OJ990601JD3.9A26 


-C7 


Gene No. 


16183 


Strand 






Start 


248 


End 


2371 




Name 


OJ990601 03.9A26.C7.ol.gs 


Method 


GENSCAN 




Start 


248 


End 


2310 




GI 


none 


Score 


.82 




Exons 


248. .322, 606.. 917, 1002.. 1141, 2006.. 


2069, 2158.. 2310 




Seq. No. 


7678 


Seq. ID 


OJ990601J33.9A26 


.C7 


Gene No. 


16183 


Strand 






Start 


248 


End 


2371 




Name 


OJ990601 03.9A26.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


569 


End 


2371 




GI 


none 


Score 


260 




Exons 


569. .907, 606. .914, 606. .914 


, 607. .915 


, 973. .1143, 999. 


.1142, 




1033.. 1143, 1995.. 2063, 2008 


..2067, 2167. .2298, 2179. .2277, 




2285. .2371, 2290. .2370 








Seq. No. 


7678 


Seq. ID 


OJ990601_03.9A26 


.CI 


Gene No. 


16183 


Strand 






Start 


248 


End 


2371 




Name 


OJ990601 03.9A26.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


588 


End 


2063 




GI 


none 


Score 


186 




Exons 


588. .917, 634. .918, 1002. .1136, 1003.. 


1143, 2007.. 2063 




Seq. No. 


7678 


Seq. ID 


OJ990601_03.9A26 


.C7 


Gene No. 


16183 


Strand 






Start 


248 


End 


2371 




Name 


OJ990601 03.9A26.C7.ol.np 


Method 


AAT/NAP 





7989 



Start 597 End 2034 

GI 1707021 Score 496 

Exons 597.. 917, 1002.. 1172, 1982.. 2034 

GI Descrip. (U78721) putative ubiquitin-conjugating enzyme E2 [Arabidopsis- 
thaliana] 



Seq. No. 7678 

Gene No. 16183 

Start 248 

Name OJ990601JD3 . 9A2 6 . C7 . ol . gp 

Start 606 

GI 4231__1.R1084 

Exons 606.. 917, 1002.. 1141, 2006 
GI Descrip. 



OJ990601 03.9A26.C7 



Seq. ID 
Strand 

End 2371 
Method AAT/GAP 
End 2058 
Score 907 
2058 

1 3757521 1.0e-68 (AC005167) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 7678 

Gene No. 16183 

Start 248 

Name OJ9 90 60 1_03 . 9A2 6 . C7 . ol . tw 

Start 609 

GI none 
Exons 



Seq. ID OJ990601_03.9A26.C7 
Strand 
End 

Method 
End 
Score 



2371 

TBLASTX: Wheat 

1119 

203 



609. .917, 652. .918, 1002. .1118, 1003. .1119 



,ic: 


Seq. No. 


7678 






Seq. ID 


OJ990601_03.9A26.C7 




Gene No. 


16183 






Strand 




cn 


Start 


248 






End 


2371 




Name 


' OJ990601 


03.9A26.C7 


. ol . tc 


Method 


TBLASTX: Cress 


: L! 


Start 


684 






End 


2262 




GI 


none 






Score 


131 




Exons 


684. .914, 


721. .903, 


999. .1139, 


1036. .1131, 1995. .2063, 






2170. .2262 








is : ; 


Seq. No. 


7679 






Seq. ID 


OJ990601_03.9A26.C8 




Gene No. 


16184 






Strand 


+ 


,t 31 

!.-! 


Start 


622 






End 


849 




Name 


OJ990601 


03.9A26.C8 


. o2 . gp 


Method 


AAT/GAP 


i t 


Start 


622 






End 


84 9 


y 


GI 


none 






Score 


383 


Q 


Exons 


622. .849 












Seq. No. 


7679 






Seq. ID 


OJ990601_03.9A26.C8 




Gene No. 


16185 






Strand 






Start 


288 






End 


928 




Name 


OJ990601 


03.9A26.C8 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


277 






End 


827 




GI 


none 






Score 


80 




Exons 


277. .345, 


290. .349, 


449. .547, 


459. .506, 


461. .559, 567. .671 






572. .664, 


583. .672, 


586. .756, 


779. .826, 


786. .827, 787. .816 



795. .827 



Seq. No. 7679 Seq. ID 

Gene No. 16185 Strand 

Start 288 End 

Name OJ990601_03 . 9A26 . C8 . ol . gp Method 

Start 288 End 

GI uC-osflcyp096ellbl Score 



OJ990601_03.9A26.C8 
928 

AAT/GAP 

608 

411 



7990 




Exons 288.. 351, 440.. 608 

GI Descrip. '3757521 4.0e-17 (AC005167) unknown protein [Arabidopsis 
thaliana] ' 





Seq. No. 


7679 




Seq. ID 


OJ990601_03.9A26.C8 




Gene No. 


16185 




Strand 


- 




Start 


288 




End 


928 




Name 


OJ990601 03.9A26.C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


567 




End 


928 




hi 


none 




Score 


1 "39 




Exons 


567. .671, 572. .664, 583 


. .672, 


586. .756, 


779. .928, 795. .851 




Seq. No. 


7680 




Seq. ID 


OJ990601_03.9A26.C9 




Gene No. 


16186 




Strand 


+ 




Start 


206 




End 


1123 




Name 


OJ990601 03.9A26.C9.ol. 


gs 


Method 


GENSCAN 




Start 


206 




End 


1123 




bl 


none 




Score 


. o D 




Exons 


206. .345, 397. .512, 918 


. .1123 








Seq. No. 


7680 




Seq. ID 


OJ990601_03. 9A26.C9 




. Gene No . 


16187 




Strand 


+ 




Start 


1713 




End 


2206 




Name 


OJ990601 03.9A26.C9.ol. 


gp 


Method 


AAT/GAP 




Start 


1713 




End 


2206 


is? 


GI 


none 




Score 


789 




Exons 


17 1.3 . . ZzUo 








; i ; 
: : 


Seq. No. 


7680 




Seq. ID 


OJ990601_03.9A26.C9 


!!! 


Gene No. 


16188 




Strand 




.Li 


Start 


2242 




End 


10180 


3; 

; =f 


Name 


OJ990601 03.9A26.C9.o2. 


gs 


Method 


GENSCAN 




Start 


2242 




End 


10087 


=f 


GI 


none 




Score 


.71 




Exons 


2242.. 3279, 3452.. 3607, 


4625. 


.5383, 6708.. 6947, 8911.. 9177, 


: s! 

! J 




jjD / . . lUUO / 








: it 


Seq. No. 


7680 




,Seq. ID 


OJ990601_03. 9A26.C9 


~i 


Gene No. 


16188 




Strand 




I C; 


Start 


2242 




End 


10180 


: sf 


Name 


OJ990601 03.9A26.C9.ol. 


np 


Method 


AAT/NAP 


"E 


Start 


2284 




End 


6914 




GI 


2062175 




Score 


1393 




Exons 


2284.. 3279, 3452.. 3607, 


4625. 


.5383, 6708. .6914 




GI Descrip. 


(AC001645) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


7680 




Seq. ID 


OJ990601_03. 9A26.C9 




Gene No. 


16188 




Strand 






Start 


2242 




End 


10180 




Name 


OJ990601 03.9A26.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2354 




End 


4696 




GI 


none 




Score 


85 




Exons 


2354. .2413, 2354. .2422, 


2355. 


.2414, 2356. .2418, 2356.. 2436, 



2375. .2650, 2380. .2493, 2396. .2656, 2400. .2660, 2554. .2661, 

2641. .2988, 2642. .2989, 2642. .2989, 2945. .3025, 2995. .3054, 

3037.. 3156, 3056.. 3100, 3060.. 3101, 3165.. 3239, 3167.. 3217, 

3241. .3279, 3242. .3286, 3449. .3616, 3450. .3608, 4613. .4696, 



7991 




4619. .4696 



Seq. No. 


7680 








Seq. ID 


OJ990601_03. 9A26.C9 


Gene No. 


16188 








Strand 




Start 


2242 








End 


10180 


Name 


OJ990601 03 


.9A26 


.C9.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


2794 








End 


5051 


GI 


none 








Score 


59 


Exons 


2794. .2850, 


2947 


. .3024, 


2948 


..3025, 3130. .3204, 3449. .3610, 




3450. .3608, 


4613 


. .4789, 


4623 


..4805, 4624. .4812, 4872. .5003, 




4919. .5005, 


5007 


. .5051 








Seq. No. 


7680 








Seq. ID 


OJ990601_03.9A26.C9 


Gene No. 


16188 








Strand 




Start 


2242 








End 


10180 


Name 


OJ990601 03 


.9A26 


.C9.o2. 


gp 


Method 


AAT/GAP 


Start 


2914 








End 


3141 


GI 


2309882 








. Score 


415 


Exons 


2914. .3141 . 












Seq. No. 


7680 








Seq. ID 


OJ990601_03. 9A26.C9 


Gene No. 


16188 








Strand 




Start 


2242 








End 


10180 


Name 


OJ990601 03 


.9A26 


.C9.o3. 


gp 


Method 


AAT/GAP 


Start 


3494 








End 


.4982 


GI 


uC-osroM202039bllbl 




Score 


908 


Exons 


3494. .3607, 


4625 


. .4982 








GI Descrip. 


•2062175 3. 


Oe-34 


(AC001645) 


hypothetical protein [Arabidopsis 




thaliana] ' 












Seq. No. 


7680 








Seq. ID 


OJ990601_03.9A26.C9 


Gene No. 


16188 








Strand 




Start 


2242 








End 


10180 


Name 


OJ990601 03 


.9A26 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4842 








End 


5301 


GI 


none 








Score 


204 


Exons 


4842. .5009, 


4845 


. .5018, 


4898 


..5023, 4994. .5293, 4994. .5299, 




5022. .5300, 


5029 


. .5301, 


5197 


. .5301 




Seq. No. 


7680 








Seq. ID 


OJ990601_03. 9A26.C9 


Gene No. 


16188 








Strand 




Start 


2242 








End 


10180 


Name 


OJ990601 03 


.9A26 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4907 








End 


5344 


GI 


none 








Score 


56 


Exons 


4907. .5065, 


4917 


. .4979, 


5025 


..5066, 5087. .5344, 5088. .5342 


Seq. No. 


7680 








Seq. ID 


OJ990601_03.9A26.C9 


Gene No. 


16188 








Strand 




Start 


2242 








End 


10180 


Name 


OJ990601 -03 


. 9A26 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5303 








End 


6923 


GI 


none 








Score 


99 


Exons 


5303. .5386, 


5307 


. .5387, 


5310 


..5399, 5312.. 5398, 6732.-6923 


Seq. No. 


7680 








Seq. ID 


OJ99.0601_03.9A26.C9 


Gene No. 


16188 








Strand 





7992 




otart 


O 1 A O 








End 


10180 


Name 


OJ990601 03 


. 9A26. 


C9.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


5334 








End 


6953 


GI 


none 








Score 


75 


Exons 


5334. .5387, 


5336. 


.5401, 


6704. 


.6751, 6732.. 6770, 6768.. 6821 




6825. .6890, 


6853. 


.6891, 


6891. 


.6953 




Seq. No. 


7680 








Seq. ID 


OJ990601_03.9A26.C9 


Gene No. 


1 £ 1 Q Q 








Strand 


- 


Start 


2242 








End 


10180- 


Name 


OJ990601 03 


.9A26. 


C9.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


6732 








End 


6918 


GI 


none 








Score 


72 


Exons 


6732. .6917, 


6853. 


.6918 








Seq. No. 


7680 








Seq. ID 


OJ990601_03.9A26.C9 


Gene No. 


16188 








Strand 




C 4- -i -v 4- 

otart 


OO A O 








End 


10180 


Name 


OJ990601 03 


,9A26..C9.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


8868 








End 


9135 


GI 


none 








Score 


103 


Exons 


8868. .9032, 


8868. 


.908 9, 


8870. 


.9094, 8968.. 9093, 9091. .9135 




9095. .9133 












Seq. No. 


7680 








Seq. ID 


OJ990601_03.9A26.C9 


Gene No. 


16188 








Strand 




orart 


OO AO 
ZZ ft Z 








End 


10180 


Name 


OJ990601" 03 


.9A26. 


C9.o2. 


np 


Method 


AAT/NAP 


Start 


8872 








End 


10180 


GI 


6850339 








Score 


828 


Exons 


8872. .9177, 


9567. 


.10180 








GI Descrip. 


(AC022354) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


7680 








Seq. ID 


OJ990601_03.9A26.C9 


Gene No. 


1 £1 QQ 
IDlOO , 








Strand 




Start 


2242 








End 


10180 


Name 


OJ990601 03 


.9A26. 


C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


8875 








End 


9151 


GI 


none 








Score 


130 


Exons 


8875. .9072, 


8875. 


.9150, 


8921. 


.9151 




Seq. No. 


7680 








Seq. ID 


OJ990601_03.9A26.C9 


Gene No. 


lb-Loo 








Strand 




Start 


2242 








End 


10180 


Name 


OJ990601 03 


.9A26. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


9569 








End 


9993 


GI 


none 








Score 


384 


Exons 


9569. .9670, 


9570. 


.9974, 


9570. 


.9992, 9571.. 9993 


Seq. No. 


7680 








Seq. ID 


OJ990601_03.9A26.C9 


Gene No. 


16188 








Strand 




Start 


2242 








End 


10180 


Name 


OJ990601 03 


.9A26. 


C9.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


9801 








End 


10091 


GI 


none 








Score 


139 


Exons 


9801. .9908, 


9873. 


.10091 


, 9901 


. .10089, 


9957. .10091 



7993 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7681 

16189 

1 

OJ990601_03.9A26.C10.ol.np 
1 

6850339 



Seq. ID OJ990601_03. 9A26.C10 
Strand 

End 5044 

Method AAT/NAP 

End 5044 

Score 1035 



1..301, 1020. ..1158, 1864. .2174, 2660. .3049, 3162. .3205, 
3308. .3362, 3468. .3512, 3789. .3878, 4889. .5044 
(AC022354) hypothetical protein [Arabidopsis thaliana] 



7681 

16189 

1 

OJ990601_03.9A26.C10.ol.gs 
52 

none 



Seq. ID OJ990601_03. 9A26.C10 
Strand 

End 5044 

Method GENSCAN 

End 4942 

Score .86 



52.. 292, 886.. 936, 1020.. 1158, 1909.. 2174, 2660.. 3049, 
3162. .3205, 3308. .3362, 3468. .3512, 3789. .3878, 4889. .4942 



7681 

16189 

1 

OJ990601_03.9A26.C10.ol.tw 

170 

none 



Seq. ID OJ990601_03.9A26.C10 
Strand 

End 5044 

Method TBLASTX : Wheat 

End 2025 

Score 72 



170. .295, 171. .293, 172. .294, 173. .301, 886.-933, 903. .932, 
1011. .1196, 1012. .1158, 1911. .2024, 1911. .2024, 1912. .2025 



7681 

16189 

1 

OJ990601_03 . 9A26 . C10 . ol . tm 

254 

none 



Seq. ID OJ990601_03.9A26.C10 
Strand 

End 5044 

Method TBLASTX : Mai ze 

End 2195 

Score 40 



254 .-.289, 877.. 930, 909.. 932, 1011.. 1157, 1050.. 1157, 

1902. .2030, 1908. .2030, 1909. .2031, 2020. .2175, 2031. .2174, 

2037. .2195 



Seq. No. 
Gene No. 
Start 
Name 
Start ... 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



7681 

16189 

1 

OJ990601_03.9A26.C10-ol.ts 

2996 

none 



Seq. ID OJ990601_03.9A26.C10 
Strand 

End 5044 

Method TBLASTX : Soybean 

End 4 927 

Score 69 



2996. .3049, 3157. .3213, 3159. .3206, 3298. .3369, 3306. .3368, 
3465. .3506, 3469. .3513, 3789. .3884, 3790. .3885, 4850. .4927 



7682 

16190 

619 

OJ990601_03.9A26.Cll.ol.gs 

619 

none 

619. .720, 2006. .2240 

7683 
16191 



Seq. ID OJ990601_03.9A26.C11 

Strand + 

End 2240 

Method GENSCAN 

End 2240 

Score .85 



Seq. ID OJ990601_03.9A26.C12 
Strand 



7994 



Start 
Name 
Start 
GI 

Exons 



546 End 1473 

OJ990601_03 . 9A26 . C12 . ol . gs Method GEN SCAN 

546 End 1473 

none Score .42 
546. .621, 1439. .1473 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7684 

16192 

3310 

OJ990601_03.9A26.C13.ol.gp 
3310 

38012_1.R1084 
3310. .3390 

M097947/gb|U72255 IOSU72255 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990601_ 
+ 

3390 
AAT/GAP 
3390 
106 



03. 9A26.C13 



2.0e-23 Oryza sativa 



beta-1, 3-glucanase precursor (Gns9) gene, complete cds ' 



7684 Seq. ID 

16193 Strand 

5068 End 
OJ990601_03 .9A26.C13.o2. gs Method 

5068 End 

none Score 

5068. .5106, 5236. .5376, 7530. .7598 



OJ990601_03.9A26.C13 
+ 

7598 
GENSCAN 
7598 
.44 



Seq. No. ■ 7684 Seq. ID 

Gene No. 16194 Strand 

Start 3617 End 

Name OJ990601_03 . 9A26 . C13 . ol . gs Method 

Start 3617 End 

GI none Score 

Exons 3617.. 3800, 3942.-3994 



OJ990601_03.9A26.C13 

3994 
GENSCAN 
3994 
.64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7684 

16195 

9304 

OJ990601_03. 9A26.C13.o3.gs 

9304 

none 



Seq. ID OJ990601_03.9A26.C13 
Strand 

End 10368 

Method GENSCAN 

End 10368. 

Score . 7.9 



9304. .9555, 9599. .9783, 9866. .10050, 10242. .10368 



Seq. No. 


7685 


Seq. ID 


OJ990601_03.9A26.C14 


Gene No. 


16196 


Strand 


+ 


Start 


424 


End 


2000 


Name 


OJ990601 03.9A26.C14.ol.gs 


Method 


GENSCAN 


Start 


424 


End 


2000 


GI 


none 


Score 


.85 


Exons 


424. .1332, 1479. .2000 






Seq. No. 


7685 


Seq. ID 


OJ990601_03 . 9A26 . C14 


Gene No. 


16196 


Strand 


+ 


Start 


424 


End 


2000 


Name 


OJ990601 03.9A26*.C14.ol.np 


Method 


AAT/NAP 


Start 


678 


End 


1748 


GI 


5668798 


Score 


387 


Exons 


678. .1347, 1377. .1748 






GI Descrip. 


(AC007519) Contains 6 PFI0040C 


1 WD40 G- 


-beta repeat domains . 



[Arabidopsis thaliana] 



7995 




Seq. No. 


^ a q a 
/bob 


beq. xu 




LID 


Gene No. 


16197 


Strand 


+ ~~ 




Start 


628 


End ' 


693 




Name 


OJ990601 03.9A26.C15.ol.gs 


Method 


GENSCAN 




Start 


628 


End 


693 




GI 


none 


Score 


.47 




Exons 


628.-693 








Seq. No. 


/ bob 






PI R 


Gene No. 


16198 


Strand 






Start 


64 


End 


254 




Name 


OJ990601 03.9A26.C15.ol.gp 


Method 


'AAT/GAP 




Start 


64 


End 


254 




GI 


none 


Score 


352 




Exons 


64. .254 








Seq. No. 


7687 


Seq. ID 


OJ990601 03.9A26. 


C18 


Gene No. 


16199 


Strand 


+ " C 




o tar c 






480 




Name 


OJ990601 03.9A26.C18.ol.gp 


Method 


AAT/GAP 




Start 


64 


End 


480 




GI 


90811 1.R1084 


Score 


413 




Exons 


64. .121, 297. .480 








GI Descrip. 


'2388999/emb|CAB11732| 8.0e- 


10' (Z98981) 


hypothetical protein 




[Schizosaccharomyces pombe] ' 








Seq. No. 


/ bo / 


beq. xu 


OJ990601JD3.9A26. 


C18 


Gene No. 


16200 


Strand 


+ 




Start 


481 


End 


727 




Name 


OJ990601 03.9A26.C18.o2.gp 


Method 


AAT/GAP 




Start 


481 


End 


727 




GI 


none 


Score 


406 




Exons 


481. .727 








seq. no. 


7688 


Seq. ID 


OJ990601JD3.9A26. 


C19 


Gene No. 


16201 


Strand 






Start 


237 


End 


1151 




Name 


OJ990601 03.9A26.C19.ol.gs 


Method 


GENSCAN 




Start 


237 


End 


1151 




GI 


none 


Score 


.61 




Exons 


237. .258, 595. .704, 1089. .1151 






Seq. No. 


7689 


Seq. ID 


OJ990601_03.9A26. 


C20 


uene ino . 


16202 


Strand 






Start 


1 


End 


1288 




Name 


OJ990601 03.9A26.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1288 




GI 


6850339 


Score 


602 




Exons 


1..220, 302. .476, 576. .789, 


1120. .1288 






GI Descrip. 


(AC022354) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


7689 


Seq. ID 


OJ990601_03.9A26. 


C20 


Gene No. 


16202 


Strand 






Start 


1 


End 


1288 




Name 


OJ990601 03.9A26.C20.ol.ts 


Method 


TBLASTX : Soybean 




Start 


31 


End 


359 





7996 




GI 


none 




Score 


149 


Exons 


31. .198, 


32. .196, 46. .237, 289.-357, 302. .355, 303. .359 


Seq. No. 


7689 




c on T H 
OcCj> 1U 




Gene No. 


IbZQZ 




OtiallCl 




Start 


1 






1 9PP 
1ZOO 


Name 


OJ990601 


U J . y/iZ D.L^U.Ol. tc 


Metnoa 


1 dLAo 1 A . Lie s s 


Start 


127 






£97 


GI 


none 




Score 


7 £ 


Exons 


127. .216, 


1 ?fl 990 "304 477 


"317 47 S 


Sfi? 697 Sft ^ fil ft 
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Start 
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End 
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